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CGCACCTCTGGGCTCAGGTCTCTCATTTGTAAAATGGGACATTTAGGTCAGATCAGCATT 

TTCAAAAGTGTGACATGTTAGTAMTAAGATGATTTTATGTGGTTGACAGATGAATGTAT 

TACCTTTAGTGGTTATATGTTTA7TTTCA 

CTAGCTMGMTCMTTATCTCTTTAAMTATATTTAAAGTTTAAAATGTGGGCCAACTT 
AG 

Sequence 3010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGGCCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACCTGGCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTT 

Sequence 3011 

CCCTTC GAGCG GCCGCCCGGGCAGGTACTGAATGGAAGAGAGAGTTGGAACAGTGAACAT 

ATTCTACTTTTTCMGAATTTCTCTTTTAAAGGTATGGGAAAMGATGGCACAAAATTCA 

TTTGAGGATAGCATAGATCTAMGGCATTTAMACCTTGAGTCTTGMCATATTTATAGG 

CACGGAAAAAATTCTACAGAAAGGAAAGATTGTAATTATAGGAGAGAGAAAAACAGTGAT 

ATTTCTGAGGATATTGTGGGGAGTGGGTGCTAAAGGACCATTGGATATATCATTCTTAAA 

CCAGAAAGGGGAAAGGATTGGGTACCTTCGGNCGCGACCACGCTAANGG 

Sequence 3012 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCCGTCTACATGGCAT 

TGGACAGGACATAAT GTAA AACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTCGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACCGTCCGCTGCTTTTGTCT 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGNATTTGGTTATATACCATTATTT^ 

ACACATGCACGC I I I I I 

Sequence 3013 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAGGGTCACCTACTCTCAAATTCTGCGGTT 

CAAATTGTGGTTGGAGATGAGATGTTCTATTTCTGCATCTCTCCTGGACCATCTTAGAGC 

AGTGCAAAGTTTACTGGATCTTCCAGTGCATTATTGGCCCTTGGTGTGATGACGAGAGAG 

CAGGAAGGAGGTCTCCAGCTCCTTTTCTGAGTTCAGATGTTCCCTAGCCCAAGAAGACTA 

ATCATGCACCTGGTTTCCTGCTCTGAAAMTAAGAAGTGATTTTGGCAGCCTTTGAATCT 

GGATGGAAGGTGGT 

Sequence 3014 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

AATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGT 

Sequence 3015 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGCGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTT 

Sequence 3016 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTMTGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTrrGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGT 

CATTCACTATCATATGTMGTGTAACAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACMTTTACAATGCTTTTTAAATCTATATCTT 

AMCATTTTAAAGTATTAGCATCACCTTTTAA 

Sequence 3017 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATAAATTTAATCTATAATGATGTATTAGCA 

ATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAGA 

GGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTAATTTCTATTTACCAATAAA 

TATGCCTGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGAAA 

GTAGAGGGCGGTTTCCMTGAGAGAATTTCATCTGCTTCTAATCTAAAAAAAAAAGAC 

Sequence 3018 

CCCTTCGGCCGCCCGGGCAGGTACTATAGTTAGAGACTTGTAGTTGATTTTTTCCAAATT 

GATCTGCTATTTCTTGGAGCTCTTTAATTTAAAMCATTTMTAACTTTTT^ 

GCTAATCAGTTTCACTGAGGTAGAAGAGTTGGAAGGCATGGAAAAGTATAAAACTTTATT 

TTGM TTAGTTGGATTTCCATGGTTATTTAAAMCTAGGCCCACCTATTTTCTAAGGCAC 

TTTTCATTTGTAATATCACTGAAATTGAMTTCCTTCTGGTTTGTTAGAACTCTGATAGG 

AAANGGCAGCCAGAAGAATAGGAAAATTTACCTTCA 

Sequence 3019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGGTTTATAGACATATATATATTCACA 

CATATATGAATATGTATACATATATATTTTTTMGCTCTTATCTAAAGTGGTTTTTAAGT 

GATGTGAAG TTTAAC CTCAGCATCAAAGTATATTCTAAAATATAAAACMCTATTTTTTA 

TCATTCTACATTTTTTATTTACATCAACTGTATCACCCATTACATATTTGATAAAGAGGT 

TATGCCTCAGTAATTCTGAAGCTGAAGGCTTAAAATCTCAGCCCAGTGACTCTGGAGAAT 

CACGTGTTAGTTAAAGGGAAAGCGGCGGCCTCACATGCTGCGTAAGT7TCATTCTCAGGC 

ATCCTTTCTGAGGGACCTACTTTTACTGGAGATCATTCTGCf AAATAAGGTAACATCTAG 

CCTCAATGGCAGTCATGTTAGTTAACCCCCT 

Sequence 3020 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGACACGCTTGAAAGAGTCCCTAATGA 

CACTGAGCAACAATTCCCCATGTTTGTTACACTGGAAGTTGTTCTATCTACCTTATGCGC 

CTGTCTTTAATTCCTGGCATCTCACAAGTCTGMAGACAGTTATTATCATTTATACAGGA 

AGAMCTAGGGCTCCTATAGGGGAAATGACTTGTTAATATCATAAGACTAGCAAAGCTTA 

CTTACTCMTTCCTMTGCTCTTCAGAGCATATTATATCTGAACTCTATATTAAATTTGT 

GGTTGGTGTTTCTAMTTANTCCTGNANTTMACTGATTTTTATATTGGGGGCNNACNAA 

GTNGGGTCATTTGNAA 

Sequence 3021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGATTAGGTTATGCCTGGTCACCACCAGT 

CCTAAATGTGTCTGTGGGGGACACAGTGGCATGGCATTGGCAAACACATCCGTTTCTTAG 

AGGGATAGGATATAGGATTTTTTCTGTCTCCAGTCCTGGAAGTGTAATTTATGATGGCAA 

AGGATTCACMGTGGMGACAAAAATCTACATCAGGTATGTTTCTGCTTATTGGGTTTTG 

CATCA TGTCACTTTTTCCTAAATGTAATAMATGACATTTTGTGTAGATTTAATACAGTA 

TTTTTACATAAATMTATACACAAATGCGTMGGTATTTGGCATTTTATTGCTGCAGTAA 

MATGTTACTMTGAGTGTAAGCMGTTATTTTATACATATTCAAGTGTGTTCTGATATT 

AGAAATATCTTATATTGATTCTGGTGATAATCAACCAATTGAAAAACA 
Sequence 3022 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCAGTCAATCGGAAACTATTGTTGACT 
CTCCTTTAAAAATATATCCAAAATATTAAAAGACTGACAGCCTCTAAGACTACCACTTCA 
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GTCCAAGCCACCGTAATTGCTGGCTATTGTAACAGCTGACATCTTGGGCTGGAGGTGTGG 

TGAGGGTGGTTAACAGAATCCCAATACAAACTTCAGATCAATTAAATGAG 

Sequence 3023 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCATGAAGCACTTCACCTCAAGGAGGGTT 

CTCCTTGTGGGCTAGGGCTTCCCAGAACCCTGAGGTGGAGGTGGACTGGAGCTGGACCTT 

GGGAGGAAACTCTAGGTGTAACAGCACAGGAGGAGACCAAGCTGGAGTTTTGGAGAGAGN 

NATGGTTCAGGAGAGCAGGGCAAGATAGGTAATATAGAAAGTCAATGGCTGGAAACAAAG 

GGGCAAAAGAGGAGCTMCCTTCCTGAATTCTCAACTATATATTAGCTTTTTTAATGGCC 

ACAATTAACTCCATAATGGAGGCCATGTGTGTTAACAAGANAATGCATGGCTGGAAAAAC 

AGAATCCAGTCTGGGTTGC7TAAGCCAAAGAAGGATATCTGGCTCGGTGTTGTGGCTCAT 

GCCTCTAATCCCAGCACTTTGG 

Sequence 3024 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAACGTGCAGGTTTGTTACATATGTA 

TACATGTGCCACCATGTTGGCGATAGCACAGTATTATTTAGTGTTCAATTACATTCTTCA 

AATTCCCCTCTTTCTTGTCTCTCCMATATTTTCAAGTCTCTTACAGAAAAAAATGTGCC 

TTGi 1 1 1 iCTCCCAGATGCCTGTCTTTAGCACTTAGCATGGTGCTGAGGGTATGTGAAGT 

TGATTGGTTTGTGAGTGGGGAAAAAGGAGATTTCTAAAGCACTAGAAAAGATCCGCCTCT 
CCA 

Sequence 3025 

GTCAGCCCGCGGGAACGACCGAACCCCCTCAGAGCGGGAAGAGGGGCGCGGGACGGACGG 

GCGGGGGACGGCGGGGGCAGAACCGGGAAGGCCACCCGTCGGAACCCGGCGACACACCCG 

TACCGAGACGCCGCGAGGACGACACGCTCCCAACACGAGGCCCACGCCGCGGACCATACC 
GGGC 

Sequence 3026 

CCCfTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 I I GAGGCTGA 

GTCTCTCTCTGTCATCCAGGCTGGAGTGCAGTTGTATGATCTTGGTTCACTGCAATCTCC 

TCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCG 

GCCGCTACCACATGCGGCTMTTTTTGTATTTTTAGGAGAGACAGGGTTTTACTATATTG 

GCCAGGCTGGTCTCAAACTCCTCAAACCCCAAGTGATCCTCCTGCCTCAGCCTCCCAAAG 

TGCCAAGGATTAAGGCG TGCG TGAGCCACTGTGCCTGGCCTAGGATAAATTTATTAGTAT 

CAGGAATCCTTATGCTTCTTTTGMTGATTATTTTCTCTTAATGTTAAAGTATAACTTTT 

GGGTA TACAT TTCATATGTTAGCTCCATTCCAGGCTTCATTTTGTGTCTCAATTCCCAAT 

CCTTAATTTTCGTTTTACTGAGGT C I 1 1 I I II I I I I I AAGTT 

Sequence 3027 

CAGGTGTACAAGCTAGCTTGAGTCGACCCACGCGTCCGGGTGCACCTGTGGCATGCCTGA 

GAGGATTACCTTGATCACATTATTTMGGTAGGAAGCCTGCCCACTATGAGTAGCATCAT 

TCCCTAAGATGAAGATGAGATCTTGTATAAAAAGGAAAAAGGTGAGACATAAGAGAGAGT 

GGGAGTGAGATCAGATGAATTAGAAAAATAAGGAGAAACTGGACTGAGCAACCAGTATTC 

GTTGCTGTGAAAATTCTTTATGTACCT 

Sequence 3028 

CGTCCGGTNAAAAGTCAGATATATTATCAAGGAGATCTGGATATTGTAAAACCCGATTAG 

AAATTGGGTTTCCCCCTGTTTTGGAGCGATACACGTCAATAGTGACCTTGGTAAAACCAC 

ATTTGGTAAAGGCCTCTTGTACTGATGGGAAACTTTTCAATCATCTGGAGACTGTTTGGC 

GATTCAGCCCAGGTCTTCCTGGCTATCCMGMCATGTACCTTGGATTTTTCAATTTCTT 

TTGAATTCCGCTCCCTTCTGCACTCTCAGCTCGCTACACTGTTCTTTGATGAAGTTGTGA 

AACAAATGGTAGCGGCCTTTGAAAGAAGAGCTTGTAAACTGTATGGTCCAGAGACAAACA 

TTCCTCGGGAATTAATGCTTCATGAAATTCACCACACCTGAGAGGAAAACGAGAGCTGCC 

TCCATCCATCTTGACTAGTTTGTTCACTTTTAAGAAGCCATTTCACCAGCTATTGAGAAG 

TCAGACAGCATTTGTTAAACCTGCCTTGACTCCAAGCCTGCTCCATTGAAAATTTATACA 

TTGAATATGGACTCACTTGTACATAGAATCATTTCTTCAATCAAAGTGTAACTCTAAGTA 

ACCGTGTACATTTGCANGCTCTGCCTGCCTTTGTA 
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Sequence 3029 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTTGTTCAATCACAGTATCTGGGTGTAA 

TAGACAGTAGCTATTTATTTAATTAGTCTATATTTTTATCTTCAGTGGGCTTTAAATGAC 

TTGT TTAT TAAATAAATTATAAATTAATAAGTGAATGAGTTATAAAATCCCAAAAGTAAT 

CTTA TTTTAT GGGGTCAGACTTTGGAAAGGAGAGCCTCTTCCCTGAAATCTTGAATACAT 

GGCATTTTTAATGCCAGGACACMTACACAMTCTGTATAT7TTTGTATAATATCTGATT 

TCATT TACTGTATMGAAAGACTTGGATMTATTTTTCMTTTTTMm 

TTTTTGGGAACAGGGTCTCACTCTGCTGCCCAGGCTGAAGTGCAGTGGTGTGATCTTGGC 

TCACTGCAGCCTTGATCTCGTAGACTCAAGCAATCCTNCTACCTCAGCCTNCCAAGTAAC 

TGGGACCACAGGTGCACACCACCATCCCCAGCTGATTTTT 

Sequence 3030 

AGGTACAAGCTAGCTTGAGTCGACGCACGCGTCCGATTTAATGTCTACACTGTAGCTGTC 

ACAGACACACCAGAAGAGGGCATCAGATCCCATTACAGATGGTTGTGAGCCACCATATGG 

TTGCTGGGAATAGAACTTACGTCCTCTGGAAGAGCAAGAAGCCAGTGCTCTTAACCATTG 

AGCCATCTCTCCAGCCCCAGCCTGGGGTTGGTTGGCATTTCTATGGGACATCTTTGGCCA 

ACAACTCAGCTGAATGCACTACAGTCTCTGTACCTGCCCGG 

Sequence 3031 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTG 

GTTTACTTCTCAGATAAACTCAGGAAGTTTAAATGGATTCTGAGAATCTGTAGCTGCAAC 

ATAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTGCTAGCTTGG 

ACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGCGGTGGCACAGTAACAACCATTTGT 

TTCTCAACAAGAATCTGATAATGTTGCTTGAACCTCCTGAACCAGTGCTGCATGCTCTGC 

TTCTTCATATGTTTGTCCTTAGATTTGACCAAAAACAATAACTGATAATGTAATACAGAT 

TCCCCAGCTCCCTGTGAGCTGGGTT 

Sequence 3032 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGTAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACMATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTG 

TGTCTACATACACATCATTAATACTATTGGNATTACTATTGGGGATAACAGCACCTCTGC 

GTTTAGGGGNTNTATTGGATATATTGGATTTGGNNATATACCATTATT 

Sequence 3033 

CCCTT AGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 

TTTTTCTCATAGGAMGCTACAGGMTTTTMGATATCACATGGTTACATTTGCTTTTCT 

TCCAGATGGAGCTAAATTGCTATATGATACAGGGTTTATmATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TAACAGTTGAATACAAACAAGATTACAAGCAGTGAAACATTCAMTAGGTTTTTGGCAAC 

TCCAAATATTTTGTGTTTCACAA 

Sequence 3034 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAMTGTGATAATTAGTMTAMCTTTTATTATATCTTATG 

TAAA ATAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCT 

TTCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTrATGTATATTT 

TTGAMGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTAGATAGCAT 

TCTGTTTCAAATCTCCTTTTCTCAT 

Sequence 3035 

CCCTTGAGCGGCCCGCCCGGGCAGGTACATCTAAMACCtTTTTACTTCCAAAAACCm 

TTGGCTCTCTCAAGAATTTGCTCTCAATATAGGAGTGGTAAATCTGTTGGTGATATAAAC 

ACAGGGAAAAAACAGGGAGAATCAAAGACAGATTAATCATTCAACAAAGACTTACTATCT 
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ACCAGGAGCCTGACAGTGTATCAGGTAGTGCCTCATGCACTGGACCAACAGTGGGAAATA 

AGATGAGGGTAATCCTTGTCCTCACAGAACCTCCATTCTTAGAGGAAAGAAGGAAATTAA 

ACATGAAATTCCACTGAGATGMTTATGAAAGGGGAAGCAGATGGTCCTGTCATAGGGC 
Sequence 3036 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 

TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTAGTCACCA 

ACTTGACGATGGACTCCGTGTTGGTCACTGTCMGGCATTGTTCTCCTCCAATTTGGACC 

CCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGG 

GCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAAC 

CAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCAT 

ATTCCCAGGACAAAAGCCCAGCCAGGCACCACCAATTACC 

Sequence 3037 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCMTTTTTGTCTCMGTTAAAATACCAAMACTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTAATACTAT 

Sequence 3038 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATAMTACTTTCCTAAATACTTACATTAAA 

GCTATTTCTGTMTAMAAAGTTCTTCMGTCAACACAATCCACMGTATTTGTTTTGTT 

CTTAGTGTAAGCTTAGCACAAGTCTAGGAMGGGTTTAGCATTGAAGTCTATTTAGGGAG 

ACAAAGTCACAGGCAACATATTTAAATAATGTTACCAAACCCAATCCTATCTGCCAAAAT 

GCTGGGAGGAGATGGTGAGTGCCACAAAGGTTCAGAAAGGAAACTGACTTCAGAAAGTGG 

TATGAGGTGTTACATTTTG 

Sequence 3039 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAATTACCTCAAAAGAAAACTGTCAACCCA 

GGMCTAMGTTTATCCATTTGGACTTACMGATMCCTTTAATACCCCATTGCCACTGT 

ATCCGATGCTGTCAGAGGCCCACCTACATCTCCCCCTACACTCAGCATTTCAGTGCATAC 

TGATAGAATTGTGCTATCACCTGCAAATACCTCTTTAGGGCACGCCAGAAGTGTGCAGGA 

GATMCATATCTGGCTGAAACTTTCAATCCCTGACAGAGGGGATTTGGGATACAAATACT 

TCGACTTTCTCACCCACTGGTGGGGATAACCGTGAGGAATGTTCTTCAGGGTTCCACAGG 

ACTCCTCTGAGGGACTTGTAACAGTTCCCCCCAAGAGTAACCTGTTCAGTGCTGTGCCTC 

TCTTGGCTTTCTTTCATGCCTCTATTCTCMTTCCAGCTCTACTCCTGAGTTTCCTTGCT 

CACTTTCCAGGAACAGTTTGMTTCAAATTCTTCTCTCAGGCTCTGCTTTTGAGGGAAAT 

CAGTCTAAGACAATC 

Sequence 3040 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAATAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTMTAGTTTTTGGTATTTTMCTTGAGACAAAMTTGGTCACGTTGCC 

ATTCACTATCATATGTAAGTGTAACAATTGCACTTTTATG 

Sequence 3041 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAATGCCAMMTTTTGTTAGGGAAACATTT 

TTCTCCTTTCTCCCTCTCAGGGAGAGATGATTAAGAAAAATCAAGTTCTAGTGGCAGCTG 

GGTCTTAGAGAGMGG7TTTTCCTACCTGATTATCCAGTTGTTTTGGGGATGGCAGTTCA 

CACTGCTTGGAGCAGAGTCTMTTTCCCGAAGATTAATAATATTAAAGAAAGTTAAATGA 

AGCAAACAGCATGCCACACTGTGCAGAGCCCCAGTCAGAACCACACTGCCCAATTCCCTT 

CTGCTATTGGGMGATMTTACTGMTCTTTGTTCCTGTGAAGTAMTGMTTTTGAATC 
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CTCTGTATGTTTAATTATCCAAAATTGAACCTTTGTT 
Sequence 3042 

CCCTTCGAGCGGCCGCCCGGGCAGGACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGTATATATTGGATTTGTTTATAT^ 

Sequence 3043 

ACCTGAAACCTGTMCTTTACATGAGTAGAAATCCGAAATGTTATAAGGCAATTGTTACA 

GCAAGAAAGGAAAAGACTAGTTATGTGATGTGCTCACATCCAGAAATCTAATAGCAGATG 

ACTCACCAATCATAATAGAGCATGTCAGTTAAAGNNCTCCGTGACTTCAGTCCAGACAGG 

ATCAAGTCCCCACTCTACTCCTGTCCAGTGTCTGAATTTANACAAATGACTTATCCTCTC 

GATGTTTAAGTTCTCATCCTGATAATGGCAGCACCTACCTCACAGATTTGTGAAGAATAG 

AAAGTTACTACATGGCTGCTCATCACAACAGTGATGAATACATTGCAGGGACACTTTAAC 

TGGTGTACC 

Sequence 3044 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTT 

Sequence 3045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTMAAAGTMTTCACAGGCAAAAATTGTAAAGGATTGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGATGGAGGTGATTGGAAGCAAATTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCA I I I I IAA 

Sequence 3046 

CCCTTGAGCGGCCGCCCGGGCAGGTACCCTCTACAGAAAAGCCAGCTGAATGTAAAACTC 

CCCTAGTGCCCTTTTCTCCTTATAATGGTATAGTTATTCTTGTCCCTGACTACTCTGATT 

GTATGCCAGGGCCTTCMATTATTTGCATTTTATATCTTGTTCATCTTTAATMTTATAA 

CAGCAGGAAACTTAGCCTAATAAAGTCATTCCATTCATAACTGGAACTCTAATTCTAAAA 

MGAMTTMTTAAAGAAAATTATTGATGTGACCAAGGTTTAGCTACATGTATAATCCAC 

AACAGAAATTTTTCTATCAGTAAAAAATTGGAAGCAACCTATAGGTCTGACAATATGGAA 

TTATTTAAATAAATGATGATTGATCCACTGTAAGTCAGGAATTGCTGCCAACATTAAGGG 

CTTAACTGAGGTCATGAATTCAAAATGTGACCAAGCACTATGTGTGTCTGTGTGTTTTCT 

TCC 

Sequence 3047 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTMTTATATGTTTTCATTTTCTCTTA 

GCTGTATAGCTAGCAGTGGMTTGTGGGATCATATGTAACTGTATTATCTTTTGAGGAAC 

TGCCAMTTGTTTTCCAMGCAGCTATACCATTTTATGTTCCTGCTAGCAGTGAATGCAG 

ACATGATCGCTACACGCMTTTCTGCCTTTTCTTTGCATCATAGGATAAAGGATGTTTTT 

ATGTTGCCTMTTTGACTTGAAGACTGGTGGCTTTGATGACTTTTAAAAATATTAAATAA 

AACTTTATTTAC 

Sequence 3048 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
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CGAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGGCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCGCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTCAGTGGA 

CAGTGCTCCAATCCTCACTGNATTTAACAGCTCACACAAAGGACGGATTAACTGTAATAG 

TAACACTACACCCATAGTACCTGC 

Sequence 3049 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATAGTTAGCTGTTTATTGCTTTCCTG 

CTCTTATTCTCAGTCCCCAGGACCAAATGTTGACCACTACCTTCCCCCACATATAATTAG 

GTTATTT ACCG AACGCCATGCAGGTGGCTGTTAAAAGGAAGATATATACTTACCTTATAA 

ACTCAACTTTTCCCTGTTGTCTTTCTGTCTCACCCCTACCTCCATGCTTTMATTAACTT 

TTCAGGCTTAGGCCTTATCTCTCAGTAGAGCCATATAAGGTATGTGTAAAAGCAGGAAAA 

TGTTTCCTGGGGATGAAGCTT 

Sequence 3050 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACATGACTGTCCTAACAAAAAACAAAATGAAGG 

CAGAAGTAGATTTTTAATTGGCTGTTTCATCTTTCATAAAAGCTAAGAACATAGTAGCAG 

AATGTAGCTTTCTGGAGGTGACGTGTAGAGGGGCCTGAGCTGAGGTCCAAGTATTTNNCT 

TGC TCAA AGAGTAGATTCAGAATTCCCAGTGAGAGGGGAGGAGGGAGAATGTTCCTTAAA 

CTGTTTTCCTAAACATCTTTAAAAACAMCAAACAAACATGGTTTTTAATAGGAGCTCAA 

CTGCAMTGCTAACAG GTAGT ATTTTCTGTTAAGGTCCTGATGCATGCAAATGTATTGAG 

AAAGATTATACTAMTATTTTTCTCTTATTCMCCACAGGTTTTCAGAATA^ 

ATAGMCAAAATTTCCAAAMGAATTTTGAGGGCTCCATGGATTTGTCCACTTTTTATTG 

TCAAGTGAAAACAAI II IN 1 1 

Sequence 3051 

CCCTTTNG AGCG GCCGCCCGGGCAGGTACCCTAGAACTTAAAGTATGATAATAAAAAATA 
>AAT AAAT MTTTTAAAAAATAGATTTAMGAAATCTCTACMTTCTTTAAAGAATACATT 
TAATTTTGACATGTTAGAATTATATTTGATTGAATTTAGTTACTGTAAATATTAGATTM 
MTATTTTTGTTTTATTCTTGTTTTCTTT^ 

AGTATGATACACAATCTGGTTAGGTCTCAGAACAACCATTATGATGTCGGATGAGCCATT 

CATTAATAATAATTGAMCAATMTACANATAAAGCTATCCTTTATAGGAGCACTTATTT 

ATATGCAMGTGCTGTTATAAAGATGGATATATATTTATTTCTCATTAAATCATTAAGAA 

AAAGGTTACTATTATTATTTCCCTTTTAAAGATGAAAAAAGT 

Sequence 3052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGAT7TAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCCTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTA 

Sequence 3053 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGCTCTCCTTTTTMCTTTGGGTTT 

TCTAAGACTAGAAACATGAAAGTGCTGAAGATGGGCATGAAAAATAATGGAGAGGAAAAC 

CATGGGGATAGTGMGATAATGMATMGTTTGGGCCCTAATGAGTTTGGGGTGGTGACA 

TG MGATT TAGTAAMGTTTTGCTAGTGTTCTGCCCAGACCCTCAGCCCAGACAGGTGCA 

GCCi I I i ICTTCCTCCCACTTTAGGAAGGCAAGGTCTGATTGATGTGCCAATGAGAAATA 

TG AMG TGTM GMCA CTAGAMTTCMTGCATTTTTATMCACmGTMTTTACAGAT 

TGTTTTGCCATCTTTTATTCTATTTATTGNCACACAGTTTTATCGTMTCCTTCCC 
GT 

Sequence 3054 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTrTTAGGAGTTTAGTTTCTA 

TTTCTCTGTTTAGCTMTTCTCTATCTTTTGGCCACTCCTTTTTTATTCCCCTCAM 

TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATAATTATGNNCA 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

31/599 



TGCAACMTGCAACAATTTMTATATAAGTGCATTACATTT 

AAMAAATTAGCCGGGTATGGTGGTCTGTGTAGAGATGGGGTTTCTCCATGTTGCCCAGG 

CCAGTTTTGAACTCCTGGACTCTAGCAATCCACCCACTTTAGCCTCTCAAAGTGCTGGGA 

TTACAGGCATGAGCAGCCACATAGCTTTCTTAGCATGCCCTTTGTATGATCCCAGACCTA 

AGTCCAAGGGATTTATCMTGATACGCATCCATCTTCCTAAGGGGA 

Sequence 3055 

TNGAGCGGCCCG CCCG GGCAGGTACTTAMGTTGGTTGTTTTTTAATGGGGATGTGGAAT 

GGAGGGGTAAATATTTTGTGTTTTTTMTGAGGAATCCCAAACACTAGAGTTTTT^ 

ATATTGCAMGGCACTGATGCCCCTTCTCACAAAATATTTCATGCTTCAGTATTGGCCTA 

MGTTGACTATCT TTATA TAMTTAMATCTTCTCATGTTTTAGTGGTGTTTTAGAAGAT 

CTTGACATGTTACTTTTTGAATTAAAGTGAAACGCATAGCATATGGACTCAACAAA 

Sequence 3056 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCCAGGCGGAAGCCCGGCTCCGGGCCA 
GCATCCGAGAGCCCNGACTGGANGAGTTGAGAAGAGGAGGAAGAATAATGGGAGGAGA 
Sequence 3057 

CCCTTGGCCG CCCGG GCAGGTACGCGGGGGAGTATCTTGCAGCCAGCGTGGACTCGAGGA 

TCTCTTCAAGGTTTTTGCTTTTGGATGCCCGCTCCTTAGTTAAGGGCCTGAAAGTGAGGT 

CATGGGCTCTGATTTAATGAAGGACTGGCCTCACCAGGCAGCAATTGCTGGGTTCTGCCT 

GAGTTCGTGAATGCTGAAGATGGCGGCCCAATTGATCGCAGCTTCCAGAAAGAAGGGATC 

CTTTCTGAATGGGATGGGCAGTGAACTTCACACCTACCCTTGGCAGGCTGGAGAAACTGA 

CCAAGAGTCTAGAAGGAAGCTAATGTGCCTCAAT 

Sequence 3058 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTC^ 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGC 

GTTTAGGGGNTTTATTGGATATATTGGATTTGGNNATATACCATTA 

Sequence 3059 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCTT 

TGTAAACTGGGTCMTGCTATTCCATCTGAAAGGAAATTACAGAATTATTTTCAATTCAA 

TTATACATCCCTGCAAMTMTTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGATG 

CCATCTATATTMTCCTAMACTTATCTTCAAATTGATTCCCAAAGTCCAACACACTTTT 

TATTTAATAMTATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTTG 

GGAGGCCAAGGCAGGCGGATCACAAGATCAGGANATTTGAGAACATCCT 

Sequence 3060 

CCC TTAGC GTGGTCGCGGCCGAGGTACTTTATTAAGGAACTCTTAATGGMTAGGCTTTT 

GGGTTTTTCTAGTTTGCAGGATAGATGAAMACATGGCTGCTGTATTTGTTGGCTTTCCT 

GAGTTTATTCATATANTMCAGGTAACTCCAAACCTTCAGTGGTTTACAGCCACAGAAGT 

TTATTTCTCACTCACGTGATCTGTGGGCTGGGAGATGGCTGTGGCTCTGAGCTCCATGTA 

TTTTCTTCATTCTAGGATCCAGGCTTTCGTGAGTAAATACAGAMGATTTTTGTAATATA 

TCAACTGTTTAAAGTTT 

Sequence 3061 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGCTGACGTTTTTCTTCAGAAAAAAACTAA 
TTTTATGGTAAMTTCTTTCCAMTTTATTTTTCTC 

AACAAGTCMTTCAGCTATCTATGTAGAAAACTGATTTATTCCTTGTGTGTATGTTAGCA 
ACGTTTATMTCTCTTMTATTATTAATTCCATAGACTATTAGCCATAAAAATTAAATGT 
TGACATTCTACCCTATTCATAAAGTAMCAGCAAAAGAMTTTAAATTATTAGTTTGTTG 
TTGTTAGAGMCTATCTTTGTTTTMTGCCTCTCATTTTTAGGAGAATAAAACCTGACCT 
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TAAAATCACCTTTGTAGAAATGGTGGCTAATAGCTTATTCTGTTAGCCATGAGGAAATCT 
Sequence 3062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGCCAGGCAGAGGAGTCTGACAGACCC 

AAGGATTAGAAGCCGTGTGGTTGCCCCTTCCCAAGAATAACCCTTGCTTGGGTGTCTGAG 

ACTGCAAGTATAATCCTGCATCAGAGGAGAGAGAGCAGGGAGCTGGGGCCAGGGCTTGTG 

GCTGTAGACACAAGTGGMGAAACCCCAGATCTCTTTTCTTTTCTAGGGCACTTCTTGCT 

ATTGTAATTTGAAMTGTATTATTTGAATAATGAGGGATGTCTTTCTCCTGCAGGACTGG 

TAGCTCCTTGGAGGAAGGGCCTACTGGTCTTGCATCTGTCTCCCTACCCCAAGGCCAGGC 

ACATATGGGAACTATTTGTTGGGTGTGTGTAGTTTCAAGTTCTGCCTCTACCCCTGCCT 

Sequence 3063 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACCTGGCCGTCTAATGCTGTTAATAGTGCAG 

CATTTTAGGTCCTCTTTACCCAGGACTGCCTGTTCAACMTTAGGGATTAATTGCTTCCC 

GGATTATCCAAATCCAAAGTGTCTTTAACCCAGCTACCTATGGGTCACTGGCTCATTAAC 

ATGCACTTCCTCAGACTTCTCACTTGAACAGCTAAAGTCAAGCTGGAACTCATTTTCTTT 

TTACTGATCAGAGMAAATAMTCTACAGTTTGGMTTTTTCTTAMTTAGAGTTATTCT 

AATCAACAGAAT 

Sequence 3064 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTAATTCCAG 

TTTGTTCTTGGCTTTCTTAGTTCTGAAMTTGAMTCTGCCTTCATTTTCACTGATGCCT 

GTGTTGTMTGTGTCAGTAMCTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTC 

TGCATATCTTTGTGCTGTTCTGGAATTTGTTTTCTGTCCATCACCGCATTTACCTGCCCA 

TACTCTGAGGCTMCATATCCAGMACTTTTAMCTTAACTTCCATTTTTCAGAACAGCC 

ATCTGCTTTAGAATAAATGATTTCCGTTTATCCAGAAAAAAGTAACTAGGTCTTAAAGAC 

TTCGTGTATTCGCCGTTCTCACATGTGGCAAAATATGGNTTNGGTTTTTCTTTTT^ 

Sequence 3065 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTA 

TAAGTCAGCAATAAATAGTTGCCATTTATGAATACACAGGACAAAGAAAATTGAGCACCT 

AGTGGCTGATGTTTGCAAMTATTAMTMCTTAAGTTCATTGAATACAATTAGAGTCAA 

ATTAATG AAGCTTA GAGATCTAGTGTTATTTAAACTACTAGTAGTGGGCCAAGTGTTGCC 

ATTMCATTTTTTTAATGATGAAATAGMTAGTAAAMTATG 

TTCATTCTAGCTTTAAAAAMGTGTTGTTTCATGMGCTTTTGTGTATTTTGCATATATA 

GATCCCCAGTGTAMCTGTATTTGTTACTTTGGCTCATAGCCAAAAACTCTTGAAAGCCA 

CTAATCTAGCCCAGTGCCTTCATTTCATAGGGTGGCAAAATTAAACCTATGGGTCATCTG 

ATTTGCCAMATTTCCTCAGGGAGNTTAGTGATAAAATNCCTTGGGGGCNTTCANAACTC 

CAAGGCCAGANGA I I I II I A 

Sequence 3066 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGTTACTTCAAGCAAACAGTTCTGAGCT 

GTCAGGGTATTTCAGCCACCTCCTGACAGGCAGAAGGCCCTCAGAGGTCTGCCATCTTGC 

CTCGCCTAGCCGCTCGCAGGAAGMATCTCCCTTCTTTTGCCTTGCAGCTGGTGTTCACC 

TCTCTGCCTTAAGTATTCATGCAAGCCTTCAMGTCTCCTTCCATTCTCTATTTAGCCAA 

GCACTTTGGGGTTGAAAGTTGAAMTAGCCAMAACCCAGCTCAAACTAGATTAAGGATG 

CTCACGGGGAATGCAACAGAATGGACAAGGTTAGAATGGAGGCTTCCCCGAAAATTAAGC 

TCCAGMGTTTAGTGCTTTCTTGGGGCTACTCTCTATTAAAMTATATATATTTTAAA 

Sequence 3067 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTGAGGTGCCTCATGAMATTAGATTATTTTG 

GAT GTATTTT CAGGTAGACACAAGCCCATTCTTTAAATCAGTTTTTGTTCTTAAAGTAGA 

ACTATTTTTTCAGTTMTATAAAAMAAAAANAANCCCNTTTTNGTNGNGTNNAAATCTN 

GGGTTTNCCTNAATGTNTTTTNGGCTNTNAAGGAAGGTNGAATTCCCGACCTTTTTTNAG 

NCCCCNGAAATCCATCATNTTTNGCCTGCCCCTGTANCAAATNANCGGCTGATNCTGGGG 

CTTNTMNANCCCANNANGCTNTCANCCTGANTTTTTINTnTCNCAGNCANAAAAAGTCNT 

GAGGGNGGATGANATTAAAAAAAAAAAAAAA 
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Sequence 3068 

CCCmCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CCGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCAAGATCG 

Sequence 3069 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTNTACTGCAGNGTCGTNTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCANTTGTTNCACTTACATATNATAGTGA 

ATGGCANCGTGACCMTTTTTGTCTCANGTTAAAATACCAAAANCTATTACAGNGTCTAC 

TGGATTTATGTCTNTATNACAAATCTTGATAGTGCATCCACAACATTACTGGCGTNCTTT 

TTGCTTTGCTTT 

Sequence 3070 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAGACAAAGATGGATAAAACAGAGTCCTT 

GATCCAGAGAGCAGAGTCTAGAGTTAGGCAGGCACACAAAGAAATGATAATGAGATAATG 

TGATATGTGCTATAATAGAGGTATGTTCCAAGGGCAACGGGATAAAGCAAATGATTCTGT 

CTGGTATAAAAGGAGAGGATCTCAAAGACAGCATCATGTTAACCAGCTCTTAAGGGATAG 

GCTCACCTACAGAGATATGAAGGAAGGGAACTCTAAACAGAGGGAATGGTATCAATAAAG 

AGATGAAGGCATCAAGTGTAGTGAGCAGAAAGAAATCTGGGTATCAGGAATAAAGATATC 

TAAGCTGAGCTGGCATATGTAGACAAGAGTAGGAACGTTCATGTGGTGTAATGCTAGCCC 

CAT GGGCTA ATCAGTGTTTGGGGTCACAAGGATGAAGATTAAGAGTGTTTCATGTCAACC 

AA AATTTTTTGG N ATCATTGGTAAG AN AAAG AAGCATTATTTTTNTACCAAG N AN AACCT 

TGMGGTGCTNT TCAC CC^^^TTAGGTAAGGGGAGTANNTTTTTAMTTTTAAACCANGNC 

TTTAMTCTTTCCTTTTGGGGAAAT^ 

CAACATTGAGGTGCNNGGGACTTTTT 

Sequence 3071 

CCCTTAGCGTGGNCNCGGCCGANGTNCATGAGCACCCTGGAGATACTAAAACTNTTATTC 

TGACTAAATGTNTNTCAANAGCAGCCTCCAGATTTTTCTGCATTCTTGCTACCTTGTTAA 

CTTGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTNTTAGAACTAANATA 

ATACAATTNGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAANGANGGTGGA 

AGAAGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAGATACATTCTGAAGCAGCCAGTTTC 

CCCAGTGTCCCCACCCCACCCCGTATGGGGCTCACATTCTATTTTTCTCTTTGTCCTTTT 

TTT 

Sequence 3072 

CGGGCAGGTGCTAGCTTGAGTCGACCCACGCGTCCGCTCTGATTTTATTCTGCCTCTAAG 

AGGATATTCAGCACCCAGAGCACCCTATTCCACTCTGTTTTACTTTTCCATGAAGAAGAG 

AGGGAGGGTCATAAAANGATAACTAAAAGTAGACAGTAAATGAAAATGTTGAGGGGCATT 

CTTGTGTGTCTACATCCCATGGGTCCTAGCTCTACTGTCTACAAAGGACAGCAAACGAAG 

G 

Sequence 3073 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGNCTAC 

TGGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTG 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGGGGATAACANCAGCCTCT 

GCGTTAGGTGGTTTATTGGATATATTGGNATTTGCCATATCCATAT 

Sequence 3074 

CCCTTAGCGTGGTCGCGGCGGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTAG 
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CAMATTTAAAGAGTTATACCGGGGTGAGTTTTACAGAATTAGTAAGACCATTTAAAAGT 

MTAAATCAACGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATGAMACACTATTACMCMTATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 

ACAATTGAAAAATT 

Sequence 3075 

GGTACGCGGGCTCCTMTATTGGAAAGGAGMTGGAGACTATTTTGTGTTCCAACATTAA 

CTAAAAATACTACCAATTGCAGAAGAAAAAAAAGATGGTATATAAAATAAATCATAATGA 

AAAMGTMCMAATAGCATCCTTTTTGTTTTCCAAATGMACAAAMCTTTTCACCTAG 

AGGTGCTTATAGAATGTGACCTGATACTAAGTAAATACAAAATTGTCACTGCTAAATAAT 

TTTCCAAGCAAAGATAATGACACTAMATATGTTTATTCGTTCTCAACGGTAGCCTGCTT 

CTCTTGGMTTCCAGTCAGCTTTGGCAAGMTGTCTTTATCCAAGTGTCTCCAGAGTATT 

CTGGGCAGCTCAAA 

Sequence 3076 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGNTGCTGCTGCAGGATCA 

GCCATGGTAGATTA 

Sequence 3077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATTTGGATTCATAGCCCTTAGAATCTACT 

GTTTCCAAAGCTAGTCGMTATCAGAAAAGCAGCTTGGTAAAGTGCAMTAACTTTGTTC 

AGGGAATCAGGAAGCACAGCTTAGAATCCCAGACTCCCTCTAACTGTCTGTAATGTAAAC 

TCAGGTAATTCCCTTCACTAGGTATCAAATGTCTCATCTATAAAATGAAGGGTATATATG 

TGACCAGTGATGCTACTTTGACGTATTTTGAGTTAATCAGAGAI I 1 1 I CTGCTCAAAATC 

TTTGGAAGAAAAGCTACTAATGGGTGGCAGAGAGTGGCAAACGTTCTATCTAAACTATAG 

ACCTCCTCCTCTTCAGAAACCTCTGATGAATTGTGCTACATAGAATAAAATATAAAATCT 

TTTGTATCCTTTACTGGNGCANAAAGTAN ATGCTTG ATTTTTTTTCT 

Sequence 3078 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTC 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTT^ 

ACACATGCACGCTTTTTAATTACATAATGTATATGTACCTNGGCCGNGACCACGCTAAGG 

G 

Sequence 3079 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

TCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTA I I I T 1 AATACATACA 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGC 

GAATTCCA 

Sequence 3080 
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CCCTTTCGAGCGGCCGC CCGGGC AGGTACGCGGGTTTGTCTCCCAAAATGTGAGAACCTC 

CATTAAGTCCAGAAACAGTTTTTTAAMAGGACACTTTTTMATTTTATTTAAT 

TCACTCATTGTCTGTTATGTGTCAGGTCTTGTGCCAATATTAGAAGCATAGTGATATATA 

TGACCTGGTTCCAGCTTTGGGGAGCTCAAMTTTAGTTGATGAGACACACAATTTCATCA 

TCAGMTGCMTATTATAGGTGTTMMTCGAGGTGGATAMGTGGTTGTTTTTCTGTCT 

TTCAGTTTGCCTGGGAGTCATAC TTCAG AATAAGGGCTAAAATTGGGGTCTAAGAAAGGT 

GTGMTMGGAAAACATTAAATACTTTTACCTAAAAGAAAATTGGGAGAGACAGTTTANG 

GGACAAGTTACTGAATAAGAA 

Sequence 3081 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGCACCCTGGAGATACTAAAACTCTTATTC 

TGACTAMTGTCTTTCMGAGCAGCCTCCAGATTIXrCTGCATTCTTGCTACCTTGTTAA 

CTTGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTCTTAGAACTAAGATA 

ATACAATTTGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAAAGAAGGTGGA 

AGAAGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAAGATACATTCTGAAGCAGCCAGTTT 

CCCCAGTGTNCCCACCCCACCCCGTATGGGGCTCACATTCTATTTTTCTCTTTGCCTTTT 

TTTAAAT 

Sequence 3082 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGGCAGTGTTTGGATCCTTCCCTGGAATCA 

GTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAACC 

T CAAAG GTGTAA TTCTCTT GGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAAT 

TCTTTTGTTGTTCTTTTTTGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAAT 

CCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTAC 

GCGGGGAGCTCAAAGCCCGCAAGA 

Sequence 3083 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATT^ 

ACACATGCACGCTTTTTAAT 

Sequence 3084 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATrTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTG 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGC^ 

Sequence 3085 

C CCTTA CGTG GTCCG GCCGAGGTCTAATTAGAAAATATAGCTTGAGCCCCGTGCCAGGCC 

TGTTTTGTTTGTTTTTGTAGAGACATGGCTTCACCATGTCTCCCAGGCTGCCTGCCTTGG 

CCTCCCMAGCACTGGGATTATAGGCATGAGCTACCACACCTGGCCTTACGGTTTTCATT 

AATATAAATATA ACTAC GTATTCCCMTGCCACATTCATAAATGAGAMTTTTAATTATT 

GATAT CTTTAAGTTTTTMCAGMACAGTGATACAAAGCTGACCTGTTAAAATTACTTAG 

TTTTTAAMCMTCTGCMGTCAGTCTGTGMTGGTATTTACATATTTMCCATTTGTTT 

ATAAGAAATATTTACCACTGCCCGGTCCCTGCCCGGGCGGCCGAA 

Sequence 3086 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAAT GTAAA ACATMAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCnTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAACAGCCTCTGCG 

TTTAGGCGT TTTATT GNATATATTGNATTTGTTTATATACCATTATTTTTAATACATACA 

CATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGNCGCTCNAAAGGG 
CC 

Sequence 3087 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTG 

Sequence 3088 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAAAAATGAAATGCTGAT 

TCTGAATTCCCAGTATGAAATCCCTTATTGAAACAGTTCCATCTCAGCATGAGCTTTATG 

GGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAGCATCTGGGGATGATT 

CTCCTCAAATTCTCCTCAAATGCAATGTTAACCTTTAAGAAAAACCAGAAGAAACAAATT 

TAAAATACCAACAAATGATGCCTGTTTTGCATCATTAACCGTAAGTGTTCACATTGAGAA 

ATCCATACAATTGAAACATAAAATCTAGTATCTATCTAAAAATAAAAACAAAAATAGAAT 

GGMTGAAAAACACATGCAACTGGAGTTATTAAGCTAGTATTGCTCTTTTGTATTTTATC 

TTTCTGTTTACTTATAATTTCTCCCTATTGCACAATAAGCAATTTATAGTAAATTGTAGA 

TCTTATATATCACTGCATTCCAGCCACCTGGCATTTTTCCCTAACATATTAGCCCGATAA 

ATATTT 

Sequence 3089 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTTTAAACTTAAGTAAGCCTT 

AGTAGTTTATGGCAATTTTAAATAACCTTTGAAAATATACAAGCAGATACATACATTAGC 

TCTAMTGTATATATMTTATTTTATTGAAACTCACATnTCGGCGAGGCGCGGTGGCTC 

ACATCTGTATTCCCAGCACTTTCGGAGTCCGAGGCAGGCAGATCACAAGGTTAAGAGATC 

GAGACTCTCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGC 

CTGGTGTGGTGGT 

Sequence 3090 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGAT7TAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3091 

ACAGTAGTAGAGTGAGCGGAAGCACTTTTGGCTGAAGTGCAACATTAGTGATTGAGGAAG 

TGCA GGTCCGTAATATCTTACCCCAAACCCTGGGGCTCACTGAGCTTCCGAGTTCAGAGT 

TTTTCAGAATTGATGAACACATCCAGAAGGCCCATGGGGCAGATACACCTTAGACATATT 

GATGAAAGTGGAGTTGGAATTGGGTTGTGGAAGTCGTAGGACGTGAATTCTAGGTTTCTT 

GGAGTGTGGAGTATGGTGTCTACCGTTTGGAAACAGAGAAGAATGACATTATGAGTTTTA 

TTTATAAAATAAGAATTTCTTCTTTGTATTAMATAGATTTTTATATAGGAAATTTTCAT 

TACCTTCAGTATCAGAAAGGCCCCCAAATCTATTTCACCGTTTCCATAATAAATTGTGAA 

AGAAAGATTTGATTGGGATATTGTCTTTAAAAATGAAACCAAAAAGTATGGGAAAATCTT 

TAATTTT 
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Sequence 3092 

CCCTTAGCGTGGTCGCGGCC6AGGTACTTCCCACGTCCTCCCAGACCTTGAATGCACCGC 

TGCCTGGGCCCGTGTTTCAGCCACACCTGCCCCCTATAACCTAGCTCCAACCTTCATCCC 

TTGGTGAGCCTCCCCTGGCAAGTCATAGAAACCCAGAGGGAGTTCCTTATTTCCTGGTCA 

CCCGGCACAGCTGTTTGCMTCTTCACTGTCCATTAGGCACCTCMGGGGCTTTTAAAAA 

TATTCATTCCTGGGCCCCACCCCGAGAGGTTTATTAAAGTGTGTGAACTACTGGGATGGG 

TGTTGGGGAGAAAGACTAAGACATCATNCAAACCACANATGTTTCAATCTGAGGGGGAAA 

ATAACATATGCATGCCACTACCCCTTTCATGAAATGGGAANCTGTGGGGTGTTGCCAAGA 

NAANAAG GTTAT GTTNCCAAAAAAAGTTCGAAAAAAAAGATTTCTTAAGGGTNGGGGAAT 

CANMAGCTTTTGGGAGACACAAAGGCCTTTTAMCCNGCCTTNTTTCCTTGAGGAGCCT 

TANMAATGGGTGGGNTATTTACATACTGGGCCCTTCCNAAAMTTTTGGNAACTTTNGG 

GGGGCTTGGGCCCCNCMAAATCTAANNGGTTTTTTAMTTTTTTGACCCTTTTG 

GGAAAAAGGCCNAAAAAMGNTNGGGTTTGGTTTTTTGGTTTTT 

Sequence 3093 

GGTACGCGGGGATCGTATCCATTTAATAATAACCAGCTGATGGGATGCTGTGAGGTTAAA 

TGGGATGCGTAGGGAACGTGGGTTTGTAGGTTCTCCATAGAGGGTAGCTGCTGCTCTTAT 

TATTGAGACTCTTGTTGTAGGACAGTCTCTCTCTCGCTCTCGCTCGCGQTCTCGCTCTTT 

TAGACAGGGTCTCGCTCGGTTGCCCAGGCTGGAGTGCAGTGGCACGATCATAGCTTATTG 

CACCCTTGAACTCCTGGGCTCAAGAGATCCTCTGCCTCAACTTCTTGAGTAGCTGGG 

Sequence 3094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTTTCTTrTCACTTCATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCAGAAGAACAGCAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTNATAGCAACCCCTGAACAAAGTGGGGTCTCTAAAGTTCTATT 

MCAGGCTCAATTACTAAACACCTTTAACCAGMAATATTCCCTCTGGGTCCTTTTCCTT 

TACATTCCATGAGTTGGAGAAGGGAAGGAATTAGTGTAGTAGTTGAATGAATGGCTGAAT 

GAAATGATACAGTTGATAGTGTAAGACTCTACAAGCAGCAAAAGTCTTGACTATAAAAGA 

TACTTCCTTAAAACTGAGAAGAAGATATTCATTTTTGTCCCCCACTCCCCGGA 

Sequence 3095 

ACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTATAAGTCAGCAATAAATAGTTGCCATT 

TATGAATACACAGGACAAAGAAAATTGAGCACCTAGTGGCTGATGTTTGCAAAATATTAA 

ATMCTTMGTTCATTGAATACAATTAGAGTCAAATTAATGAAGCTTAGAGATCTAGTGT 

TATTTAMCTACTAGTAGTGGGCCMGTGTTGCCATTAACATTTTTTTAATGATGAAATA 

GAATAGTAMAATATGTTTATTTTACCTAATAGGTTCATTCCAGCTTTAAAAAAAGTGTT 

GTTTCATG AAG CTTTTGTGT 

Sequence 3096 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAGAGACTGAACGTGCAAGATGCT 

GTCTCCTCCCAAATAGACTCACTACTGAGCATGTCTCTGAATTTCTCAAGTGTGTCTGAC 

AGTCTGAGGGACTGCTGCTGTTCCCTGATTGGCAGGTGAGGGCAGGTTGGGAGGTCTGAG 

GAAGACCCATGCCAGATACCTGAGAACCACCTTTGTGTCCAGTGAACAGATAGGCTAGAC 

CCMGAAGAAATGCCATCCCAGAGAGCTGGCTTATCTGAMGTTGTAGTTGTTTTTCCTT 

TAATAAAGAAGTGGGTGGCCCAAATATCTTTGATCTGCTTGCCTTCTCTTCCCCACCTGC 

CAGTGTGAMGGTTC TTAAC TTGGTGGCCCCGTGTAAMTGGGTTTTTACAGCTTGTGTT 

CCGTMCTGAAGGGCTTTTGATGAMCTGTTTTNGGTGAAAAGGCT 

Sequence 3097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCCMTTTMTTCTTTTAGTTGAAT 

GAGCTTCTTTCTCGCTTGTTACAGACTCACTTAGGGTCATTCCTCCCTGCCTTAGTCCCA 

GTATGGTCTCAGTAATGACATGCAGTATGGGGACTTTGGACTCCTGTTTGAACAAACCAG 

CTTTGAGATGATAMAATTTGAATATGAATTGAGTTCTTGMGATAAGAAATTGTTAATT 

TTGTCAGGTTTGTTAATGGCATGGTAGTTACTCTAAAAACAAATTTCTGGGCGAGTGTAG 

TGGCTCATGCCTGCAATCCTAGTACCTCGGCCGCGACCACGCTAAGGG 



• 
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Sequence 3098 

CCCT TAGCGTGGTCGCGGCCCGAGGTACTMTMGGCTAGGCTACTTTAAGGAATTTCTA 

TTTT GAACCAG ATAACT AGTATTAAACAGCCATAGGCCGTCTTCTAACCCCAGCTAGATA 

TTTTGCAAMTGTTTTTGTTATAATAAAGGTAACAGAGGCCAGGCATGGTGGCTCACGCC 

TATMTCTCAACACTTTGGGAGGCTTAGGCGGGTGGATTACCTGAGATGGTTTCAAGACC 

AGCCTGGTTAACATGGCCNAAACCACGTCTGCTAAAAATACAAAAATTAGCTGGGCGTGG 

TGGCAGGTGCCTGTAAGTCCCANCTACTTGGAAGGCTGAGGCAGGAGAATTGCTTGGACC 
TGGGA 

Sequence 3099 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGTGGCTGTGAGTAAATACTGTTTCTTTGGC 

TAMTCTTAGT GAGC AAAATGACACATATATGTATTTTATAAGTCCCCTGATAGCCTCTG 

TGCCTCCCGTCTTTTGTTTCMGTMTCCCTTGAGTAGAGCTGCATGTAAGTTTCAAGAA 

CATGCCTTTCCTTGGTGGGGANGGAATCCTGTATTCAACAATATTCCAGAGTATTAACTA 

AGTGGGATCACATTCATGAAGTGGGTCTACCTTCGTTTGCTCCTTCTGNGGTAATTTATC 

CTCAACACAATCTNCTNTANGCTNAAAGGGGTAAAAGTGTGNCCAAGAAACCCCTTCACC 

ANACCACACATACAGTGATGCTGGTCCCACTGAAMCCTTTTTTGGTTCCGTTCCNACCT 

TACCCMTNTTGNCTACCMTTGGCTMTTTGMNCAATCGGATTTTCCTTGGGAMCTG 
GGATT 

Sequence 3100 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAA I I I I I I I I I M 1 1 1 I I I I I I I I CGGAGAC 

AGGATCTTGTTCTGTCGCCCAGCGTGGAGTAGCATAATCATAGCTCACTGCAGCCTTGAA 

CTCCTATGCTCAAGTGATCCTCCTGCCTCAGCATCCCAAAATGCTGGGATTACAAGCGTG 

CNCCACTATGCCTGGCTAATTTATTTTATTTCATTTTTTGTANANATTGAGTCTCGT^ 

GTTGCCCCGGCTGATCACAGTTACTTTTGAGTATATATAANCAGNGGCTATCAGGAACAC 

MGAGGCCCAGTTACTTCCATTTCTTGAGATTTTCTGTATATTAAAAAATTTAAAAGGGG 

ATATTCTGGGGGATTTATTATCAAAACTGTGNTGATATGTTAAATGTGTACCTGCCCGGG 

CGGCCCGTTTAAAAAGG 

Sequence 3101 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CTACTTGTTTCTGCTGCTATMTANAGAGGAGAAAATGATGAMTGCTCTTTTTACCTTC 

CTGTTTGMGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTA GGGG ACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAGATTGGTGTAGGTGA 

Sequence 3102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTG 

GTGTCTACATACACATCATTAATACTATTGGTATTAGTATTGNGGATAACAGCAGCCTCT 

GCGTTTAGGGGTTTTATTGNATATATTGGA7TTGGTTATATACCATTATTTT 

Sequence 3103 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCGCCCGGGCAGGTACGT 

TTAAMGGTGATGCTMTACTTTAAMTGTTTMGATACCGATTTAAAAAGCATTGTAAA 

TTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAAGT 

GCMTTGTTACACTTACATATGATAGTGAATGGCAACGTGACCMTTTTTGTCTCAAGTT 

AAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGTCTATATGACAAATCTTGATA 

CTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCT 

GCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATACACATCATTAATACTATTGG 
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TATTACTATTGTGGATMCAGCAGCCTCTGCGTTTAGGTGTTTTATTGNATATATTGNAT 
TTGNTTATATACCATTATTTTTAATACATACACATGCACGCTTTTTAATTACA 
Sequence 3104 

CCCTTGGCCGCCCGGGCAGGTACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCA 

GCTCCTCAGCTCTATACATTCTTCCAGGGAACCGTAGATCTTGGTGCCTATTTGAGCCCC 

AMGGATCAGTTAGTTTTACAAAGGACAATCGTATTCTCTGTCACATCCTTTTTGGCCAT 

GCCTCAAAAGCAGTCCCACAATGTAAGCTACTGCTCATAGGCTCAATGCAGTCCACCTTC 

AAAGCAAGAGAAATAATTTCATGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCAT 

CATGTTGGAG 

Sequence 3105 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTAMGTCMGTTTCAGTTGTTTGGAAGTTTG 

TGGGGGTTTTA ATTTTTT TCCTTTAAAAAGTTCTGCCTGTCCCATCTTNAAAGCTTGCGA 

TCCTTGCTCTTGTTTTTTCTTCCCCTGTGCTNGGCCTGNTAGCGGACTCNTCTGATAAAA 

TGCCTAACNATCAAGGTAAAT 

Sequence 3106 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACGAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACT 

Sequence 3107 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATAC ACAT CATTAATACTATTGGTATTACTATTGTGGGATAACAGCAGCCTC 

TGCGTTTAGGTGT TTTAT TGNATATATTGNATTTGGTTATATACCATTATTTTTAATACA 

TACACATGCACGCTTTTTAATTACATAATGTATATGTACC 

Sequence 3108 

CCCTTAGCGTGGTCGCGGCCGAGGACAATGCTCTATAAAACATACAGATATCCCTGTTTT 

AGTGTCCAGTTCTCATTTAATATCAGATCAGATAGATATTATATTCTAGTTCTATTTAGT 

GGTTCATAGAACCTAATTATGTTGTCCAGCATCATCTTTCCCACTTGGAAATTCTAGGAA 

GAT GACC ACAT CCAC TGCAAACAAGAAC A I I 1 1 1 1 I I 1 1 CTATCAGTGTAGTTTGCCTCT 

TTTATTTTACAGTTTTGTATCTTATCTTAATGAACTGGCCATACTTTAGAACAAAGTTGA 

ATATTAGGTTCTTCATTTCAAAT 

Sequence 3109 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGAGCCAGGAAGAGCAGAGGGGAGCATCAG 

TGTCCACATGTTGGGGGATACCTCTGTGATCTGTCCACCCCTAGTGGACAAGCCACATAT 

TCAGGCCAATGCCCAGTAAGGACTGGTAACAAATTTCTGTAAGTCCTCCAGCTGCCCCAG 

GGAGTCAGCTGTGCCATCAGGTCCCATGGCCTTGCTCAGGANACCAGAGTGAACATGACA 

AAAGGAGAGCCACTTCTCCTTCAACCTCTGTTCACTGCTAAGTTACCTTGCTTCTGGAGG 

GAAAAACAAAATCCTTCCTCAAGCTTGTCAGCCACCTCCCCTGAGGCCTTCCGTGCNTCT 

TTTAGATTCTCGTACCGCCGGGGATGAACAAGCAAAGGAA 

Sequence 3110 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTGCAGTCAGGAGCCACTGTGCCTGGCC 

TCTGGGCAMCCATTTCTCTCCTTGGCTACTAGGATGTGGTAATTTTCTTGCCCTTCATG 

ATTGNTCCTTCTCTCTACCCTTTAACACATCCTTTCCCATTTCCACCTCTTAATACTCCA 
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TTACCAGTATTTTCTAAGGTTCCACATTTAAACTCCATTCTCTGTCTCTGTATTTCTCTC 

TGCCTCTGGCTCTGTCTCTTATCTTCATACTTTGCACCCCACCCTGCTGGCAATCTCATT 

CTACCCCAGGAATTTAACTCTATCCTGTCTTTGTTATGTCTAAAAGAAGAGCCACANGGG 

AGAGG GGCCAGAA TATTTTCTTCATTTCTTTAC^ 

CTGGCCI I 1 1 I I I I 

Sequence 31 1 1 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTAAGAGCTTTCCTC 

MATTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGMGATTCTCACMGTAATTGATAGAATGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATG ATTAA ATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GMGAGGGAAGAGMTACAGTCCTTGCTATTTTCCTCAGCTGATTCATMTACATTAACA 

CCCTCATTTACATGGCCTATTAGAAGTTATTTATATTTCCAATTACAGGCTATTTGAATA 

TTGCATTTGTAGTCGAATTACAGGGTTTAGGGAAAGCTCGTTTGTTTTCMGAMGGATT 

CTGGTT 

Sequence 3112 

CCCTTCGAGCGGCCGCCCGGGCAGGTCCTGGCACAAGGTAAGTGCTCAGTCAATGTTTGT 

Q^ATCAT TTTATT GCTTGAGCTATGGTCTTTTCCTGATTCTTTCTTGCGACCACAGCAC 

CCCACAGGTTTTTGAGTTATCTTGGAACTAAGTGGNCCCACCAGGGAATCTATTATCATG 

GATAAATGAAAAACTGAATGAATAAAATTTACTGGTTTCCAAAGGAAAGCAGAGAATAGA 

TTCAAATTCCAATTATTTAATAAACACCAAACACAACAATATATACTGAACTGAAGAAGT 

TGGATGGGATAGGGGGAGGNGTCTTTTAAGAAGCAGAAGACCCGCCAGATGCNGTGGCTC 

ATGCCTGTAATCCC 

Sequence 31 13 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAC GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCCGCCTATTMTACCGTCCGCTGCTTTTGTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGTATATATTGGATTTGTTTATATACCATTATTT^ 

Sequence 31 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 

GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCGAAATCCATGGTGGTTGA 

AG MCATC AMGAGGAGCMTTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTAATTGA 

ACATTTTTAGGATGTAGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACAT 

CTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGGT 

AAACCAAACCTAATATTATCATGATGCATTAAAACTGGGTTAATTGAAGCAATAAAATCA 

MGTMC AGTAA ATGCTTATACAACATGTTAAGTAATATTTACTTCAATCTTAGAAATGA 

MTGATMTTTTACATTCTAGCAGATGTATTTCTTGATACCTGTTCTGAGAGGACAGAAA 

CAAGGCTCAAAATTCATGCAAGAGGCTAATAACAACTTANTTGATAGTAAAATATGGAGC 

ATTGGATGTAGAAGTGCATTAACCTTCTTGGTTAATCTGAGTTGGACCTATAAGTGGGCA 

TATTGG MINI GGGGAA 

Sequence 3115 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGCAAGACTCCGTC 

TCAAAAMCAAAGTTAAGGTTGGGGAGTTAAGGTTGGGTAGAATGCATTAACCAGGCATT 

AGAATTGCMTGTTGGGTTCAAGATTACCACTTGGGCACTGAAGTGAAGATTAAGGGTTA 

GAAGTTAGGATTTAGTACCTCGGCCGCNACCACGCTAAGGG 

Sequence 3116 

ACATATCMATTTCCAATTTATATGGAACCATTTAATAGAGATTTTTTTCTATAATTATA 
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AACGATAATTTCTAAAGCTGTAGATTAACCCAATAACATAGACACTTCTTAATAACAGCT 

TTTGGAAATTGGAACAAGMGTCTGCAAAGGCGGCCGGGCACAGTGGCTCACGCCTGCAA 

TCTTAACACTTTGCGAGGTCGAGATGGGCATATCACCTCAAGTCAGCAGTTCCAGACCAG 

CCTGACCAACATGCTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCAGATGTGG 

TGGCACGTGCCTGTAATCCCAACTACCCAGGAGGCTGAGGCAGGAAAATCNCTGGAAGCC 

GGGAAGCAAACCCTGCANTGAGCCAANATCGCCCANTGAACTCCNGCCNGGGGNNACACA 

TTGAN ACCTCCN NCCCAAAAAAAAAA A 

Sequence 3117 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATATACCATTATTTTTM 

CACATGCACGCTTTTTAATTACATAATGTATA 

Sequence 3118 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGACCTACGTGACCATATAGACTATTGGAAAC 

ACATGCGCCTAGAATGTGCTAT7TATTACMGGCCAGAGAAATGGGATTTAAACATATTA 

ACCACCAGGTGGTGCCAACGCTGGCTGTACCAAAGAATAAAGCATTACAAGCAATTGAAC 

TGCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTAC 

AAGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGAT 

ATACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGA 

CACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATT 

ATGGGTTATATTATGTT 

Sequence 3119 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACCTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGT 

Sequence 3120 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTCTATGCCATTACACTTCTAGGTGTATAC 

TTAANAGAAATGAGATATATATCCTCAAAAGGTCCTATATAATAATGACCCAGGCAGCTT 

TATCMTAATAAACAAAAACTGGAAACAATCAATCAACAATAAAATGACGTGGTTACTTG 

TTCATAAAGATGACTGCCCAACAAACCACGCCTTCTGTTATCCCTGTCCTTATGTGTTCC 

CCTTCCTTGMTTTGTGCTGGTCTTGCGATTTGATTTTGACTGATATMTACACCM^ 

TGAAGCTTTATGATTTCTMTCTGMTTCAMAGMTCCTTGCAGCTTTCI I I I IGGTCC 

C 

Sequence 3121 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACAC7TACATATGATAGTGAA 

TGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACMATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATATACCATTATTTTTy^ 

CACATGCACGCTTTTTAATTACATAATGTATATGT 
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Sequence 3122 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCAATTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATAATGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGMATTTAAAATAATTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGAATTTGAGGGCTTGGGACAGAMTAGATTCCTTTTCCTTTTTAGGTTTTCT 

TTCCTAACTTGCTGCTTCC 

Sequence 3123 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAA TGTTGT GGATGCAGTACCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTACG 

CATATGTAAGTGTAACAATTGCACTTTTAT 

Sequence 3124 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGTATTGACTAATTGCCCTCCAGTAAA 

GTTGCTGCAAATTATTCTTCTACCAGCAGTGTCTTAGAGTTACTGTTTCCTTAGAGACAT 

GCMTGTTCTTTATTGTCTTTGTCAGTAAGTCAAGCTAAACAAATATTTAAGCTTTATTG 

TTT ATTTCT TT GATM CTGCTTCATGTGCTCTTGTCATTTGTGCATCTTCTGTGAATTGC 

CTGI I 1 1 IGTCTTTTGCCCATTTTATTTATTGAATTGCCTTTTTAAAAACTGATTTG7TC 

ATGCCTGTAATCCCAACACTTTGGGACTCCAAGGCAGATGGATCACGAGGTCAAGAGATC 

GAGACCATCCTGGTCAGTGTGGTGAAATCCCGTCTCTACTAAAAAT 

Sequence 3125 

CC CTTAGCGTGG TCGCGGCCGAGGTACATCMGTGCTTTTTAAAAAGTTGATATTGTTGG 

TTATTTTTCTTTTATTAAAATCCACAGCCCTGTGGGCTGCTGTCCCATCC7TATCGGGCT 

CATTCAAGACCAGCATTGACATTTCTMTTTGCAAATTTAAAGATTGTCAGGAAATGGTT 

TAAACACCCAGTATGATTGGGGAGCTTTTTGACTGTGGGTGACAAGAGTGGGCTCACCTC 

TGGGAAGACAGTAGGGGCAGGGGAGGAGAGCTTGGGCTAGATTTAGGGAGAGTTAGGAAT 

AGCTAACATTTATTAAGCACTTA 

Sequence 3126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTGTTTAGAAGGGATTACCAAAGGCTGGAGC 

GATTTAAGCTATGCACTAGCCTTGCCCTCTTAGGTTGCATTCTCTTTAGGCCACTGGTTC 

TCAMCATTAGGGTGCACTGTAACCATTACAGAGCTTGTGAAAAGTGCAGAAACCTGAGC 

CTCACCTTATGAGATTCTTGATTCATCCAGGGGGAGGA 

Sequence 3127 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTATGTGTGGGTGTACAACATTTTTCTGT 

GATTATATGGGTAGTTTTGAAAGAATATACTTATGAGCCAGAGCAAGAAATTGGAACCAA 

TATGTGT AGAGG TTATTGCTTTTCTCTGCTTAGTGTGTCTTGGAAAAAAGTTCTTTACAG 

GTAMTAATTTTAAATACCAATACCCTTAGTATGGATCAGCAAATTAGGGGCTCTGAGAA 

GTCCTTTCATTACMGAGTTGTTTMGCTTTGATTTATTGTTTTCTAAACTTATTTGAGC 

TGGGATGCTTTTTCAGAGCAGACACATTCTAGTATATTCTTGTNTTATCTGCACTATAGA 

TATGTATTGTTACATACCTTCAGCTTGGCAAGGCNGACTAATAAAGGAGGTTCCAANACT 

TCCCTTGGTTTAATGAAGAACATTCAA 

Sequence 3128 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGAAAGGCCAACTCCCTCTTTGGACACAG 

GGGGCTTGGTTGTATTCTACCAAACTCCCACTAGGGGGAGTGTTTTAGCAGTGTGGGCTG 

TGCCCTTCACATTCTAAACAACTGATTTTCATTAGTGATTCTCATGAACAAAAAACTTCA 

CCTCTTCACCTATCATGAATACTCAACTTATAAGGCCAGGTGCTGTATAAATCCCCGCCC 

TCAACACCCAGACTCCCAAATGCAGGTAGCTGAGCTGATGACTTTTTATAAGCAATGCTA 

CCTTAAAAATATGCA 
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Sequence 3129 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGGGCAACAGAGCCAGACTCCATCTCAAA 

AAAAAAAAGAAAGAAAGAAAGAAATGAAAGTGGTCTTGTGTGGAGTCTCTGCCCTCTMC 

CTTGTAGTTGGCCCAACTTAGCACAATTTCTTATGTGATATTTCAAGTTAATAGTGCCTC 

TTAGGCACTATTATCATCAATCCCATTTTGGAGATTGGGAAAATGAGATAAGGAACCTGA 

CTGAGGTCACACAGTTATCAAATGACAAAAGCGAAATTTAAAAGCAGATACCAGCAGGGC 

TTGATGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCAAGGCGGGAGGA 

Sequence 3130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGTTCGTCATACATCTAGATGAGGATGTA 

AMGMCMAMCTTGGAATTTCCCTCCCTCTCCATGCAGCTTTGMGAGTCTTTAATCC 

MGGGAAACCTACAGTTCTTTCTCTGCCGTAGGTTCTCTTCTCCTCTCTTCCACTTCCTC 

CAGCTCCTG TTTGTC TCTTCCTCCCTGTGTGTCTTACTACCTTGTTTTGGGGGTTTGTTT 

TC TCTCCT GATTTTTACCTCTTTCAGTCCTCAAAATGGTCTGAATAAACTGGAGATTAAT 

TTATTTTTGAMGMGTGTTTGTATCTACTAAGTGAGGTTATGGAAGAGATCCAAAAATG 

TTCTGGGTGGCAGGAGAAGACATTTAAAATACACAGTTAATAAGCCACATTTAGATAATC 

TATMTTGACTGTAGTTTATTCAGAAATGTCTTTTGTTAAATAAAGCTTCTAAGTGAAGT 

CTCAMGCCACAGAATTMGAMGGCTGTTTGTTTMTCMTGTGATTACTGCTCATATT 

TTTAAAAGGAAAAAAAAGCCNNNNAAAAGGAAAA 

Sequence 3131 

CCCTTTCGNGGCCGCCCGGGCAGGTCCTTAGGCATGGTCAGTAAGATCTGGCCAATGACA 

TGTAA GCAGAA ATGATACATACTAATGATATCCTGAATAAGAATGGGGTGTGACCCACTA 

CTATTGi i 1 1 iCCTGTTCCTGCTGGCTGGAATATAGTAAAGTAGGAAGCTGAACCAGTAA 

TATTAAACCATGAAATAGAAAATACATGTTAAATATGGCAGAGCACTAAGATGGAAGAAA 

TTTGGGTCACTTGCATGATGATGTGTGTGCCTATTACTAAATCTGCTTTGTTATCTGAGA 

GAAATCCAGTCTCCTCATTAAACTAAATAACATTCACTATGACAGCATTGTTAATCTATG 

AGGTGCCCCAGAATCCCTTATAGATTACCTGCTAAACCTGTC 

Sequence 3132 

GGACACATGAAACTATTACTAGTTTCGTATCAAAATAAAACTAGTTAATATTCCGTCAGG 

CCAATCGCTAACATAATATACTCCAATAAAAATTTATTGACATATATCCACTACCAAAAA 

AAA 

Sequence 3133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAAATCACAAGAGAAGGTGGTGGCGAATC 
CCTGCTCACACTGGAAGTTGCTCTGTGGACCATTCGAAGAAGCTCTGGACTGATCACAAG 
GGAAACCGAGCAGAACTGTGAAGCAGACGGACAGGAACAAAAGGCTATTCTGGTGTGAGG 
AGAAATCAGTCACTTCAGCTCCACAGGCAGATGTTGCTACTGGACTGACAAGTGGAACCT 

ACTCCTGCTGGAGAAAGGTAAAGTTTGCCATTGGGGCAGACGCAGAGTTCATACACTGTC 

TGTCGAGAACTTGAG 

Sequence 3134 

CCCTTAGCGTGG TCGCG GCCGAGGTACTTTCMGTTTTTACTCAMCTCMTATMTTTC 

CTTTAGAMMTGTTTTTGAGAAACACAGTATTAAATCAAGAAAGCCCTTGCTGCTTTTA 

TTG TCACTAAAATC ATATATTGTTTTCCAAAGAATACTGCCATTTGTTTATATTTCCCTA 

CAGTTTTTGTTTTTGGGAGTTTTGTTTTGTTATAGTGGCAGCTGAAGTGA 

TTGCAGCATGATGTTMTTMCCAMTGTTTCMCCTGGAACTTTGAACACCTGGGCTTA 

CATAMTTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATGTAGAAGATTTGGGG 

TAAMCAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCTTTACGCAAAATAAA 

AACAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGCAGCAGTTGGCATGC 

TTTATGTACCTGCCCGGGCGG 

Sequence 3135 

CCCTTTCGAGCG GCCGCCCGG GCAGGTACAAGTTGAGAGAAAATTGTTGAGAAGCTTCAA 

MCCTGCTTTGCATTTrTATTTTATGGGCTTCCCTAAACCCAGTAGATCGAGTGCCAATT 

AGGMTGCCTCGMCATCTATAAGCCTTGTAGGCTTATACTTGCCTTATATAGGCTTTGT 
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AGACTATCACAGTAGTAGATCATCTATTGTTCATTAAATCTGCTGCTTTTAGAATTCCCA 
GCATCAGAATTCTGTGCTTTAAMGCTGATACCACATTTTTGGAACATTCTAAGACTGTG 
GGTCAGTGACCTCCTATTTGTTTTGATCCCCGCCCCGCCTTTTATGGMTCTGATTTGGA 
TTTCATAATTCCTATACTCCCATATAACATCTATGTCGTGAAAGATTTATAAG 
Sequence 3136 

CCCTTACGTGGTCGCGGCCGAGGTCTTMCATTTTGGGGCTAGANCTMTAXATTTACTA 

GTGGACACAGGAAGAAGCAGACGCCAAGGCATATGGTCAGGAAGGGAGTTAACAGGCCAC 

CACCAAAGAGGAAGAATGCGGCAGCTGAATCACCTGAGGGTAGATGAAAAGAGGATAAAA 

TGGCACCGACAGATCCAAAGGCCTTAAGAACCTCAAAAAACCTCAGTAATAAGGAAATGT 

GTTTGGAMTACTGATATTGTTACCTTCATTTGGGAAGTGTTCACGTGTGAATAGGGAAG 

AAAATAAGGGAACCACCTGTGAATTACCTTANGCTTTCACCAGATGAGTATGAGTAAAAT 

GTGTGAAGTGAAATTCANGTTAACCCTTCAAGTCACATAGGCAGGAAACCNAAAAAAAAA 

AAAAA . 

Sequence 3137 

GGCCGCCCGGGCAGGTACAGATGTCT7TGAGGGCAGCTCTCAGGTAGMTTGCTTCTTTT 

TGTAAAACTGTTMCAGTTTTAGATTAAAAATTTAAGGGGAGTAGATTCTGTCTGCACTC 

AGAMGGCAMGTCACATGCCTCMCTTTTGACTAAAGCACAGCAACTCACTGTAAAGCA 

ACCACAGAACAAAAACTTACAAACATGACACTGGCAAATAAAAAGCTGTCATGATTTTGA 

TGAATGTTAATCCCGCGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNCTGGAATTTAMTATNTTNNATTTTNAACTNANNAAAGGCNTTTGGCNNAAACCAT 

GTTTGGAAAANAA 

Sequence 3138 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCT 

TTGTAMCTGGGTCAATGCTATTCCATCTGAMGGAAATTACAGMTTATTTTCAATTCA 

ATTATACATCCCTGCAAMTAATTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGAT 

GCCATCTATATTAATCCTAAAACTTATCTTCAAATTGATTCCCAMGTCCAACACACTTT 

TTATTTAATAAATATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTT 

GGGAGGCCAAGGCAGGCCGGATTACAAGATCAGGAGATTGAGAACATCCTGACCAACATG 

GTGAAACCCCGCCTCTACTTANAATACAAAAATTAGCCAGGC 

Sequence 31 39 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTCTATTTCTAAGTCTTGATTTCCTCATTT 

ATAAMCAAAGCATCTAMTGATATCAMTACCCTTGTTTTGAAAATCAAAGAATAAGCA 

CGGCACCCAAGACAACTTTTTGTATCACAGGCACACATGAATGCl Ml I I CCTTTTCCTT 

TTCTTATCATA AAAAC CTATATTTTATGACTTTTACATTTATTCCTAGATGCTCTCATAT 

GCATTATCTCATTTTTACAATAACANTATAAATATAAACACTGTGTATGCTATTGTACAG 

ATGAGAGACTTGAAGCACAGAAGGCTAAMCTACCTTTMCTTCTAAAGMATTTTNTGA 

GAAGCCATCTGAGNACTCTTGACAGGGTAAAATCCCTATCATTTNNGAAAAGTGCAACTG 

GGGGANCACATGTNTTTTAAAT 

Sequence 3140 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTCGCTACCGTCGGCTTGATTTATTTCAAG 

AGCATATGTTTGAAGTATTGGAACGAGCAAGAAGGATGAATCGGACAGATTCAGAAATAT 

ATGAAGATGCAGTAGMCTTCAGCAGTTTTTTATTAAAATTCGTGATGAACTCTGCAAAA 

ATGGAGAGATTCTTCTTTCACCGGCACTCAGCTATACCACAAAACATTTGCATAATGATG 

TGGAGAAAGAGAGAAAGGAAAAATTGCCAAAAGAAATAGAGGAAGATAAACTAAAACGAG 

AAGAAGAAAAAAAAAAAAAA 

Sequence 31 41 

ACCTGCAATATATTTGGAGTATTATGTCTTTATTGTTGTTAAAAAGTTTTTATTGMTGT 
ATGAMATTATCAAATTGTATTCATCATTATTAACATGTCCTGGGGAAGGAAGGGAAACT 
TTCTA GGAC A GAAGTC ACTTTCAGATGTCATGTATGTATTGGGTGTTCAATCATATCTAA 
CACTGTTTTGATTTTTGTGGGAAMTATTCCAGGAAACGCTAATTCTCTTTAGACTCCTT 



• 
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GTTCTTTTATGACTACAATGMCATATGTCTATGTGATAGCTMAGATATTTTTGAATTG 

TATGTGTGCTTAATTATCGGTAAGTATAAATATTTGAGAAAACACATGGTCTGGATATTT 

AAAACCCTCATAAACATGTTGGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnCGGGGNNNNNNNNNNAAATNTTTTNCCCCAAAAANCAAAAANCAGGGTTA 

GATNTGAATTGGAACNCCCCATANNNTACCATNACATNTGNAAANNGACTTNTGTCCTNA 

AMAGGTTTNCCNTTCCTTCCCNAGGNCNTTGTTAATAATGATGAAATNCNATTTGGTAA 

TTTNCATACCNTTCNAATAAAAAAACT 

Sequence 3142 

GGTACTTAAAAAATTTTTAATGTAAAATACCCCTTTAAGGATAGAATTTAGGGCCTTGAA 

ATTCTACTCAGTTGCTCTGAACTGTGGGGMTTTGAGACAAATAGCTTTTGTAATTGGAA 

TGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAAAACTTTCCTTAATGTAATGAGT 

TTCCATTATCTGCCT AATC TAAGGTTTGTAAGTCTACATTGTCAGGATTTATATTGAGGA 

GATAGGGGGTGTCATTTTCTGTACAAGATMGTTTTAAGTATGTTCTAAATATTTGTCTG 

CTGTAGTCTATTTGCTGTATATGCTGGAAATTTTTGTATGCCATTTAGTATtTTfATAGT 

TTAAGGAAA 

Sequence 3143 

CCC7TAGCGTGGTCGCGGCCGAGGTACAGAACACCTCCTGCAAGCCAGACTCCACTTACC 

ACTCATGTTGAGATTTGTTCGCAACCTCAGAGAAGTTCGTGGTTGGGCACATATACCTAA 

ACATGTGGCTTAAGTGATTTAAAATAGTGAAATGCTTGTTGATTACAAAAATACATGTAA 

CACATGTAAGCTGTAAGAAATAAAATATATATCTCTCACTTCACCGCTCAATTTAAAAAA 

CTAGAACTGTAGTAGTATTATTGAAGCTACCTGAATTTCCTAATTCCATCTCCACTGCCC 

TGGCTCTCCAACTGAGAGATCTTGATTTTTTTCATTTATTGTTCCC 

Sequence 3144 

GACTCCATCT CAAAA AATAAATAAATGAATAAGATTCATATGGCACCTAGTTAATTTCAT 

TTACTCMTACTTTT CAGA AATTGAAGAAGCTCTTTTTCACCANCTACTAAACAAAAGCA 

ATTTATTCAACTAGGTTTTCTTTGCATGAGTTGTTCTGTATGTAACAAGAAAGCAAGAAA 

ATAAATA 1 1 1 l IAAATGTCACACTTCCCTGCAAAAATAATCACAATAATAATAATAATAA 

TAATGAATAAGAGTTTATAGGCTAGGTATAGTGGCTCACACCTGTAATCCTANCATTTTG 

AGAGGCTAAGGCGGGTGGATCACTTGAGGTCAGGAGCTCAAGACCAGCCTGGCCAACATG 

GTGAAACCCCATCTGTACAAATACAAAATATTACTCTAAAAAA 

Sequence 3145 

CCGCCCGGGCAGGNACCCTACAGAGCTTTGTAAGTTCCTTCCTTATATAGTATATAAAAG 

GTCATATAGCTATATCTGCAGAGGACAATAATGAAATATCTGGTATTAGTGAGCTCTTAT 

TATATGCCANGNCCTTTGCTAACTGCTTTCCAGTGATATCTTATACCAACCCTATGGAAT 

MGCACTATTATCCTGCTTTGCANAGTAGGAATTGAGGCTTAGAGCAGTTGAGTAACTTT 

NCTGAGGGCACACAGCTCTACATATAGTGGAATAAGTCACATTCCAGAATGTTCCTTTTA 

CCTGCACAGGGTAACTCTGTCAGAATTTATAAAACCAATAAATAACAGCAGTAACAAAAA 

CCTMTAGCTTCCCATGTACTTGAGGNTAAGGGAGCATATTTTATTTTTCCTTATATGNG 

GGTTTCTCTGACTCAATTTGGCTGTT 

Sequence 3146 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCATTCCAGGTTGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCTTTGTTGTCCTCTTTTGAAGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATAATTAATAAAGAGCTACTAGTCCAGTATTTTCATTAATAAATTAATAT 

CATAAGT GAAT GGAATTCTTCAGGACCTTAGAAGAAGTTATGAATATAACCTTTCCTTGA 

GMGTMTTTTCATGTMGAGGGMGATAGATTTATCTTTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCAAGCCTTAATGTATGATATAGAAGATTAGTCTTTTACTTATGANCTGGAC 

AAAAAACCCTGATGCCTTTGGAA 

Sequence 3147 

CCCTTTCNAGCGGCCGCCCGGGCANGTNCTACTTATANATCTCCAGCTTACATAACTCAA 
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ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGMTGGCTTATAGTANANATG 

AAGGTTATTATMTGTANAAAGCNNATTAAACTGNATTTTAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTMTTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGMMGAGTATTTCMTAGCNNATNAACAATAGGCATCATACTTTTCATTCT 

GAAGCCATTGAAGGTTTACTGCANAAAAATTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTAACAAAAAAGGAGGAGATCATTTTCTGGGTTATTTTTTCCTCAGACTTACTATGC 

CACTGAGGTANCATACTAAATTGTCAATGACACTTTT 

Sequence 3148 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCACTGTGTTAGCCAGGATGGTC 

TTGATCTCCTGACCTCGTGATCTGCCCGCCTCGGTCTCCCAAAGTGCTGCGATTACAGGC 

GTGAGCCACTGTGCCCAGGCCTATTGGGGGTTATGCAGGTTCCTTTGCTTGGCCATGGTA 

GATGGCTMGTCTTTGCTTCCMGTTCTTTTGACCATGAGACATGTAGAGCCAGGGAGGA 

AAGAGAAAACCCAAACCAGGTCACTGTTACCTGTGAATAACATCTTGATCGAGTTCTGAN 

AAGAAGAGTGCCCGCGTACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 3149 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACCCTAGTAATTGGTGGCCCTGATATTTGAAAC 
CT TTGTGT A I I I I I I GGTTA ACGTTCCTGTTCTTCTTGGCTGCTGCTAGCCACAGAATAT 
TTATTTTTAGAGAMTTTTTCATTGGAACAGAAAATGGTGGTTGTGATGCAGTCATGGCT 
CTGTGACTTAGCAAACTGATAAAAAGATAAAAGTATGAAGCAAAGACAAACAGGGTGGAG 
GTCGGTGTTCTCCCGCCTACCCTTTCTATGTGGTGCTCATCATCAGTCCCCCTGTGTTGA 

TTCTGATAGAGAACTATAAAATGAAACCTATGGGGAATTTGTCATTCTGAAATGAAAGCT 
AATGTAAT 

Sequence 3150 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I U I I I I i M M M U I I I GTTTGACT 
CAGGGTCTTAC TCTGT CACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGTTTAAACCCCC 
AAGTCTGTGGTATTTTGTTATAGTCCCCCTGGAAATTAATACAGGATTCATGGTCTGCCA 
AAGTCTCATTCCCTGCTCAGACCGACAATGGATAGTGGGATCCTTTGTGATATGTGCTCT 

G TGAGTTAGAA GTAGTAACTTAGAGCTGTTGAGGACAATACCTTTGCACCCCATCCACTG 

MTTTTGTTTTCAAAGATACA 

Sequence 3151' 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGGAGCAGGAGGAGCAGTGGGGGAAGC 

TGGTATTATTTATACCACTCTTTGTATTTTATCACTTTTTATMGTCTGAMTT 

AA ATGAAM TGTAMMGMCAAGGAGTTTCTCACTATTCTTTGTCCCCCTAAAAAGACC 

ATCI l ] l I AAAAAGATTAAGGAATTCATACAAAATAAGTAAGAATTAACAATTATAGGAA 

GTTTGGGCCAAGCACAGTGGCTCATGCCTGTAATCCCAGCGCTTTGGGAAGCTGAGGTGG 

GTGGATTGCTTGGGCCTAAGAGTTCAAAGACTAACCCTGGTAACAGCGAGACCCTGTCTT 

CTACAAAAAATAAAAAATACTANCTGGGCATGGTGGTGCACACCTATAGTCCCAGATANT 

CAAAAAGGCTGAGGTGGGAGGGA7TGCTTGAACCTGGGAGGCCCAAGGCTTCAGTGAACC 

ATGGTCATGCCACTGCACTTCAGCCTGTGTGAAGANAANCAANAACCTTGTNTNNAAAAA 

AAAAAAAAAAAA 

Sequence 3152 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAMCAGMTATCTATTAGATATGTTCACMGGGTTTTAT 

CMTTTTGMATCCMGTGTATMTCCCCAAATGCTGTAAGGACTTAAATTTTATAGCCA 

AAACAATTA 

Sequence 31 53 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 
ACTCCAG ACACCCTCCC CAAAGCAACCTATTMCAATGACTATTTGTCCAGTTTCTTTGC 
ATAAGTAC I I 1 I I I I I I I I 11 I I I I I I I I I I I 1 I I I C I I I I I I I 1 I I I I I I M 1 I 1 I I I 1 
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Sequence 3154 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 
GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 
GCAACGTGACCAATmTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 
ATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACAmTTGGCGTGCTTTTTG 

CTTTGCTmGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAATA 

Sequence 3155 

CC CTT AGCG TGGTCGCGGCCGAGGTACNTGGNACTACNNGCNTNTNCCACCATGCCCANN 

TAA GTATTATTAGTAG AGATGGGGTTTTACCATGTTNCCCAGTCTCAAACTCCT 

GAGCTCAAGTGATCTGCCTGCCTCANCCTCCTAAAGTGCTGGGATTGCAGGTATGAGCCG 

CCGCCTCTACtTTATACmCTTGTTGAAGTGGACTGTATTGCTGATTCCCACCCACACT 

CTCTTTTTGGATATCCGGCCCCTCCTCGAGTCTCTGGGAAGGGCAAGCACTATAAAATNG 

AGGGACAACTAGGGAACTCCCACCCCCACTGCTAGGCAAGATCAGATTCTCTATCCTGCT 

AACTGGAAATGATACANAGTGTTCGATAGAT 

Sequence 3156 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCAATTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATAATAGTTTAGACAGCMTTTTTCAATTGTTTCTCTATTTTTTCCAC 

ATTTATATCTTACTAATAGTAACACAACCATTCCCCATGAACATGCTAAACTTTGAATGT 

GTAAATATAAACAATATTGTTGTAATAGTGTTTTTATACTGTCAGCTATACTGGGTGTAA 

GTCCAAATGCAGCAATACACCAATCGCAACACGTTGATTTATTACTTTTAAATGGTCTTA 

CTAATTCTGTAAAACTCACCCCGT 

Sequence 3157 \ 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCTGATTGGAGCAATAGGAAGAGACCATT 

TGGCAGTGATCGTGTGCAGTGTGACTGTGTGATAGAAACTGTGCACTTGTGATGCATCCC 

AACTGCATAGTGGGCGGCACCCTGCAATCCTCGGACCCCGTCCTACTGCCCTTGGTAGGG 

TGTGGGAAGTTACCCAGACAGAAACAGGAAAAGTATAGGAAGTTCCTTCCCAGGAACATA 

GGCATTGGAGGACATAATTTCCCTCTTAGATCCCTGGATTGTGGTTCAGAAATGTCCACA 

AGCAAAGGCTTAGAAATAATTTGTGGAAAGTGTGTTTCAGAGCTGACCCAGAAATAATCT 

GGmGACAGANGCATGAGGGGCACACCTTTGAGAGTATACTTCTTACCTTATTTC 
Sequence 3158 

TCCGNTT MCTGGACGGTCCTGGGGCCATCANAGTAAGAGTGAAGGGMGAGCTTTTTTT 

i M 1 1 1 INTNTNNCGGNTGCCACTCTGACTGAAGAAGCTGACAGCAGGGGCAGAGGGGCT 

CTGGGACACTGCTGTGTGGACTCTGGGTTAAGGGCGTGAAGAGGCTGGTGCTGTGGGATT 

CGGCTCGATGAATGAAGCACTTTATGGACTGCGGGAATCAGTTACTGCCACACCCAATAA 

ACTGGAAGTGTTTACAAAAAAAANANNCNNAAAAANNAA 

Sequence 3159 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAANATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAGGTTAAAATACCAAAAACTATTACAGGGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGNATTACTATT 

Sequence 3160 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGGTGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 
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TGCTTTGCTTTTGTGTGCTTTTGTC 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGTAGCCTCTG 
CGTTTAGGTGTTTTATTGTATATATTGTATTTGT^ 

CACATGCACGCTTTTTAATTACATMTGTATATGTACATAATGTAATTGNTACATATAAT 

TGNCGTATACCATAACTTACTATTTTTTCTTTTTTAT^ 

TTGGGTTGGTTGTT 

Sequence 3161 

CCCTTTCGAGCGGCCGCC CGGG CAGGTACAATTCCCTCTCTCTCCCACCAGTTGCTAGTT 

TGTTGATATGAGAGGAGCCTTTTGTGAGAAGGGAAGGTTGATAAACTAAATGAAGAGTTT 

ACTCACACTAGAAATTGTTATTTGGAGGAGTTTTTGTAATCATATTTAMTACCATTCAA 

MCCTMCAGTTTGGTTGAGTAGTTATAAAATGTATACTGTGGGAGTATCTGAAAGGGAT 

ATCTMCACACAGTTGTTTATCTTTCTTCATTTCTGAGAGGTGTAAGGGTGTGATAAAAG 

GAAGATCACTGTAGGTATGAATAAATNCCANNAAAAAAA 

Sequence 3162 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACGTAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCTA TATGACAAATCT^GATGCTGCATCCACAACATTATTGGCCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGT7TAGGTGTTTTATTGTATATATTGTATTTGTTTATATACCATTATTTT 
Sequence 3163 

CCCTTAGCGTGGTCGNGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 
TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 
CAACAACTTAGTGGTGTGGCAGGNNTTTCCGGTGTCTGGCTCTGAACTTG 
Sequence 3164 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTC 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 
GTTTAGGTGT TTTATT GNATATATTGGATTTGGTTATAT^ 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCC 
Sequence 31 65 

NGTACCTTCATGGTTMGAACATGCATTTTTTGTCATTGCMTTTTATTCCCMATCTA^ 
TCATGTATTCAGCAGTGAACCGAATACCCGTTATATGCCAGATACCTTGCTAGGCTGGGC 
TGTGGGTGATACCTGTTCCACAAGACAAATGTGGGCTCAAAGAGACATGCTCTCTGCCCT 
TGTAMGCTTGCAGGGAAGATAGGCAATTGAGTATTTGGTAGATAGGAAGTGTTCTGGGA 

GGCCTCTCATATAAGTATGTGAGAGCTCTCATATAGGGGATAAAGGAAGTCACACCTCAC 

ACCAAGACCTGA 

Sequence 3166 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAAAATTACTGAGATATTTTCA 

ATGMCCTTCAMAMGACCAACAMTCTATTTTTCTGTCCMTGTAATTTTGATACTTA 

AGTTTATMCTGTGTTAAGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGAAGTTTAAGMAMTGTTTAAACTMTTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGA 

Sequence 3167 
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CCCTTAGCGTGGTCG CGGCC GAGGTACCGTGCTATTAAATTATCAGTCCTGTTGAATGAT 

AGAGATTAMGATTTATTTTTCCMGTGTCATATTATAAATGTTGCTTAAAACTAAGCAT 

AATTCTTGGGAAAAAAGTGAGCAAATGTGTCTGTGTAATCACATTTAACAATTAAGTTAT 

GTAAMTCTCATTACTAMGCCATTAGCTAAATMGCAMTTTGATTAGGAMTTTGGAT 

TMTGCAMGTTCAAATATGACTGCAACCAATGTTGGTTCATTACAGTTTGCAMTTTCA 

AATGCATAAATAAACCCTTAGGAAAAAATG 

Sequence 3168 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGACTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATTATGG 

Sequence 3169 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAATATTTGGCAAAGGAATGAAAAANGTTAGA 
AAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCATGATACTTACAATCTAGGTCAGAGGT 
TCCTAAATCCTTCTCAATGCCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 
. TATTGTMGAGGTCTTACATGAAGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTA 
TGACATTATGTCCTCTGCAGNTNNTTGGTATTAAAATGTCTTTTATGNAAAGGATANTAA 
NMGTAGATAGTACTCTTTTTTGTGGAAAAAAAAAAAAAAAAAGTCCT 
Sequence 3170 

ACGCGGGCATTTGCCAGTCCCTGTGGACTTAGGCCAGATAGTATAAATAATAGTCACAAA 

AGGAGTATGAATGGGATAAGAAGCCACTTCTAGTCTGAGACAATTAAGAGTAGTAGTGCC 

TTCTCTGCACTCTCACCCCTCATTCTGACAGCTGAAGTGAAGGACTCCCAACTTCTGGAA 

CTGCCCAATGAAAGTAGCCTTGTGTGAGTGTTAGCTGGCCTGCTTTGGTCTGGGATGCAA 

GTAGAAATMACTCCTGTCATATTAAGCCACTAAGACTTTAGGGATATGTTGCTGTAGCA 

TAGCCTAATGTAGCCTGATTACTGAACGAGCCACCCCATCAACTGAATCTATGTGTATAC 

TAAAMCATTTTMGATACACAAGGTCTCAAAGAGTTCACTCGATGCACACTTTTTCTCA 

AGAAGCTCTAGANGATGTGCTCCACAAAAAATAAAGGTATAAATTGTGAAAGAAGAAAAC 

ATAGGATTTAGGAATCAAGGGG 

Sequence 3171 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATGCGTGGAACAGAGAAACAAAGCAAGCCA 

CATCTTTCTATCGGCAAGGCATTGGGTGGATGCAAAGTTAAAGAGCTAAACATGAAGGCC 

GGGCGCAGTGGCTCATGTCACGTCTGTAATCCCACCACTTTGGGAGGCTGAGGCGGGTGG 

ATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGATGAAACCCCATCTCTAC 

TTAAAATACAAAAATTAGCTGGGCATGGCGTTGAGCATCTGTAGTGACAGCTACTCG 

Sequence 3172 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCAGCCTGGGCGGCAGAACAAGACCCTGTCTC 

AGAAATMTAATMTAATAAATTTTGTTATAACAAGAAAGAGCAATCAATACAGAAAAAG 

CAGGACAATTTAAATGTGGAAAAAACCAGAAAGATGAAAATATTAATGGGCCAAACTTGC 

CAGTTAGAGGAGTGTGAGATTTGAGTTTAAAAGGAAAACAACTTCTAGGCCAGGCACAGT 

GGTTCATGCCTATAATCCCAGTGCTTTGGGAGGTCAAAGCAGGAGGACCAGTTGAGGCTG 

GGAATTCAAGAGCTACACAGGCAACATAGCAAGACCTTGTCCCAAAAAAAAAA 

Sequence 3173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTT 

Sequence 3174 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

50/599 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTCTACACTGAATCTGCATTTCACTCCCA 

TATCTATACCAGAAGGTTATCAGTGGAAGAGAAATTCAGTTATCTGAATGGACATGATCT 

TCTCAGGAGCAGTCAGTGGTTAATTGGGACAAGAAAACACAAGTCATTATCATTGAGAAA 

TCTGMGCAAATTGAGGCAGGTTGTCACCTTTCACCAGGMACAAATTAGCCCTGTCTTT 

AAAAAGACTTCTTTCTCTCTCTGCTGACTGGGGATTCCTGTCAACTGCCAATGAAATAGG 

G AGAGTG TAGATT MTG GCACTGTAACAGTGGCCATGAAACAACCATAAAGCCGTTTTCT 

MTTTTTATGMTATTTTTMTTGATTCGACCAGTGTC^ 

AAGCTTCAGCTCCGGAAAATCAGGGTGCCATCTTCCAGCTGAAATCAGTAGGTGCACCAG 
TCTGTTTGGGGAAAGTTCTGTGTATAAAGAAAAAGCCATAAAATACCGACAAAGTANCTC 
TTCCTNTTGGCTAATTTACCTT 
Sequence 3175 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTG CTTTTGT 

Sequence 31 76 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 

ATTCATCTACCCATACACACAGTGAAACACATGTGTNGCTTAAATAAAACAGACATTCTC 

CAAGGATTTCTCCMTTATMTMTTGATTGGGCTTCAAAAACTCAAGGTTGAATTTCAG 

CTTCTAACTTGATGAG AATGGCTGTCTTAATTCTGTCA I I I I 1 1 GTTAATTTTACTTCCA 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTMGCTTCTGTGATGGAGATGMTTT 

ATTAMGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

AAGTATCAAGAAGTCAAGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCT 

GTGTTAACATTAAGAGATTTAGAA 

Sequence 3177 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TGAMCCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCMAACAAAGGATAGCAAGCACCAAATGGACAGTATTTTAAACAG 

AAMAAMTTGAAAACAGCTCACAAGTGTGTATAATAGGTATTCATAGCCATAATGTTTT 

MTCMACAAAAATMGTTTATTTTCTTTGACTCAAATTATAATTATGTATTATGCGATT 

AAGTATGTCAATATTTTACAGAGTTGTAGAAAGAAT 

Sequence 3178 

NCCCTTACCGTGGTCGCGGCCGAGGTACGCGGGGGTGGCTACAAGTAACTGTGGTGTGGA 

AGCAGAGTANAGAGAAAACTTGTTCCTCATTAGAGAGAGAGCCACACTTCTCACTGCACA 

CAATGAG AGGC CAAAGATTACCCTTGGACATCCAGATTTTNTATTGTGCCAGGCCTGACN 

AAGAGCCTTTTGTGAAGATCATCACTGTTGAAGAGGCAAAGCGCAGGAAGAGCACATGCA 

GCTACTATGAAGACGAGGACGAANAGGTGCTGCCTGTCCTACGGCCCCACAGCGCGCTCC 

TGGAGAATATGCACATCGAGCAGCTGGCCCGACGCC 

Sequence 3179 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAAAGCAAGTATCAATCAGTCTGCTATCAC 

MGATMGTTCTGTCCTTGATTAGTCMGATGMCTCTTTATTTTCAAATCCTATTATTA 

ACGTATATAAGGATGGAAGCCTCAAATTTAAAGCCAAAGGATGCTGGCAAACTGACACCC 

TGAGAGAGTAAAAAACAAACTAGAAATAGATAAAAGATTCTTTCACACACAGACTGGGAA 

CAGAATAGGGAACCCAGAAATAAGACCGCACACCTACAATCATCATCTTTGACAAACCTG 

ACAAAAAAACAAGCAATGGGGAATAGATTCCCTGTTTAACAATGGTGCTGGGAGAACTGG 

CTAGCCATATGTAGAAMCTGAMCTAGACCCCTTCCTTACATCTTATACAAAAATTAAC 

TCAAGATGGATTAAAGACTTAAATGTAAAACCCCAAACTACGAAAAACTTAGAAGAAAAC 

CTAGACAATACCATTCAGGACAGAGGCATGGGCAAAGATTTCATGACTAAAAACACCAAA 
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GCAATGGCACAA 
Sequence 3180 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

AATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTA TGTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTAATACA 

TACACATGCNCGCTTTTTAATT 

Sequence 3181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCGCGCGGAAGAAAAACCAGCAAG 

AAGGCGGCGGGGGAAGATGGCGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCTA 

GTCGAGCAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCG 

GCTATGGCGAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAA 

GATCTGGCAMCTTGGTGMCAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTTTCAGA 

AGTATCCATTCCCTATT 

Sequence 31 82 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACT7TGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAATAAGT 

ACCTGCCCGGGCCGGCCCGCTCNAAAGGGCGAATTCCAGCACACTGN 

Sequence 31 83 

CCC7TAGCGTGGTCGCGGCCGAGGTACTGTTAAGGTCATGCACCCGTGTGAGGTCTGTTC 

ACAACATCACACGGCAGGACGATCACCTCTCTTGTTCTGGACAATCTGCTCCTTTGGCTA 

TAACCTTAAATTTCACTTGGCTTACACGAATACAGTGGAAAGATTAAGAACTCTGGAGTG 

CAATGAAAGTGGATTCAGGCCGQGCGCGGTGGTTCTTGCCTGTAATCCCAGTGCTTTGGG 

AGGCCGAGGAGGGAGATCACTTGAGGACAGGAATTTCAGACCAGTCTGGGCAACGTAGTG 
AGACCC 

Sequence 3184 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGGAGTCATATTGGGGAGATAGTGTTAATT 

CTATCGATGTCAGAACTTTAGGCAAGCAAATCTCAACTTACCTATACATAATGTGCTGAT 

ATAATGGCTGTTGAAGTAAATAAATATAAAGAAAAGTTCTGCACTTCTTTTGTCCTGATC 

AGTGC7TCTCTGGTAAATGTGCTAACCGCAATGATAGTTGAGATTTTAAGGGCTGGGTAA 

AATAGCAAAAAACAATGAAAAGGAAACTTGTTTAACAAGTGTGATGACAGCTATGGATCT 

GTGATTTAAAGGAAGAAATGTAAATCCCCTTTGAGTTGGATAT 

Sequence 31 85 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTMTTAGTGTCTTATGATCCTGCCTATM 
TATTTTTGACCGTCATMGTTACTTTTAAAAATTTTCAAGATCTTCATAATAATGCAGTG 
TGTTCTACTGATTGCATTGTCGAATGTCAGCATATATTTGGTTTTTTTGTTGT 
Sequence 3186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAACG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 3187 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAGGAGTGTGTGAAGAAAACATTG 

ATA AGCCA TGCCTATGTGAAAGGAAAACTATATTATATTTCAAGTCATTCCATCCCTAGT 

CACTTTTTGATTAGCAGCCTTGGTCTTCTTCAGGACTAACCATTATAGGCAGAGTGTGCA 

CAGGTTC CAGAT AAAACTGCTCAAAGCAAATGGATTAAAAAAACTGTCCAAGAGAGTCTA 

AGAACTTGTTTTATGAAGAGTCTTGGCTCTCCAATGGTGAGTCCCAGTCTGAATTTATTC 

AAGACTGAAAGAAGTTGGAGCATGTCTGTGCAAGGGTATTTTTCA 

Sequence 3188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTATAGATCTCCAGCTTACATAACTCAA 

ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGAATGGCTTATAGTAAAGATG 

MGGTTATTATAATGTAGAAAGCAAATTAAACTGGATTTTAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTAATTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGAAAAGAGTATTTCAATAGCAGATAAACAATAGGCATCATACTTTTCATTCT 

GAAGCCATTGAAGGTTTACTGCAGAAAAATTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTMCAAMAAGGAGGAGATCATTTTCTGGGTTATTTTTTCCTCAGACTTAGTATGC 

CAGTGAGGTATCATACTAAATTGTCAATGACACTTTTAAA 

Sequence 3189 

CCCTTAGCGTGGTCGCGGCCGAGGTATGCGGGCCCTTAAAGACCTAGAGAAAAATATAGT 

AAACACATTAGATCTCGCAGGGGAAATGGTAGAAAGTAAATATCTAGGAGAACAATAAAA 

TGAAATGTAAATAATTACAGTGCCAAATTATACTTTCTACAAAATAATTATATTTCAAAA 

ATATTTCCTACATTATTTGGCCATTGTCTCTGCACTTACAGTTTGATTGGTTTCTTTTGC 

TTATGTGCAGTATTGAGATAAAGTCAAAGAAAAGTTGGAGGCCGGTCATGGTGGTTCGCA 

TCTGTGGTCCCAGCTACTGTGGAGGCTGAGGCAGGAGGATTGCTCAAGCATAGGAGTTTG 

AGGCTGCAGTGAGCCATGATTGTGCCAATGCACTCCAGCCTGGGCAACAGAGCAAGACCC 
AGTCTCAAAAA 

Sequence 31 90 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGAATG 

GCAACGTGACCAAl 1 1 I IGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTC TATAT TGACAAATCTTGATACTGCATCCACAACATTTATTGGCCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTA 

Sequence 31 91 

ACTCCCATTCATACCTACCCATCCACTCCCAATTTCAATACAAATTTATATCTCTATAM 

TGACTAAAATACTATTGTGTTGGTTTTTCTTT C I I I I I I II I CTTGCTGCCACAACAAAT 

TACCACTTACTTAAAGAACATAAGATTAAAGTGATAGATTTTAAAGCATAAAATAAAAAA 

MAMTTATTATCTTACCATTCTGGGGGTCAAACATTCACATGACTTTGGCCAAAATTTA 

MTGGGGGTANACNGTGTTCTTTTNTGGAGGATCNGGGGATTTATTTCCTTGCCTTTACA 

GCCTCCAAAATTNTGGACTTGAATGGGAGNGACAGGGTTTTTCTTCTGGTAATGAGCATA 

GGNGTAGGCTGGTNCAATTAATAGTCACTACATGCAANAAAGCANAATCAAGGGAAATGA 

AAANAANCTAGTCCTGTTAACTTCAATTGACACTGAAATATCAAGNCATCTCTGAAGTTG 

AATATCCATGAACTTGTCAGGTATATGTCAGGTNTATTGTTGACATTTGTAAAAAAAAAA 
ATT 

Sequence 3192 

CCCTTAGCGGCCGCCCGGGCAGGTACACACGTGCACGCATCTCCCACTCCTGCCTGTCAT 

CCTCGTGTGTGTCATTTTCCTGTCTGAGAACCAATGGCAGGGTAGAGTCAGCAGAGGTTC 

CTACAGGATTTCAATCCTGACCCTGCTTTTTACCAACCGCGTGACCCTGGGAGGTGTGTT 

CAGCTTTGAGCTTCAGTTCCCTCCCCTGTGAAACAGGAGTAATAATTTCTACCTCATGGT 

GTTGACATAGGGATTTAAAAAAATGAGATATGCAAGGTGCTTGCGCATAGGGGGGTGTGG 

AGGGAAGGGCTCACTAAATGTTACTTCTTCCCCAGAGGCCACTCCAGTCTCACACTANAA 

TTGGGGCCAGGAGGTAGGGAAACCAGGAGCAGAGCTTGTGGTTTGTCCCCAGAGTTTCAG 

AGGGTCCTTGGGTAAGGGAGGAATCTCCTCCCT 
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Sequence 3193 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCCGTGGATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTAACAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACMTTTACAATGCTTTTTAAATCTATATCTT 

MACATTTTAAAGtATTAGCATCACCTTTTAAAT 

Sequence 3194 

CCCTTACCGTGGTCGNGGCCGAGGTACCTTACATAAAGTATGCACTAAATAAACTGAATA 

AAATTGACAATATGCAATGTCAAAGACAAAACATAATGGCAGTATTATACTATATAGAAA 

TCTACTTAGAGAGTTMATMTGTAGTATTGTAAATATGTATCTTTTAATACACAATGTC 

ATAAAATGCACGAATACCCATATATTMCCAGACTTTTTCTTAAATGGNCTCACTCTGTT 

GCGTAAGCTGGAGTGCAGCAGTGTCATCATAGCTCACTGCAGCCTTGACCTTGCACCTCC 

CCAACCCCAAGTTCAAAAGATCCTCTTGACTCAAACCTCCCAAGCAGCTGCCCAGCAAGA 

CCAGCTAATTTTTMCTTTTTGTAGANACGGGCCCTTACACCGCTGTCCAGGCTAGTCTT 

GAACTCCTGGGCTCAAGAGATCCTCCTGCCTTGGCCTNCTGAAGTGCTGGGATTTCCGGG 

ATGAGCCACCACACCCAGCCAATATATGTATTTCAAAAANATTTGTGTTGCACATGACAA 

AAACCTMTGNTGGATGGTCACTTTTTTAAAATTAAAAAGAAAAAAAAAA 

Sequence 3195 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CMCAATTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATT 

Sequence 3196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATGGAGTTAATGAGCCTGAAACAGGGCCA 

GCTGAGCTCAAGTTTTGGAGTGCGCCGAGGCAACATGCCTAAGCAGAGGCCAGAATCCAA 

ACCAAT CACT GATACAAGTTTCTAGCAGGAGTCTGCTCACCAGTTAGACTCAAAGCAAGA 

CTAGAGTTTTCTGAGCAATTAGGCTAAGGAGGAGGCAGGCCAGGGTGCTGGGGTGAGGGT 

GGAGAGTAAGGAGAGTGCAGGGCATGTTCTGAGTCTCAATTATTGATTGCAAATCACTTA 

GAGATCTTGTAATCAMGATTGTTTTCTATATCATCAATACAGGCACATATCTAACAGTC 

TGGTATTATTGCTGATGGTTTGTCTGGATTATTATAAGACTAGTCAAAATCTAACTCCAA 

ACCCTTMGATATACMTCTATTTCAGTTANGACTGCTGGTTAATGTTGTCTGGCATT 

Sequence 3197 

ATCTGCAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAA 

AAATGAMTGCTGATTCTGAATTCCCAGTATGAAATCCCTTATTGAAACAGTTCCATCTC 

AGCATGAGCTTTATGGGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAG 

CATCTGGGGATGATTCTCCTCAAATTCTCCTCAAATGCAATGTTAACCTTTAAGAAAAAC 

CANAAGAAACAAATTTAAAATACCAACA 

Sequence 3198 

CCCTTCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTAATACTTTAAAATGTTTAA 

GATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTGCATGGCATTGGA 

CAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGC 

AACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGGAT 

TTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCT 

TTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTGTC 

TACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGCGTT 
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TAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTAATACATACACA 
TGCACGCI I 1 II 

Sequence 31 99 

CATGGNCGGAGCAAAACATCGTCCAGCCGCTAAAAACACTGATGGCCGATGATCCGGATT 

ACAGTTTCGATATTCTGGAAGCCCGCTACGCCATTGAAGCCAGCACCGCATGGCATGCGG 

CMTGCGCGCCACACCTGGCGACAAAGAAMGATTCAGCTTTGCTTTGAAGCAACGCTAA 

GTGMGACCCGGATATCGCCTCACAAGCGGACGTTCGTTTTCATCTGGCGATTGCCGMG 

CCTCACATAACATCGTGCTGCTGCAAACCATGCGCGGTTTCTTCGATGTCCTGCAATCCT 

CAGTGMGCATAGCCGTCAGCGGATGTATCTGGTGCCACCGGTTTTTTCACAACTGACCG 

MCMCATCAGGCTGTCAT TGAC GCCATTTTTGGCGGTGATGCTGACGGGGCGCGTAAAG 

CMTGATGGCGCACCTTAGTTTTGTTCACACCACCATGAAACGATTCGATGAAGATCAGG 

CTCGCCACGCACGGATTACCCGCCTGCCCGGTGAGCATAATGAGCATTCGAGGGAGAAAA 
AACGCAT 

Sequence 3200 

GGTACMCCTTGAGATTACAGATGGTTAGCATAGTTATGTGCTTTTTTGTCm 

TMTCTT MTCAAAAT AAAAGCAACTAAGGAATCAGATTACTGACTCTAAGCTTTTAAAA 

AGGAGTGATTTTTTTAATCAGTGTCCCTCAGTCAGCTAGTGCTATGCCAGCCTGACTTCT 

CAGCTGCA CCTGT TACATTCTCCAACCCTATGTGACTTGCTTTTCAAATTGTTGAGTTGC 

TMTGGGAATTTTGGATTGTTTGGGGGCATGCAGATCCATAGGAAATGGTAATGAAGAAT 

MGCAGCTCATGAGAGTGATGGCTCAAGCTGCCATCATTTAACTTGAACTTCTTACTGTC 

TTGACTTTATGTTTCCGAMTGATGAGCCAGATACATTTTAAATAAAATTTTTAGAAT^ 

GAGTTMTTCCAAAAGGATMAGACACAGTTTTCTGTTAAAACTTGAAGTTACAGAGAAN 

GGAAAGTACCT 

Sequence 3201 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACACCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGGATATATTGGATTTGNTTA 

ACATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGCCGNTCGAAAGG 

GCNAATTCCAGCACACTGGC 

Sequence 3202 

GGTACAAGAGTATGAAGGAGGCTTAGTGTCTGCGGATATGATACAAATCACACCTTCATT 

AAGACTAGAGAATGGAAGTCATACTGGGTGATAGTGTATGAGGGTGGAGAAGACATAGAA 

ATGAGAAGAGGAAGTAAAGAACTTCAACAATTTCCTGGGAAAACCAAAGATCTCAGTTGG 

TCAAGAGCATGCTCTACAATCAGCMCATTTTAGTATCTAGTATCATGTTATCTTTAAGC 

CATMTTTGTCCTTGGTCTTTCTAGGTTTTGTTTTTATTATTTTC^ 

GGGMTGGGTAAMCATTCTGGTCTTCCTTTTGCAAATCTAGAACCACAAAACCAATTAC 

MATTTGCGACTCTTGCTATAAACAMAMTACTCCMTTTATCAGTGACCTAATTNGAA 

GAG CTNAAACC CAAAAACTCTTAGAAGAAAATATAGGGGGGGAAAGCCNATGNATTTCTT 

TGGNTTTTTTTGGGGTGGGGGGAANCCGGGGG 

Sequence 3203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGA CAAA TCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 
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GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTC 

ACACATGCACGCTTTTTAATTA 

Sequence 3204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCMTGGTTMTGCATTATTTGAGGTTC 

MTTTMTGATGTTTAGTGTATATGATTACAGACTGATACATGCATGCCATGCTGGGTTT 

CTGAMACAAGTGCTTTAGTGGCAGTAGAAAGAAATTTTAACAAGTAACAGATTAAATGT 

ATAAGGCTTACAGCACAATGATTAAAAACAAAGGAATACAAACTAAATAGTCGTGAACAC 

MTTA GTTTCTCTTCCTGCAGCCACAGTGTGTGTGCTGAAGATATACATAAACTGTTGGA 

TTTTTCAGTGTAGTCATAMACMAGCTAAGATACAMMTAGTTGAAAGTCTTTGCAAC 

AAMTCTCAATTACAGTATMCCAAATATTAAGCAGAMTTCTTGTACMTATTTCTGAA 

ACACTTATGTCTGAAAT 

Sequence 3205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCATATTCTCCACCTTTGTTCCTTGCC 

CTTTGCCTTCAAAGATATGTAGATGTTCCTTAACTCCAAAAATTATAAAAACAAACAAAA 

AMCTTTACCACTGTTCATTATCAAAGTTACTATTCATTTATCCATTCAATATTTAGAGT 

AGCTMCAAGACAAAACAAAATAATTGCTGCTTTCGTGGCTTATAGTGGGGAAGGGTGAT 

AAA CACCATGA TGAAGGAGAGAAGAGTGCTATTGTGGGGGCACAAATTATGGGGATCTGA 

TCCI I I I I I I I AAGGGAGGCATCAGGGAAAGTCTCTCTGAGGAAGTAAGGTTGATTCTCA 

AAGGACAGATGGCAGAGACCCGGGTTAAGGGGTGGATTGGCACCAGGCTGAAGTCTGGTG 

CTCACMGAA ACTMGT GACAGCATAGGTTGGTATAGTGTGTMGATCACCTTATTTTCT 

TCTTCANGGMTTTTTTG AG AACCTGG NTTATATTTGC ATCTTACTCTCA I I 1 1 I I CTTG 

GGTCCCAGNAACATANTTATTTTCCC 

Sequence 3206 

CGCCCGGGCAGGTACATAAGTGATTTGGATTACCTATATTATCTCTCTCI I I I I 1 1 1 I I 1 

TMCCATGTGCATGTTTTTCTTTAAAATAGAAATAGTGAAGTTCTGCTTCAGTCAGAACC 

TGCATAGGTTAATTAAATGCACGCTTTACTCCAACTCTACAACACTAAAGGACATGAAGG 

CTGCAAAACGAC TGGG AAGGGCTGCCCCCATACACTCAACTCCTCCAGTTTCTCATGCAT 

CCGTCCACCAAGTTTTACCAGACATTTACTATGTGCCAGGTTCTGCACTGGGCACAGGAG 

CAGAGGGCCGGTGGAGACACAGTCCCTGCCCCCACAGAGCTCACAGATGGGGCAGGCAGA 

AGCCACAGAGGCCGTGGTGGTCACGCTTCGGGAGAAAAGAACCACAAGTCAAAGGGGCAC 

AAAAGGGGGCAACCAACTCTATCTGGGATGCTGGAAAGGATTCCTGGGGGATGGAGATGA 

CTNAGTGGGAATAGCCCTGATTGGAAAGAAGAAAG 

Sequence 3207 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATMCAGACTTGCCTGAGCCATTACTTACCACAATGAATTGGTATGACACTTC 

TMCMGGTCAGAMAATCAGATTCTGTTTTCTTMTATTGAGGATCTTTCCCACTTTCC 

CTGAGCTAATGAGACACAGGTCTGTGGCAAATACATTTAGTATTTTCCTACACATGAATT 

CCTAACAA AACCA AGCAAGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTTATGTTATTTTGCTTATTGAAA 

Sequence 3208 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATTTTCATCCTCTCCAI I I I I CAGATAAG 

AGAACTGAGTTGCAGAAGCATTAATAGCTTCACCAAGGACACACAGTAATAAGCGGCCCA 

ACAAAGATTCTAACCCAGGCCGACTGGATCCAGAGCTTGGACTCCTAACAACTAGAGATT 

AT TGTTC CTTTCGCAATCCAGCCACATGAACCTCCTTTATATTTAATGCAAAATATGCAT 

TGl I M ICACCTCCAGCCTTCTCAAATGACAATGTCTCTTCCTATGCATTCGCCTACTCC 

ACCTAACCTCACTTTCCCTTGGGCTCCCTCCTATCCATCCTCCAGGATTCTTGGTCAGGG 

TCAGCTGCCCCTTCTGTGTGTGCTACCCCATCACCCTGTGCTTCCCCTTCCAGCACTCAG 

CACATAMCTGGGTATTTCAACTACAGGTTCTCTGTCACCTCCCACCCTTGACTTGAAAG 

CTGCACAAGGACAGGGGCCAAGCTACCCAAGCATTTCTATATCTACAATGNCTGGCAGGC 

TTGGCGGGGGGCTCTATCATTACTGNGAAAAGACCAGGATACCTTTATTAAATAAGTGGA 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

56/599 



ATAAAATTTGAATAGTT 
Sequence 3209 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAA AACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTCGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGC 

Sequence 3210 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCATATGAAAATAGTTGCTACCTTGTTGGA 

CAGGACAGATATACAAAGCATTTCCATTTTTACAGAAAATGTGTATGGATACCATGGAGG 

TTTGAAATAAATGCTGNNTTCATTCAAACTATAGTGAAATACAGCATGTGAAAAAGTAAT 

TACTTATTGACTATAATAAATGCTTCATAAAATATAATAGATGCTGATTCTGGCCAAGAT 

TGACAAAATCTAATGCAGCCTACATGTCTCAGTGGTTAATACTAAGACTCTGAATAAAAT 

ACAAGCMATAMCACCTTTGAGGACTTTGAACAGTAAATAACAGAGGGCGGGTTTAAGG 

GTMTCAAAACTTGMGMACATCTATATGGTAGTGGTGMTTTATTATATTTTTCTTGC 

TTATCTCCTANGCTGTGACCTAAAGACTATCTNAATGGGAAAATGTGTAACAGGCAAATT 

TAGCAAAACCTATGGGGAACCACATATTTCTTGGCTATAGGGCAAAGAGAAAGGCCCTAT 

ACTAGCAGGAGAAAATAGGAAGAAACCTTTT 

Sequence 321 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGGCCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGC^ 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATT^ 
ACACATGCACGC I I I I I AAT 
Sequence 3212 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTAATTGATTGGGCTTCAAAAACTCAAG 
GTTGMTTTCAGCTTCTMCTTGATGAGMTGGCT 

TTTACTTCCAGGAAGTCAGGGCTGTGATTTGAGGTTTTTTTCTCTMGCTTCTGTGATGG 

AGATGMTTTATTAAAGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCAT 

CAGAATTAGGAAGTATCAGAAGTCAAGATCAATTTTCAAGAACAGGAGCATAAAATTCGA 

ACTCMTCTGGTGGTTACCATTAAGAAGATTTAGAAGCTCATTCAGACTGATAACTAACG 

AATAMTATAGCTTTCATTTGTTGGAGACTTTATGTGAGCCAGCCAGTTATACATGTTAT 

TTATMTCCCCACAGNMCACTGCAAGGTAGGTTATCAACTCTATTTTTGCAGTTGAGGA 

MTTGAGGCTMGAAMTATGCCATTTMCTTTTGCTGCATAACAAAACTACCCCAAAAA 

GCTAATGGGTTTA 

Sequence 3213 

TAAMTGTTTAANANATAGATTTAAAAAGCATNGTACATNGNTACTGAATGNCGTCTACA 

TGGCATTGNACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGAT 

AGTGMTGGCMCGTGACCMTTTTCNTCTCAAGTTAAAATACCAAAAACTATTACAGTG 

TCTACTGGATTTATGTCTATATGACAAATCTTGATACTGNATCCACAACATTACTGGCGT 

GCTTATTGCTTTGCNTTTGTGTGCTTGTGTGTGTCTGCCTATTAATACNTTNCGCTGCTT 

TTGTCTGTGTTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGC 

AGCCTCTGCGTTTAGGTGTTTTATTGTATATATTGGATT^ 

AATACATACACATGCA 

Sequence 3214 

CCCTTAGCGNGCGCCCGGNCANGNACNNATTCTAGGTGGCCTTATTTACATAATAGATTG 
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GTGGTGTTTACATTTAACTAATGAGTTTNCATTTNACNAAAACNNAAATCCAGTGTNTGA 

NCTNMTGATMNMCTGGAMTGCTTTTTCTCAAGGACGTGGTCNATNATNTAAGTTTG 

CACNANGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCA 

GGACAAAATACTAACACATTATGAAAATGATAGTACCTNGGNCGNGACCACGCTMGGG 
Sequence 3215 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTTGGTTATATACCATT 

Sequence 3216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 
CAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 
TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 
TATTGTAGAGTCTTACAT GAAGCT MATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTMGAG 

TTTAGATAAGT 

Sequence 3217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATATTGCAAAAGCTATCTTCCTTCTAT 
ACATGAGG CTGTC AGCTGAATAGTCTTGGMGAGTGAGGAGTGMTTTTTCTGCTGGCAA 
CTCGGTTAGTTTTAGCAGTTGGTGCTAAMCTTGGCAMGTTTTCACCAAATACATGGAA 
GATATACAAAAATAGAGGGGGCATGTAAAAGAAAAACNTTGACATANTCTGAGC 
Sequence 3218 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAACAGGCCAAATGTTGCCTTTGGGGTTC 

CTGTTTCAACAGCATGGTGTGAAGCGCTGCATCAACCTTCTCTGCCTCATCCTGCAAGGT 

GGCAAATTCCTCAAGAATATGACCAAGCTTATCTCTCTGTCGAGCCCTGTTATGTCCATG 

GATCTGAATAAGACTACAGAATGGCCGAACACAGTGAGTAACAAAGGAGTCGATACAGTC 

CTTAGCCTGGTGATTATTATATAGGTAGCACTTGGGGGAAAGCACCGGAGGACTGACAAA 

AGACCGMGTGCATCTTTCACCATGTCTTGTATGAGATGAGTTCCAAAGACCTTTTTGTT 

ATCCACCAGGAAAGTGGTTTGTAACAGAGATCTTGAAAGAACACGTGGTGACTGTTCACT 

AMT TCACA GAAAAMATCCAGGATACAATGTAAATTTGTTAAATTCACAACCTCACAGA 

CAGGTTTTATTCTATCTATTMTCTTG 

TTTTTTGCATATCGAGGGAANGTAGGTGGAAGTAGCCTCTGGTTCACAANGGGTTCAAAA 
CC 

Sequence 3219 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTACTACTATTGCTACTATTACTTATAATAG 

AACACTTGATACTGMCAGTATCTTTGGATACTGACATAGGGTGATCATTATTGAATTAT 

TTAMCA TTCA TCTGCTTMAGATTAGATGCTTTCTTACGCMTTTTTCAACATACCTTC 

CAGTTCATTTTATCACTCTGTTAC7TTAGAGGAAGCACTGTGGTCATTAGTTCTTACTCT 

ATCAAAATGATATTTAACTCTCAGATACCTCAGTCAGAGCCTGATCCTTACTATAATTGA 

AATAAAMTTATTGAGCCTCTTCTGTATTTTATACTAGAGACCTTGCCCTGCATTGCCAG 

GGAAAATCATTAACCACTGCAAAATTTAA 

Sequence 3220 

CCCTTAGCGTGGT CGCGGC CCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTA 

TMGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGT 

mcmCCAGTTCTTCTGAAAAACTCACTAAAGAAAAAGAAAGCAAGAAATACAGAAAA 

GTATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAAC 

TTCATACTGAAAAACCACCCTTTCTAGAGGCGATTTACCACTTATTCCTTGCCTTTCAAA 
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ATATTTACTTTTCMGGTMTCTCTCCTTATTMTTTGAMAAAMATGTTTCTTTTAM 

TAGAGATTGTTAACTTGGGGTCTGGCTAGGCTGTGAATCCTCTGATATTAAACAAAAGAT 

TTTGGTT GMGG NGCTTATAAGGCTTTATTTTTCTTCCTTTCTGCTCTAGCCCCATATGT 

GCAGG GATTT TCATTAGATCCTCAAAGAGTTCTGTNACCCCCACCCTCTCCCTTCTACCT 

TGNTACTTTTGAAACATTCTCCTACAGATTTAGTGGGGGAAAT 

Sequence 3221 

AGM1TC GCCCT TAGCGTGGTCGCGGCCGAGGTACCTMCGGAMTTTTATCATTGCTTT 

MMTGTATTTTAATGAAGATATTAAAAAATACCTTTGATGGATTCTTCAATATTGTCGA 

AC TGCTCA AMTGATTATACTGTTATATGMGTCTAAMTCTTTCATGCAACTTACAAGA 

ATATTTTTGTTGNATGCACCACAGTTGGAAAATTCTAGTGGGACCATGTCCATGCAATTA 

CTGATTATGTMTGCTGTAMTTTTTGATAAGCATGTTCCMGTTTTCCTGTTCTAAAAA 

CAMMCATTAAAATCACCCACTGNrTGMGACAAMGATCATTACTTTATTAGGAGANAT 

TATTAGATATGTTTTAGAAACTAGTTT 

Sequence 3222 

GAGGTACCAATAAATGAGTATTACATGTTAATATAANATGATGTAGCTCTTCAGCCACAG 

GGGT ATAAACC TGGCTAGCATGACACACCAGANCTCTGCTCATTGNTGTTNGNTCATTNG 

TTTGNTTTTTTGAAATAGTNTCGCTNTGTCACCCANGTTGAAGTGCANTGGCACAATCTT 

GGCTCACTACAACACCTGCCTCCCCAGTTCCAGCAATTCTCATGCCTCAGCCTCCCGAGT 

AGCTATGANTACGGGCACATGCCACCANCCCTGGCTNATNNTTNTNTTTTTANTAGGGAC 

GANTTTCNTCATGTTNCCCANGCTGGTCTTGAANTCCTGGCCTNAAGTGATNCACCCACC 

TTGGCC TCCCAA AATGCTGGGATTGCAAGTGTGAGTCANTGGCCCCCNGTAACATTGTTA 

ATGTTCATTTTTCAGGCTCCNTTNAAATGATTCATTAGANTGCTAAAATAGAACTCAGGG 

CATTTGATTTCCATAGTTTAAAATAA 

Sequence 3223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCANAAGGAGAAATAGAAAATTTAAGGACAG 

GCAMGATACTGGATC TGGA TAAMTATTTAAGTTTGAAC7TTATATATTGAATTCTTCG 

TTCTATAGAGACTATGCTTTTCTATGCAACAAGCCAAGGAACATTAAAAAAATTGGTCAT 

GTMTTTACATTGCACAATATGGAGATTGTGCGTTGCTTTAAAACTATTGTTAGCGTCTG 

GGAACAGATAACCTGAGGTCAGGAGTTCGAGAGCAGCCTGGACAAAATAGCGAAACCATG 

TCTCTACTAGAAATACAAAATCAGCTGGGTGTGGTGGCATGGACCTGTAGTCCCANATAC 

TCAGGAGGCTGAGGCAGGANAAGCACTTGAACCTGGGAGGCGGA 

Sequence 3224 

ACTCCTATAGG GAGTC GACCCCGCGTCCGCTGTGCCCTCTGTTGTTGGATCCCAGGCATG 

AAAACTTTGTGCTTTTTAGCCCCMGTTAAGTCTGAATGGTCATCTTATTCTGTGATAGG 

TAAGTATGACTGAGTCGGGGTGATTTGGCGTGGGCCTTGGGTGGTAGAAGAAACATCTTT 

AGGGCTTATAAAATGTTCTACMTATTTGTCAGCACCCATGAATTTGAGTACTGCATCGA 

ATAGAGTAGAGCTCTCAACAGTATGTTTGAAATGATCCAGAAGGATATTATAAACTATTC 

AGATATTCACMTGGCMTCTATCTCAGAGAGGCGATCATTTGCATATGTTGATCAAATT 

AGCATCTGATGCTCATAAATMTGGAATGACATTAGGTTTMTMGTAATTTTTAAAGAG 

AAGTGCTGACAGGTCATTGGGGTTATAAAGAAAACCAAAATAGGTACCAGGCCCTGTGCA 

GTTTATCAGACATTCGACCTCGTTCATCAAGTTmCAGAAGACAGTACCACCATTGTGA 

GTTTTCTTACCAATTTGCTTAGCTTCCACAATTTCCTCGTTTGNATTCCTCCATAATACA 

ATTATCAGCTTGGGGAGGAGGATGTACATTAAGATCNTCTTAGATCCATGGAGAATTAAA 

Sequence 3225 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTMTGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATAAGAACTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

CGAGGACGAGGACAAGGAMACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGG 

ACAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACCGCTAAGGG 

Sequence 3226 

AGGTGTCGACCCACGCGTCCGCACAGTTGGAAGGGAAAAACTGACATCATTGCTCTGATG 
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GTAAAAAGTATCCTGTG GCTC TCMGGCCTGCAGCATCAGGGGCAAGCGAGGAGGGCGGG 
CCTCGCATTTCTCMGCTTTTCACTGCAGGCTAACACTGGGAAATCGCCCTTGATCGGTT 
TGCTTTGTTACCTGCCCGG 
Sequence 3227 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTGAGCCACGATTTGTTCTCTCAACACTCTCCA 

GGCTGTCAGAAAAGA GATAGAAACT CACCAAGGCCAAGAAATGCTTGTGCGTGGCACAGA 

AGGAATCAAAGAGTAC 1 1 1 1 I I 1 1 I I I I 1 I I I I I 1 I ITTTT A I I 1 I i I I I I I I I I 1 1 I II 

i i M 1 1 1 1 i 1 II I I I I I I I I I I I I I 1 1 1 1 1 I I I I I | 1 1 I AAAAAAAAAAAA I I I i I I I IN 

TTNMNCCNNANC^^TTNTTTANNTTTNGTTTAAAMMNTTNMCCAAMAAAMTTNA 

MNCAAMC CGGG GAACCCAAAACCNTTTTNCAANGNNGGGGCCNTTNCNCCNTTNAAAA 

AAMAANGGTTTTAAAAGTTNTTTTTC^^ 

GNCCNTNNTTTTTTTTTAAA 

Sequence 3228 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAATTGCATCCTTCCATAGTGTAAATMTAA 

TCA MCATA AACATGTTCMTTACTGATATTTTAGTCCMTGTTT^ 

TATCi I I I iGCATCCTACCTATTATACATAAACTAACATCAAAATGAAAACTCCATTTAA 

GAAAGAGCATAAGGAAA TGAC CCCCAAATTGTAC I I I M I M M f I I II 1 1 1 I I I GGTTT 

TTTTAMTGAGAACTCMTTTTATTTACATCTATTTATTTCCATTCAGTGTATCACATCT 

TCAGGATAGGTAATAACAGTGTGMGGGTGTGCTCATTTTCTTCAGCTGTGAGTAGAGGA 

GTCTTCCCGAGAGTAGCAGTTGTTGATCCAAATGATTGAAGCCTTCAGGTAAGGGAATAA 

CTGCTGCAGGAATTCTTTCTTGMGAATTTMGCTGTTTGGTAGGAATTCTGTAACTACA 

TACCTTT GAAAC ACTATTCACATTCAAATAAMCGCTTGTTTTCTAGCCAGGCACAGGCT 

CMTTAGTTTTTCAMCTCTAGCCMNGCAGTATTTCATTTGGGAAATCATGCAACAGAA 

CTGCTCMTT CTTAA CTTCTTCTGCTGTTAACATTTACACTTAGACTGGNCAGCAACCAG 

TTAACTTAAAATTTTGGCCTCAAGGGGACAAAAAAAA 

Sequence 3229 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I II I I II 1 1 I II I I I I M I I CTGANACA 

GGGTCTCACTCTGTGTCCAGGCTGGAGTGCAACTGCACGATCATAGCCCACTGCGGCCCC 

AACCTCCCAGGCTCAAGCCATCATCCCACCTCAGCCTCCCAAGTCACTGANACTACAGGT 

ATGTGCCACCACACCTGGCTACTTTTTAAATTTTTTGTAAANAACCCGC 

TACAMGAGGCTTTTTACCCANMTGCTCCTGCACACACTTTGCTGCTTCTTAAGGTGCA 

TTTTACCTGAANACTCCANAGTGGAGTGGATTAATAT 

Sequence 3230 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTCCTCTTCTCAGAACTNGATCAAG 

ATGTTATTCACAGGTMCANTNNCCTGTTTTGGGTTNCTCTTTCCTCCCTGGCTCTACAT 

GTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAAAG 

GAACCTGCATAACCCCCAATA 

Sequence 3231 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAAT 

GTTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAAT GTAAAA CATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCMCGTGACCAATTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCT 

ACTGGATTTA TGTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCT 

TTTTGCTTTGCTTTTGTGTGCTTTTGTG^^ 

CTGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATMCAGCAGCCT 
CTGCGTTTAGGTGTTTTATTGNATATATTGNATTTGTTTATATACCATTATTTT^ 
ATACACATGCACGCTTTTTAATTACATAA 
Sequence 3232 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 
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MTGGCAACGTG ACCAA I I I I I GTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 
CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 
TTTGCTTTGCTTTTGTGTGCTTTTGTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGNTATATACCATTATTITTMTAC^ 
TACACATGCACGCTTTTT 
Sequence 3233 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAA 

TCAMGAACTTMTTTCAGTATTGCATTCMTGGCTCCACACACAGAAAGCTCTTTTGGT 

TTGTAAMGGGATAMGTAGACTTCTMGATTATTTTAAGTAATATATTCTATGTGCTTT 

TATGGCACGGCCCAMCAAAAGAACTCCTAGATGGTTTCTGGGAACTGTTTGTTAATTTA 

CCATTCCAGGATGAAACAATCAGATTGCTCCACCTCAATAAAATGGCCTTTCACACACAT 

CATCCTTGCAGGACACTCTGCCCAMTTATTTAACCTTTGAACACAAGAACCTACCCTGA 

GGTTGCTTGAGATTAAATGGAATAAATATGGA 

Sequence 3234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCATACATAGCTCACTGAAGCCTTGAACTCC 

TGAGGTCAAGTTATCTTCCTGCCTCAGCAATTCTTGTTATACGTAATATAGACTAAAGCG 

CCTGCCCTAGMATTTATCTTCAMMTGMACAAMTAGAACMAGGTTGTGATTTTAG 

TTTATCTAAAATGTGGAGTTTCCTTCCTCTTGCCACCAGATCAGAGAAAAMTTTTGTAA 

TGATATMGTTGATTGAGATTTTTTATGGCATTTTGCGTAGGAATATATATTGCACAACT 

AGGCAAGTTATCCACATTTATTATCCCTGMCTTTGMTTATAATTTTACATATGATGAG 

GCTGGCTAMCTTTAATGGGTATTTTTTATTTTAGA 

TTGTAATTACTTGCTGTAATCTTACATTGMTCMGTTGTATTCTGTTTCGTGTATTGTG 
TCCCCCCCCCCCCTTTTTTTAATAMGGMGCACTGTGACTGTTTTTA 



Sequence 3235 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCT7TTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAAATGTGATAATTGTMTAAACTTTTATTATATCTTATGT 

MMTMTTGTGTGTCTGAGAGAGACTMMCTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATATTTT 

TGAMGAGTGMGTGGGGACTGAGMGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTn *CAMTCTCCTTTTCTCATCATTGACTGGMCACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGAATTCCAGTTAGCTMGGATTAGAAAAACTGATTTTCG 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGGATTAT 

Sequence 3236 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACAGCCAGCTGGGTACTAAACCAGAATTTCCCA 

CCAGCAGCTCAAATCTATCGTTATGTCTTTTTCCTTCTCTGTTACCATATCGCACATTTC 

ACTTAAAGCTCAATTGGTTTGGCCAAGCTAGAAACCTGAAGTCCTCTTANACTCACTCTT 

CCCTTTMTGTTGAACAGAGTTAGACCTCMGGCTTGTTGGTTCTACTTTITAMGATTT 

CTGAMTCMGTATCACTTATCCTCACAGTCAGCCTTCGTTTGGAAACTTAATAGCTCTT 

ACCTGGATTACAACAGCTTTGTMCTTATTTTTGTCCCAAGGTTCTCACCTGTTGATTCT 

GATTTNCATTGTTATAGGAGGGCCATAGGTGGCAGAGATGTTNTTTTCCACAMGTCNTT 

AAATTTATAAGTGATTCTCCCCT 

Sequence 3237 

CCCTT AGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 

TTTTTCTCATAGGAAAGCTACAGGMTTTTMGATATCACATGGTTACAm 

TCCAGATGGAGCTAMTTGCTATATGATACAGGGTTTATTTTATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TMCAGTTGMTACAMCAAGATTACMGCAGTGAAACATTCAMTAGTTTTGGCAACTC 

CMATATTTTGTGTTTCACAAAAGGAGTTAGGTTAACTTTTCTAAA 

TACTATTTTAATAAGGAGAAACTTAAGGATGAGAAGGCATGAGGAAAAGTTACATTAGTG 
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AAAGCTATATACTAAAGCAGACCTTCAACAACAGCTCATAACTAATAAATGCTTTGTATT 

TTGISTITTCAAGCAGTTATGTMATCMTTTGGTGATTTCTTACACTGTACCTGCCCGGGC 

GGCCGN 

Sequence 3238 

ACTGCTGATCTATTCCCTTAGTCMCMGTMATTATTTTTATTGTCAGTTTGGCTTGGT 

TGATCTGTCCTTGCAGCCTAAGTGATGCATGAGCGAATGGAGAAATGAACTAGTTGCTAC 

ATAGAAGCTTGAGGTCAGGTTGAAATTAGGGGCTCAAACTAGATATGAAACCCAGGGCAT 

GGAMTGGTCACAGTGCCTCTTGAATAAGAAGCGCTACTTCAAATTGGAATGTTGATGTA 

ACAGAATCAAGAGATAGTATTCTCAGGGCTTGGTCAGCAAGGTCTGAAGGTTCAAAATGT 

GGCTGTGTTGTAAACTACTGAGAAAGCCAGTGGGGAGAAGAGATTTCCCTAAGACAGTCT 

GACAACTATGTTCCGTCTCATGCTAGAGATACCTGGCTGCTAGTCAAAGGCCTTCC 

Sequence 3239 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGTGGTAAAACTCATTGCAGCGTTGAAGAACT 

TAACTGACGTTTCACCAGATTTGGACATCAGGCTGAAGATGGAAGAATCCCAGAAGGAAC 

TTGAATCATATATGATGAGGGCTCAGCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAAC 

TCATTTCAAAACACAAGGAAGCACTAATAATTTNTAATACAAAAAGTCTGGCCAAGTATT 

TGAAAGCTGTTGAAGAACTAAAAAATAATGTAACTGAGGACATAAAGATGTCTTTAGAAG 

AAAAGAGTAGAGATGTCTGTGCCAAATGGGAGTCTCTTCATCATGAACTGTCTTTATATG 

TTCMCAACTAMMTAGATATTGAAAMGGMAGCTTAGTGACMTATTTTAAAACT 

Sequence 3240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCGTTTAGGTGT 

TTTAT TGTATATATTGGATTTGNTTATATACCATTATTTTTAATACATACACATACACGC 

TTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGCGAA 

Sequence 3241 

CCCTTAGCGTGGTCqCGGCCGAGGTACATTTAAMGGTGATGCTMTACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTT 

Sequence 3242 

CCCmCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCNGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTNCCGCTGCTTNT^ 

CTGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGGGGATAACAGCAGCCT 

CTGCGTTTAGGTGTTTTATTGMTATATTGMTT^ 

Sequence 3243 

CCCTTAGCGTGGTCNCGGCCGAGGACCCCATGGCTGTTGTGGCTTCTGACANAGGAGGCA 

GGMTGTGGTGGCTGGCTTGGGAGTTGTAGGAGGCTCATCTGGACCAGGTTCATTGTAAC 

CGTTAAGGTANAGGCTGTCTTTGTCCANANAGTAGGGGCCCACCCGGGTGATGCCTNNCT 

CTGCTGGCTCAGCTCATGGAACACCTGCTTGATAGGCAGACCTGGGCCGCTGAGGGGCTG 
Sequence 3244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATTAATCCTCTAGAACATGCATTTACTCT 
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ATATTAC AGCTT TGCATGCAATAACTAGTTGTGTTTCCTCAATGATGTCACCTTGAAGTG 

GCTTTTAi i 1 1 iCTTATTTCACTGATGAGAGATGTGAGGGTTACCTGAGGGACATATCAA 

GTGGTCAAACCACTATTCAGTAGCTATCCTTCTTACTTTAAAACTCCGTGGTCTGCTCAA 

AACCGTCTTGCTAAGTAAATATGCTAAAAATGAGTTCTCTTTCTGTTACTGGACCTCTTA 

TCTTGGTCCTTGGTTAATTTTCCCTGAT 

Sequence 3245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTTCAGTCCATACCAGGGCTGAATGGGG 
AATGATCTGCATGTATAACAGGGAAATTTTGAGGTATTTAAGTGACATACACTTTGTGAA 
TGTGCT TTGAAAT ATCCAAAGTGTCACATAATTATAATATAAGCTGCTATCATGAGCTAA 
TTTCTTGTTTTTTCTTTTCTTTTCTTTTCTTTTTTCTTTTTC 1 1 1 1 I I 1 1 1 1 1 1 I 
Sequence 3246 

CGTGGTCGCGGCCGAGGTACNCGGGGTAGGTTAAGAATGTGGATGGGTTTCCATTGCATA 

GATT CAAGG TTTGCTATCACAGAAAAAAGAAGCTAGTGCTTCTATCTTACTAAATTGGAA 

AATTATTTTTCTCATTGTTCATTCTATCAGNGCCCCCTTTCCCCTCTGTATTTATATAGC 

ACGGGAATGTATAGTTTCTATCAAATAAATCATTAGAAAGGCAATGTTCAGGCCGGACAT 

GGTGGCTCACGCCTGTAATCCCACACTTGGGGAGGCCGAGGCGGGCAGATCGTGAGGTCA 

GGAGATCACCGACCATCCTGGCTAACACGGNGAAACCCCGTCTCTACTAAAAATACAAAA 
AATTAG 

Sequence 3247 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAAATCAATGGTAAGAAAAAAAATGGACA 

GGTCATCTMTATGTAAACMTTTMCTTTGATGTMTCTCTTGTTTGCTGGATTTGGTC 

CTGGGGAMGTCAAANGACTNTCTTATTTACTTAGTTGAATCTCTCACCTTTTCTCTGTC 

TTCTCATTTMCTTCTCTTCTCTTACCTTGCANAGCATTTTGATGATGAGTCCAGCTNAA 

MTAGTGTTGTGTCANGMTTCAGACTTACGGCCTAACCCTTTTTCTTGTGGGGAAATCT 

TTANGTGTATAGGACTGTGCTAATGGTGA 

Sequence 3248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTAAGTGTMCAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTG CCAT GTAGACGACACTGCAGTATACMTTTAGAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGNATTAGCATCACCTTTT 

Sequence 3249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGTATATATTGGATTTGGTTATATACCATTATT 

Sequence 3250 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTGATAGGTTTACGTTTCAGTGAAACCAGT 

GCCACTAAGTATGGACATGGATGAAGCATTCAAAATCAGCCAATCTGAATGATGGGGGAA 

AAGGGCTAGAAATACAACTGACTTAAGAGAAAACATCACAGTCAAAACAATTGAGTTTTT 

CCTCCCCACAATATGAAATTCTATTTTGTCTTCTCTGAAATAAAACATAATTGTTTCAGT 

GTTAAAAAAAAAAAAAAAAGCTAAAATGCTTAAGATAATTTCATCTGTGGCTTCATCCTT 

ACTCCTTCAACAAAATTCCTGAAGATACAGTGGGAAGATGTTGATAGAAAAGTAACGGTT 



# 
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AAGGGAACTGCAGCTAGGAAAAGATCCCTGCACAGACTGCAGAGGCCCAGGTGTCCTGAA 

GTTGGACATCGAAGGTCATTATCATGTCCTATCAGGAGAGGAGTTCTTTTCAATGTTTCA 

CTAATATCAATGTCTACTTGCTTTCCTCATGGGCCAGATTCCCCCAAAAACCACACATCC 

TTMGGATGTCATTTGGTTTATGTTGACAMCCAMTTGNTTTAACATTTCAAAGGATGC 
TTTA 

Sequence 3251 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTAGTTGTTTCAAGATATACCAAGAAACCTC 

AGGTTCTACATAGCTAAAAMGTTTCTTATATTTTGTTMTGTCMTCAMCCCATTTTT 

CACAGGCAAAAATGTGTATTTTCATGCCTTATTTGATMTTCCATGAAAAAATTAAAATA 

TTTTANTCAGCATATTAGAMTTTATTCTTGGAGATGCAMTACGTATTTTCAAATTGTA 

AGTGTTAMTTGTGGATATMNAATCTTCCCACCTATTTTrTATT^ 

CAMCTTTATAAATATAGATAGGATAATTTGCTTATCTTITTTTGACAAAGCCATCAAAT 

MTCAGTGTTGTGAATMGGGTATTTCTTTGGAAAACATAAAAGGGGCACAATTAATCAG 

CTGTCAACAAGGAAAGGAAACAAAATTGGGTATTTAAATAATTG 

Sequence 3252 

AMTATTTGGCAAAGGAATGAAAAAAGTTAGAAAGTTGTCTGTCTGTGGGCTAGGCTCTG 

CCTGCMGATACTTACAATCTAGGTCAGAGGTTCCTAAATCCTTCTCAATGCCGTTTGCA 

CTGGCCCTGAGGAAAGTGTGAAAATGAAGACTATTGTAGAGTCTTACATGAAGCTAAATT 

TGTTCATTT ATATC ACTTCTCTTTTATTATGAGATTATGTCCTCTGCAGTTTTTTGGTAT 

TAAMTGTCTTTTAT GAAAGG ATAGTAAGAGTTAGATAGTAGTCTTTTTTGTGCAAAANA 

AAMNA NNNNNN NAATTTTTNGGGNCGNANNCCCCTTTGGGGGNAANTTCCCCCCCNNGG 

GGGGGNI 1 1 1 1 I NGGGGACCCNANCCGGGANCNAAANNNNGGGGGAAAANNGGGGNNNAN 

NTGGNTCCCNGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGGA 

NAGNGMNMNAMTTTNNNNACTCCCCNTTGNMNGAMNNMTNCNNNNGGCTTTTNN 

NNGNANNNANNNCNNNCCCCNNAAGGANCCNTTTTTTNNNNAATNNNNNNGGCNNNNNNN 

ANNNANNNCNNNANGNGNNNNTNNNNNNNNGGNNNAAAAANNTGGGGNCCCAAANCAACT 

TNAAAATNCCTACTTTTTTNAAA 

Sequence 3253 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTAAAAAGTAATTCACAGGCAAAAATTGTAAAGGATTGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGA TGGAG GTGATTGGMGCAMTTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCAT1TTTMCTGCATTAAAAAGATTTTTGCMGGCA 

ATATTACTATATGGTGCAGCTMCACAGGTMATCATTATTTGGTATGAGTTTAATGAAA 

TTTCTGCAAGGGTCTGTMTATGTTTTGTAMTTCTAAMGCCATTTTTGGTTACAACCA 

TCAGCAGATGCCAAMTAGGTATGTTAGATGATGCTCCAGTGCCCTG^^^GGAACTTTTTG 

ATGACAATTTAAGAAATGCNT 

Sequence 3254 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 

CNAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGNCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCNCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTNAGTGGG 

ACAGTGCTCCAATCCTCACTGCATTTAACAGCTCACACAAAGGACGGATTAACTGTAATA 

GTAACACTACACCCATAGTACCTGCCCGGGCGGNCGTTCTAAAG 

Sequence 3255 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATTTAAAAAACCAGAGAGTTATTTGGTA 

TTAAGAAGAAAGATGATTAGATTGAAAGATTGAAAGTGGACACTATGGATAGGAAGTAAA 

TGAMCCACTTCTTTAACTGGAGTAGTTTTTMTTTTTGAGTTTTTT^ 

TAAMTAGGGATGGGTTTTGTAGTTGGCTTTTCATTCTTGGCACTAATGCCACTGTTGGG 

ACCTTGAGACAGCAMTTGAACTTTCTGATAGTTGNCCTAATAGCTCTTTCAGGCTGTAT 
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TTGGTGTCCTTAGTGAATTAAAGTTTG 
Sequence 3256 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGNGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTM 

Sequence 3257 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGGAAAGGCTTTCTCCAGCTGATGGATGGC 

TGTTCTCTTTATTTGGAGTATCTTACTGGTTATGTAAGCGACCTCGAGAGAAATTATCCT 

GACCCAGATCGGAGGATGCAGTAGTGCTTCAGCTGCAGGATTTCTTAGTCGTTAACACCA 

CAGTGCTGATNACAAAGAGCGAGTTGTAATCCTCATCACTGCCAGGGCTGAGCCAGANCA 

GACAGAAMTCGTCATTTGCTCGTTGGAGACTTGTTAGGTTATAGCTCCTGCTTCGTTCT 

GTGGTCTTGGCTTTTCTTCCTATNCAATGACGCCGCTGCAAGTGAGCTCACAAATGCTTG 

GTTTGAGAGCCATTTGCCTGTGATTTTTGAAGACTMAGMGTATTTACACTAGATACTC 

TTCCAGAACMMTAGAAATTTCAGCAAATACTTACTGACCTTTAAAGCCTTGTTGTGGA 

TTTCTTGAGATTTAAAGATACTTTAAAATTCTCAAAGAACAAAACTTT 

Sequence 3258 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCCTGACCTCAGGCTGCAGATATTGAGCTG 

AGGGGAGMCMTAGG GTCT CAAAAGATCTTTTTGGAGACCAGAAAAACACAACATATAC 

CATTGGAACATTG MGCTT TTGGGCATGGGGCAGAMTTMTCACATTTAMTTTGMTT 

AATTTMTCAGGTTATTITCCTAATMTTAACACAACTCGAGMTGGAAATTTTTGGCCA 

GGTGTGGTGGCTCATGACTGTAATCTCGGCACTTTGGGAGGCTGAGGCAGGTGGATAACC 

TGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTAAAACCCTGTCTCTACAAAAAT 

ACAAAATTAGCTGGGCGTGGTGGCACATGTCTGTAATCTTAGCTACTTGG 

Sequence 3259 

GCGTGGCNNGGCCGAGGTCATTTAAAAGGTGATGCTAATACTTAAAATGTTTAAGATATA 

GATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACTGGACAGGAC 

ATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTG 

ACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGT 

CTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTT 

TTGTGT 

Sequence 3260 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTGCCCCTACCTAACTTTGTTGATAGGGC 

CCTACCTAACCAGTAAAGTAATTGGTGTGCATCCCCCATTTGCCCTGAATCTCCCAGGGA 

AA GGGC TAATAAACAGTGACTTTATAAGCAAGCAAGAGAAGAGGGGCCAAAGGCTGAACA 

GCTTTTCACCCGGATACCTACTTTGGAAAGAAACCCGAGTTTGCCATGAAGAATGATAAT 

AGATAGTAGGGAAGCCTCCCAGGCTTGTATGCTGCTGGTAGCAGGCAGTGTATTAACAAC 

CAAGC CAGMMTTTTCACAGAGATATCTCCTAAGGCACTGAAAATAAACTGCTGTTTAT 

TTTTTCAGGGACAGTCAMGCAGTCAMTACTTTTTACAMCATTTTCTTGGACT 

CTTCCCCTCTCTTACATTCTT1TCTATAAAMTATTTGNATTTCTCTGTTGATGAGTTTT 

A AGAGG ATATGTTMTATACTAGCMTTTTATTTTTCTATTTAGMTATCCT^ 

TATTTTTA I 1 1 1 I I AANGG 

Sequence 3261 

GAGCGGCCGCCCGGGCAGGTNCACAGATATTAGCAAACTGCCTAGCCAAAAGAATTCATA 

TAAMGAAMTTAGCATTACAGCCCATAGGACTTTTGGAGACAAAGACACACAGCCCGTT 

TTGTAACCAGTGTTAACTGAAAGTCCGATTGTGCTGGACTGAAGAGAACACTCACCAAGC 

ATGATGTCG GTGCT MCTGGAATTTCTTTTATMTTTGGACMTTTTACCACAAACTCTC 

TAMCTTCAGTTTTCTGATCTGAAAAACGGGCCCAAGAACAGTAAGTATCTTCCTGACAA 
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GGTTGCTATGA 
Sequence 3262 

CCCTTTCGANCGGCCGCCCGGGCAGGTACTTTTCTTC 1 I I I I I I 1 I I I I 11 C I 1 I 1 1 I GA 

GACGGGCTTTCACTCCAGCCTGGGTGGCAGAGTGAGACCCTGTCTCTAAACAAAAACGAA 

GCATGTCTATAGAMGMACTGAMMTGTTAGCATTAAGAACCCAGATGGAGACCTTTC 

TTTTGGTCMGATTATMTTTANMATTTTGAGATGGGGTGTGGTGAGGAAAGTGAGGAA 

GCTTAACTGCTTGGTTCTTTCATCTCTGAAATTTAGGCAGTGACATTATTTATTTAGAGT 

GAGATAAATTGTGATGGCTCAAAGAGA 

Sequence 3263 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TCAAACCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCMAACAMGGATATGNMGCACCAMTGMCMGTATTTTAAAC 

ATGAAAAAAAATTGAAAACAGCTCACAAGTGTGTATAATAGGTATTCATAGCCATAATGT 

TTTMTCAAACAAAMTNAGTTTATTTTCTTTGACTCAAATTATMTTATGTATTATGCG 

ATTMGTATGTCAMTATTTTACAGGAG7TGTAGAMGAATGTTTTATTCAAAAAGCTAG 

CACCMGACTTAAGTAGAAAAGCTTTTGCAACTCACTGGTGTAGGGACAGTGAANAA 

Sequence 3264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC ) rTTTTTTTTTTTTTTTTTI GAGACAGGGTC 

TCACTCTGCCACCCAGGTTGGAGTGCAATGGAGCAATCATAGCTCACTGTAACCTCGAAC 

TC CTGGGCT CMGTGATCCTTCCACCTCAGCCTCCCAAGATGCAACACGGGTTTTTTCCA 

CGm I I I I l CTTACTCAGAAAATGAGGAAACAGAAAGTAGAGCAAATACAATATCTGAAG 

AGATTATTGTTGAGMTTTCCAAGAAACAATAGTAACAGACAGTAATTTACAGATTGAAG 

AAGCTATT 

Sequence 3265 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTACTAATAGTTCAGCCACACTCG 

AAGACCTGAATATAGTAGAAACTTGAATAATTTGGACCTGCTAAAGGAGAGGTCACATAG 

CTTGGAAGCGGTCAGAATCAGCAGACATTTGGCCTGGCGCAGAGGCTCACACCAGTCTGG 

CCAATATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATATTTAGCCGGGCATGGTA 

GTGCATGCCTGTAGTCCCAGATACTCAGGAGGCTGAGGCTGGAGAATCACTTGAGCCCAG 

GAAGCGGAGGTTGCAGTAAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGC 

AAGACTCTGTCCCAAANAAAAAAA 

Sequence 3266 

AC I I 1 1 1 1 I I I I I I I I I I I I I | | NTNATGAGACAGGGTCTTGCNATGTTGCCTAGGCTGG 

TCTCGAACTCCTGGAGTCAAGTGAATATCTGACCTAGGACTTTTTTGTTGCTACACCATG 

GGGGTCCCAGNAAAAACCCATTTACCACTCATGCTTGCACAACCCAAAAATGCCAGGGAG 

TTCTTGCTGATGGGGCCAACTNTTGACCAATAGGAAACTGGAGCCTATANANAAATTCCA 

CCCCCTTNGAMTMNACACTGNAAAMTTTTGCAAGGGAAGATCCTGANAAAAAGAAGT 

TTCCCCCACTTCCCTTTTAGGGATGATTTATTTTCTTAAMTAACTTTTTA 

AAGT 

Sequence 3267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAAAAATTTTTAATGTAAAATACCCCTTTAA 

GGATAG MTTTA GGGCCTTGAAATTCTACTCAGTTGCTATGAACTGTGGGGAATTTGAGA 

CAMTAGCTTTTGTAATTGGAATGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAA 

MCTTTCCTTMTGTMTGAGTTTCCATTATCTGCCTAATCTAAGGTTTGTAAGTCTACA 

TTGTCAGGATTTATATTGAGGAGATAGGGGGTGTCATTTTCTGTACMGATAGTTTTAAG 

TATGTTCTMATATTTGTCTGCTGTANTCTATTTGCTGTATATGCTGAAATTTTTGTATG 

CCATTTACTATTTTTATNGTTTANGAAAATAT 

Sequence 3268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 
TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCA 
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AC7TGACNATGGACTCCGTTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGGA 

CCCCAGCCTGGTGGAGCANGTCTTTCTAGATAAGACCCTGAATGCCTCATTNCNTTGGCT 
GGG 

Sequence 3269 

CCCTTAG CGTGG TCGCGGCCGAGGTACACTTACTTTTAAAAAAATAAtAAAAAAAATAAT 

AAMATCCTTTTCCCMGCACCCCCGTCTMAGTTACAGCTGTATTTGGTTACTCGTTGG 

ANAGGAAGGCCGGTTGCCTTTCTTCTTGGCTTCCAAGCCTTGTTTCTGAATCCTTTCCAC 

ACACACAACTCTTATTTCAAAGAGAAACCCCACTGGGAGACTGGAAGACAGGACTGTGAG 

AGAAGGAAGTTATGTTAATTCCCCAACCCCAANGACACCAGTGGGCACTTCAAATACTTA 

GGGAGMMAAAMAGCTTCCTTCTAMTTGATTAAMGTTTGGTGATCACATTNGCAAG 

TTTTNANAGCTCCACCATTACNTCCNTCCTCCCCCATNGCACCAGTNACTNGCTTAATCA 

CAAATAGTGTCNCTGCTTAAGGACCAAGTAAGGCTGAATGTGACCCCTGTTTCCCCCGNG 

GCAGCCTGGGCTCCAAGGTAATTGAANACATGACGGCTGTTGATTTTGGCTGANGCTCAN 

C AGGA CTTAATGTTTGGGGAAATCAATGGCNCCACAGTAGGCCACAACCCCACCAAAGTG 

CTTTTNCACCTTGAGGGAATACCTGCCCGG 

Sequence 3270 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAA 

TGATTTCTTCCAGCTTGGGGACATTTGGGAMTTGGGATATCCTTTGGGGAAATGTAGTA 

ATCAGTATATTCTGGGAAAACATAGTAGAGAATGAATAAATAAATTCCATTGAATTTGGA 

ATATGTTGTCCATTCTCCCTGTMCTAATGCTATCAAGATAAAGTAGAAATACCACATTT 

CAGAAAC AGCTG GAGTAGACAGGTCTTCATAGGCTAGCTTGGAAACCTAATAGCTATTAA 

TMTGAAATTTTAATTATACTCTGGATTCTAAACMTGMCACACAGTGATCTTTTTGAC 

TTGCTGCTTGTTTATMNTTGGGGATGGTCTGAATTCATTGTTGATTCAAA 

Sequence 3271 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAAT 

CAMGAACTTMTTTCAGTATTGCATTCMTGGCTCCACACACAGAMGCTCTTTTGGTT 

TGTAAAAGGGATAAAGTAGACTTCTMGATTATTTTAAGTMTATATTCTATGTGCTTTT 

ATGGCACGGCCCAMCMAAGAACTCCTAGATGGTTTCTGGGAACTGTTTGTTAATTTAC 

CATTCCAGGATGAAACAATCAGGTTGCTCCACCTCAATAAAATGGCCTTTCACACACATC 

ATCCTTGCAGGACACTCTGCCCAAATTATTTAACCTTGAACACAAAGAACCTACCCTGAG 

GTTGCTGAGATTAAATGGAATAATATGG 

Sequence 3272 

NGCTTGCACCNTTCCGAANAAAANCGCTGTACTAAAGCCGCGAGTCTGGTGNACCTTGGC 

ACCCCACNCGTTGCAAGCNTGNATTGGTANCCCANAGACGCCCAACCNTACCTGGGAAAT 

GAATGTTCTTTGGGAAAAAAAAATGGACCCGGTGGGAAGCCCTTGGGGCTTGGGAAGCCC 

CCGAAGGGTTCCCGCCGTTGGCGGGCCCAAATTCCAAGCCNGGGTTGGGCAANCCCGGGG 

ACCTTGGGGCCGTTGCCMTAACCCGTTGGGGACGGTTTNCAAGAATTACCCCCACCCCA 

CCCCAGGTTAGCCACCTTNAGTTATTTTGGCCCCACCTTGNCCCACCAANAAGAGGGCCA 

ATTGGGAAGGMCACCAAAAACCGTTTCCCCCCGGGTTTGGCCCTTCCTGGCCGGGTTGG 

GNCMNAATTNNCCCNCCGGGTNGCCANGGCCGGGCCCCGCCTTTNGGAACTTTANTTNC 

TTAGAAAGAAAAAAAAAACCCTTNCCCANCACCCTTTCCCCC 

Sequence 3273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTCCTAAAATCTGAAAMTTGATGC 

TTTGCCCTAAAAAACAATCTCTCAAATGATTGAGGAAACAATGGAATAATTGAATACCCT 

CMCTTMTTCTAMTTAAGGGAGAATTTGTTGGTCAAGTGAAGACTGTGTATAGCTAGA 

ACTGTAACTGAGMTTTAGGCAGCAGATTTTTMACAATCCAMTAAAAMAATTTTTGC 

CCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACTTGGCCCATGGTAGATAATCTAAAAA 

TGTGATATGTGAAATTCCATGACTTAAGACTGTAAAAGACTGCGTGGTATTTAGTGGACA 

TAGCAATATTCATGGAATGAATGAATGAATGAATGAAA 

Sequence 3274 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTACTCCCAAAAACCTTGAAATCCAAACAA 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

67/599 



CTAACAAAGTGAAACATGTTTGTCCTCTCTCTCCCCCTCTATCTCTCGCTTTCCCTCCCT 

CTCTCTTTCTCTTCCTGTAGAACTGCCCATCACATTCCAAATCCCCACTTAAATGCTTGG 

ATTAGTGCATGCCAACCCAAACTCCTATATTTACTACTTCTAAAAAAGCACAAACTAAGG 

ATTMTGTTCATMTCATQACTTGATMTMGTTGMGANTGGNMTTTTTTGTTTGGTT 
G 

Sequence 3275 

AGGTACTGTATTTAAATATGACTTATAACTTGTCTG 1 1 1 1 1 I I 1 1 1 CTTTGTCTATTTAT 

ATATCTGGGTTCTTTGTTMGTCATGMGACCMGCTTAGAAACACAGCATTTAACTTTC 

AMT GAMG CMTGGAGGTTTTATGCCCCTATATACATTTGAGGCCACTGGTATTTTAAA 

TTGGTTTTTCTTTATTCTGCTTTTAGGGTTACTTTGTGTTCACAAGACATGCCACTGTNA 

CCATTATACATTATTGNNMTTAMCCCAMACTTATTTTTTAATTTTCTCAGCAAGCAC 

ATTCTCAAAGAGTTTTAATCCTTTCCAAAAC 

Sequence 3276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTG 

Sequence 3277 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTC ACTTG GAGGGGCCAGTTCTCTATATTCCAATCTATTTTCTATATCAG 

AMTGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAMGGCCATTTCCCAAATCTAGAATTTATTACTAAAAATCA 

AGTTTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACnTTTTTTATAGGTGGGGTT 

TTTATATTTTCAATGTGATTAC 

Sequence 3278 

CCCTTTCCAGCGGCCGCCCNGGCNGGTACTCATTGCTNTTGAATGTTGCTGNTTCTACTA 

TTNCTTGGAGACAGANCTAGGGCATATCATTGTNTAAATACCTACACATAGGTGATAATA 

TGGACAAATCTACAGATAGCTTCTGATTATCAATTCAGAACCATAGATTTAGTTTGGTNN 

mATATTTNTAACATCCTTCTCCAACAATAANAAACTANCTCTCATTATTCTTAATATT 

TATTTGATTAATCTCCTTGGCCATAACCAATCTCCCTCTCCTGCACTGATGCCTCTTTAA 

TCCCAGTNGGCCCAGACACCTCACATNAGGCTGCATGGNACACATCCANGTCTTGTTGCA 

AGCTAAAATCCTACCAAGAAAAAGGACAACACTTACCCTATATTGAGTCTTCTTCCGAGT 

ATCAACTNCACTGTGGCATCTGCCTATGTTCATTCACCCCGGNNCCTTCAGGGTTATATT 

TTTGTGTTTTGTCCANGGTTTTTAGCTGGTCTCTGGGGAGGGTTGGTCCAACAGGAGCTA 

ACGCTCCNTANCGGGMGCTGCCATANGATTTTGGNNATTNTGTTTTCCCTCNGGNGGGA 

TTTGGGAAGGTTCTTTNTAAGATCAAGGAAGGATTTCTGGCGGGNCCCGGNGCTTACCCC 

TGTATCCACACT7TNGAGGCCCNNNAGCNATNNCNNNNNGNGAATTNANACCGNCTGG7T 

MCACGGGGAMCCCNTTTTTNTAAAAATACAAAAAATTNNCCCCGGCGTGGGGGNGGGG 

CCCCTNTNTNCCCTNTTCTNGGGAGGCTGAGGCAAAAAAATGGCCCNAACCCTGGAGGNN 

GN ANTTGC NNNGGACCCCAAANANNNCCTTTGNNCTNCNGCCNGGGCNNAAAACGAAAAT 

TCN 1 1 1 1 1 AAAAAAAAAAAAAAA 

Sequence 3279 

GGTACTTCTCTTTCTATGCAGGATCTGAATGTGACCATATGAGTAAAACAGCCATGATCA 
TCTTCCCAGTGGAAAGGCCACCAGTAGTTAACAGTT7TGAATCAACAATACACCTGCAAA 
TGAGGACTGAGCTTTGCATGCTTCCTATTTCAGGAGATTTTCCATCCTTTTAAAAATTCC 
ACACACAAATCACCAGGGCTCCTCAGGAAAGGTTGCTGAGAACTTGAAATTTCA 
Sequence 3280 

ACCMCACTCTTCTGTTTTCCTTTCTCCTTGCTTCCGGATCTGAGGATGAGCAAGAATAT 
CAACACCAATTGTTGACTTAACCTCTCTAACTGTNATAATAAGTTCCTTGAATTTCCCAC 
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TGTTTCTTTCTTTTTTTCTATGTAGGCTTATATGAATTATGGCATACTTG 

CTGATATGTTGNTNAMAGTTNCANGMTATANTTNCTTTGATAAATTAATATCAGTGCC 

ATTTATTGGAATTCTGTGGTGAAACATTCTTTAAAAACAGGCAATATTAGGGAAAAAAGC 

TCTMCTTTTnTGGGGGGGATAAATCTGAATTTTCA 

Sequence 3281 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCA 

TCTGTTCCAMGAGGCCAACACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAG 

AAGCATAMACCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGT 

TCCGMGATTTCCACACTGATTCTGAGCAATTTATGTAAGCCCAGGTGTTCAAAGTTCCA 

GGTTGAAACATTNGGTTAATTAACATCATGCTGCAAACACTCAAAATCACTTCAAGCTGC 

CACTATAACAAAACAAAACTCCCAAAAACAAAAACTGTAGGGAAATATAAACAAATGGCA 

GTATTCTTTGGAAAACAGTATATGATTTTMGTGACMTMMGCAGCAAGGGCTTTCTT 

GATTTMTACTGTGTTTCTCAAAAACATTTTTCTAAAGG 

Sequence 3282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3283 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAAT 

Sequence 3284 

NCCCTTAGCGTGGTCGCGGCCGAGGTACCTGANATCACAMCMCTTTTGTGAAAAACAA 

ACAGCATTCCTGTCATGGGCCCTTATTTAACCCACTCTNCAAANAAANGAGAGCAAAAAA 

GTTTACTCCAGATCAMTATGCCATTTTMTTTTATTTCCTAAGCTTGGAATAAAATACT 

GTMTTAAATACAATTGNATTATATTTCACMTTTTGAATTTMGGGATCTGTTCTAAAT 

ATCANTAGCTCAAAAATCCAGAGTTNGTTCTGTTTTTGGCTMGATGTTTATAGGTAAAT 

TTCATGGNAAAATGTTTCTATTTCATGCACMTTTCCTAGAGTTTCAAAAAAAAATA 

Sequence 3285 

CCCTTAGCGTGGTCGCNNNCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCNGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCMGTGCTGCCTAATAGTTTCAGGAGAGGAATACTTCGTTGCTTGCTGCAAGGA 

TCAGCCATGGTAGATTATGGTTTTTTGAGAACAGATGGGGCACCACAATTCCTAGTGTGC 

CCATTAACAAAGTCTTTTCAAAATAC 

Sequence 3286 

CTTAGCGTGGTCNCGGCCGAGGTCAGCAGAATGCGTCTCCGAGAGCTCCCTTGGTCCAAA 

GACAAAGCGTTCCTGCCCAGAGNCCACAGAGAGGTGTCTAACATGCCTTCTATACTCACA 

MTTGGTTCTGATCCAGTGGAGTCCCATCAGTAGGCTCATGCACTTCCCCAAGAACTCCA 

CAAMTGATTAAGAACTAATCAGCTTTTGGGCTGGGCGCGGTGGCTCATGCCTGTAATCC 

CAGCATTCTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCT 

GGCCAACATAGTGAAACCCCATCTCTACTAAAAAACAAAAAATAAGCTGGGCGTGGTGGC 

GG 

Sequence 3287 . 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTT 

Sequence 3288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGC 

Sequence 3289 

TTCCCCCTTTTTCCGAAGCCCGGCCCGCCCCGGGGCCAGGGGTACCACCAGGGCCCCAAA 

GAAMAAAAAAACCCCGTATTCAAAMATGGTAAAATTATTCAAATTTCCCCCATTTTAC 

CAAGCCCANGTTTAAAAAGAAACCAATTGGGGGGAAAAGACCCAAAGAAAGGGAAGAATG 

GGCCAGGTTGGACCCAGGAAAAGGAAAGGGGGGAAGGAAAANGGGGGGGAAAAATAAATT 

TGGGGCCACCTTAMGAAAAAAAGGCCNGGAAAAGGMGMCCATTATTTTTTGGGGAAG 

GGGGMGNMTTGGGGCCTTACCCCCCGCCCGTTACCCATTTTTCTTTAAAAGTTCAAAA 

AC CCAC CTTTGGTTGGMCCTTTTTTTGGCCTTTTTTA 

G GTTTTC CCCTTGGGCCCCTTTCCCCTTTTGGGAATTAA I 1 I II I GGGNNAATTTTTTTA 
AATTTTTCCi I 1 I I I I 1 i 1TTTTTTTCCTTTCCTTTAAANAAAAGTTTAANNAAAAGGGG 
TTAMTTTAAAAATTTTTGGGTGGGGTTGGGAAATTAAN I Mill I I CCCAANGGAAAAA 
MANTTTACCCCNCGGGGMTTTTAAAAAMTTTGGGAMTTTTTCCCCAAAAAAAA 
Sequence 3290 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCTTCCCATCAACCAGTAATGAGCCTCCTG 

CTGCCCCCACCACATCCCCACTTGTGATGTCAGCGGGGATCTTGGACTTGTGGCCTAATT 

GACAATAATGCACCTCTCCCTTGCCCTGCTGGCATGATGTCAGAGGAGATCTAGTGGACT 

TTTACCGTTTCCCAGAAGTATTGAGGCCATCTTACCACAGTGTCAGTGGATACCACATGG 

AGGATCTACAACTCTCACTTTCACTCAGAATGTATGAGGAGACCCTGCCCCTCCTTGAGT 

GTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCCGCTCCGAAAGGGCNAATTCCAA 

G 

Sequence 3291 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGTATCTGATTGTTCTTACAGAAACTCAGGA 
TGAAAACCGAAGAAGAGGCCCGGACTCATACAGAGATTGAAATGTTCCTTAGAAAGGAGC 
AGCANAAACTTGAGGAGAGGCTGGAGTTCTGGATGGAGAAATACGATAAGGACACAGAAA 
TGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTAGC 
Sequence 3292 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAAT 

Sequence 3293 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCC 

GTCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGT 

GCAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGA 

TAGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGT 

GGTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATC 
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AGTCATGGTAGATTATGGTTTC 
Sequence 3294 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 3295 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGGATATATTGGATTTGGNTATATACCATTATTTTTAATA 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCN 

Sequence 3296 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCAGCCTTGACACAGAGCCCAGGGGCAAC 

TTGTGCTTCAGTCAACCTGTGMTTCTTGATATTTATTTCTACTTGGGAGCATAAAAAAC 

CCAAAGGTAAGTGGAGAAAACGCTCTTTACCTNCCCACTTCTTTCTNTGGGGATTCTCCT 

TTCTCTTGCATTAGGCCAAGAGCAGAAAATCCTGGAGTCCCCAGAAGGTAAGGTTTAGAG 

CTGACTGGAAGCCAGAACAACTGCCTTAGAACGCCAACGAGGACTGCTACTTCTGGCCCC 

CTTAAGACCTCGGAGGACGGGCTTTGGCCAAAACACATGGGACCAGGTGCTTCGCCCATT 

TTAI I I I I IAAI I 1 I I 1 1 

Sequence 3297 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTGTATTAAGGAATAAAATGCAACTACGGAAA 

ATGATAAACTAGATGGAGGGGTGCCTATGACACTGTAAAGTTTAACAAGGATGTTGTAGA 

ATMTGTGTATTGNAtGATGCTATTTCTATGTCTTTGCATTAATCTGGAAAGAATGTTCC 

I I I I I I I I I I IGGAGACAGAGTTTCACTCTGTCACCCGGGCTGGAATGCAGTGGTGCAGT 

CTCMGCTNACCCGCAACCTCCGCCTCCCGGGTTTGAGCGATTNTTCTTGCCTCAGCCGT 

CCGAGTAGTTGGGACTACAGGCATGAGCCACCACGCCCTGCTMTTTTTGTATTTTTAGT 

AGAGACAGTTTCACCATGTTGGCCAAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCA 

TCCGTTTTACCTCCAMTGCANGATTMGCATGAGCCACTGCTNCCACTTGAGAATGTTT 

TTTTGMTMCCTGCTTTNTCANTTTTAAGGGANAATGGGGGTTGGGAATAAAAGGCAGA 

TCATTTTTTTTTAAGA 

Sequence 3298 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTATTAACAGCTTTCCTTGGAAACTCTGAT 

ATAGAGATACCTTTATATTTGTCTTCTAGGGAGTATATTMGTMACCAAAACATTTACT 

TTTTTGGATGCAAGATAGAMATGTTMCGTTTCTTTGCTAATGACATTCTTTTC 

MGTAGCTTGGGTAGGTAGAGGACTMTATCACACTTMTAGTATTGCTTTCTGGTTTCT 

AGGAAGATTGCTACATGTGTATATGMGTCCTGTAGTTCTCCTTTTAAACTGACTAGTTC 

CTACTCTGCTTATGAMTTTATAGMCATATTTTAGATTTATGGCAATTAAAGCAATCTA 

AGAGCACCTMATTTTAMCTATTTTAACTACTCAATTCAGGGAGAAATATAATAAGAAA 

ATTCCCCCCATATTATTTGGTATATAGTCTATTTAMATAGCATAGCMCTTATATTTTA 

TAGTMGMTTTTGGCTGGATGAAAATTMTTTAAATACTAGAAACATTCATGTAG 

Sequence 3299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGGGTGTCTTACCTTACATTAGAATATC 

CTAGGCCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCATCTCTT 

GGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAAATGCCATAGTAAGTC 
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CAACTATATGGTTTCATGTAGGGTAAAGTAACCATTGTGGAAGGATTACGATAAAACTGT 

GTGACAATAAATAGAATAAAAGATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAA 

ATGCATTGMTTTCTAGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGAC 

CTTGCCTTCCTAAAGTG GGAG GAAGAAAAAGGCTGCACCTGTCTGGGCTGAGGGTCTGGG 

CAGAACACTAGCAAAACTTTTAATAAATCTTCATGTCACCACCCCAAACTCATTANGGCC 

CAAACTTATTTCATTATCTTCACTATCCCCATGGTTTTCCTC 

Sequence 3300 

TTNATNCGCCCTTAGCGTGGTCGCGGGCGAGGANCAAGAGCAAGTCTAGTGTGAGAAGCA 

CTTTTCAGGCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTCACTAAGCCT 

AGACTCAAAATATGAGGGCACTGCAAAGATTCACAGCAAAGATTCATGGCACAGGGCCTA 

GACACAGGGAGGAGTCTCTGTATTTGTTTTTTCTTTGTATTTGTTTTATCAAGTGAAAAA 

CAAATMGGATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGAT 

TTTAA GTTGGCCAAGATGTAACTGGCATAATGAATACAACCAAATGAGAAATATTACCTT 

TTTTTGTTGATGATGTGATTGTATACCTGTAAGAGTGGAAGGGACTCCAGTAAAAAACTG 

GAGTGCAACAATCAGTAAG AATAT TTGACAAGGCTGTTGGACTAAAAAAATAAATGTTAG 

AAAAAATCAGTAAGTTCTTCTTTTATTAGCCATTNGTTCAAACAAATATTTTATTTAAAA 

CACCTNACTTGGGNTTAATNAAGCATTNAATCTGGGNCCCCTAAGTACCCTGGCCCCNGG 



Sequence 3301 

CCCTTAGCGTGG TCGCG GCCGAGGTACTTTCMGTTTTTACTCAAACTCAATATAATTTC 
CTTTAGAAAMTG 1 1 1 I IGAG AAACA CAGTATTAAATCAAGAAAGCCCTTGCTGCTTTTA 
TTG TCACTAAAATC ATATA TTGTT TTCCAMGAATACTGCCATTTGTTTATATTTCCCTA 
CAGTTrTTGTTTTTGGGAGTTTTGTTTTGTTATAGTGGCAGCTGAAGTGATTTTGAGTGT 

TTGCAGCATGATGTTAATTAACCAAATGTTTCAACCTGGAACTTTGAACACCTGGGCTT 
Sequence 3302 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCACACAGGTGGAGAGAGCAGAACAATGAAT 

TCTTCCTGAGAATTGTAGGGATTTGCAGAGTGGAGGTGACATTTGAGTAGGCCTTTATGA 

GAAGGATTAGAAAGAGTTTGCTAGTAGAAAACCGGAGTGGACGTCCTAGGGACTAGCTTG 

AGCAGAGGCCTGGAAG CATG ACAGGTTACACAGACTGCTAAGTCTAATAAACCAATCCAG 

CTIvrrACAGCATAATGAGTTTTGAGAATTACAGTCAAGTATGATTAACTCATACTTCACCA 

CTTNCAAATGTGTTGATTATCATCCTCTTATGCTAAGCTGAATT 

Sequence 3303 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGACCTACGTGACCATATAGACTATTGGAAACA 

CATGCGCCTAGAATGTGCTATTTATTACAAGGCCAGAGAAATGGGATTTAAACATATTAA 

CCACCAGGTGGTGCCMCGCTGGCTGTATCAAAGAATAAAGCATTACAAGCAATTGAACT 

GCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTACA 

AGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGATA 

TACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGAC 

ACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATTA 

TGGGTTATATTATGTT 

Sequence 3304 

CCCTTTAGCGGCCGCCCGGGCAGGTACGTTTAAAAGGTGATGCTAATACCTTTAAAATGT 

TTAAGATACCGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGT 

Sequence 3305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAGTGAAATTTTGATGTATAAGTGCTGG 

CAGCCGAMTTGCCCTGAGCACMAATGAGCTTTCCTGTTTGATAATTTGCTTGATTCAC 

TATGTTGCTACATGCAGGGCACTTTATGCCTGACTTATATTAAATCCAGTCACCTGCTTA 
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ATGTTAGMGGGTCATAATTATATACAAGGGTTTTGMCATACAGCATGTCAATATTTCA 

GATCTGGCATATAAAATATGTATACCCATTTTCAATTTAACMTTTTAAMTATGTTTGG 

TMTMCTTTAGGGTTATMTACMCACAMATCATTCTATTTTCACCAAGAATAAAGTA 

AGCAAATGTATJGGGGTTATGAGACAACCATAGCCCCATATATTGGGACGAGCAGAGGCA 

TGGAGTTATGA 

Sequence 3306 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CTACTTGTTTCTGCTGCTATMTAGAGAGGAGAAAATGATGAMTGCTCTTTTTACCTTC 

CTGTTTGAAGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTAGGGGACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAG 

Sequence 3307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGNGTGCTTTTGTGTGTCTGCCTATTMTACCGTNCGCTGCTTTTGTC 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTC 

TGCGTTTANGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATT 

Sequence 3308 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTAAGAGCTTTCCTC 

AMTTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGMGATTCTCACAAGTAATTGATAGAATGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATG ATTAA ATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GAAGAGGGMGAGAATACAGTCCTTGCTATTTTCCTCAGCTGATTCATAATACATTAACA 

CCCTCATTTACATGGCCTATTAGAAGTTATTTATATTCCMTTACAGGCTATTTGAATAT 

TTGCATTTGTANTCNAATTACAGGGTTTAGGGAAAGCTCGT 

Sequence 3309 

CCCTTCGAGCGGCCGCCCGGGCAGGTCATGAACTGCTGGGCTCAAGCTATCCTCCCACCT 

CTGCCTCCTGAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCTGTCCTGACAGTCAT 

TTTCTAAGATAAGCTTCACAAAGATGAAAATAACATTCTAAGATCCATTATGTATATATC 

ATTTCACTNGGAAGGTGMTTCCTCCAGTAATCATCTATTCACCTTTACTTTGGATCCTG 

ATTTCATACATTGGGG 

Sequence 3310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTA TGTC TATATGACAAATCTTGATCTGCATCCACMCATTACTGGCGTGCTTTT 

TGCCTTGCTTTTGTGTGCTTTTGGGGGGTCTGCCTATTAAAACNTCCGCTGCTTTTGTCT 

GNGGNCTACATACACATCATTAATACTATTGGGATTACTATTGGGGGATAACAGCAGCCT 

CTGCGTTTAAGGGGTTTAATGGATATATTGGATTT 

Sequence 331 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 
GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCCGAAATCCATGGTGGTTG 
MG MCATC AAAGAGGAGCAATTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTAATTG 
AACAl i i 1 1 AGGATGTAGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACA 
TCTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGG 
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TAAACCAAACCTAATATTA 
Sequence 3312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCCCCAAGGACAAGCAGTGATGGAGAACT 

AGTCTAAGAAGATGCCAGTCAGGCTCTGAATGGCCTAGGTAATAGTGGAGAACCAGCCTG 

GACTGGGGGATATCCAAGACATAGCATGMTGGGGCTAGCAGAGTCCTGACTCATATTTT 

GACCATTAAAAAAAAAAAAAATCCTGGCTGAGTGTAGCGGCTCATGCCTGTAATCTTAGC 

ACTTTGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCTGCCTGACT 

AACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTANCCGGGCGTGGTGGTGGG 

TGCCTGTAATCCCAGCAACTCAGGAGGCTGAGGCACGAGAATGGCTTGAACCTGGGATGC 

GGAGGTTAC 

Sequence 3313 

GGTACTCTTCTTAGAATATATAATATCAATTAAATATAGTAATTCTGTATAGTTGTAAAT 

GCTTMCATTATTAATCTGTTGATTCTTTGGAGACTTAAMTAATTCTGCMGGTATGTT 

ACGCAGACATTGATCCTTATTTTTAGAATGAAGAAACTGAACTGACATTCACAGCAGTTA 

AAAGCTTGCCAGATGGCCAGGCACGGTGGCTCATGCCTGTAATCACAGCACTTTGGGAGG 

CCCAGGTGAGTGGGTCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAA 

ACCCCGTCTTTACTAAAAATACAAMTTANCCTGGAGTAGCGGNGCATGCCTGTAATCCC 

ACTTCTTGGGAAGCTAANANAAAATTGCTGGAACCTGGGGGGGNAAAAAATTGNAAGGGA 

NCCAANTCCCCCCATTCACTTNGGGNGGGGNAANAAANCCNCCCCCNNNNAAAAAAANNG 

GGNTTNNGANCCCCNACNGNNANNNNNAAANNNNTNTTNNCCCNNGGNNNNnTrrTTGGG 

NAAAAAAANTTANNNNCCCNNGNNNNNNNCCCCNNNGGGGNNANNNNNNNNNNNNGGGGG 

GGGGGGGGNAAAAMAANTTTTTTNAANAAAAAAAAAAAAAAAAANCCCCCCCNNNNTTT 

TNNAAAAAAA 

Sequence 3314 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCTATCTTCAGTTGGGCTTGGCTGAAGGA 
GTCATMCTTCTTTGCCTATTGTCATT^ 

TTMTAGTTGGGGTCCATATATGCACTTTACTCATCCCTTCTCCAATAATGGGTCCGGTT 
TTCAAGGGCATGGTCTTAAATTGTAAAATGGAGTTACAGCATATCCAAGCGAATAGGAAA 
ATGMGAAAATCTCACCCTACMTn"GTTATTTATCTAGTTCTTTCTCTTTCTCCCA 
Sequence 3315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGCGACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATC7TGATACTGCATCCACAACATTACTGGCGTGCTCT 

TTGCTTTGCTTTTGTGTGCTTTTC 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGGATATATTGNATTTGNTTATATACCATTAT 

Sequence 3316 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTG 

Sequence 3317 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTA 

GCAAMTTTAMGAGTTATACGGGGTGAGTTTTACAGAATTAGTMGACCATTTAAAAGT 

MTAMTCMCGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATAAAAACACTATTACAACAATATTGTTTATATTTACACATTCAMGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 
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acaaTtgaaaaattgctgtctaaactattatgtgtgtctccaatgtgtatgatgatagag 
cctccaaaattgcgtagtacctgccc 

Sequence 3318 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3319 

CCCTTAGCGTGGTCGCGGCCGAGGTCATGCTATTTTGTCTTATGAAAAGAGATAAATTAG 

GTAGGAMGGTAAGCATCACCATCTTATAGAAGAAGAAACCTAGACAAAGTGAATTTTCC 

MTTGCCCMGATTGTGTCTCTTATTTTTGGAGTTGGAAATAGAACCCAAGTCTCCTAAT 

GCTCAGTCCGGAMGCATTATTACTGTATTGTTTTTAATTCTCCCATATNTCAATCACTT 

ATGAT AMTGAA AGTTATMGGAGAAACACTTTAAAATATTTAAATGCTTCAGATGTTTA 

AAMTATTTTTTAA GGTA GTGATGAGTTTTCAACMTATCTGATAAATTGAAAGCCTTAA 

GAGCCAGATTCTATTTTCCACAGAAAGAAAAAAACCTACATAGCCCCAGACCGTTATCTT 

CATGTCAGTTTAGATGATCTCTTAAATGTAACATAAACCCTTAAAATCT 

Sequence 3320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATTAT 

Sequence 3321 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCAATTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATAATGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGAMTTTAAMTAATTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGAATTTGAGGGCTTGGGACAGMATAGATTCCTTTTCCTTm 

TTCCTAACTTGCTGCTTCCTTCTATCAACCTTATCTGGTCTGTAAGAACCTGGGAAAATA 

TAAGAAACTGATGGTTGTGGGGAGGGAATAGAAGAAGACTGTTCTAGGTCTTAGAAGATG 

CATTAATTAAAAGTTGCTAAGGCTTGTAATTAAGAATCAAGACCCTTGTAGGTGTAGGTG 

ATAGACCTTTGT GTGA TTTTCTCAGTTGCCCCAAATTATACCAAATTTCAACCTCANTAA 

AGAATTCTGAAGTTTTACAAAGTTNGAAGAAGAGAGAAAAGGGAAAAG 

Sequence 3322 

ACGCGGGGAGAGGACACAACTCAAGGAGAGAAAAGGACAGTTTGGGACAACAGGTGGGTG 

GGCAGTCTTGAAAATTGGTAGCCACAGACGCCCAGCGAGAGTGAAGAAGGACAGGTGGCT 

TCATTCTGTGGTTGATGATTCCCTCATGGAAGTTCTTGTTCAGGGAAGAAGAAAAAAGGA 

CATCTCATTAAAGTGCCAAGATACMTGCCGGCTCCTACGTGCACCTTGTTTTGGACCCT 

GMTGTMATGATCACTTTCAGCGTGTTTTAAAMGCATTCGTGATTTCAGCGATCCTTT 

CTGAAATGTGTAAAAATACCATCGTCTCCAACGATAAAAACAACAACAACATCTGCCGAT 

GGCAAMTATAGTCAACTTTCAGGGCCAAGTTTTTGGAAGCAGCCAATGCGTTT 

Sequence 3323 

AGTCGTCGACCCACGCGTCCGCATTTATTCATTTAAAATACATTTCTAGAACACCTGTAA 

GGTGTCAGTCAGCCTCTCTGCTGGAGGCACGTGGTCTGGCAGGGAGAAATATGAAGGTGC 

ACAGAAGTACCTGACGGATACAGCCCTGCTAGAGTGTGGGCAACAGACAGATCAGGGTGG 

ATTGCCTTCTACACGACTGCGTCTGACCCAGCtTCACACAGCTCTGGGGGCTTGGGGAAT 

ATTCCAGAGAGAAAGGGTGCAGGAACTATAAAGACAGGAAGGTATAAGAGACAAGGTATG 

GGATGAAAACTGCACATGCTTCAGTTTTGTGACCTGAAATTTTAAATAGGAAGAGGATGG 
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CAGTAAAACAAGACGATCAACCTACTGGCTAAAATTCTGGCTGGGTGTCGCATCCTAACA 

CTTGTAAGGCAGGGGCAG GTGG ATCTCTGTGAGTTCAAGGCCAGCCTGGTCTACAAAGTG 

AGTTCANAACAGCTAGGGCTTTTACACAGAGAAACCCTGTCTGAAAAAAAAAGCCTAATA 

TAAATTGCAATTCTT 

Sequence 3324 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAA TGTTGT GGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTMCAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AAACATTT 

Sequence 3325 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCCAGTTTCTGGCATATTAACAGCTGAGA 

TCAGATAAGTGAACANCGATAGAGGTAGTGAGGTTTAGGATTCANGTCTGCCACCGGGAG 

CGCACCTCTGGGCTCAGGTCTCTCATTTGTAAAATGGGACATTTAGGNCANATCAGCATT 

TTNAAAAGTGTGACATGTTAAGTAAATAAGATGATTTTATGTGGTTGACAGATGAATGTA 

TTACCTTTAGTGGTTATATGTTTATTTTCATGGTTCTTTTTATTTA 

Sequence 3326 

ACTGMTTMTACTTACTTACAMATTGGTGTTTGTATTTTTMCMGAAGATACATTTT 

TTTGAGT1TTMTTTTTATCTCCTTAGAAGGCAGTCCAAAAACATATTAGAATTATGATG 

CATMGGMTTTAATTACAGTTTCTAAGTCTTACAAAGTAAAAAGTATTAATTGGTGTTA 

TTTGTTGAAATATGTCATAAAGAACAATATCCTAACTGGGGGTATGGCTTAAGAGCAATC 

CGATTTMGAMAAGACGAAAAGCAGGATCTTAGGGTATCGTAATTTTGTAAATTTTTGT 

TTCTTGGAATATTTAGAAAAATTGATTTTAAAATGTCTCTTGGAATAGCTGGGCTAGAAA 

TGGTGGTTCMGGGTGCMGGAGATTGTAGAATCCTCTAAAGGGAGCCGTTTTTTACTAC 

AATGGCAGGGAATAGATGCCTTATTAGATGGGAGCTATTGACTCCGTGTTAAAAACCTT 

Sequence 3327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGGAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCGGCTGCTTTTGTCTG 

TGTCTACATACACATCAT 

Sequence 3328 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTGTCAGGTATCCCACTAAAATCCCAAATG 

TTTCTCAAAAGTCACATCTAAGTGCAATATAAATCAAAACGAAAGGTTTGTCTCAATTAT 

TTCCACATTTATTTATCTTACAAACCTCAGTTATTAACAGAAGTTAACAGAAATCTTAAC 

AG AMTA TTATTTGCTATGATTTATATTAGATTGAGATTCAGAAAATTTTAATTCTGGCA 

TTGTTTTCCAMTMGCAGCTGTATrTTTCTATATGMCACTMCCGTCTCAGTTTTCTC 

ACCGGTAMTAATAMATTGGACTCAATGTAATCCCTTMGTTATTCTTAGTTTTAGATA 

GTGCTCAGTATTCCATTTTCAGCTCAGTCATGTAGAAAGGTGAAAAGAGGTTAACTCCTG 

CAACCACAACAAGAAATTGGAGACCAGGCATGGTGGCTCACGCCTGTAATCCCAGCACTT 

TGGGAGGCCGAGGCGGGCAGATCACGAGGTCAAGCAAGATCCGAGACCATCCTGGCTAAC 

ACNGNGAAATCCCNGCTCTACCCAAAAATACAAAAAATTAGCCCGACCTGGTGGCNGGCC 

CCTGTGGTCCCAGCTACTCGGGANGCTGAGACAGGAGAATGGCATGAACCCCAGGAGGCN 

GAGCTTGCANTGAGCCCAAAATCGCCCCCTGGACTTCAGCCTNGGCAACAAAACCAGACT 

TGTCTCAAAAAAA 

Sequence 3329 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

76/599 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3330 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTAATACTCCACTTGCATGCAGCAGCT 

TACGTGGAGA GAAT GGCTGATGTATTGGGCATTGTGAGAAAAAAAAAACTGACGTTTATA 

CmCCTCAMTTTTGGCAGATTTCCCCAAATATAAACAATGGAGACAATTTATTCACAC 

AATCATTTCCTAGAACTTCATAAAATAATGAAGTAACACCGTAATGGTGAAGGTTGTGGT 

GAGGMMGMGGTTGGGGMGAMGGAATGCTTCTTTTTATTTTCTACCCACTCGACCT 

CACCAAATTACTAGGGCTCAATTGAGCCCTTAGCAAACAAAACAATCAAAAATGTATTTT 

ATGCAAATGAAGCTCTTTTTAGACCAAAGTACCTGCCCG 

Sequence 3331 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 I I 1 1 I I I I I I I I 1 1 1 I CTTTTTTT 
■ ' i i 1 1 i 1 1 1 1 1 I I 1 1 1 1 1 I I | I | | | 1 1 1 | | | 1 1 1 1 1 1 1 NTNNNNNNNNTTTNTNTTNNN 
TTNNTNNNNNNNNNNMNNANNNAAAAMNTNNNTTNTNNTNCTGNGNTTTGNAAAAAAA 

AAAAAATTNCACCNTTTNAGGGGGGGATTNGACANGNGCCANNGGCAATGATGAAATGAG 
AATCTACCCC 

Sequence 3332 

NCCTTTCGAGCGGCCGCCGGGCAGGNCNCTGGGGATACCAAGAAANAGTGCTGGNAAAGT 

CCTTTATCAGGCCAGCCGGCMTTTTGGTTAGTTCTTACTCCTTTTATGGCTTGAGCTAT 

CTCCATAAATGCCATCCTTCCTGGTAACCATAGGAACAGTGCCACTGTGATTTCTTGAAG 

TGGAAGACAGCCTAGTGCTAAAGACATCTACCAAGGAAANTATGAACATAATTCACCCTA 

ATTATTATATATGATATCTCACATTGTGTATTAGCTGTTAATGCCTCTGTGCCTGAATGA 

AGAATTAGATCTGTGACCTTTCCTCCCAGATGATTCTGATGGATGATATTGAAAGATATT 

CTTGAGATTTGGGGGAAAGAAANTMTGMGGCMTAAAGTATTTTAATTTTATTCATGA 

TGGACCTTATGAGTGAAAGCTTTTTA 

Sequence 3333 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACAGGGCTAGATTAAAAAAAAAAACAAAAC 
TATTAGGGTCTCATCAAAATGACAAGATGACAGGGCTCCAACCAGCTCAAGTCTTCACTC 
CCCATTGGGAGGAAGACTTTC CATC ACAAGCCTAAATNACCCAGCAGGAAACCAGCCCAG 
CCCTGTCTTCTCAGTGAGGCCTTTTCTAACACGGGTGCTTATCTCCATCTCAGGATCAAA 

GGATCTATTGCTTCTGGCAAAAGGGCAAAAGCACCGCTTTTACTGGGAGGTACCTCGGCC 

GCGACCACGCTTAAGG 

Sequence 3334 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAAATGTGATAATTGTAATAAACTTTTATTATATCTTATGT 

AAAA TAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATATTTT 

TGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTTTCAAATCTCCTTTTC 

Sequence 3335 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGTTACGTGGTAGGCCTTGGAGGTTAATAT 

ATT TAAC ATTACAGTGAATATCATCAGTGATCCATGGAGAATCCATTGTTCAACAGTTTG 

TGATTTTGGGGAAGCATACATGTGAATA GAATA TGCTGTAGGATGGAGCAGGGAGCAAGT 

CACTTAGGTGGCMGTGTCTTCCATCACTTTTTGGAATAACTTAGCTACTTGCCCACTAT 

CAATGAATATCAGATGAATTACAGAGCTACACTGCTAGATTTTATAACCTTATAGAAATT 

ATAACAGGAAGGCTTGCATGAATATGGGGTTTGTAAAGCTCTTCAGATGTATCTTTCATA 
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CATGTCAAATATGAACAGTTATGGGAACTGTTATATTTAAGAGACATGCAAGAGAAATAA 

AGTAGAAAATAAAAATAAAAATTGTGCCTTCAGAAGGAAAGTAACAATATGATAACTGGA 
Sequence 3336 

CCCTTNCCAGCGGCCGCCCNGGCNGGCNCGCGGGGACAGTCCTTCATTCTCAGTAAACAC 

TGTGTGATACAATCAGCCTGCCGCAGATGCTCCTTATTCTATTACTGCGGCATAATCATT 

TGGGTAAATCTGTGAAACTAATGCAAAATCTCACAAGGCTATTCAGAAATATGGATTGAA 

AATGGAAGACTGGAAAAATAGCTTGTCATAGCCCATTAGCGACTACNCGCTGCGATTTAA 

GAMCTATTTTTCAAACGTTTCCATTTTGCA 

Sequence 3337 

GGTACAATAGGGGATGACATTTTTGATGGGATGCCAAATGTTTAGCTTCTCTGAGAGGCA 

ACATTTAAGCAGGAACCTCAATGAAGTGATGGAGCAAGTGATACAGATCCCTGAGAAGAG 

GCCACTGAGGGGGCAACATGCAGAGCCCTCATGGGAGTAGGCTTGATGGAATCTGGGAAA 

GGCAAGGAGGTTGGAATTGCTGGAGCAGAATGAGAAAGGGGTGAGTTTGGAGTAGTAGCC 

AGGACCAGACAGAGGCTTTGGATTTTCTAAGAGGGAAGGGAGGATGTTGGGAGGGTTCAN 

GATGGGTATAGACCTGATCTGAGTGATAAAAAGATTACACTAGTTGNTGTGTANACAGTA 

TACTAGGAAAGGTTAAAGTGGAAGCAAAANACTANTTCAAAGACCGTTGCAAAGGNTCNG 

GTTGCAAAGNTCNGGTGAAA 

Sequence 3338 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCAGTTTCTTAGCTAATGTGTTGTAACACT 

ATTCTTATCCCTTACMCTGTCTAAMGGATTCTTTTTTTAGACTTTCTCTGCTAGTTAC 

CCCAAAATATTCTGTGGTAGTGAGTTCCAAAAACTAATTACATGTCACATAAAAACACCG 

NCCTTGTATCTATTTCMGTTGGCCATACCTCACTCTTTCTTCTAGCATAGATAGTTTAC 

GGA TGTTC CTAGGA TTTC CGATTCACTAGTTCCTGCTATTGNGGGTNGCTAANTTNTATT 

TTGATTTTNGTTTNCTTTTCTAAACATGGCTGCTACTGCTGTTCATATTTGCATTTTGTT 

TACCAGACTATCGATATCAGAATTGTGCTCTGGGGGCGGCT 

Sequence 3339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTCAAATTAAAGGGCTAAAATACT 

ATACATGCCACCTTTGCATTCCTTTGAGTTTTG7TTGTTTTGTTCTGTTTGTGTCACTAC 

AAMCTTATGTTGCCCTTATATAGCACATTTTTCCTTATTGTGTCCTTTTGATTAATTTT 

AATGACCATTTGTTCTCTTTTAAATCA 

Sequence 3340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCAAGGCTATAAGAGCCAGCAACAGG 

TCATGTGGCCTCAAGGGGCTCGTGGCCCTACGAGGCCACAGAAGCCAGTGAACAGAGACA 

AAGATTGCTTCATGGACACCTGTAAACATCCACAGGGAAGCTTGGAACCACCTGGGGAAA 

TGAACCCTGAGCACCACAAAGTGGAGGTGACACCTGTGGAAAATGAGTATATAAATTTAA 

AGATCTCTAAGCTGTGCTCGCAAATCAAGGCAGAACTCAGCACACAGTAACACGGACAAC 

ACTAGCGTTCAA TGACA GGTATTTTTGAGAGGATTGGTGCTGGATATGTATCTCTAACAC 

TTTGAGGATG TTCTT TTGTGGGTAACATGATCCTTCTGTCTGCCTATGGAGGCTGTGTCA 

GAGGTGGACATTTTCCAAGATTTGGGCTTATTTTACCTAGMTTTCTTTAAGCATCTTAA 

TTTCGTTTGTAAAATGGGAACTATACTCCATAACTCACAGGGCTGTCATGTGATCAAAGT 
GAAATCATGGAT 

Sequence 3341 

ACGC GGGA TGATACATTATTAGCAAAGGTCTGAATATAATGCTTTAATGATTATTACCTT 

TATACTTTTGCCTTTAGAACATTCAGTTGAATGTTCTGCATATTTCTAAGTATGTAGAAA 

ATATTT TACAMTTAMGATTTCATAGCAAGACAACTTTCAACAAAAAAGAAAGGTTTAT 

i 1 1 1 1 iCCTTTCTTTATTMTTTTTGGMTMTGMTTGGTATTACTGTTTTTCAGCCAA 

ATCCACATTTCAAAAGTAGAAGTTAAATATCACTTTAATCCCAATAGAATTTTGGGG 
Sequence 3342 

ACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCAGCTCCTCAGCTCTATACATTC 

TTCCAGGGAACCGTAGATCTTGGTGCCTATTTGAGCCCCAAAGGATCAGTTAGTTTTACA 

AAGGACAATCGTATTCTCTGTCACATCCTTTTTGGCCATGCCTCAAAAGCAGTCCCACAA 
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TGTAAGCTACTGCTCATAGGCTCAATGCAGTCCACCTTCAAAGCAAGAGAAATAATTTCA 

TGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCATCATGTTGGAGCCTCCCAGCTC 

AMTtCTCACAGTGMCMTTTMGTCTAMGTTCAAMGTTTCMTGGCATTTGGTGGA 

AAAAATATC 

Sequence 3343 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTMTTTTTTAMGTTTTACCATTACTATAT 

TCCAAAGAAAATT CTAA CGTAGAAATAAGGGTCTGAATATGAGGACATGTTCTTCACGTT 

GGCCTCATCATAATTTTCCTCTAGGTAGGCAGGAATGTTGATGGCCTCTACTAANTCTCC 

TANCTTCCAGGAGGGTGAGTTTTAAAACATGGTTTTGTAAGAGGANAACTGAACAAATGA 

CCAAGTCATGAGTTTCTTCTGCAGAGATTCTCCATCCCACTCAGAAATGACACTGAAAAT 

ACTTCTTGGGGCANGAGGAGAGAAGAMGCTATCTMGAMGAGGMGATTTACATTTAG 

ATATTGGCAGAGACAGGCCGAAACAGTTTCTTNCCATTTTTGGGNTTGCCCTATGTGTAG 

MTAGMTCTACCCMCTATGTTTTACCTTTCAGATACACATACAACGGGGGCCCCATTC 

TTGTCATTGTCTTCTTCGGGACAAAAGTATCAATGGNTGGGAGAAAGAA 

Sequence 3344 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCAAMATGCTTCAAAAATATTTACTGAGT 

GAG TCAGG TMCAAMCGATTAAAATGCTTAGCCATCANCGTATGCCTCTATTTTTTAAG 

GGCTTTTTATAAGCAAATACGGGTAGAAAMCATTGGCAGTTTGAGAGTAAAATAAACAT 

ATATAACTCACCAAC TGAC TGATCAGGATAATTATCTGGGAGTCTCTGGGGGTAAAAAGC 

CCCCAGTTTGTTCCATTTTACAACTCCCACCATGGCCTNAGTCAGGCCACCAACATGATN 

CANCTAAATGTGGANTTTGAAAGGGTGTCCNCTGGAACCCATCNTATAGTANTCCNGCCA 

ACGGGATCCANTAGTGNAANCANCCCCAAAACNCAGATATTGNTAAAAGGTCCAACNTTT 

TNAACAANGGNGGGGTTGGGGATTTAAAAACCTTGGGTTAAAAA 

Sequence 3345 

TTMTGTTACTAACAACAGATCAGCGACMCAMMCCTCCCAACATTCCAATATTTAGG 

TATTTATTGGTGTCCGAGTTTCCTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGC 

C TCATAT T ATTTCA GGGTAGCATGGCTATGATTATTAMCACCACAGACACCCATTTGCT 

TATTD l GATTTTTGACATTCTAAGACATAGACTTTTTAAAAAATCTTCTTAAGGGGACA 

MTCTCCTMTTTAAGACCTAGATAAACCCAAGATTTACCANTTTTTTGAAAACAGTGAT 

GTTACTTAMTTCACMGNAMCACCNATTCTNTTTCAGATATAATTNCTTCAATGGGAN 

TNCGAGGAGGGGGTTTAMGTTTTACAAAAATTGGAAAAAAATAACCTGGNCAATTAANA 

TANCTGGGCTTACCTTNTTTCAANAANAAACCAA I I I I I I I II I 

Sequence 3346 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAATTATGAAGAGGTGGCGTTCCACACTGT 

GAAATCTGAGGGCTTTTAMTTAGTATTTTTACTTATGCAACTCCTTTTTCCCCACG 

MCAGTGMCACAGGAMTATATTTTCACTCGTTCAGTCCCTTAATACTGAGCATCTCTT 

CTGTGCCAAGCATTGTCAACATCTAGAGACACAATGCCAAATTCGAACATGGTCCTTGCC 

CTTAAGGAACTTGGTCTAGGCCAGGCGCGGTGCTTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAGGCGGGCGGATCATGAGTTCAAGAGATTGAGACCATCCTGGCCAACACGGTG 

AAACACCATCTCCACTGAAAATACAAAAATTAGATGGGTGGTGGCACATGCCTATAATCC 

CAGCTACTTGGGTGGCTGAGGCATGAGAATTGCTTGAACCTGGGA 

Sequence 3347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCAGGTGTTTTACCTGTATTTACATATGT 

GCCTATGTTTGCTMTTTMTGTTTAGATAMCCTATMGGCAAATATTATTCTTTCTCT 

TTTACAGGTGMCATGCTG MGC TCTAGGAGCTAMGTMTTTATTGAAGGTTGGAAAGT 

TAGAATGGACCAGAGTCCA7TTTGTTTTAATTACACCAGGGGTTCTCTCTGAGGCATCAA 

AATCTTGATGGATATAGGGCATGGGGGAAGTGATATTAAAACAGCANCAGTAGTANGCAA 

CMCAACAACMCAGCATACATTGTATGATCCTGCCTMTTTCTTCCAACAACAACAACA 

ACAACATACATTGTGTGATCCTGGCTAATTTCTTCCAACAACAACAACAACAACATACAG 

TGTATGATCCTGCCTAATTTATTCCCC 

Sequence 3348 
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GGTACTTCTGTAGAAAGACCAGGTTTCTGGAGTGGTGGAGTGGTGGAGGGCAAGTTACTG 

TGAATTGAAAGGGAAGTGAGAAAGTGTAGATAGTTGGCTAGACTGGCTTCTTTCAAGGAA 

GGGGAGGAAGAAGAMCCACACTGAGGTMTAGGAGTTTTCACGGAGTCAGATTTCTTAA 

GCAATGAGCACTTTGGAGAGGTAGCAGACTTGTGCTGTAGGATGTAGAAAATGGGAAAAG 

AAAGAGAAATGC AGAG GTCAAAGAAAAACATCACCAGTTTAAAAATGTTGGTCTCTGTGG 

TGGTTTAAMATATTTTAAMTTATTTMCATATGAAGMTTATTTMC 

CAAGAAATATGGCCAGGCCTGGTGGCTCACACCTGTNATCCCACACTTTGGGAGGCTGAN 

GCAGGANGATCACTTGAGTTCAGGAGTTNCAGACCACCTGGCCAACATGGTGAAACCCCT 

CTTTTCTTAAAATAAAAAA 

Sequence 3349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCATTGATATGTTAATGAAAAAACTTTTG 

GAGCTCCT TTACTT CATAGAMCAGCTAMCAMGAATATTTTTAAAATATATAACTCTG 

AAAG CTGT AI I I I I GCTTCTCTTTTGTCCTACMATTGTTATTGCCATTTGCATTTAGGT 

TGAGTTTTMTTTTAAGTCTTGTCATTACTCTTAAAAAATGTAAATGGTATATTCCAGCA 

TTTAGAACATCTCTCAMGTTCTATTTTCTGTTTAMGACTATTTCTCCAGTTGCTTTAT 

MTTCCGTCATACAGGCTCAATCTTCTATGACATTTAACACGTCACTTGCAACAGACTTT 

CACACTTATTAATAGAATCTTCCCAGACAAACCAATGTGTAGTCCATATTCTAGTTATCC 

ACGTGTCCAATACTGTTAMGGTGACATANGGAGTCAGCTGTTTTCTTTGAGGAAAATAA 

AAAACTTCCCCAAAACTAAACTTAAT 

Sequence 3350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 

ACTCCAGACACCCTCCCCMAGCAACCTATTMCAATGACTATTTGTCCAGTTTCTTTGC 

ATAA 

Sequence 3351 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGCGTCTACTG 

GATTTAT GTCT ATATGACMATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTCCATCTTTGGCCATAAGGAGACAATGATG 

TCAA GAGGC TAAGGCCATATGATCTGTAGGTGAAAAACCTGGGATGAGAATCAAGGCCTC 

AAACi I I I ICCACTACATCACAGATTTAGGAGCAGTTAGAGGGAAGGCTTCAATCTGGAG 

AACACTAACAGGCTCTAGAGATTATTGGGTCATGGTGGCTGGGACAGAAATAAGGATTCA 

CAGAMGATGTTTGTTGTCAATGTTCTTTTACAGTAMTGTTCTTTTGAGATTT^ 

ATAAA A AGGTTGAGCAGA AGTGAAAAAAA I I I I H I CI I I 1 1 I I CTTTC I > I I ICTTTTC 

TTTTTGCI I I I I I 1 1 I I I I AAAACANTTTCCTTTTTNTTCCCCAGGCTGGAGNGCAAGGG 

NGCANTTTNGGTTNACNAAMCNTTCCCCCCCAGGGTTNMGCMTTTTGCCTAACCTCC 

CCAAGTANNTTGGATTACAGGNGGCCCCCCCCCCCCCCCGGGAAANNN I I I I 1 1 1 1 I NGG 

NNTTTNAAAAAAAMGGGGGGNCCCNCTTTTGGGGNAGGGNNhnTTNAAANCCCCACCCC 

NGGGGGANCCCCCCCAANGGNGGGGGAAAAAANGGGNTAAANCCCNNAAACCGGGGNNAA 

AAAAAAA 

Sequence 3353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATTACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 
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CAGTAGACACTGTMTAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGCC 

ATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTCC 

MTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTNTTTAAATCTATATCTTA 

MCATTTTAAAGTATTAGCATCACCTTTTA 

Sequence 3354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CMGG CCTTTTGGGAGCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCATC 

TCTTTTTCTTCTAACAAATTAATCAGCTGAGAGMGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCCACGTGCAAGTGGTTCAAGTTCAAAA 

TAI 1 1 I I I GATCTCTTTGACCTGCCC 

Sequence 3355 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGGTGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3356 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTMTCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGT 

Sequence 3357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATACTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGNGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTG 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTG N ATATATTG N ATTTGNTTATATACC ATTATTTTTAA 
Sequence 3358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCGTG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAMGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTAAGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACMTTTACMTGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGTATTAGCATCACCTTTTAAATGT 

Sequence 3359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTCCAGCCAAGGAAGTCCTAGTGTTGCG 
CTTTCTACGACGACAGTCAGTTCAGTTGCTGTGCAGGCTGGGGACTCCAAAATCGTTATA 
GCTGTCATAAAGGTAAGCTAACAACTTCC I i 1 1 I I CTGTGCGGCTGTGGGCTTCTAGCTG 
TGTGTTGAAAACCCTAAAGAACATTCCATGCAATCGGCAGGACACAGCATAGAGAAGACA 
ACGCAGCAAGCACTCTTACTGCTTTCTAAAATGGGCTACTAAGAGAAACCTCTACAAGTT 
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TCAGCAGTT 
Sequence 3360 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATTCAGATAAGGAGGAGTTGGCTGG 

AGTGCTGCCCTGCCTTGGTATTTGGTGCACAGTCCTGGGAGGATCCTGGTGCTGGGACAG 

TCCTGGTTTTGTAGATTCCTAGTGCCTAGAGGACACAACTCAAGGAGAGAAAAGGACAGT 

TTGGGACAACAGGTGGGTGGGCAGTCTTGAAAATTGGTAGCCACAGACGCCCAGCAAGAG 

TGAAGAAGGACAGGTGGCTTCATTCTGTGGTTGATGATTCCCTCATGGAAGTTCTTGTTC 

MGTTrGTCTGTTGCTACTTTGAAATTTATTGATNATTTGTATTCTTGTTCTTTTGACAT 

TATTCTTTTNMTTTCMTGCCACTGCTTTTGTATGTAMTTMTTCATTTTTTA 

Sequence 3361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCT 

Sequence 3362 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAACTCATGGGATTGAATAAGTTAATGTATGT 

GAAGCACTTAGGACACAGTGTTTACCATCATCACTATTATTCCTATTGTAATCTTGTTCA 

GAGGTGAGGGTGCCTGAATTAAGGCAGTAGCAGTGAGGATGATAGAAAGAAGTGGCCAGA 

TGGAGGCTCTACACAGGTGATAGAATTGACAGGAATTTATGATTAATTGGATGTCAGAAG 

GGTAGATAAMGAGMTAAAAAGTTGAGGGTGATTGCAGGTTTTGGATTTCATCAGCTTG 

AGTGAATGGTGGTTTCAGTCCCTG 

Sequence 3363 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAGAA 

AGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGGTT 

CCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGACTA 

TrGTAGAGTCTTACATG MGCtA AATTTGTTCATTTATATCACTTCTCTTTTATTATGAG 

ATCATGTCCTCTGCAGGNTTTTTGGTATTAAAATGTCTTTTATGAA 

Sequence 3364 

CCCTTAGCGTGGCGCGGCCGAGGTACCCTAAAACTTAAAGTATAATAATAATAATAATTT 
CCTCATTCATACATCCTGTATATTMGTTGCCATATTMTTTATTGAMGATTTTTTAGT 
ATACTTTCCCACAGTTTAG CATTCT TCTAAGGCTCCTTACTTCTAACACAAAGTCCAAGC 
T CTTTM TCTGACATTTAAGTTTTTCCACCAACAGGACCCAATTGATCTCGTAATCTTGT 
Ci 1 1 1 i lAATTCTTGATAATCAGCTTTTTCCACTAAAAAGCTGAAATGATTAAGGA 
Sequence 3365 

CCCTTAGCGNGGNCGCGGCCGAGGTACTNTTTAGGTTTTCTTTAGAAGAAGGAGATATGA 

AGMGCAAMGAAGAATAMGAACAACCCATTTTCATTTGCTTTTAGGAAACTCTGGTAA 

GCTCATGGCTCACATAGGATTTMGTGTTTGATCCACATGTTCAAGCTTCTCACTTTTCT 

NACCTCACTTGGNATAGGAANGTATAGCCTGCCGTCTCCTTNAGACCTGCACATAGACTA 

ACCCANGNCCACTAGATACTAGCCTTTGTGGAAAGACCNCCTGGAAAGTGATTCTATGCT 

TGNNTGACTGTTCATGNGTTTAANCAAGGACTTCACATTGCCACATTACTTNCCTATTTC 

ATTGGCNCAAMGCCCTMTTCCCTTTTTTTCNTGTCCACNCAGGGGCAANTGCCAGAAA 

TAAGCTTGATGAATTTATGGCCTTTTGGGG 

Sequence 3366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAACCCCTAACTCAGGAATAAGGACCATC 

CTCCTCATGGTTTCCACTGTGCTCTGGCAGCAGAGAAATGGCCTGACCCTGTTTGCCCCC 

ACTCATGTGATGCCACCTGAGATCTACCCCATTTCTATGAATGTCTGGCAGATTCCCACT 

TAAAACAGCTGCTGGAATAAAGATCACATTGATCCATTCTGATGGCAGGTGGGGAAGCAG 

AGACCCATAACAAGCACCACTCCAGCAGACCAGTCAGGGGGATGAAGATTTCTGCTTACC 
TCCTTAGTGT 
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Sequence 3367 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAAMTTACTGAGATATT7TCA 

ATGMCCTTCAAMAAGACCMCMATCTATTTTTCTGTCCAATGTAATTTTGATACTTA 

AGTTTATMCTGTGTTMGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGAAGTTTMGAMAATGTTTAMCTMTTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGAGCAATCATCTTAACTGTATCACCAAGGGGCTATAAGA 

TATTTCTCAGATTTAATAAAATTTCMTACCTGATTTAACCAATTAATGCCAAAATCCCA 

TTCCTTTCCTGTTTTCATTACACTTATATCTACTTTATCAGGACTGGCAAAAAC 
Sequence 3368 

TCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTGCACTCCAGC 

CTGGGTGACGGAGCAAGACCCTGTCTCAAAAAAAAAAAAAAGAATGAATGAAATAATGCA 

MCAAAACTAAAAGCATTTGTGCTTCAAGGACACTCAAAAAAGTTAAGAGAATCAACTGA 

ATGGMGGAAATATTTCCACATCATATATTTGACCTTATATCTAGAATACATAAAGAATA 

CTTAACATCTCAATAATAAAAACACAACCCAACTTAAAAATGGGCAAAGAGGGCTGGGCG 

CAGTGGCTCACGCCTCTAATTCCAGGACTTT 

Sequence 3369 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTGGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3370 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 

ATTCATCTACCCATACACACAGTGAAACACATGTGTAGCTTAAATAAAACAGACATTCTC 

CMGGATTTCTCCAATTATAATAATTGATTGGGCTTCAAAMCTCAAGGTTGAATTTCAG 

CTTCTMCTTGATGAGMTGGCTGTCTTMTTCTGTCATTTTTTGTTM 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTMGCTTCTGTGATGGAGATGMTTT 

ATTAMGTGGGGCCATMTGT CTTTT TGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

MGTATCAGAAGTCMGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCTG 

TGTTMCATTMGAGATTTAGAAGCTCATTCAGACTGATAACTAATGAATAATATAGCTT 

TCATTTGTTGGAGACTTTATGTGAGCCAGCCAGNTATACATGTTATTTTATAATCCCCAC 

AGTMCCCCTGGCMGGGTAGTTATCMCCTCTATTTTTGCAGGTTTGANGGAAAATTGG 

AGGCTTAANAAAATATGCCCATTTAMCTTTTTGGCTTGCATTAACCAAAACTACC 

Sequence 3371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAATGGTGTGAACCCGGGAGGCAGAGC 

TTGCAGTGAGTCTAGATCGCGCCACTGCACTCCAGCCTAGGCGATGGAGCGGGACTCCAT 

CTCAAAAAAAATAAATAAATAAAMTAACAAAAATAAAGAAAAGTATTTGATACATCAAA 

AGACATGACATCTTGGAAGTGGATTCCAGATGATTCAGCGAAGCTTCTCTAGGTGCTGTA 

AAAMTMTGACCTTACTCCTTMTTAMTMGCACTCAAMTTTTATTCCAGTAGAGAG 

AMGCAGGGGCTGGAACT TGTTT GCTTGGTCCCTTTCTGGCCGTGTAAAAATGGGCAAAA 

CTTGGCATGACCACATCTGTTTTTTMTTTCNAMTCTCTTAATTTTACAGTTCATT^ 

AACAAATTTTT 

Sequence 3372 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAMTACAGATGGMTTTTAAGCAAATTCA 

TTATTTACAAAGCAAATAAGTGAGTCCTGGTATCTGACAATGGGATTCACCATAAAATTA 

ATTITAAMTTACTAGGTTTTAAATTTTTACCCGAAMTGA 

AAAAACTGTATTTATTACATGAAGTATAAATACCCCAGGAGA7TAAATCCATCCTGCCAT 

ATTCATGGGAGCCTGATCTAGCCCGAGGTATGATGCCCAGCAGGACACAGTGGCCATAGG 

AGAAAGGTTAGCAGCCATTCAGAGCAGTCGGTGTTGTGCTGGAGGCGTTATAGGTATTGT 
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GAGTATCTCTCTTCATGGTAAGTAGCCATAATATAATGACTCATAGGATTCTTCTCTCCA 
MGMCACTGTGCTGAGAGTCAAGTTATCGGCTCTGGTTTTAAGTCATCTAATTTACTCT 
ATAAATTTCCTACAAAATTAGAATGTACCTGCC 
Sequence 3373 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCAGATCTGGCTTCACGTAAAAATAAGA 

GMATTMGACCAATAGGTAGGCCACAGGATCTAGTTTTTAGCCCAGAGAAGAAAGCTTT 

AGTTMTTTCAAAGTCACATAGACAGAACAGACTTCAGAGCTCCAATTTTTAGGAAACAA 

GTAGGCAAAAAAAAGAGGTTCTGGGACTCAGGTATATAAGAAGGGTGAGTCAAGTCACAG 

CTTTGAMTTCTTCCATTGTCTCTAGCTTTCTCTTGACTCTCACCCACTAATGAAGATCT 

CTMCCTCCCTAATTTCTAGCCCAAAATATAGATACACATTTTCAGACTCCATGTGCTCT 

CTTGTTCTCTTCAACCACACCTNTAAATGAGAACCAGGGCAGATATAATCACTTCTATTC 
AT 

Sequence 3374 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTTTTAGGAGTTTAGTTTCTA 

TTTCTCTGTTTAGCTMTTCTCTATCTTTTGGCCACTCCTTTTTTATTCCCCTC 

TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATAATTATGGCAC 

ATG C AAC AATG C AACMTTT AAT ATATMGTG C ATTAC ATTTCTT ATTTTT AT1TTTCTT 

AAAAAA 

Sequence 3375 

CGGNCTCATGTTNNATNATTNTAATGATNCATTTNATAANAAAGTGGCTNATCTGGANAG 
ATTCACTTGTGAACCTTGATGATGTTTTATTTATCTTTGAG 

CCAGTGCTGTTGTTTTGATAGACAGGGGAGTATTGTTGTCAGGTTGTGTAGCANTCATAG 

ACCANAAGT CAGCAA ACCGGCTTGCAGGCCACATTCAGTGGANACCATTTGTGGTCTGGA 

GMCCTGAMTTTTTATTATTTTGCCCTTTTCANAAAACTTGCCAAACCTTGTCAT^ 

CTGNAMCATGGTCTGAGACTCAGTTTTGCGCACAAATTTTGTTAAGCTTTAAAATGGTT 

TTAACCTCTTGTTGTCAGTTGGCACCCTTCTTTTMGATACCAGTATAGGAATTTATTTA 

AATAT AAAC AGATTATGAAAAAAGTGTATACTCATTTCAAAACACCCAGGATGCCCAACA 

CT TGAT TTTAAAACCTGAGTCTCCCTCCATTTGAGTCTGCTCCTATAGGGTAACTGISITAA 

CATTTTAAGTGNGTAAACTCTTGAAAC 

Sequence 3376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAAtTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3377 

C CCTTAG CGTGGTCGC GGCCG AGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCTAG 
MTTmCAGTGTTCTAGTTTTTAAACAGTGATGTTTT^ 

CAMGACAGGCCTTTCTCCACACCACATTTTCCTCTAMATCATGATMCACTTTTAAAT 

TGATGGTGTCTTCCAGTGTGTATCANCCAGATGGCAGTGTGTTACAGTTCCAGGAAAACT 

CGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGTCT 

TTCTGTTTTAMTATGTGCCGCAMGAGATTTGCTTACAATCTATTGAGAAAGCTAAAAC 

AGAGCAGACATTGTCCTGTTGCGGGGTAGATGAATAGCCTAAGAATAGTTTAGACAAATT 

CTGAAMCGMTTTACCTTANAAGATGTTCATGTTAGATCTGGTAAMGTAACATGTTAT 

TTTTCTGTCAAGCCCTTTTTGTA 

Sequence 3378 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAATTCCGAAGGCCAAATATGTCAAAATGAA 
CACAGGAAAATCAAACAGACTTCTATGACAACTCACAGCAGCCCAACATTCCTGTTAGTA 
GCAA GGAG CTGACCMCAAGCAATGCAGGTAAGTAAATCATACAGATTGCAAGAGATGAA 
CACCTTTTGGCATAGCTCTCTCTGCTGCCTCCTAAGGTTAGTCCTAAAGACTGAAGAAGA 
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CAGTGCTGGGAAAAGCACTGAAGGTCCCATCCCAAACACTAGGAATAAGGGAAACAAAAA 

GAGGAGCATCATTATCGTGGNTAAGGTNAAAGGAAACAAGCAGTAACGAGCCATANNTCA 

CCAGCAATAAAACAGAAACGCATTGATAAGAAATCTTCGGAATAAGATTGCCCAGTGGAG 

AGCTCCAACAACTTCAAAGGGCCTGTGAGATGCACAGCTGACTGGAAGTCAGCTCTTCGT 

CTCTACTTGCCCGCCAGCTAAGCCCANAGCTCCAGCCTCCCTGANGCTCTTCCCTTCNTT 

GTMAMGCAGGAATGAGTATGTTTTTCTTCAAAACCTCTTCTACTTTANGATTCTGGCT 

TNCAGTGAGATCAATCCTATTCCTA 

Sequence 3379 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGACTGTGACCCACCATCAGACAGGGACA 

GCTATGTTCGCGAGCTGATGACTTACATCGAGGTCGATTCCTATGGTGAATGTTTACGAA 

ACAAAGACCTCCCTCAGCAGCTGAAGAATCCAGCCTCTATGGATGCCGATGGCTTTTATA 

GGATCATTGCACAGTATMGTTTATCCTAGCTTTTGAGAATGCAGTTTGTGATGACTACA 

TCACTGAGAAGTTCTGGAGGCCACTGAAACTGGGGGTAAGTCCCTGTATATTACGGATCC 

CCCAGCATCACAGACTGGCTTCCAAGTAACAAAAGTGCTATTCTTGTATCAGAATTTTCT 

CACCCCANGGAACTGGCAAGTTACATCAGACGACTGGATTCTGATGACAGATTGTATGAA 

GCCTATGTACAATGGAAGCTGAANGGTGAGATCTCTAACCAGCGACTTCTGACAGCTCTC 

AAGGAACCGAAATGG 

Sequence 3380 

CCCTTCGAGCGGC CGCCCG GGCAGGTACTATCACTGAATTGAATGAGATTTTAGTCCAAA 

CCAAMAGTAAATATTTTTTAAAGTAAAATATATTAATGGAAGGAGAGTTTGCTATAAAT 

GATTGMTTAATGTGACAGTTTMTTTATGMTTTTTATAGACATAGTAAATGCCTTCTC 

AAATTATATAAATGATTTCATAAGTGGTCCTTATGTGCAAGGTAAAATGACTGCTTTATC 

TCTCTGATATAMTAMTGTGMAAATMCTTTGATACACTTTrTATTTGTTTGGATGAT 

TATTTCTAATCCTGGNGAGTGAAAATGCCATCTGGTGTGTCCTTTTAACTNTTCTATTAT 

CTCTTAAATNTAAAAACTTTTTCATTTAAATGACTATTTCCAGGCAATCTGAG 

Sequence 3381 

CCCTTAGCGTGGTCCGGCCGAGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAA 

TCAACAAAAACAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCMTGGTGATTTTGCGGGAGTGGGGTAACAGTTTCGAAAGC 

MCATTGTCAGAAACATAGTTGATTTTAMGGTTCTTTCTGGTGACCTTGACTTCTGCTT 

TTTAGMGACCTTACACAGAGTTGTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGA 

G TGAAA GGGTATACATTCCAATTTGCGTATGAGATAAAAATTTAGGTTACATTGAGAAGC 

TATTTTCTTTAGTTACAGGGAAAAAAATTGTAGGGCTTT 

Sequence 3382 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTTTTGCCCTTGTGTGCTCAAACATTTCTA 

AGGTGTCCCAAGCCCTGGAAATAGGGAAGGGAAGGGTGGAGGCTTGGATCTGAGGTCTTG 

CTGTCCACTCCCTGCCTGCCTGCCCGCATCTCAGGCATGGCCAACAGCAGCCCGTTGAGG 

GGGGCTTGTCTGGACAGTTGCGTGTGATGGTGTTGAGCCATCACAGGGCANAGGTCACTT 

GTGTCACCCCCATAGTCATTGGGTTGCANGCCATGGAGGAGGGACCTCCACTCCATGGGG 
C 

Sequence 3383 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGGGTTACATGATAAGTAGTAACAAAAGC 

AATCTAAGAAAAGGGGATAGGAAGTATATATAATGTGGGGATGGTTTGTGCTTTTAGATA 

GGATAATGAACGATGGTCTCATTGAGGTTACATTTGCACAAAGATTGGAAAGGGATGAAG 

AAGCCACCTAAGAGAAGGAATTCCAAGCACAGTGAACAGAAACCTCAAAGATACTGAGGG 

TTGGAGCATATCTGGTATAGCGGAGAAATAGTAATATAAAGTCTAGTGTGGCAGGAGAAA 

TGTGAACAAAGAGAAAAGT 

Sequence 3384 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGTGATTTCGGCTTACTGCAACCTCTGC 
CTCCCAGGATCAAGCGATTATCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGCATG 
TGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTTGCCGCGTTGGC 
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CAGGCTGGTCTTGAACTCCTGACCTCAGGTGATTCACCTGCTTTGGCCTCCCAAAGTGCT 

GGGATTACAGGTGTGAGCCAACGCGCCTGACCTACAATATGTATTTCTGAGAGGACATAG 

CMGTCMTTGTATGATCTCTAATATMTTTCTAATCAGAGACAGAAAACTTATTTAACA 

A^TITCCTTTMGTGTGGTTAAAAAACTGAGTGGTTTTTGGGAAAGATATTATACTTG 

AMGGACTTGMTTAGTTGGGTTGCCTTTGTTGTCTTCATGTCTGATAAGTTATCTTACT 

GTGCCTACCTMTGMGATTAACATTACTTATGAAATGTTTGATTTTMCAGAAACATTT 

GACCATTTACTGGTTATTTTATTT 

Sequence 3385 

GGTACGCGGGTTAACCCAGACATCTCCATGCCTCCTCTGTATTGGAGGTGGAATTAGGCC 

AGATCCAACATGGCATGTGAGATTGAAGCTTGGAGGACATGTCGCTTTGCAGGAAACAAT 

CTGGTTMGCAGAGGACCCGGCCATTTATTGGTGGGTTCTGGCGCTTTCAAGAATGTGAA 

GAATGAGTGGCCAAAGTTAACAAAGGAGCATGCACAGGGATGGGGGTCACACCCACTTTG 

TAGAGTTTAAGAATAGTAAGGGACCTACGGGAACTTCTCAAGGTAATAGGTGGCATGTCT 

TCTTTCCTTGGCATGACACAGAATGTAAAGATAATGGGAGGATGAACCTCCAAGCCTGGA 

ACTTTGGGAGAAGCTTCTCCTCTTGGAAGTGCCAGTACAGAAAAGTTCCCAAATAGAACA 

GATTCCTTCATTCCACCTGAATTCAGAGAGAGATCCTGTGGACACAJGTGCCTCTCCATC 

AGAGACTGCTATCCAGACATTCATCTTCCCCTAAAAATGCACTTCTGCTGTGACTGCGGG 

CCAATGTTNCCAGGATAAAACAGGGTGACATCCAACTGTACTTGCCTCAACTTGCCTTT 

Sequence 3386 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGMTACATTACAGTTTCCTTTGGTTGTTCCT 

GCTTTAGTAGGAAGTTATGMGATATTTMTATTCAAMTCATTTATCCACAGTCCTGGC 

CTTGGGGAMTATTGCATTTTATCAAATCAGCTAGCTGCCCTGCTCAGAATCAGACATCA 

GATGGGAGCMGTAGMGCTTATTTTTATATTTGAMTATTTCTTAAGTAAAGCTAAAAA 

MTMAGGCTTCACTGCTACATAAAGTGATATAGGTTTTATCATTCAAAAGCACAGAAGT 

MGMGATATTGGAMGCAGGCTTAATACTTGCTTCCTGAGTTCTTTCTATATATTTCTA 

AATTATGTAATGGATGGTTTATCCTAMCTATTTTTCTAAATCATAATGGCCGGCATATT 

TTTATTTATATTNTATTTAANCGAATAGAGTCATAACAAATGAACACATTAATAAAAATA 

TTCAATGA 

Sequence 3387 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGA 

Sequence 3388 

CCCTTTCGAGCGGCC GCCCGG GCAGGTACTCTCTATTTCCCAGTCACGAGAGTGTAAAGG 

CAGGGTCCTAGGAGGTTT7TTGTCAGGCTGGTCTCCTCCTCTGCCCCTGCAGTGAGAGCC 

TACATTGGTCTGAGAAGCCAGGGATGGTCTGTTATGGATCATATTGCTGACTGTCTCTTT 

MMTCTCTCAGCCTGTTGGTGCTGCTGGATGGTTTGGAGGCATTTCTAGGAGCCTGCTT 

CTCTTTCAGTGTTTCTCCTTCACTGTGGTATCCCGAGGCCTGGGGCTCATCGCCTTTCCT 

CCTAACCCGACCAGAGCTCCTCTTGCGCTCTATCAGTGACCCTTTCTTGGATGTGTGTTT 

CTGATTACATTCACTATCAGTCAGGTGTCCTGAATCTTCACT 

Sequence 3389 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAA 

TGGTGTGATTTCGGCTTACTGCAACCTCTGCCTCCCAGGATCAAGCGATTATCCTGCCTC 

AGCCTCCTGAGTAGCTGGGACTACAGGCATGTGCCACCATGCCTGGCTMTTTTTGTATT 

TTTAGTAGAGATGGGGTTTTGCCGCGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGG 

TGATTCACCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCAACGCGCCTG 

ACCTACAATATGTATTTCTGAGAGGACATAGCAGTCAATTGNATGATCTCTAATATAATT 

TTCTMTCAGAGACAGAAAACTTATTTAACAATTTTCCTTTAAGTGGNGGTTAAAAAACT 
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GMGTGGGTTTTTGGGAAAGATATTATACTTGGAGAAAGGACTTGAATTAAGTTGGGTTG 
NCCTTTGNTGTCTTCATGTCTGATAAGTTATCTTACTGNGCCTACCTAATGAAGATTTAC 
ATTACTTATGAAATGTTTGATTTMCAGAAMCATTTNACCATTTACTGGTTNTTTTTAT 
TTTAATATTTCAAGCTTTGGGGT A I I I I I 
Sequence 3390 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCAAGGCTGGAGAAGCTACTTGGTTGGGTT 

GTGGCCTACTGTGGTGCCATTGATTTCCCCAAACATTAAGTCCTTGCTGAGCCTCAGCCA 

AAATCAACAGCCGTCATGTCTNCAATTACCTTGGAGCCCAAGCTGCCACGGGGGAAACAG 

GGGGGTCACATTCAGCCTTACTTGGCTCCTTAAGCAGCGACACTATCTGTGACTAAGCAA 

GTGACTGGTGCG ATGGG GGAGGAGGGATGTAATGGTGGAGCTGNGAAAACTTGCAAATTG 

TGGATCACCAAACTTTTTAATCAATCTTAGAAGGAAGC C I I I I I I I 1 1 1 1 I CTCCCTAAG 

TTATTTTNNAAAGTGCCCACTGGGTTGTCNTTTGGGGGTTT 

Sequence 3391 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATAATT GTGG GTTCTAAAATATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAAAMTAAGATTTTGG ATAA ATTAACTTTGACGACATTTGACTAACATTATCTCAA 

AMT AATTC TACAGGAATCATTTTATGAAAAAAATATACAATCCATATTGGTTTAATTAT 

GAAATTTTGACTCAACGAAACTTAAGAAACGAGCCAACATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACT 

Sequence 3392 

CCCnTAGCGTGGTCGCGGCCGAGGTACAGCAATTAAAGGTTATTTTATTTCTCCAAACTT 

AAGAGAAATAGTATATTCTATAGGTTAAAAATGTAAGGTCTGCCGTCTTATGATAGTCTC 

AAATTAAAAAAAAAACAGGCCAAAACTATCACATATTTAATATATTTCACTCCTAGTTGT 

GCAAATCTGAGGCTTATCCAGGTCCACTACCCTTTGCTCATTGTCTCTCAAAAAGCATTT 

AGGTCAGACAGAGMTATGAACCTTTTTACTCTGCCTTCTAATAAAAAGTTACACAGGGA 

AAGAAAACGTTATGTACCTGCC 

Sequence 3393 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTMAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATNGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACT ACCG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAAC 

AGAAAAGCCATCCCAGTTAAAAGAATGGTGGATAAGA 

Sequence 3394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGATTTATATTTAATATGTTATATTG 

GGMAMTTAATATATTTTTCAATGCTCTTTGAGCCACACATACTCAAAATTGGGTTTTA 

TCAGCCGTTTATTACACTGTGCCTAAGTCCATAGTAATCTGCAGTGAATCATTTAGACTG 

GAAAAAATAGCTTAAGAAACATGACTAAATCTTTTGAAGAAATACATGAAAGCAAAAAGT 

ATTCTAATAGGATTTCTTATAGAGTCAACATAAAAGATGCATTAAAAATCGAATAGTCTT 

GGTTTCAAATACTGTGTGATGGCAGAAAACTC 

Sequence 3395 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTGCTGCCACATTGCTAGATGTGATCAGG 

TCAGGGGAGGAAGAGAGGTGTCCTTCCTTGTATGTCTATGTCTCCCTGTGAAGAAAGTTT 

TCTGAGAAGCCTGCAGAGAGTTACTCCTCATA7TCCCGCAGCCAGAATCTTGTCAAATGT 

CCCTGCCTAACCCAATCTTTGGCAAGGAGAAATGCAACACCATGATCAGCTTAGATGAAC 

CAGGATGAACTCACAGAAATGTGGACCAGATTTGCTTT 

Sequence 3396 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGTGAGAAGTGTGTGCTTCCCTTCC 

TGGGAGGTGGGCACCTGGGGCACTTGGAGTATCTGAGGAGCTCTCCAAACATGAGATTTT 

TGAGCTCCAATTGCAGCAGATGAATGTTTCATTTCATTCAACACATTCTAAAACATCAGG 
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AGATCTCAAATGTGCGTAGAAGAGACACTTACCTACCGGGCTTGCACAGCCCTGCCCTTC 

ACCCGTTCTCACACATGGCTCCTTCCTACCCGTCCCTCCATTTTTCCCACCCCAAGTGAT 

TTTGAAGCAAGTCCCAGATATGATAAAAGATAAAATTAGGCTGGGCACAGTGGCTCACAG 

CACTTTGGGAG 

Sequence 3397 

CCCTT AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCTG 

TTTTTCTAAMGATTTCTCACATTGGCMACTGAGAGATTTTCTTCTGGMCACAGG 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGMGATTACTTGMAAGAGTATGTAMCTTTACTCANAACAG 

ANAGCCATCCCGAGTTAAAAGAGTNGTGGGATAAGGAAAAAGATTATCTAAGCTGGAACC 

NGAACCAAATNCCAAGACCAGGAGAATTCACATCTTNTGGGAAANGTTTCACAGATNCTT 

TCAAAAGACTTCTGAANAAAACNTTCNCCTGAAAAACGTTCAGAAAAAAAT 

Sequence 3398 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATTTTTTCTGCT 

TATT GCAC CCTCATTTCTAATTTGTTTATAATTTCATGAGATGTTATCTTCTTCACATTA 

TACA TTTTATTNGTTTTTACTTTNACCTTTACTCAGGATGTATAATCATGATMTTCAGT 

TTTTATAGTTCCAATAATGTCAATTACTCAGCTTAATGCTTGTCCATGCTGGACTACCCA 

TGGCTAAAGCAATATTTTCGATGTCTCTTCCTAAATGTGAATGGGAGCTCATGCCAGGAT 

GTCTTAAATTGGTTCTTAATGGTTTAAATGGGAAGCTCATTTAAGATGCTAAGAAAGTAT 

CTTGCCCTAGGACAAGACTGAGTCCATAACAGTAAAACAAATCTGCTATAGAAGTTGTTG 

TATTTCCCCAATGGATGG 

Sequence 3399 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGAAAAGTGACTTAACATCCAAATAAAGAAAA 

ATAGTTAGCCMTCCATTCATTATGTTGATATGATCAGGTCTCCAAGATGCATTTAATCA 

ATATATTCTGCCTTGATTAGCCATATTGAAATACTTGAAAACATAACCTACAATATGAAA 

ATCAGACATACTTATAAATGCCAATAGCTTTTATTTAGAGTCAACAAGTGATGAAAAAGC 

TCTTACTTAMTAMTTGACTTTGAGAACAAGAATGCGAACAGAAACATAATTCGTTCAT 

TGTATMTTGTTTTTCCCTGCTGTGGACATTAGCCTTTGGCATATGGTCTTTGACCATAA 

TCTATGGGTAGATATAGCCAGGGCACTGGAGGAACACGAAGGTGAATTCCAGTTGGGTAA 

CACTGGAGAATTCCAGTTAAAACAAGGGTGACTAAAATCTAAAATACACTGTNACATAGA 

CCAMAGMTTCTTATTGTAGATTAAATGTATGTAGAAGATATAGAAGGATTATTGNGTC 

TGGTTCANAATGTMTTTCATGCCCTGAGAATTTCCTTTGAAGGAAAAAATGGGTCTGGG 

ATCCCCATTAGCCNMAGCCCCTGGTTTTGCTGGCCAGTTTAATTA 

Sequence 3400 

CCCTTGAGCGGCCGCCCGGGCAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTAAGTGTTTTGAAMATTTTGACTTTCCAMCTTTTGCCACTTGCT^ 

TCTGMACTCAGGAATCAAAMATACCGACAGGCACTGTTACTTTCAAAATTCTTTCTAT 

MGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGT 

AGGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTANAGTGAGAGTAGAGGGCAGGCTGTTG 

TATTACAGTGCTCTTGTTTTTGTAAMTTTMTTCA 

GGTAMGGGGTATTTMTTTTTCTTCATTTTTTMT^ 

MTTTGGNTTTCAAAMTGTCATCCAMGCAMTTTTACAGGTTGGTTCCCTGGGTATNA 
MTGNCTCAACAMTTCTCTTTTANNCATTTAAAATGGGTTAAAATNGGNAAAACCGGGG 
TGTANAACATGGTGGAAAAATAAAATTTATT 
Sequence 3401 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGACCACTATTTAAGAGACATGAAAAGA 

AATCCAGAATCCCCAAGTGTCTGTATTGCTGGGGGTGATCATGGACTGTTATTGACCTCT 

TGGTGTTTGGAAGGCTGCTTTTAGATACTCCTGAATCTGTTTACCACATAACTACATGTA 
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TTACATATTTCATTTGATTACTTTCTTAGTTATGGTTTTCTTTTCTTCTTTTTGGAGATG 

GAGTTTTGCTCTTGTTGCCCAGGCTGGAGTTGCAATTGCGCGATCACTGCAACCTTCACC 

TCCCAGGTTCAAACAATTGTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAAGATGCC 

TGCCGNCACG(XCAGCTMTTTTTGTATTTTTAGAAGMGACGGGGTTTTCACCATGTTG 

ACCAGGCTGGTCTCGAACTCCTGACCTCATGATCTGCTCACCTTGGCCTCCCAAAGTNCT 

GGGATTACANGCATGMGCCACTGCACCTTGGCCATATTTTTTTT 

Sequence 3402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCTCCATTCAGCACCAAAGTCTCAGGGGC 

CTACCTGTCACTCCTACGGGCACTCGACAATGGCATGGGTGACCTCAACAATCCGGGGGG 

GCTACGGGCATTTCAGMTACCACNCGTGGAGGGAGGTATACCTCMTATTTCTTTTTTT 

TC TTCAA GCTGATATMCTTGCTGTTCCCTTTGAAGMATATGTGCCATTTTTCTAAAAA 

MTTTTTAAAATAGTTCACMMTTAGAAMGCTTMCATTTTTTCAGCACTATTCTTAT 

GTAAGACTGAGAATAA 

Sequence 3403 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAAGTCAGTTTGCCTCTCGCAGACATTCAAG 

mATTTAGGTCACAGCCTTA TATGT AGTGAAAAGCCCTTATATCTGTTTTTTCATGCAA 

AAACCTCTCTCAAAGGCCTTGTTTTCCAGCTAATCACTCTCACTGTCATCTTCTGACCAT 

TAGAACTCTTGCCTCTCCTGGGGCCAGTAGCCATCTTATATCCTAACCCCCGACTTCTCC 

ATCTTCCTACmCCAGTGGATTCTGTTTMGATTTCATCCTTTTTAGGTCAGCAGCCCG 

CTCTCTGGGTCTGTCATGATCTTTGCTCTCTGCACAATTTTCAGGTAGAAAACTCTAGGG 

CAGAGTTTCTCTGCAATTTGGTGTATTAGATCTCAGAAGGCTTTAGGGGTAACACAGGAA 

ATGTTGGTGACCAGATTTGCGCATMGCATTATTTGCACATAAGCATTATTTGGTTTGGG 

C CAGATT TGCACATAAGCATTATTTTGTTTGGCCCACAATTGTATTTTCAAAAATCTAGA 

AATTTTTCATAATACAGATTCTTGGGCTT 

Sequence 3404 

CCCTTAGCGTGGTCGCGGCCGAGGTCCAAGTGGGAGCTGAAATAGAGCCAGTGTTCTATT 

CTCTAAGCCTTAGCCCCTGGGTCTGGGGCTGCATCACCCAGAGGAAGAAGTTCTCTTTCT 

CTGATTAGACCATCCAGAGGAAGTTGCCTTAATTAAGGTATTACAAATGTGCCAGACCGC 

GCTACTAGTGGCCATCCCGTGAGATTTATTGAATGACCATACTGTCTTCTACATTAAGGG 

TTACTTTCAGGTATTGGAACAGCCATTGCCAACATCAAGATATGGACTGTTTTATAAGGT 

AATATGGCATCACTATGGTAGGAAGGCTGAAAAAAAGGAGGATGGGCTCTTTCMCACAC 

TCCTGGTGGCCTC CTGGTTTC CGTCAGCAGGGTATATTTGGCCACAAGGATTCTTTCATT 

TCAGTMGMTGGATTT TTTTT CCCTGCATTTTTCCTTAATACCCTTGGAACCACCAGAA 

GAGMAATCTTCCAAAATTTTTGAAAACTMTTTATTTCCTGACCAAAAAATTAATTCT 

Sequence 3405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTTCCACTTTGTGAGAAGGACAATCT 
GCCTTTGCATGTTTATTTCTTCCTCGTTTTAGGGTCAGAGTAGGCAGATATTGGTATCAT 
GTATCAATTATTGTTAACTGGTCTTCTGCAGCTAGAACAGAAAGAAATACATTGACTTAT 
CTCTATTTGCTAGGTCTTGTGCTGAGTCATGTTGCATTATACCATTTAGTTCTT7TGTTG 
AGCTCCTTTATTTCCATTTTGTAGATGAGGAGACTGAGGCTTANAGGTAGTATGGTGCAC 
CTMGGTCAAGCAGCATCAGGATTTGTACCTNGGGCCCGCGACCACNCTMGGGCGAAAT 



Sequence 3406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAA7TTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAAGCCCANCCAGGCACCACCAATTTACCAGAGGAACAAA 

Sequence 3407 



TCCA 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTTATTAGTGAATAATGATTCTCTAGTCA 

TMTMCTTAGACATTACATATAMTTTTMGTTAAAACTACTATAACAATATTGGGAAA 

AATGAAAAAAGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAG 

TGAACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCC 

CCGCCCATATAGATACCTATTACAGMGGAGGGAAATAGCTTTTAAAAAAGGAGAGTTAA 

ATGAAATTGCCT 

Sequence 3408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCAACTGCCCTGCGTGCAGAAACATCCT 

GATTGTCTTCAAACTGCAG ATCTG CMTGCTGTCGAAMGTTTGGCAAGGTGACATGTTA 

CCTGTTTAGGCTGAGCTCCTTTTGAGAGAATGTCAAGTAAATCAGCAGAAGAGACGAAAT 

AGMGCGAGGAAAGGCTATGCGCTTGGTTTCCAGGTATTCAGCGAGAGCTTTTTCACAAA 

GAGMAGCCTGGACTGTAMTCTTTAAGCTTTTCATAGAGATTAGGTCTTGCACG 

Sequence 3409 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCGAAACTGAACCAGGGATACACCAAGA 

GGTAAAGTCGGAAACATCCAGAGAGATGGGAGAGTTTTTCAAAGATTTGGAGGCCCCTAT 

GGATGAAACGCATAAAGAGTCAGACCTAGAGCCACCAGAGGAGGCTAAACCAAATGTTAC 

AGAGGATGTGTTCCTAGAGTCAGCTATGGAAACANGATCCAGATCCAGTGCCACCAACGG 

AMCCATGTCTGAGGTTTCGGGGGCCACAGTCAGAGAGAGAAATTTAGAATTACTAGAGG 

AGGAGACTGAACCGGGGGTTCCAGAGNGAATCACTTATAGTGCAACATGAATGAGACAGG 

GTCTAGAGCCTCCAGAGCAGACCAAACCAA 

Sequence 3410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTGTGGCTGAGATTCGACGCCCACT 

CTGCCATCCTCTGCTCTCCTCTAGAGGAAGTTGCTCTTGGGGAGCTGAGTTCCTGAAACT 

AAGCAAATGACAAGTGCTCCTCCAGCCGTGAGATGAGCCAGAGGATGGAATGCCACAGGC 

CCCACTTCGTCTCCCAGCCCTTCATCTTTCTTCCATGTCCAAAGGCGGCTCCCCAGAGGC 

CAAGGGCTCAGCTCTTGTGTTCTCTGAGACTGTGGCACAGCTCACCCTGGCTTCCTTAGT 

AGGMGCTTTTAAGAACTGCTCTTGTAGAAAGAACAAACCCTAATCTAGCCTCCAGCAAA 

GAGCCAGGATCATGCTGAACTTCCTGTGAAGCCTTCGTGGGGGGATCNAGGCTGGAGAAA 

GTGCTGCTTC ATTCTG AGGTCTGMTTTCCTGCTGCTTGTTCACAMNMTGCTTTTTTA 

ATCTTTTAMCTTTTTGGTTTTCCCCCACTTTCCGA 

Sequence 341 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCACATTGTGCAGGTTAGTTACATATG 

TATACATGTGCCATGCTGGTGCGCTGCACTTTAATCTGCCACCAGGCAGATGTCTGGTTC 

TGAAACAGGTGTGCCCACAAGTTCCCTCGGTGGCCTCCTGACCCATAAAACATCCTATAC 

TTCTACTGCCCATTACATTCCCCTGTTGAGAAAAAGCACAGAAGGGGAGCCATCATTTTC 

TGTTTGCACATTTCANTGACTTTGCGGACACATATGGGAAAAGGGCATGAAACTGTAAGT 

GATAGAACTTACACTCATGGGTCTTGAAAATACTGCACTGCATGAAGCCTCACTTTGAGA 

GAGAGTTCTTTAACTCTGAGGTTGTTTTCAAGTAACCAAACTTTAATTANAAAGTT 

Sequence 3412 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGATGTTGCCCCTGTAAGGGGATGTTCAG 

GAGMTATTGGAGMGTCCTGTCTGCTTCTTTGMGCTCCTTTTTCCATATTTTMTTCT 

TGTTACTGCTGGAA GTTGC ACTAATACCGATGTGATGAGAGTTTCAGTCCTTGGAGCCTT 

TTATGAGGACTGTCTTTTTATTGCTGGTTTTAGAAGCTGCTAGAATACCATAGGATATTA 

CTTCMCTAGGATTATCTAAACCAAAGCCACCTGATTAAATTTGCTCCAAGAAGCACTCT 

TGTTATATATCCCCATCTCAGACCGTGTTCTACTAGTCTAGCAGGACTTACTAGAAAAGA 

TTAGACAGTGTATTATGTTGGGTAAATAATGACATTATTCCAATGTCCAAATATAGTTCA 

GTGTCCM TATAAGTTTAMTGTAGTTCAGTGCTGACAGTAGMAMTCCCCCTTTTCAA 

ATTTTTTACTCTNCTCAATGGTCCCTCCCTATGGTTTCCTCTCCTATTTTAAAGAAM 

ATTTTATTCCCTCAAA 

Sequence 3413 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCAAGCCTGGGCAATGGCGGGCGCC 
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CTCTGCTAACCTTGCTGCCGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGC 

GA GATTCC GTGGGCGTAGGACCCTTCCGAGCCAGGTGTGGGATATAGTCTCGTGGTGCAC 

CGTTTTTTAAGCTGGTCTGMAAGCGCMTATTCGGGTGGGAGTGACCCGATTTTCCAGG 

AAGGCACTGGAGGAGTTTGCAGAAATGAAAGAAAGAGAAGAGAAGAAGGCTAACCTCGAA 

AGGGAAGAGAAGAAAAGAGATTACCAAGCCCGAAAGATGCATTACCTCCTCAGCACAAAG 

CAGATTCCAGGAATATACAATTCACCCTTCAGAAAAGAGCCTGATCCAT 

Sequence 3414 

GGCCGCCCGGGCAGGTACATAGGTTGTGTATCCCCAGCATATATTCCTATATTGATAGGA 
MAMCTGAGGCTCANAGTCTATATATTACTTACCTATGGTCACACATTTCAATTTATTA 
TCAGTAGTGCCTATTCTTTGGACCCCATTATATTTGTAATATGGAAATATAACAAATTAT 
TCMTMTTAAAATAATTATGAGGTTTCTTAGTTGTCAAGGTGAAGTTAAGTTACAATTC 
. TGTTTTTATTTCAAAAGAGAAAGGCTTAGTATGTTTTACAACMTTTTCCATTC 
GTATATATTACACTGCTAAGAATACTTTGGGGCCAGGCACTGTGGCTCCTGCCCATAATC 
CCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACTTGAGGTCAGGAGTTCGAGACCAGCC 
TGGCCAACATGTCGAAACCCCGTCTCTACTTAAAAATACA 
Sequence 3415 

GGTACGCGGGCATCAACCTATATTTTTTGACMACCCTCTTM 

TTAAAAGAGCATGATAMGATATTTTCAGTCAGTAMAACAAATTTTTCTAACTGCAGAC 

CCMTTTAGAGATATAATTCAGGCAGAAACAGTTATCAGATGAAAGAATTGAGCTGTAAA 

AAGAAAATAATTGAAAAAAAACCCAGAAAATATGTCAGTAAAACCAAATAATTATTGAAT 

ATACAAAGCAATMTAAAMTTTACGAGGCTTAAMTTGAGAAAAATCTAAAATATAAAA 

ATMTGTATAAGTCAGAMTAGGTTGATCAGGGTTMCGTGTTACAAAATTCTTGTATTG 

TTCAAGAGGAGGGTAAAGATAAGAATTGCTTTAAACTTTG 

Sequence 3416 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGCTGAAGGAGATCTATAAATTTTTGTGGGAA 

AGCTAAGAAGTCTACCAGMGACCTTGCTGGMTTTTAMCTTTGAAAATCTTCCTCAGA 

TATAACAAGGTTATATAAAAAAAATGGATCCGTGTCATCAGTCAGACGAATAACTAAGTC 

CTTTCTGTGMCTGGATTANAMCTGATTGTAGTTCMTGCTCATTCTTATACTTACTCT 

CCTGTAGTCCCAGCTATTTGGGAGGCTGAGGTTGGAGAAATGCNGAACCTGGTAAGCAGA 

GGCTGCAGTGAGCCAATACTGCACCACTGCNCACCANCCTGGGCAACAGANACCCTCTCC 

TCACAGTCTTTGCATTTCACCTGCAACGGGACTAGTTGGTGGA 

Sequence 3417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTCTATACAGTCTCTATGAAAAACAAAAGC 

AAAACTCAATCTATTATTAAATGTTACCAAGTATTAGGAAAACTGAGGACACTCATCCTC 

CTGGTTCCTGGACAGAGACTACGTTACATAGTGGMTACACCAMTTCTTCTTTAAAAAG 

CGCTAGAGTCCTGCTGAAGCCCTTTTTAATTCMGTTGTGACTCAAGAGAAAAAAGGAAA 

AGCCACTTCTACATTAGMTAGAAAAGGACACAAMGTMTTTTATCCATTATGGAGAAA 

AACTGGGATGCAACAATTCCAAATGAAGAGATACAGTTACTTANCATCTATAAGATNAAA 

ATCATGTTTT 

Sequence 3418 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCATAAGGTTAACCCAGGTTCAAGGGAG 

TGGAGAAGAGGATGTCTTANGATGAGAAGAGCAGTGATAACCCGTTGCAGAGAATATGGC 

ATGATTCTTTGGGGAGTCATTATCTGCCACMTCAMATMCTTTAGGATAAAMTGTTT 

CCTAAAAAGTCTGAATTANAAGCATCATTGGGTGGGAAGATAGCCGAGAACACTCTGGGC 

AACATAGTGAGACCCCTGTCTCTACAAAAAGTAAAATAAAAATTAGCCTGTAGCCAGGCC 

TGGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCTGCANTGAGC 

Sequence 3419 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGAAGGCTACGTGATGCCACCTAGAGATA 
AATGTGTAGAGAAGGATGAGTTCTGGGAAAGGATCTCTAGACCTGCCAATATTTATAGAT 
CAGAAAATGATGAGGACTTTGGGAAGATCCAGCCAATGACTTGATAGGACAATAGGAAGA 
TTTCAGAGTCCTAGAAGCCAAGTAAAAAAAAAAAAANTTTNTNAAAANCNATANGGGGAA 
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CCCC 

Sequence 3420 

CCCTTTAGCGGCCGCCCGGGCAGGTACGCTGGGGGAGCCGGATATATAGAGTGTCACGTT 

TGGGAGCCGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGG 

AAGGAGCAGGATTTAGAGGACCACTAGTTGGACCCCATCCTCGTGCTGGAGGAACAGGAA 

CCTCTTTCAGGAGCTATAAAAGAAAGGGAGGAATCATGTCCACAATTGCAGCTTTCTATG 

GCGGCAAGTCCATTCTCATCACGGGGGCCACAGGCTTTCTGGGCAAAGTGCTAATGGAGG 

AGCTGTTTCGCACCAGCCCAGACCT 

Sequence 3421 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCCGGGGTTCTACAGTTCCTCCTGCCCACTG 

GCCAGGGGGAATCTGGCGGGAGCCTCTCGGTGGATGCTGTCACATGACTGTGCCTTCTGA 

MGAACATCTGTGAAGAGCAGTTTCTGGTGTCCCTGAGTMCCCTTTTCTAACAATTCAG 

CCAGTGTATTTCCTCCMGAGTAGAAAACACTGGCTTGGAAAATCTAGTGMTTTTCAGC 

TTCTTGTGAATGTGTATGAACAAACCAACCTACTCGGTCTGTGAAATTCTCGCTAATTCA 

NATGGGACA TGGGC MGGCTTCTAATACTTTCATCCCATGMCATAMTTTTGATATTTC 

AGCTGCAGATTTTTTCAAATATACAATGACCTGAGGCCAGGAMGTTACCTTGTCAATTT 

ATTTTCTTATAATNTGCATGTCTTATAAAAGTAGACTACAGCAGGCGTGGGACCAAAAAC 

CNGAACAAAAGTCTMCTGGATTGAMNCTTATTCCTTAAAANAANACATTGGGTTCTTA 

NANACCTTACAGCTTTGCTTGNAGTTCTCATATTACCTTCCTTTTGTGGGAAAATNTACC 

ANAAMAAAAMTGGAGGANGGTGAAMGGNGMGGTTNTTTGTGGGGAAAAATGGTTAG 

GNNCAATTTGGTTTACCTCTTCCCAATCCCNACCCTGCCCGGGGGG 

Sequence 3422 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I ll II I n I I I I II I I I GGAGACGGAN 
TCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCCATCTCGGCTCACTGCAAGCTCCA 
CCTCCCAGGTTCACGCCATT CTCCTGC CTCANCCTCCCNAGTAGCTGGGACTACACGCAC 
CCGCCACCACACCCGGTTMTTTTTTTGW 

AACCANNATGGTCTCTATATCCTNACCCCATAATCTGCCCCCTTAACCTCCCAAAATGGT 
GGGATTACAAGCCTNANCCACTTGCTCCCANCCMCACTNTTTTTATTATTAACAAATAT 
A CTTTC TACCTNANCCACATTC™ 
AT TTTT N CCAAA AAA CTCCT TCTTTATTTTATTCCAAA^ 

AATTTTAl I I I I ACCATTTTAAAATAAAAAACCCAATTNN AAACCCAACAAACNTTTCCC 

MCTTNCAAAATTTCCCTTTAAAA 

Sequence 3423 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTAGAAAGGAAAAAGGAGGCGGGCCCCCTTCATT 

CAGTAACCAGTGCTAGGGGGTAGTCCCCAAGAGGTGGGATAGCCTGCGCTGGATTGTAAC 

TMTGATCGNTTCAGGCCTAGAGTATTTTCTCTAGTTTCTGGAAAGTACCTGCCCGGGCG 

GCCGCTAAGGG 

Sequence 3424 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGTGCAGGTTCAGACAGGCCCTGAGCA 

CAGCCTGTCACCATCCTCCATCTTCCCTGCTGTCTTCTGTGTCCCCTGAGCTTCCGTGAG 

GGTTTGTCTTTCCTCTGTGGCTCTTTAAACCACTTCCTGTCCCTAGGAGAATCTCCCCCG 

TGGGTGGGGAAGCCCTAAATCAGGGCAGGACTTTGGGCTCTGATCAGCAGACTACACTTC 

TTAGCACCACCCAGCCTCCAGCAAGAACCTGAGGCAGGAGAATCGCTTGAACCTGGGAGG 

CGGAGGTTGCAAGTGAGCTGAGATCGTGCCACTGCACTCTAGCCTGGGCAACAGAGCAAC 

ACTTCATCTTMAAAAATGAAMTAMTTTNAAMA 

Sequence 3425 

CCTTATCGTGGTCGCGGCCCGAGGTACTACTCTTTTCCACTGATCCATATGGAATCTGTC 
ACATTGAGACTTCTGGTCTTGATGGATAGAGCNTTTTAANNCANAGGCAGGTGGTTCGGG 
GATATGCAGAACAGGACTCTGAAGTTGATCCTGAGAAGTATTCCAGTAGGATANAATGTG 
AAAGCCCAAACAATGACCTCAGCANATTCCTAAGGCTTCCTAGAACATTCCAACAAAGAN 
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CGCGTGGGTCTCANTAAAGAAAATTTGTTGCTTATAGGNTGCACCA 
Sequence 3426 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTACTACAGTCTTTGTTTCTGTTGTAGGGT 
TCCTTCTCMGGACTTATCCTAGTTTAAAAATACGACTTTTTGCCCAAATTTCATTTGGG 
TCCTACTGCCCGGTTGGAGAACCCTTTGGCTTTCTTCGATCCTTCA 
Sequence 3427 

CCCTTAGCG TGGTC GCGGCCGAGGTACGCGGGGTATTATAATAAGATCGTAGAGCTATTT 

CTTGAGTCMTTTTGCTATGGMTATTTTTTACCATCTTTAMCATTTGANAAAATTCAG 

CTATCAGCCCATANTAMTACATATGCCTGGTTMTATTTTTAAANCTTTATAAGGGTTT 

TTACACATANATGGAAATCAACAAGNTNTTTACNTCGTTTTCNCAGGGNCNAAATTANAN 

ANATAANATCTTATTGCTCACATGGATTGNAGGGCTTTCTTAAANAAACAAATNTTAGCC 

T GNGNG TTGGGACCANTCCTCTTTTAGNGGGATTGTTAAANTCTTTTCCCCTTNCAAGGA 

A AAAAAATTCCAATTNANGTTNGCTGGAACCTTTTGGATTTGCCAATTGNAAAAA 

CCAMTTAAAAGGGTCAANGGTTTATTCCTTAAATGNNAAAAAAACTNTTTAAANAANAA 
GG GMTT GTNANTGTNTNTTTCMTTTNNGAAATTTTTTCCCCTTGGCCAAAATTTTnT 
TAATTTTAAAATTTTTTN 
Sequence 3428 

CCCTTTCGAGCGGCCGCCCGGGCAGGAAGTGTGATGATAGCAGCACCTGGAAGCGGCTTT 

GGATGCCATGCTGAGTTCTTCAGACGGCAGGCGAAAGGTAGAGGGGAGCCAGAGAAGATT 

TTTAACMAMAGTGACATGCTCATTTATGTTTTATTTCTAAAGACGAGAAGACCTGGTC 

CCTCTTGTTAGGTTTGCAGAGTATAAATGACAAGCTACAGGCTTTTAGAAGGATGCTAGG 

GCAGTGGTGCAGAGATCAGAGTGGAATTCGAGGGACTACAACAAGGAGGTAAGTTAGGAG 

GCTGCCAGCCATGAAGCCTTAAACTAGGAGGGTGTGGATGGAAACAGAACATGGTTAGGT 

GGGAGATACTGAGTTAGCTGAATCAATGCAACTCAGTGACCCA 

Sequence 3429 

CCCTTTCGAGCGGCCGCCCGG GCAG GTACGCTGGGTGTGTATATATCCAAATATAAACAG 

TTAAGAAGAAGTGGAAGAGGGATTTTACTCCCAAGTATTCCGACTTCAGGGC7TGGGCTC 

TTCTATACTAAACTTTCTGAAAGAAATGCTAAGTAAAATTACAAACTTCGAGAACATAAT 

TTAGAGAATATTAATGATATATATAATTGAGTAATAATGGTAATATAACTAATAAGAATC 

AGGAAGTAAAGAAAGAAGTGGCGGAAGAATTGGAAGAGGATCACTTCCCTAACCTTCATA 
ACAGTGATCA 

Sequence 3430 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTTATACAGGCAAAAATATTTTTGCAAAA 

ATGA AAAMTATTTTGAGGATTGTTATATTCCAGATATATTTTTATATTTTTAGCTACCA 

TTTTGATACTGAMTCTGGATAAMMTTAGGCTTCATGTTTTCCATTTAAGTCTCCATA 

CCTGTCCTCAA AAAT CACATTAATCCAGGTGTAATTGAATATGAATTTATAGAAGCACAT 

GGGAMTGAAATTTTATGTCTAATTAGATATTTTTCACAGT 

Sequence 3431 

CCCTTTCG AGCGGCC GCCCGGGCAGGTACTGAAATGTAAGCAAGGTGGGAAATTTAGATG 
TANGATTTAi mil iMGTGTTCTTGCMCTTTTCCTTTAGTTTTTAACTTTTGCTGGG 
AAAAATACATCTGAGAMNTACTGAGAGMTTCCTGTNATGAGTTTTCCTTATGTT7TAT 
TCCTCTATCTGN GGATAAC TGAGAATTAAAACTTGGAGTAAATATGAAATAGCTGGATAT 
ACAANGAC TTATC TTTmCACCAAATATGTMTTAGAMTTTTGGTTGTTATGCCNAAT 
TAG AAATTCTTTTACTTAAAATTTCCGG NTTAAGTN AAANCCTTGTCMTTTTTTTCTG C 
CTTAAAAAATNNTACTTAGATTAANGTATACTTTCCT 
Sequence 3432 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTAAAGAAAAATAGTGAGAACACTAAAGAA 

AATTCAAGTGTAGCACAACTAAAACTTCTGGAACTGGGGAAACAGCTATAAAAATAATAG 

CAAGCAAGATTTGGGAACCAAAACAAAAAAGAAACCAATAGTTGAAGGAAAGGCTAGTCA 

CCTTTATTAGTGGCTTGGAATAACAAGTAGAAGAAATAACTCAAAACAGACCACACTATA 

AGGAAATTGACATTGAGATTAAAAAAAAAAAGACTTAAAANGATTAGAGATGCGTANCTC 
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CCAAAAAAAAAAA 
Sequence 3433 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATACTCACTTTTGAGATGAAGGGAACAATAC 

AATCCTTGCTGGCAAACCCTCCCCTCACTGGGACAGAGCACCCTGTCATTCCTGACCTGG 

CTCCTTCATGCGCCCCTATTCCCATGTGTCACCATAACTGCAGTTCTCTTGTTACTCTAT 

TAC AAGT AGATATGCTGCCAACATAAATGGGATTTTGAGTCTGGTGGGAGAATGCAGGAG 

TCATTTTGAAAGACACACAAAATAGAACAGAAATGCTCACTTGGAAGGCTGATCTTCTGG 

GATAGTTACCTTTC 

Sequence 3434 

CCCTTANCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTAATATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAAAGAAG TTCC AATCCAGTGGTTTCGAGATTCCAAAGGCACCTTTC 

TCTCATGACCCAAAGGAGTMTTTTGGCATCTTAAATGGATTAATTTGTCTTCCTGATGG 

GAGCACATCANAAGAATGGTGATGTGGATGTTAGATAGAGCTGAGGGGGCCATACTCGAA 

CTCCCAGAG GTATC TGCAGGGGCTGGGGCAGGGAAAGTCTTAACCCAGCTCTAAACACTT 

TCCANAGGTATTT TGTTGGGGG GTAGGGGGAAGATACTGCTCTAATTAGGAAATAAGATT 

TTGTCTTANATGAC I I 1 1 I I 1 1 I ATTCCTCTNGGACCAATTTTNAAACATAGCTGGAACT 

CCAACTGGGC 

Sequence 3435 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCGGGGGGACTGGGGGTTCGTCTGCTGGGTTT 

GTGGAGCAGCTAGCTACTCGGCGGGATCTCCCGGCAGGATGGGTAAAAAGATAAAGAAGG 

AAGTAGAGCCTCCTCCTAAGGATGTGTTTGACCCATTAATGATTGAAAGCAAAAAAGCAG 

CAACTGTGGTGTTAATGCTTAATTCTCCAGAAGAGGAAATTTTGGCTAAAGCATGTGAAG 

CCATTTATAAATTTGCTTTAAAAGGTGAGGAAAATAAAACAACCCTCCTTGAACTTGGAG 
CTGTGGAAC 

Sequence 3436 

CCCTTCGAGCGGCCCGCC CGGG CAGGTACGCGGGTAACACTAAAGGCATCATAGGTTTAA 

CTGAMTACGTTATATGAAGTTTTACAAAAAGGTCMCAGAAAGCTCATTTGTGAAAACA 

TACTCTCATGGGAGCTTCTTTAACATTAGTTCAGAGGTTAATATATTTCCTGGAGGTGTT 

TTCCTGGAATTG ATTG CACTATTG CATGGTAATAACATTTAATTGTTAAG G AAACATT AT 

ATATAGGTTCAAATTATCCCTTAATGTTGATTTCTCCCCTTTTCCATGGATTTTGATACT 

MGMACAAMTGCTTTGAGATTTTGGTMCTATTTTGATNTTGATAAAACATGGTTAAA 

AATAGAAGGACATGATATTTTTCT 

Sequence 3437 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTATCCTGTGGTTTCTAAATTCTGCTTCTTT 

ATTAAGAAACGATTAACTGTAAGGTAGAGGAACTACCATGTTATACTTCTCTGCAAATCT 

CAGAAACAAGCACCCAAATGTAGATCACCCTGCTGAAGCTCAAATCACAGGACTCCTTGG 

GTATAGATGCCTTAGAATGCTACAGGGCCGCTACCGTCTTCTTCGACTACGTAATTCAAA 

AGACAGCTGTGGCTTGGTCTCATTCCTACAGAGGGGCTGAAGCATGAAACTCAAACCCTA 

GTGCTGCTTCTGGAGATACTGCAGGATGTGATGAAGGAGGTCACTTAAACATCAATGTCA 

CTCAMTATTTTAGAAATATTGCCCAGAAGACAGGCCTATCACTAATCAGGATTTCTGTG 

TCTCAATCAATAAA 

Sequence 3438 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAAACACCAGCGAGATGCACAGGAGAGAAA 
TGACTTCATTACATACATACAGTGGATGTCACATGAGGCTATGGGTTACAGACAAGGCAC 
AACAATGCATTACATACAGTGGATGCCTACAGCATCAGGGCTAATTCTCTCCTCAAGAGT 
TCTTAGGAATTCCAGAGGAAAGGCAGGAAAATACACAGAGGATTAAAGAGTANCATACNG 

AGATTCTCTAATAACCATNCNGNTNAGNTATTANAGACACAGGGGCAACATGGCAAGACC 

CTGTCTTTTACAAAAAAAA 

Sequence 3439 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTGGATAGCATAGACATAGAGGACCACTCAAGA 



• 
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GTTATCAGGAAGTCAGAGTCCCTACGCTTTGAAGACTCCAGGTATAACATACATGTGTTA 

CCTAGAAGCCTTCTCTCCTCCCACAGGAGTCCATTATCAAGGTCACCTTCACGGATGAGG 

CCCTTAATGCTAGGCAGTAACAGGCTTGGGGTAGGAAAATGGGACAGAAAAACACAGAAG 

TAGTGAGGTGTGGCTAGGCAGGAAGAGTGCTAGCGGATGGGGCCCCTGACACTAAGGAAG 

CGGTGGGAAAGGCGTGAGGCTTTGAAGACCCTCTCCAAGGGGCCCAAGGCTTCAGAAAAA 

AAAAAAA AAAAA GGCAGGGANGGGAGGTAAGGAGGCANAGAAGTAANAAAGATTANTATN 

TTTCAGGTTnTCTAGCCATTTTAGTCTTCAAGGGGATGGTNTTNGGAAATGAAAACCNG 

GAATTCTGATTAGATTGGGGGTNGAATTCCTTTA 

Sequence 3440 

CCCTTAGCGTGTCGCGGCCGAGGTACTCCAAGGCCTAATGTAGTAAAAGCCTGTGGACTT 

GGTCTAAGAGAGACAGGGGACCCCTGAGAAGAAAACTTCTGTTCCTGTTCCTGGGCACAG 

AAGCAAGCTAGGGCCAATGCTGAAAAAGGTAGCTGCTGAGTAGCGCAGGGAGACAACTGA 

ACACACTAGATACCTGGGAATGTGCGAAACTTGGGAGGGGCACATGGTCAGGCCAGAAGA 

GGATTAGTAAGAAAACTCAAAGGGCCGACAAATAAATTAATGTTCTGCTTGTTTAG 
Sequence 3441 

c cctta gcgtggtcgcggccgaggtacaacgtgggcaagcatctgtgcatatgaaatgct 

gtttttctaaaagatttctcacattggcaaactgagagattttcttctggaacacaggaa 

agattatattaatgcttatagccataccatgtctgaatatgggaggatgacagacacaga 

acgagaccagatagaccaggatgcccagatattcatgaggacctgttcagaagcaattca 

gcaactacgaacagaagctcacaaggagatacattcccagcaagtgaaggagcacaggac 

C 

Sequence 3442 

CGCCCAGTGGTGGATGGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGGCCGCCCGGGC 

AGGTACCTGTGGTTTGGGGAMGATTTTAAAATGAGTGGACAGTTATTTGGGAACAAAAG 

AAGCTAATAAATCAATCCCCCTGGCAAAATTTAAAAGAAACATGCAGAATGAAAAAGTTT 

TGGAC ACATTA NAAAATACTTCTACANGTGGACCANAAAGGAANAANATCCAAGGAAACA 

MAGCCTTTTTGGATATGTGCCAACCAAAAATTTTAGTAAGGGAAAGGTAAAAAAAAGGA 

ATTAAAMTTGGTGGAATGGMTTGGGTTCAMGGAAAAATTTATCGCAGGTTTATTTTT 

ACCAAAGGGGCCCACTTGGAGTTATTTTTTAAMCCGTCCCAAAAMGNTTTTTGT77TT 

AAAAATTGGGGGCCTTGGTTTACCCCGCTTGGAAGAAAATGGAATGNAAGGGGATTGAAG 

AAMTTGGATGGGGTTTGGAAAAGGGGTTTACCATTTTTTAAGGGGAAAAAATTGGAAAA 

GGAMAACCTTTAGGAAAAAATTTTAATTATTAAAAAGGGACAAGGNNGGANTGGAAA7T 

ACCMNCGGAAAGAATTTTTTTATTAAACCAAATTGTTGGTTAAAAAA AI I 1 1 1 I I I GGG 

CCC ANGG GGAAAMGGGGMATANTTTGAAMGNTTTAAGGAATACCAATTTACCTTTAC 

CCCTTTTGGAGGGGGGAAAATAAAATTTGGTTNGGTTAATGGAAGAATGGTGGAATGGTT 

TTCTCCCTGCCCCCCTGGGGA 

Sequence 3443 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAGAAATGTGAAGACATTCTATCAACCATGC 

TTGAGAGTGTTCGATGCTCCACACTTTGGCCAATCTGAAGCATTTTCTGTATTCTTCACA 

ATTCCCCTGGGTAACCAATAAGATGATTTTAAACTAAAAGATAGCTTGTTGTTAGGTCAT 

CACMCCATCCCACAAGTGTTTGCCTTGGTGTTTTCAAAGGATCTCTGAAGATGC7TTAT 

GAATCATTTCTTGTTGTTAGATGCCTAAGTGCAGTTGTCAAGGCTGTAGAACTGCCAAGG 

AGGAAGGGAAGGCAGTGCCAGCTGAAACAGCAGAGAGATTCAGGAGAGTGATGCAGAAAT 

ACTCGTGGAGACTCTCATTTCTGACCTGGATCTCAAATAATAAATGATGATTTATTCCTT 

TATCATTCAGACAGTCTTGTGTACCTACTGCAACCAGACCCCTGCTGGATCCTGAAGCT 
Sequence 3444 

CAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATGAGAAACCNTCACAGNAATTCC 

CACGGTTATGAGGAAGGATGTNAGGACAGAATAGGGATTTTCCT 

Sequence 3445 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGGAGAATTTCTTCAATGTTCCTGCTTTCT 
TMCTGTCTCAGGACMCTTCATCTAGAAGTGATGTCAGGAGCTTTTACTCAAGTGTTTA 
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CCTTTGGTCCGACCTTCCGAG CTGA AAATTCTCAGAGCCGGAGGCACCTGGCAGAGTTTT 

ATATGATAGMGCAGAGATTTCTTTTGTTGACAGCCTTCAAGATCTTATGCAGGTTATAG 

AGGAACTGTTCAAGGCTACAACAATGATGGTTCTCTCAAAATGTCCTGAAGATGTTGAAC 

TC TGTCA CAAATTCATAGCACCTGGCCAAAAGGACAGATTAGAACATATGCTAAAAAACA 

ACTTTTTMTCATTTCTTATACTTGAAGCAGTGGAGATCTTAAAGCAAGCATCCCAGAAC 

TTCACCTTTACCCCANAGTGGGGTGCTGACCTACGGACTGAACATGAAAAGTACCTGC 

Sequence 3446 

CCCTTTAGC GGCCG CCCGGGCAGGTACTCTGTTGCCAGTTATTAAAAATAATTTTGGTGA 

TGTCAGTTCCTTTTACMCAAACCATACAAATTCTGCATTGCCTGTAGGATAAGGTTCAA 

ACTTCTTGGAAAGCCATACAAATCTCAACAATATAATTTTGGCACATATATCTCCTACAA 

TGTGTGTGTATATACGAGTTATGAAGAGTTATGGGCCAGGCACGGTGGCTCATACCTGTA 

ATCCCAGAACTTTGGGA 

Sequence 3447 

CCCTTTCGAGCGGCCGCCCGGGTAGGTACGCGGGGTCTCCTTTGTAGGTAACCTGTCATT 

GGTCTTTGGATTTTTTTATAGTCTCCCTTTGTATCTGGTGTMT^ 

TNGTGGCCTACGNTGTAGACTTCTTGCTTGAAAAGTTGTTGGATTTCTTGAGTTTGAATT 

TTGGAGTGT TTAAT CAGTTCTGAAAAATTTTCAGTGTTAGATCTTTGGATATTGTTT 

CATTACTTGATTTTCTCCTTCTTCTTGAGAAATAATCAAACTCAAGNGAGGTCATAGGAA 

CCCTCAGGTTTATAATTAGTCCCTCAGGAAAAAATTA 

Sequence 3448 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTAGCTTTGTGCTTTGCCCATAGTAGTTATTCA 

ATMATATATTGATGGACTATTAAAGGTGMTTTTCAAATGTATCAGAGAAAGAGCAGAG 

AGMCAAGGGAAGAATTTAACNAATCAGAGACTGTCAGGTATTTGACTTAAACTGGGTAT 

TAGTCAATCTCCAGATTATACTGATCTACTGNCTTAAMTTMTMMTCTTTATTCTAT 

TGTGAAATT ACTG CTCACAGCACATAGCTMGAGTTTGATGGGACCTTAGTAAGTGCTTC 

CTCCAAATATTTTACCTATAGCCACAATCACCCAGCAAAGCTCTCCAAAACTTTGAAGAG 

AGTAGTTGCTTTAATAGTAATTAAACTACTCAACAAAGGTAGCACAGAGCTGCAATTCTG 
TGCATGA 

Sequence 3449 

ACTTTTCCAGTGGACATTTTTCACTGGTTTAMGGMATGTGACATTCTCTGCTCAGATA 

CTCACATGCATATATAAAAAGMGTTGTGTMCTTACATTATTTTATGACTTCAACAACC 

TTGAGCAAGTGTGAAAAGAGATTCTGTGGGTAGCCCCAAAATGGCTCTGTCCACCTTCCC 

AATTTCTGGTTAAGTAATCCCTACCACGAACTTCTAACATGTAACTGTTGCTCANTAAGA 

TCTGGAGGAGCTGG GGCA TTGAATGGMGCAGTAAGTTCTCTGTGAGTAMTTCTTTTTT 

AGGCATCACATGTGATTTTCAAGTGGGATGAACATGCAAAATACACATGTCTTCCCCATG 

CATCCTGAGMGCCATCCTACTATGGTTCTTCCAAACACAGTCAAATTTCTCATGCTTAC 

TCMTGATGTATTTGCACATTCAGCCCTTACCATTTTGGANGNCATTTCTCATCTATTTA 

AACC 

Sequence 3450 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCATGTTGTCAGCGAGGAGAATCTGAAAT 

TGTCTGAGGATAGGAGAACACAAAGAAAATCTTTAAAAGAACATGAGGTCAAAAATCAGA 

GCTCGAAMTCTACTGCTTCATAGCTGTGTGACCACAGGCAAATTCTTTTGCCTCAGTTT 

TTTCATCCTMTMTGMGMTATC7TATTTGCTTTGGAGGGCTATAAGACATGATGAGA 

TATAATAAACATAAGGCACTGAGATACATCATAGACACTTAATTGTTGTTAGCTATTATA 

TTACTTATCTTAGGGTTTTCCTTCATGGTATTTTGTTGGAAATGATAAAAAAATAAAACA 

MTATGTAAGGGCTTGTAAAACCCAAGATTCAGTATACCTACTGCTTCTAGCTTTAATTC 

TAGGCTCTGCCATAGTTAGGATGTTTACTCATCTGTAGTTCAAAA 

Sequence 3451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTCACACTGATTTACGATCACTCTCCTAACCCG 

ACATTAG ATATA TTCAATAGATCTGGCAGTAAGTGTAGTGCATACTAACGGGTCTTGATT 

TTCMTAATTTTATGCATAAGAAAGATTTTTATTGTGTTTTATTGCGTTGGCTGAATATA 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

96/599 

TCAGGATACCAACTGAMGCAGATC7TAMGTTMTMCTCCAGCTTTTTTTGGTTTAGT 

AT T CGA TAAACTTCTCTTAGGCCACTAGGGCTTAATGAACAAAATACCTCTTTGGCAAAG 

MTmGCAGGCACAAMTGTTACTATAAMTTMTTTTTGTTGAAGAAACTAAAAATGG 

AAAGGACTTAATTTGGATATTGCAGTTATTTTAAAAAA 

Sequence 3452 

CCCTTAGCGTGGTCNCGGCCGAGGTCAGGAGGGTGGGGTTGGGAGGAGGATAAGCATCCA 
TCCCACTCAAACAGAAAACTGCTACTTAATAGAGGAATGGTGGAATGGTTTCTGGGGAGG 
CAAGAACAAAGTCTGTTTTAGTAGCACCATCATACCAACCACTTTCTTGCATCTGCAGGC 
TCTTTGCAAGAGAAGATAGCAAGCACATGGTGCAGATAGTGGGACTGCAAGAGCTTNAGG 

TGGACAGTGTGGAGCTCCTCTTAGAGGTAATTAATTCTTCCTTCTTTATTACCCCACCAC 

AACAGTGTAAGTACTAAAGTGAA 

Sequence 3453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACACAATTGATAGTCACATCATCTACTTCTTA 

AGATAGATTTCATGAAAATCAACTTAGCACTGGATCTCATTCACATTTGAAAGCTAAAGA 

AACATGTTTATACACATGCTAAATTTCTGAGGAGGACCAATCCATATGAAAATAAGTTCA 

GTTCTAGGTGGAGCAGACTATATTTACCACGGCAGTCTTGGACAATAACTCAATGTGAGA 

TGMCTTGCTGTMCAGAAACACAAACTTATTTTCMGTAAAAATGCTTTTTCTGAAGAT 

AATACATTTAAAAAAGTGTGAG GCAA AGAAAACAAAAGTCTGATGAATCTAAGTAGGACT 

CACACACAGGTAATGCTTGTTCTTTTCCATAGACNGCTTTTTTCTCCAACCATAACTT 
Sequence 3454 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGGAGACTGAGGCAGGAGAATGGCGTGAACC 

CAGGAGGCGGAGCTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCCGCCTGGGTGACAG 

AGCAAGACTCTGTCTTAAAAAAAGAAAAAAAATAAAGTGAATATCAGTATTGCTGAAAAT 

TCCTAGAAT ATTGGATAAAA CTTTAAATGAAAACATGAATAACTGACTTTGGGAACTGTA 

ATTGTAGAAATTTTGT I 1 1 I CCAAAAACAAGAAAGTAACCTTGGTTCCCAATACAACCAG 

A 

Sequence 3455 

ACTCGAAGTCGACAAGGAGAAGAAAGAGATCCAGAAGTTGAACTAGAACACCAACAATGT 

TTAGCAGTATTCAGCAGAGTGAAATTTACTCGTGTGTTACTGACAGTGCTTATAGCCTTT 

ACTAAGAAAGAGACCAGTGCTGTTGCAGAAGCTCAAAAATTGATGGTTCAAGCAGCAGAT 

CTTCTTTCTGCCATTCATAATTCATTGCATCATGGCATCCAGGCCCAGAATGATACTACA 

AAAGGAGATCATCCAATTATGATGGGTTTTGAACCCCTTGTGAACCAGAGGCTACTTCCA 

CCTACCTTCCCTCGATATGCAAAAATAATTAAAAGGGAAGAAATGGTGAACTATTTTGCA 

AGATTAATAGATAGAATAAAAACTGTCTGTGAGGTTGTGAATTTAACAAATTTACATTGT 

ATCCTGGATTTTTT 

Sequence 3456 

ANCGGCCGCCCGGGCAGGTACNCGGGGGAGCCGGATATATAGAGTGTCACGTTTGGGAGC 

CGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGGAAGGAGC 

ANGATTTAGAGGACCACTANTTGGACCCCATCCTCGTGCTGGAGGAACAGGAACCTCTTT 

CAGGAGCTATAAAAGAAAGGGAGGAATCATGTCCACAATTGCAGCTTTCTATGGCGGCAA 

GTCCATTCTCATCACNGGGGCCACAGGCTTT 

Sequence 3457 

GTGTGATGGATATCT GCANMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTTTT 

■ i 1 1 1 i iAi 1 1 i i i i iNNGAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAGATG 

GNGCGATCTTGGCTCANNTGGAMCTTCCGGCTCTCGGGTmACGCCATTTCTTTNTGC 

TTCANACTTNCCCGAGTGGCNTGGGACTACAGGCNNCCCGCCTGGCTAATTTTTTGTATT 

TTTAGTANANACAGGGTTTTGCCATGTTAGCCAGGATGGTCTCGATTTATTGACCTCGTG 

ANCTGCTTTGCCTNGGCCTCCCAAAG 

Sequence 3458 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTTGCAGACACTGTTTTGTTGGAAAGAAGAGT 
TGGMGGACTTTMTATGTTAATGCT7TTCTTAAGGATTATGCTGACAATTTGTCATTTG 
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ACTGAAGCCTGTATAAGGAAAGAGACTATATGAGCAAGTTAAGTTGAAAAATGTTTAGTT 

TTAGAGTAGGTGGGGAGAGTATTTACTTTGAGCAGATAGAGAAATTGGGGTTTCTTGCGC 

TTTGGGGAATACTGGGATGAANAAAATATGTTATGGGCTGATAATAGGGATATTGCCATA 

CAGATAGTATTTCCAGAGACATTTTAAAGCAMCACATTTCTTCGTGTTTTGGCTCTTTC 

MGAGAGATATTCAAGCATTTTTGTGTTTCTTTTTATTGAGTTGCCCTCTCTTGGTCAAT 

GTGGGATGACTGTANTTGGAATTGAAAGTGCAGAGGGATCTCCTTCCTTAA 

Sequence 3459 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGACAGTGTTTTCGCTTGGCTGAC 

ATTAATGACAACCCAATGCTATGTGCTCACTGAGTGTTTTCATTTCAGAAGAGCATCAAA 

ACCACTGAGTCCTTTCAAGTCGTCTTCTTTTACTGTGAAACCAGAAACCATGCCGACGAC 

TACTTTCAGTAATAACCTGTGTCCCAACTGCAGGCTGAAGTAAACTTCTTCTCATATAAT 

TTCTMTTTCTG TGTAG GGGTAGTTGTAGCAAACAACTTAGTTTCTTTCAGAGCGTGACT 

TCAGAAAGCGTATTTTCATGCANCAGTGATGGGTAATGAAATCAGAATTTCCACAAAGTC 

TGCCCTAATTGAACAGCATTATCAGGAAA 

Sequence 3460 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATAATT GTGG GTTCTAAAATATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAAAMTMGATTTTGG ATAA ATTAACTTTGACGACATTTGACTAACATTATCTCAA 

MAT AATT CTACAGGAATCATTTTATGAAAAAAATATACAATCCATATTGGTTTAATTAT 

GAAATTTTGACTCAACGAAACTTAAGAAACGAGCCAACATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACTCACCTTGATCT 

Sequence 3461 

ATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAG 

TCATTTNTGN GAAT ATCTATTAAGNGAATNAATNAATTATTTNTCATNCTTTCCCCNATG 

AMNCATTGCTTTTATMNATTATTATTTCATATTTANTATCTTACTAATANNTATAACT 

AAACCTCCCTAATCCCAAACCCTCTATCTACTTNCACACCACTNCTAAAATTATAATTCC 
TAAATN CTTTTNTT 

Sequence 3462 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATNTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGCCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTTCATT 

Sequence 3463 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTGTTTGAATGGTATTTTGAAAG 

CAA TTGC ATAGTTACTATTGATTCCTCAAAATGCATAATGGGGATGCTTCTGACCAACTT 

GCCTTTTAACAAGTTANAAAGTAAGTATNCACNACAAGNCTCTTACTTCACCAAAACTAA 

TAAATTANATTNCAATANTANGAAACACATATAAATAATGAACGAANCTANAATTATNAC 

CGCTTTCTAAAAAAATATTAAAATTNAAANAAAATATNNAAAAAAAATTNNANNNGAATA 

MNACTAATACAATANAAAATATTAATTTTATAAAAAATATGAATAAAATCTAATATTCC 

ATAAMTNMTCTTAAMCTACTMTACTACATTTTTTCAACTTACATTTTTTAAATATT 

TTMTTAGTAAMTCACTCTTATAAAMCTmAAMATTTTCACCTCTCAATCACATAT 

TTTATATTTNTA TACCTAC ATATACTAlvlTTTTTTMNCCCAAAATATTANTTAAATTTNC 

TATGNACCCT ACTTnTTA AAAACCATAMCCTAACATTTTAAAAATTAATCCAATTAAA 

T TNCN TANTNA 1 1 1 I I 1 1 I NTTTTAAMCCATTTTTCCNAATAG ATANATTACCTTTNAAA 

ATTTTAAAAAATNNCGCTTAANCCATAANAACCTTACNCCCTNTAAATCCTTACCCTTTA 

AAAAACCCCAAATTA 

Sequence 3464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAATGGAGAAGATGACTGATGAATATAA 
TAGAATGAAAGCTATTGTGCATCAGACAGATAATGTAATAGATCAGTTAAAAAAAGAAAA 
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CGATCATTATCAACTTCAAGTGCAGGAGCTTACAGATCTTCTGAAATCAAAAAATGAAGA 

AGATGATCCAATTATGGTAGCTGTCAATGCAAAAGTAGAAGAATGGAAGCTAATTTTGTC 

TTCTAAAGATGATGAAATTATTGAGTATCAGCAAATGTTACATAACCTAAGGGAGAAACT 

TAAGAATGCTCAGCTTGATGCTGATAAAAGTAATGTTATGGCTCTACAGCAGGGTATACA 

GGAACCGAGACAGTCAAATTAAGATGCTCACCGAACAAGTA 

Sequence 3465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGTAACTCTTAGAATTTCATAGCATAGC 

TTGGMTTMGACCTCAGTGCAGATCAACTGGATTTTTATTTACATTAATATCCTGTGGC 

ATCAGTMTATCTAG CTGA TTCATTTTAGTAGCTTTCTATTTCTTCTTAANTCTCCTTAG 

TTGTGCTTTNAGCAGTTTTCTCCMATTTTAMGTTTCTTGCATAATMAGTAAMATTC 

CAAAATAATTAGGGATAAGT GTCCTA ATAATAATTAGGGTAAGTATCCTAATAAAACATT 

ATCCCTTCCMTTACACTATCTTTTTGTGTAAGGGAATMCTGNGTTGATTTTGGATAAT 

CAAACAGACATAAACTACATTGGGNTAAAAATACTTTTGAANAGCTGGGTGGTGGGGGGC 

CCACTTCAAGCCTNGTGATTTCCAGCACTTTTGGGGAG 

Sequence 3466 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTGGGGACAGTGGGAGAGCTCAGCCTCACT 

GATAGCCGGGGATCTCTCCTGTTCGAGGGCTGAGATCTCCGGTCCCACAACCGCCCACAA 

CCAGGGGCACTTCTGGMGTCCCCTTTCTAGGGACATTTTTCTTCTAAGCTCTGTAACGC 

GGGCCGAGGCAGACCGAGGCTTCTTTCCCGGATCCAATCCCCTGCCCCCATGCCTAAGAA 

AGAAAAAATGACCAAGACGCCCCTGCCCGATGAGAAGCAGCTGCTTCTGTTTCAGCAGAA 

GTTGCTGGCAGAGGGGGAGATGGCCAAAAAGAAGGAGA 

Sequence 3467 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTMAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAACAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGG 

Sequence 3468 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACCT 

AACCACTTGCAACCCTGCTAATGCAAACGCTGCTGCTGAAGCTGATGGTATTGATCCATT 

AATAAACCTCCTGTCTAGTAAACGAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACATGGCCATGCAGGAGCCCCTGCGCCTGAACATACAGAATCACGACATCATGCATGC 

CATCATCAGCCCACTGCGTTCTGCAAACACAGTCGTGCAGAGCAAAGCTGCTCTCGCTGT 

CACCGCAACTGCATGTGACGTTGAAGCCCGGACTGAGTTAAGAAATTCTGGTGGATTGGA 

GCCCCTGGTAGAGCTGCTACGCTCCAAGAATGATGAAGTGAGGAAGCACGCCAGTTGGGC 

AGTGATGGTCTGTGCTGGTGACGAGCTGACGGCCAATGAATTATGCAGGCTCGGGGCTTT 

AGATATCCTTGAAGAAGTTAACGTATCAGGAACTCGGAA 

Sequence 3469 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGAATTAAAAAGTTGGTGCAAATCAAGACAAAGC 

AGTTT GATTG TTAACACATGGCCCAGTTTCCGAAGGCAAACTCAGCTCATCAGCCTACTG 

TGGGATTTTCCCCTAGGCTGAAAAGCCAGGTTTGATTCTAATAAACGTATACATTGCAGT 

GTMTTAGGCAAGGGMCAGGGTTCTTGGAGCCACAAAGCCCCATGGTCAGTATTTGGGT 

GACATCTAC TTNCT GACTGTAAACAGATTTAMTATACCATCTGTTTTGCAGATATTTCT 

CAGMCCTGTTTTTMTCAGTrTTTCTC 

TTTTTCTTTATGNGGllTAMAAATGACATAMCCCAG^^ 

TGCTTGGCTTGATTATTTTMGCTMTTTATATACCTTCATTCGTTCCCGNACAGCCAAA 
AAGNGAAACi I II II N ICCCGG 
Sequence 3470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTMTATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAAAGMGTTCCMTCCAGTGGTTTCGAGATTCCAAAGGCACCTTTC 
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TCTCATGACCCAMGGAGTAATTTTGGCATCTTMATGGATTAATTTGTCTTCCTGATGG 

GAGCACATCAGAAGAATGGTGATGTGGATGTTAGATAGAGCTGNAGGGGGCCATACTCGA 

ACTCCCAAAGGTATCTGCAGGGGCTGGGGCAGGGGAAAGTCTTAACCCACTCTAAACACT 

TTCCAGAGGTATTTTGTGGGGGGTAGGGG 

Sequence 3471 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTGTTTTGTnTCTGCCTATAATGTAAAAAAT 

GCTTTCTAAAGACAAACTTAAATCTGCTGAATTGATGCTGCAAGAGCAGTGAGCCTTGGG 

TGGAGGAGGATGCAGGTATAGGAGGTAGAAAGGGCAACGGCCCTGTGATCAGTGAAAGGA 

TGCCCTGTGMTTCAATCCTTGAAAATGACCTTTGATTCCCCCCCAAAAGCACTCAAGGA 

TGTCCTGAGGTTGTTACTAGTTGCTCATACCACCTGGGGGCACATAGCCGGAGCCTCAGA 

GCT 

Sequence 3472 

CC CTTTCG AGCGGCCGTCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 
CTGTTTTTCTAAMGATTTCTCACATTGGCAAA 

AMGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGAT7TCATTGAAGATTACTTGAAMGAGTATGTAMCTTTACTCAGAA 

CAGAGAGCCATCCGAGTTAAAAAGAGTGGTGGATAAGAAAAGATTAT 

Sequence 3473 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTCAGATGGGATGTATAATTCAGC 

TTGCTGTGGGAGATGATGGAAACTTTTTCACTCTGAGGCAGTAGGGAAGATCACTGTGGC 

TGCAGGACCTTG TAGGAGAG GGAAAGAAGATAGTGTGGGTAATGCCAAAAGAAAAACCAN 

A CCTTTC A AGAGAi I I I M I I CCACTGMTTGCTTTTTATTATTTTATCATMG ATTTGG 

GTTTTTTCCI I I I 1 1 I I CCACCCAAGCTAGAAGTGGATGCGTGCAAGAGGTGTGAAGANA 

AGAGTCMGCANMTTCTGTAAAGTGGGCTGTTGACTTGGTTTTATCCTTTTTGGGGCAN 

AGGTTTGMCTCATCAGCCACAGTCAGGATTTTAACTTGTTTAGGCATCNGAATNACANN 

TNTTATCAGGAGGTTCCTCCCCCCTTC 

Sequence 3474 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GT I I II CTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GTAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGAAGATTACTTGAAMGAGTATGTAMCTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAAGATTATCTTAAGCTGGAACCA 

GAACCAA 

Sequence 3475 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTACACACATAAATCCAGGAAATGACTAG 

ATGAGCCTGAGTGGCTTTATCATTATTGTGCAAATACAGTTTCTATACCAACAAACCCAA 

ATTAAATTATTATAGGACTAATGGCTGTAAGGTGGGTGAGGGAGGAAAAAATTCAGAAGC 

TGTTGCACGAATCACCTATACAATGAATTTCATCCGCGTACCTACTATTGAGCACTGAGG 

ATAACAGCAGTTAAAAAAAAAATCCAAAAACATCTTCCTCCATGGAGATGTCATTGTAAT 

GCATGANCAAAGTAGAGAAAATAAGTAAAATATTTGGTATATCAGATGATAAAATGCACC 

ATGGAGAAAATCAGAACATGGAGGAATTGAAAAGGCCAGGGATGGA 

Sequence 3476 

CCCTTTCGCGCGGCCGCCCGGGCAGGTACAGATTATCTGGCAGGCTTTAMAMTTTAAG 

TGATTCTTACCAAMAGCAAATACTATACTAAGTCATATGTTATATTAATTTCAAAGTAT 

AGATTTAAAAATAACTATAAACATTATATCTCAACATATTAAATGCATATCCTCCTTGTC 

CCAACAATTCTACCTCTAGCAATATCTCCCACAGAAATAAGTCAAAGGATGCAACTCAAT 

ATGMCAAAGTTGTTCACTGCACCATTATTTAAGAGTGAAAGGCCAGAAATAATTTAACT 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

100/599 



CTCCATCAGGAGAAAGGTTAAATAAATAA 
Sequence 3477 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGCATATGAMTGCTGTTTTTCTAAA 

AGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGGAACACAGGAAAGATTATATT 

AATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAANGAGACCAG 

ATAGACCAGGATGCCCAGATATTCATTGAGGACCTGTTCAGAAGCAATTCAGCAACTACG 

MCAGMGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACCGGTGTTTT 

GGATTTCATT 

Sequence 3478 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATCTGGTTTAGCATTTTAGCACTCTCAAA 

AGTGTCCTGGTTTAGACAATAAACTCTATAGTCCCCCAATTATGAGGCAGGTGCCTGGCT 

GCAGAGGCTGAGGAGCACTGGGGTGGTCGTAAGCTAAGTGTGGGTCTGTTTGAGAAATTG 

GTGATGCTGGTGACCCAGAGATGTCTGCTTGTTTTGCGTGCAGAGAAGGGCATAGAGGAG 

AAACTTAGACACCCGAGGGCCAAGGGCAGAATCAAGTGGAGGAGAGTAAGGAGGGTCTCC 

MGACTACACCTAAACTCTAGAAGAAGANGGCTCCTCTTCTCATTTCTTGCTAAGAAACA 

CACCCATTCTMGGCAGTGAGGATGGMGAAMCAGCTTTCNTTTGGTTCTTTTGAGGCT 

TGGANNTGTATTATTAAGACACAANGGAATNAANGGCNATGAAACCAAAACTTAAAAAAA 

TGNCTTGCAATTCTAAACCTNNAGNGNANGGNGNAAACNACNTAAACCTGGGT 

Sequence 3479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGCATAATATTCTGTCAATTTAAAAAGAAA 

TGCAAACCACAAGTTTTGCAGGTCCTGGGAGGGCATTGCCCTCAGGATGCTCACTCCTGT 

CCCAGTCCAAACTAACTCCAATTCAAGGAAGGAAAAAATTCATACTGGTTTCATAGAAGT 

CGGGAATCGATAGTTCTTGACAATCACTTCTTCCCTATAAACCTTAAGCCCAGGAGGTCC 

TCAAGAGAAGACTCAGTGCTCACAGAAGGAGGGGCAATTTGAGGGCAGACATATTGTCTT 

TCCATGCACAACCTCTGANGTATCCTAGCAACTCCTGAGAGCAAACCCTTTATGATCTGA 

GTTCAGGGCCATCCAGTTCTGTCTCCTTAACGCTGTCAGTCAGAGCTACCCAGGAAACAT 

CATTACTCAGAATTTCACCTTGCA 

Sequence 3480 

CCCTTAGCGGCCGCCCGGGCAGGTACTGAGATCCAATGAGACATAAAACAGCTAACATCT 

TGATTTCTCTATATCMGTGTGTTTTAAATACAGTCATTTGAATGCAAAAACAAAAACAG 

ACACATACACCTTCATGCCTGMTATTMGAGACAAMCTCACACTAGAGAAATTTATTT 

TATGGTCCATTTGCTGCTTCACTTCTATTTTACAGMCAMGGCTCTTTAGGAAGATGCT 

TAGAAGTTTCTTTAATATTAGGTTTCTTGAAGGGGGGATTACCAMTTGCTTTTCTAG^ 

TATGAATGACTATGTMCTTGCCAGATAGGCACATTTATGCAGGTATCTTGTCACAGGAC 

TGTAAGNTTACCTTAAATCCCACACATTCAGGCGG 

Sequence 3481 

TCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACATCATAAAGGAAACTTAGACAAAT 

GCCAAGCTTAAATATT7TCCTTTTGCAAACAATGCTGGCTCCAGAAACACATTACAAACA 

GCTGGGATTGTGAATTTTCTCTCCTTTAGAAACAAGAATGTTCTCATGTCAAAGGTAACC 

CATTGTAAAAAAAAAAAAAT 

Sequence 3482 

CCCTTAGCGTGGCGCGGCCGAGGTACCCCATTGCTGTAGAAGTTGAGTTCGAAGACTGAT 

GGGACAGTTGTGCTGGGGGTGATAAAAAACTCATCATTCCTGCTAGTGTGGGTGATTGTG 

ACACAATTTCCCAGCAGCTGTATGGCATGCATTACTACATCTTNTGAATTTCCTGAGAAC 

CCCAGGTCAAAATTACNAGCCAGGACTTCTCTTTCATCACAAAGAAGTCTTCGACCAATG 

TGGA 

Sequence 3483 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAACTCCATGTGCAAGGCAGGGATTGT 
CACCAAGACCCAACTCCATCTACAGACACCCACGTAAGATACAAAGACAGGTTGGGTGTC 
TAAAGGATAGAAAAAGATCCACAGTGGTCCAGGAGTGGTCCCAGCATTGTGGTAGGCACA 
AGAGTGAGGATCACTTGAGTCTTAGA 
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Sequence 3484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGACACAAGCAGGGGCTTCAAACGTGCTTA 

TGCTGTTGAGTGTGGCCTTTCGTGCCACTGCCATTGCCTTGCTGGCGGTCCCAGGAGAAG 

GGTAAGAGACACATGGAACTGACTGAAGATCAGCAGACCTGCCTAGCCTGCATCAACCAA 

CCACCAAMTGTATGCTTATTGTTGAACATTATTGAGATTTTGTGGTTGTATACAGTAAG 

CGCATAGCTTCCATGAAAACAGTAACCGGGAGCTACAAGAACAGAGTGAGGAGAGATGCT 

AACAGAGCTAACTAAAACATGAATAAAATGTAAGGAAACCAAAATGAAGTAGAGAAATTT 

AAGTCTTTAAAGCTTCAGAGAGAAGATCTGAATCACTGATGTGGAGGGAAAAACTTTTCT 

TGATGAAGAGGA 

Sequence 3485 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGACAGGTTTTCTACTGAATGCAAAGTATTCTT 

TTATGGTCTTCTGTTTTCATTTATTTTCCTCCTCCGATCCCCCATAATTCTTATAAATTA 

NGGGCTCTTTTGCGGGGTTTCAACAATTCATTACTTACCCCAGTCATGTGCTGGGAAATT 

TTATTAT TGCTT ACTMGGCAATTTTACCAGGGATTTAAATCCAGACTCTTGCTTTCTTG 

AGTCAACTTTTGTTCTCACTGAATGATTCTACAATGTTATCTTGTGAAAGCCCCTCTCAC 

AACGATCTGGAAAGTCATATCCTTTCTAAAATATGTAACACCTTATGGATTCATAATAGG 
Sequence 3486 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTATATTATGAATGTATATTGCTGTGCTTCT 

CCTTCCTGCCTGACTCCGGAAGACTCCTGTCTCAGTCTCTCTCAACATGTCTGAAGGACT 

TAGGGGCAAGTGT CAGTG GTGAAGGCCCTAGTCTGAGTTTAATGTCTGGGGCCAGCTTGA 

MCAGCAGCTAGTATTTTGAGCTCTMGCTMCACTCTGGACTTTCAGTCATGTTTTCTT 

TCCCCAGTGAAATAGAAAAGTTTGATTTCAAAGAGGAAAAGTGTGCAATACCTGCAACAT 

ACATAAAACCTATTTAATTTTA 

Sequence 3487 

GGTGGAGAAGGCACTGGTATTGACCAGGAAAGTTGTATGTAATAGAAATTGTAGAGCACA 

GTAGGAGAAGAAAAGTGAAATGAAGTAGACATGGGAGGCAGAAAGACAAAGAGAGAGGAG 

AGAA CAACC TATGTTGTAATTGAAGCTTAAGAAAATACCATCCTTGGACACTTTCTTGTT 

TCTGATTrTATCTAAGTATCTTCTGGTTGATTCTTAAACTGCATGTATTTATGGCACATG 

TATTTGCCAGTTTAATGGACACTTTTCCATCTAGGACTGTTTATATTCTGGCACCCATAC 

GTACCTGCCCGGGCGGCCGCTC 

Sequence 3488 

CCCTTAGCGTGGTCGCGGCCGAGCAGAGAGAGAGAGATCACAGCCTGGGAAACACTGTGT 

GTGTAGAGGTGGAAAAACACATGGGAGTGTTCTCATGGCTTGTGCATAAAACTCCCACGA 

GGTAGGATATANTTGGGGAAGGAAGATTTGGTATNTNGGGAGTCAAGATTGGCCCAGTCA 

CNCAGATTGCCTTTTGGTGGGTCAMGCTGANGGGACTTTTGGGTTTTGGTGCTAGAACT 

TTTGA 

Sequence 3489 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCAAAGTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACT ACG A ACAG AAG CTCACAAGG AGATACATTCCCAGCAAGTGAAG GAGCACAGG 

ACCCGCTGTTTTGGATTTCATTGAAGATTAC 

Sequence 3490 

CTNTNATNGGNTATCTGCAGCAATTCGCCCTTANCGGCCNNCCGGGCAGGTACCCCGGGT 

G MTTTGA AAGGTATGCTCCAAATGCTCACCCATCCAGTANGGTTTATAATTCTAGATTT 

TMTTTTTATTCTATAATATTAATCTGGGAAGTCAATATTTAAGTATTGAAATAGAACCT 

TTAGTTTATCATAGTTCTTTCCAGTCTCAAAAGCTTCCCCCGCCACTATTAAATAATTCA 

AAAGGAGGCCCGGCCGTGGTGGCTCATGCCTGTAAGTCCCAGCACTTTTGGGANGGCCGA 

ANCGGTGGATCACAAGGTCANGGAGATCAAAGACCATCCTCACTAACACAGGTGAAACCG 

CTCTAAGTAAAAATCCAAAAAT 
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Sequence 3491 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCCTGTTTAACAAGGGGTAGGGGCCTTCTGAG 

ACTGTTTCCTCTACAGAGTAAGGGTTCGTTCAGCCTTTTCCGTGGCCTGCCAAGAACTCA 

ACTCCATGTTCCCTCACTTCCTGTAATTGACCTTGTCCAGGACTTTCTGACCTTGGAGAA 

TTCACCTTTGCTCTTTCTGCTGCTTCGTGCATTCTTCCACCAAATGTCTAACTGACTGGC 

TCCTCTCCAAACTCAAGGCTTTGCCAAATGCCACCAGCTCAGGGAGGCCTTTCCTGGCCA 

TGACACTTGAAGTTGCAACACTCCCCCGCAGTCTCCCGTGCCCCAGATGTAAGTTCCATG 

AGGGCAAGCCCTGTGCTTTTACCACCATATCCCCAGCATCTTGAGCTGTGCCTGGCCCAA 

GAAATATTTTGTTGAATGAATGAATT 

Sequence 3492 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 
C 

Sequence 3493 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGACTTGTAGCTAGTAAGGAGGAAAATGGA 

AAGATGAAGATTGCTTTGAACAATGAAAAGAGACAGGGTCTGATTTATAATCAGCTCTCA 

TTGCTATGTTAATMTAGGTGGAATAGGGACAAGGGGAGAATTAGAGACACCATTTTTGT 

CTGATTGTGTGATTGATGTGATTGTGTGATTGATGTGATTGAGATACTCCAACTGACAGA 

TGATGGTGGACTGGAGGGGTGGTAAAAATGGAAGTGGTGAGAATGAGCACATTTGAGATA 

TATTTTGAAAGTAGAGGCAACAGA 

Sequence 3494 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGATTAATAGGATAGATGAACCTTGACT 

ATTCTGCTCCTTTAGTTTGATTAGTCTTCTACCAGCAGAAACACTGGAGCACTCCTCCTA 

TATGTAAAATAGAGCATTTGGAGAGAATAACTTTTGGAAATTGCTGTTAGTAATCTCAAA 

ACAGAGCAGTCCAAACTTAGTGTTCTGGATTAATTTTCCAAAACTGAGTTGAGAACGGGA 

TATGCATTCATTCTTTTAGCAA I 1 1 1 I I I 1 1 1 CCCGAGACAGTCTTGCTCTGTTGCCCAG 

GCTGGAGTGCAGTGGCATGATCGGCTCACTGCAACCTCCTCCTCCTGGATTCAAGCGATT 

CTTGTGCCTC AGCCT NTTGAGTAGAGACTACAGGTGTGTGCCCACCATGCCCAGCTAATT 

TTTCCTGGGTATTTTNATTANAGACAGGGTTTTNGNCATTGTTGACCAGGCCGGTCTTCG 

AGCCTCCTGGTCTCAAGTGATCACNNTGCCCGGGGCGGGGCCGTTTCGAAAAGG 
Sequence 3495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCTGACCTTGGCCTACAAGAGGCCCAGA 

TATGAGTCTTCCTAGACTGGCATCCAATTCAAAGCAAGTCAGGGCACTTTTCAGAAGTAG 

AAATCAGCACTGGGCTGCTCCAAAGCAACAGACACCCACAGCAAGTTAAAGGTCATGAGT 

CAAAGACCATNACTCGTGCACCTGTAATAACCCGAAGTTAGAATTAGGAGGCACTGCAGA 

GGAACCATGGGGTTGTTGCATAAAGGAGGGAAGTTGAGATGGGCTTATAGGACTTGGGGT 

TTTGCTTTGGGTGATTCNTAAAAGAGGGATTTGAGGGAMGAAGAGGGGTCANTNCTGGG 

AATTGGGAT ATTGGNC CTGGGGAAAGTGGGGGTGCCAATTTAAATGACCTAAGGTTAACC 

CTTT AMTN ATTTTTTTATCTTAAGGGAGGGCAAAAAGAAGAATTTGAAAAGNTCCACCT 

TGGNTTTTAAGAAAGNCAGGTTNGTCCACCTTCNATTGTTTAAGGCCANGGGAA 

Sequence 3496 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGGTTAGCTATCTTTATAGAACTAAGAAC 

TGTGAAT TTCA GT GACTC AGCAATCAATAAAAAGTCAATAACACACACATCTTGTAGATG 

ATGGTCATTTTAMTTTTCTCMTGMTAGTAMGAGAGATTAACTTAGTTATATTTAAA 

GCAAATAGAATCAATTAAGTATAAAGAATGAATATTATAAATTGATATATAGAACGACTA 

TTAGAAAATAAAAATGTTGGGCTGGGTGAGGTGGCTCTTGCTTATAATCCCAGCACTTTG 

GGAGGCTGAGGTGGGCAGTTCACTTGC 

Sequence 3497 
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CCCTTTCGAGCGG CCCG CCCGGGCAGGTACAATGCCAGAAGTA I I i I II I I CTTTCAGCT 

GTGAACCAGCCTGTTTTGTTTGACMGCCTTTCCAGATTCATGCAGCTCAATCACGTGCT 

TGTTGCCAGTTTGAGAGTGAACCTATTATTTCAMCTTGTTGCCGTGACCMTTTTTACA 

AAACTGAAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACACTTGCAT 

CCTTTTCTTCCAAGAGAATATTCTGACACTCCAACTCTAGAAGTCATGTCATTAGTAAAA 

TGAAMTAATMTTGCTTAATCACTGTTTAGAATTAGTTCATACTTCTTCAGAGCTTGAA 

GCCTTCACGACTCAACATCAGATCCATGGATAGTATTACTATACCTTTACCCAAAGACTG 

GGATTTATTTTGTAAAAATATCMNMTGGGTCTNGGTCCCTTTAAAGCAACTGACAAGG 

TATTTAACAACATTTTAAAACAATG 

Sequence 3498 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAGTTGMTTTGAGGCACTTGAGGTG 

TCCAAGAGACAACTGAATGATCTAGAACTCAAAATAGAGATCTAGGCCAGAGATAGAAAG 

AGAGCATACGGGGATAACTGAATCCATGGGGTTGGATGAAGGTAGCCATGAAGACTGCAT 

AGGAAGGGCAGAGCCCTAAACAATCATATTTAGGCAATAGAGTATGAGCTGCTCACAGAG 

GAGA7TAAGANGGAACAGCTAGAGAGATGAAAGGAAAACAAGGAGAATGTGCTGTATCGG 

CACCCNGGGGAAATGAGT 

Sequence 3499 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTAGTCTATAAATTAAACAGCAATTGATTC 

TGAAAAAAACATGATTGTGGCTTAGTCCAAATATTAATATATGTATTGAGAACCTGCTAT 

TGTGGACAGTGGAATTATGGCAATAAATAAGATAGACAATGTCCCTACCCTCAAGAAATA 

TAGTCTATGGCATAGAGAGAGACTATCAATAATAACCTTCACAAATAAAGATAGTGATAT 

GTGTAATAAAGACAGTATATTAAAGAGATGTGCTAGAAAGTGATGATAGAAGAGGAAGCT 

ACTTTAGATATTCTGAATAACAAGAAGTCAAGTGAACATTTGGGGATCAGAGCAATCTAC 

ACAGAGAGCCTMAGTAACTTTAATGCTATACACTGCAGATTTTTAAATCCTGACCTCAC 

CCTAAAAACATAACAAGTAAAT 

Sequence 3500 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCCCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CCGCTGTTTTGGGATTTCATTGAAG 

Sequence 3501 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTTTCTTTAGATGTGATAATGATGT 

TTGGCAGTGGMTAGTATAATGTCTGGGATTTGCCTTAAAATAGTTCAGAGGAGAGAGCT 

TGGTGATAGCTGCATATACATATGGGMCATAATATTCTTTCTCTGTTTTTATGTGTTTG 

ATAATTCTAATAAAAATGTTAAGAAAAGATAAAAATGACAAAGCCAAAGATAGTAACTTA 

TTTAGMTTGAGGTTGTGTGATGGAGTTTTTACTTTAATGGGAAGAACTTAAATAAACTG 

AAGGTCTGTCCTAAATTCTTTGGGTGAAGCTTTAAGTCTATA 

Sequence 3502 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGACAGCTAGCACCGTAAAGACAGTTTTTAAA 

AAATGTATAACTACAGTAAATCTACCATCAAAGAAAGTCAAATACAACGTTTTCGAAGAC 

MCTCAGCTATTTATTGTAMGTCCTAGATATTTACACAAAAATGTAAAATGTTGTATTA 

CTGTTTATATACATCCAAAC I I I I I I I I AATG ATTAAAAAGTCTCTCGTAAACATTTTAT 

MACATGTTTAAAAAGTGGTATATTTTCTATGCAGCTTAATTTCAGA77TMTTCTMTT 

TTTCAAAACTATATGCATACTGAATAAT 

Sequence 3503 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGCCATAATTCCTACAGAAGGTCACTTAA 
CAMATGTGCAGTG TGTGT GTTTTCTTAGAGGTTTTGGCTACCATGTCTTTTACTAGAAA 
TCTATTATGTCATGGTTTTTCAAGTTGTATGCAGCTGATAAAGGATCTTACATGTCTAAT 
AGTTAAAGATAAAATACTGAGTCACTAAGTCAACTATATATACTGCTGTTTTCTCAGAGA 
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CTGTCAGATTTGGTGAGTTTATGAGCTCACTTCATAMTAGCATTTCCATTTATGGTAAG 

CCTGATGCATATTCAGTGACCTATTGGATTCTAATTCTTTGGTTGAATTGCTCCGTAACT 

GG AATTG CAGTAGAGTTGAACTTCAAGCACCTTATAATGGGGGACTATGTGAGCTGCCCC 

AGATTTTAAAGATCAAGATGAGGGAGTTTTGACATCAGCATAAAAGGAAGGGTGTCCTCT 

TATATTTCCTMCCGACCNMCCAGGMTTAGMGAAAAMTCTTTTGTCCATAGCTTAA 

AAAAAAAAAAAC 

Sequence 3504 

CCC7TA GCGTGGTCGCGGCCGAGGTACGCGGGTCCATGTGTTTG 1 1 1 I M 1CTTTTTCAA 

ATTTTTATCCTTTCTTCACTCTGCATATACATCCCAAGATGCCTGTCCCCTCAGTGCTAT 

GmATGTCATCAGTGTTTGACAGAAGAGAGTGTCTTGGGTAAGGGTGTCCAATCGTCAT 

TCTTATCANGCTAA CTGTC CTGMNMCTGTTGTTCTATTGTTTGGGTNTTCTTGGTATG 

MTTTATACTCATCATTTTATTTGCATTTGACTTTGTTGGTAGATAACATACGAGAATGA 

ACTCTTGATCTGCTTGACAGTTNTATATTTTGCTATAAATTAACAAMTGCCATTTT^ 

Sequence 3505 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCAAAATCAAAAGTAAAAGTTGAGATTT 
TGTTGTGCTA ACATTTGTCGTTAGAATGTATCCACCAAGTGTGTAGAATCAGAGTATGTG 
TTTTTATTTTAGTTAAGTAATGTGGGTTCATCCACATCTTCANAGTATTTCTTTMTCT^ 
TTTGNGTTTMTTTMTTTTTTGAGTATTTAMGTAm 

MGTGAAAAGTA GTAG TNTTGCTTNAATTTTACTNCATCACTCTTTACCTATCCACCAAA 
TATATAATAMTATTTTCATTAGCATCTTGTTTTCTC 
TCCTATAATTCACTCCATATCAGCTAAMMTAATATCTTTCATTCCTTTT 
Sequence 3506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTGATATTGTAGCTCTGCAGGCTGTTGGG 

GTAGCTACACATGGTGATGTTCTCATTTTCTAGTAAATCAGAAAGAATAAGATTTAGTAT 

AGAGAAAMTMTAGTTMCAACATTTTATMTTGTT^ 

TGTCATTCTTAMGGCATTATAAGAMTTCCTGTTGTATTTGTCTAGCAACATAATGAAA 

GMTGATGCACATTTCTGTTTATTATTTTATAMTATGGCCTAAATGCAGTATCTTTGTT 

ATTTAGTTTATCTGTATTAGTGTAGATTTTATTATTAATATTGNGG^JTACCATGGTTACA 

ATCTGGATCTCAGGCACAGTATGGTTTGCAGNTAAAATACCTCACTTGGTTTCACTTAGT 

CTAGGAAGCACTTTTAAAA 

Sequence 3507 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCTGATTCAGTCACAGAGAGGTAGGCCA 

TGAGGGAAATAAGGAAAAAAGTAGAAACAAGAAATAAAGAAAAATCAGAAACAATTTAAG 

ACCCTNTTGNGGNGCAAAAGGGAAGGTGGGAAAGAAGAGACAAGGAAAATACATAAAGGG 

GTTAAMGAGAGGAAAATAATTAGATAGTATTGCTGTTGTGTTTTGGAAAAACTCTTAAT 

TAGMGGAMGGAACTAACTTTATTAAGCTACCTCTATGTAGGAAAACTAAATTACCAGG 

TTGATGTGGGGGG I II I 1 1 1 IGAMGATTTTATTTCAACTTACAGGCATCACCAAAATTA 

TTTTCCTCAT 

Sequence 3508 

C CCTTAG CGTGGTCGCGGCCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGC 
TGll n ICTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGA 
AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 
AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 
ANCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 
CCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACT7TACTCANAAC 
AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCT 
Sequence 3509 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTAGTATCCATTTGGCCCATAGTGA 
CTACAGCAGTAT TGAC AGATACTTCTMGGATTTTGATCATCAGTAGTCTTCTTACTATT 
TTGGTAGCAGGATTTTATCCAAATGTTGACCTGGAAGTTCTTAATTGTGTTTTCAMTA^ 
TTGATTATTTTAAGGTAGTGGTGTTTGTTTAAATATATGTTATC 
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GGTTTCAGCAAGAGTGTTGACCTGAATAACCTAGCCTGCTATTGCCAGAAACCAGAACCT 

CTGAGGGAGT1TATMTTGAGTCTTAATAMAGCATTTTAAAGATGAAAGACAATAATAG 

CGGTMGTTATTCTGATTTAGAAGTAGATGAAAGAGGTCAAGGCTTAATTGGCAAGGAAC 

TGCATAATGGAATAGTAGCTACAT 

Sequence 3510 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATAAACAGAATTTTATGGAGGCTACACA 

GTTCTATTTGTTCAMTCAAGTATTATCCTTTTTAAAMAATGCCACTAMGCTAGTTTC 

CTCTATNTNGAACCNTTCTGCTTGTGCAGTAACAATACAANGGCCCACAAAAGAGGGCTT 

GAGTTCCTTCCCACATGCACTGCTTTTTCTCCAGTAATAGACTGCATTTTGGATGACTGC 

CAGGCAACAATAGTTGACTCGTGCTGGCCAGCTCTCAACATAGGTCTCTGAAGAAGCTGG 

GGMCAGGGCAMTTGACGCTTCTAGTTTTCTCTCAATAATCCCTCCCCAGGGTTCAGGT 

TCACAT 

Sequence 3511 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACAATCTTGGATTTCCAATGACAATAGTAACCA 
AGGCTGAGAGGAAATCCTTCAGGAGACAAAATCTTTACACTTGGCCTGAGACATTCCATT 
CAAGTGTGGTAAAGAGGTGGTGACAACAGCTAGTGGTTGTGACAAGACATC 
Sequence 3512 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTT 

Sequence 351 3 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGGGTTTGTTTCAATGTTGCTTGCTCGGAATGGCCCTCCTGAGCAAACAACAGACG 

GTGCTCAAAGTAACAACTGGCTTAATAAAAGGAGCTTACACGAAGGAGGAGCTGAAGGCT 

ACTGTGGTCGTGTGCTGGGGGCTGCCCCAGCTCCAGCTGCAGGACCCCGGCCGTCTGCCT 

TCCGACTCCGGTGATGATTCTTCCTGCGGTCTGATCMGATTCTATGCAGTTAACTTTGT 

ATC CMGG ATCT ATAGC CMGAMTTTGGAGCTCAGTTTCAAACGTAAGTATTCTGGGTC 

CAAATTTTCTGCCTTTTCCCTTAAMCAACTGAATTTTATTTTATTGG^ 

CAGAATTCAAGAGTTATTAGATATTATAAAATCTAACACTCTAAGTTAACATACAAGGAG 

ACATAGCCG TTTC AATGACAAATGTCATACATAAAACTGCTTCATATCAGAAGCANAAAG 

AGAGCTTGCTTTTCCTGTAGTTTCTGTAACACAGAAGCTGTNCAGCTCATTCTATGTATG 

AMTTGATATATAAATCAAGACAGMTTTCCCATCCCATAAATTTTATGCCACTTTGATT 

GGGNCTTTGTTANTTGGTAAGCANNCAGTTTATGTGAGAAGMTATTTTGGAGCCMTTT 

CMATCTGCCATTAATTMTTTANTGAATTTTAAG 

Sequence 3514 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGCTCTGGGAAGTGCAACCTTTATTTCTCCT 

TCATGTTTTTAMGTCACCTTCTTAATTCTGGTAGAACATAACTCAAACAACTGAAAATG 

TTAGGAATGGATTTACAGTCCCTCTGGCTACTCTCTATCTGGGATGGAAAAGAAAGTGAT 

GCTGGAGATAACTTTTCCTGCCATCAAGGGACATCTATAGAGGAGAGGCAATTAATTGTA 

ATGTGCC MCT AG TTTTG ATTATTCAGGGACTTGTGATGGMTTTGTGGATTATTCAAGG 

TCCCTGGTTTTCTGTTTTGGCTAATTTCACTGCTCANTGGCGCCTCCAGAGGTCAGGGAC 

AGCTATTCTCCTATGGAGTGTCCCCAGAGAGACAGTGGCAAAAGGAACCACCCCCTTTTG 

AGCAACTACTCTGTGTCAGACACAGGGAGGA I i I I I I I I I A 

Sequence 3515 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTAGCCCATCTCCTGTTCCACTGTTT 

AGTGAAMGAATCCTCCATTGTCTTTTGTTCATTCTCTCCCCATCAGTGGACATGAGAGA 

AAGATCCCATAGCCCTCTTGGTCTTGGTTGGAACAGGAGGAAAATGAAAACTGGACATCC 

ATCTTAGGACTTAATCCTACGGAGACCACAAGCTGGAAGAGGCACTCAATACTAGCATGG 

CTTCTGTGGCATTTTGATGAGTAGTATGGGCTCCACACTGAAATATTAATATCTTATTGT 
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TTTGATGATGATGATGATGTTCATTGGCCCAGGGCAAAAGGTAAAGGTTGTGTTATAAAG 
CTGATCTATTCAATATCTGTGGATGTTAACTCCACCCCATCCCCTTATTGAACAATTACG 
ATGCCTATAAATAT 
Sequence 3516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTACTTTTAAGTGATTAAAAAGATTTGATG 

AAAAAGTGCAGTTCTGTGTTGACTTTAGGAAACATTTTCTCCCAGCTAATGTCCTAATAC 

TCAGCAAGCAAAATTGGAAAACAGTTTATATTGCTGTCAATATGTATAAGCCATGTCTCC 

CACCATTACTTTTCCATATTAAATATAGAAAAAAGCAGAATCCCATGTGTCCCAGTGACT 

GTCAGAAATCTTCCCTCTTCATTAAATAAAAATTTAAATACCACAT 

Sequence 3517 

CCCTTAG CGTGG TCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCT CATTTTA CTTAATAATGCCTGATATTTGCATGTTCTTCCTCAAATGTGTCCAAC 

TGCTTAAI 1 1 1 1 1 CTTCAAGTTCCTTTTCTTTTTCAAATACTTG GGTTTGTAATTG GTCA 

AGTTGTGAAAMTCCCAGTTTAAGTCCMTATAGTCAMCACTTTTTTAAGTTTCAATAC 

CTGTAAGATGCAACACTTAATAGCGGTGAGTCTGTCTTTAAGATTATAGATCTCCTCTTT 

MCACCTTTATTTACTTCTTGATTAAAGTAATAGTTCATTGCGCTGTATACTGTCAGCCT 

CCTCCTGAAGCGCTGATGTTTTTTCATGGAATTGTCTGCAAA 

Sequence 3518 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAATGCTCTCCCATAGGCTCTTTTATTGAATC 

TATGAMTGATTCAATCTTTCCCAAAAGGTATTTGCCAATTATACAAAGTATTTTTAAAA 

TTCTTATGTTATTTAACTAGTAACTCAATTTCTAGGAATCTTTCCAAGGAAAATAAAATC 

AGMCTG TAAATAA AGTTTTATGGATTGGGAAGTTGGAAACAACTTCACATTCAAATTAA 

TACCAATC 1 1 1 1 1 ICTTCATGAACATTTATCAAACATTATCATTATCAAACATTATTTAT 

CAAGTCATTATCAATGACTTGTTCACTGTTCTACCTGTATGTTATATGCTATAAAGTGCA 

AMGTAAMAGAAAATGTTTAAATACATATAMTCATATTTTTATTAAAAAGTCAATGAA 

GTGAAAATGTTCATAATTGAAAAAGCAGCCATATGTATGATATTACCCAATTTGTAAAAA 

GTAAT TGTATAAAAGTAAAAAAAAGTTATAGAATCTTGTGTTATAGCAATGCATTACATT 

ATTTTATCATGGTATCTAAAATAATTATATTGGAAAGATGATATTTGTGTAACAAGGTTG 

ACCAAAAATGGTTCTATCAANGCATATCTTATTTGGGTCATTGGGGAANCCCNTTCCTAN 

CTGGTTATTTCTGGA 

Sequence 3519 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATACATATATATTTATTTATACACACACA 

CACACACAAI 1 1 1 I I ICTTGGTAGCACTTAGCTATCCTCATATCCTTACAGATGAGGAAG 

TATTTGGTTATCCTTCCCTAAGTCACTTAGCTAGTAGGTGGCAGAGCTAGGGGAGAGGAA 

TATCAMTTAAGTGCTTTAGGCAACTTGTTTCTCCTACACTGCAGTGCACCTTTCCCCCT 

CAAACACTTAACGATCAAGAGACTGTTTTAAGATGGGTCTTATCACGCTAAAGCTNAGTC 

AAATG G G AAAAAAAAAATTGTTCCCTTT AAAN ATTTCTTCAAAA 

Sequence 3520 v 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CCAACTAC TAGCAAA CATAATTAAGGGATCATTGTATTGTCTAGGTGCGGCTTAGTAGAA 

TATGTAAAG I 1 1 1 I I AGCTGTCCATTACCCTGGTATAATCTTGGAGCCATAACCCAAAAC 

TATATTCCTGGCAAGCATGTTAAGAAGTGGAAAATATGGGTTTTCAAATCTTGTGGAAAT 

ACTNGCCTTTCAAATCATGGGTGAGAAAAAAATGCTAAATTATTTTCTTACTATGAGGAA 

GATTTCTTGCCATTTATCTATGTATACAATATTGNATCACAACAGTTAAGGTATAATATT 

TCTACTCAGAACAACAGATTACAAAAAAATCATATGCCCCTTTCAGTGTTCATATTGCTT 

TGTTAGGCCATCTCTCAGMTATATTGTGTAAMCCAGMGTTTTAAGTTTTGTG7TTAA 

AAATGAATGCACTATGATTATACCGTAATATTTTCTTTTAAT 

Sequence 3521 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAATAAAGAAATAAACACTGTAAA 
ACCCAACCCCCAAATGCTTGAAGATCACTCCTGGGCTGAGTTGTTGGTGTTTCAGGGTTG 
GACATTTAAAGGGGAT fTCATGAAAATTAAATTTCTTGGGTTTG I II I 1 1 CAAAGTTTTA 
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AAATATATGTTTATAGATGACATGGATAAAATGAACTAAGGTAATATAAATAGTGCCTTT 
CAAAGAGCAATAAAAGAATGCCTTTGGTCCATAAAAGGAGAGATTATCAAAAAGAATAAA 
CTTGATTAGAAGAAATAAAAGTAGATT 
Sequence 3522 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTTAT 

TGCTTT CATTG CACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCATA 

TCCAGGTTTTTCATAMTAAATGAGGAGTCTATAMTTCTTACTAGTTTTAATAGAAACA 

TTGCCACTAAMTGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCCTT 

TATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTTAT 

AATAGGTAAAACTCATTAACCCATATACTT 

Sequence 3523 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTCTTTCATCTTTTCTGTTTGCAATTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAA 

Sequence 3524 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGCACACTTCTAGGAGTCTCTCTCACCTC 

TACCCTGTTCCTGGTGGAGGACTATGAAATCCTCAAAAGCAAAAGTGACAGTTTATTTTC 

TCTGAACAACTTCTGCATATACTTAGTTGGCTACACAGAAATCAACTGATCCTGAATTTG 

AATTACCCAGCCTTTAGAATGTGGGAGAGGCCTTCCTTCACAGTGCTGTTAAGCAGACTG 

GAGACT ATCT ACGTAAAACGCTAGCACAGTTGCTGACATGTAGCAGTCGCTCAGCCAAAT 

GGMGCTTTTATTATTACCTGTTTTTTTCAAACATTCAAAAACCGTAAATAACTATGAAA 

TGAGAAATTGGCTATACAGTTTTATCTCAAGAAAATCTGTATATTGNTCTTAACTTCCTA 

ATATGTATA AAATCATC ATTTCGTGACATTTACTAGTATTTCTGGAGGGTAAAATGCCTA 

ATGNCTTGGTTTTTTTAACCA7TCTACTTAAGTGGGGACCCAACATTCAGAATGGGAATG 

GMTNMGCAAGACTCTATTTNGGATCTTTGAAAGGNATTTAATGAAATGTTTCTATTGG 

GNAAACAATTAAGTTTCAAAAA 

Sequence 3525 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTAGAGGAGTATTTCCTGTGTAACTGAG 

CACTGTGATAAATCCACCTMTACTTTAGCTCACTTGTTCCTCATAACAATCCTATTTTA 

CAGATGAGGAAATGCACTTAGACTAGGAAACTTGCCCAAGGCTTAGGATAAATATATTTC 

ATCTTAAAAGATAGGTGTGATTCGAGCTGTCACTGGCATTATCAGACTTTTTATATCAGA 

TTTTATTGATGATAGATGACATAAATTGGGTTCTTAATATGTTAAGCATTGTTCTGTTAA 

TTMCTTATCTTCACAAGCAACATAAAGAGGGAGGTAGGATTATTACTTGTATTTTGGAG 

ATGAAAAATGCCCACATTGAGGGGTTTAGTAGCCAGGCCTCANAGGTCCTGTAGCTAGCT 

GCTAAAATACCTTGCCAGGATTTAAATCATGGAAGTCTCTTCAATGGTATGGCTCTCTGC 

TGMTTTGGTMTACAGCCCGTTATTTMAATTAGGTTTTAACCCNNCNCATGATATGGA 

AGATTATTTAAGATTTCATTTTNCCCATT 

Sequence 3526 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCATTTTAGACATATTCTCTATGCAGTG 
GAGATAAATCTATTAAAAGGTGCTAACAGACTCTCTTACAAGTGTAAGAGGAATCTACTG 

TTGCTATGTTAGTGTGAATGTTGAAGGTGCAATTATCACATTGTTTATTAATTGTATAAC 

AGATTATTACTAGAAA 

Sequence 3527 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAATCATATGTAGTGTCAAAACTGGAAGA 

TTCCAATGGCCTATTCCAACATTTCCCAAAATGTGTTCCACACAATACTAGTTCCAAGAG 

A TAGAC AGTGTTAGCTCCCATTGAAGAGGGGCAGGGGGAGGGATTTATTCATTCAACAAG 

TATTTTGGTTAAAAATTTGGGAAACAGTTCATACTGTATTCCATCCTGGAAAATCATAAT 

GTATATCMTATTTTAMGGCTTAGAGAAGTCTTATAGTAAACTGTCTTAGTTTACTTTA 
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GTCMCTGMCATTTCCCACACTTTTTGATATAGGAACTGTGTGTGTGGGACACATGTAT 
GTCAAATGTTMCCCACAGGGCAMTTTTGGAAMCAGTCATCTGTTCTATGGTATTTAT 
ATACATTMCACTAAAAAAAGTGAATTAGCTCTTACATTTGTGTCACCCAATATGAGTAT 

GTTGAMCCCTMTCCAGTGTGATGATATTTTGAAAGTGGGGGNCTTGGGGAAGGT 
Sequence 3528 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTATAAATTTAATCTATAATGATGTATTAGC 

AATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAG 

AGGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTMTTTCTATTTACCAATAA 

ATATGCCTGGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGA 

MGTAGAGGGTGGTTTCCAATGAGAGAATTCATCTGCTTCTAATCTAAAAAAAAAAAGAC 

ATTGACATATTCAATTTGTAGTGTCTTATATAACAAGTTCTTNAGTAATGTAAAAG 

Sequence 3529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I M I I I 1 1 1 1 I I I I I I I I I II I 1 I I GAGACG 

GAGTCTCACTGTCGCCCAGGCTGGAGTGCANTGGCGCCATCTNGGCTNACTGCAAGCTCC 

GGGTTCACGCCATTN TCCTG CCTTAACCTCCGGAGTANCTGGGACTACAAGGCGCCGGCC 

ACCATGCCCGGCTAATTTTTCGTATTITTTMTAGAGACGAGGGTTTTCA^ 

AGCCAMGMTGGT^CGATTCTCCCTGGACCTNGGTGGATCCCGCCCCACCNTTTGGTT 

CTGCCAAAAAANTTGCTTTGGGGNTTTNCCAAAAANATTAANGNNCCACTCGGGGGCCCC 

AATACCCTAAAA A I 1 M 1 I I I 

Sequence 3530 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGAATTAAGGMGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCAGT 

AAMCTGGC7TCCTNGGAAAGAGAGCAAGCTATGGGATTAAGATACTTAATAAAATTTTA 

GGCMGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTT 

ATTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAAC 

TATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 
TGTCC 

Sequence 3531 

CC CTTCGA GCGGCCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGACCATAGACCTTAGACGGAGGCACCTGTGAATACATTCTCTCTGG 

ACAGAG GCATA TTACCTCCTTACATTCTTGTGTCTTGGMGATTTCTCACATTGGCAAAC ■ 

TGAGAGATTTTCTTCTGGAACACAGGAAAGATTATATTAATGCTTATAGCCATACCATGT 

CTGAATATGGGAGGATGACAGACACAGAACGAGACCAGATAGACCAGGATGCCCAGATAT 

TCATGAGGACCTGTTCAGAAGCAATTCAGCAACTACGAACAGAAGCTCACAAGGAGATAC 

ATTCCCAGCAAGTGAAGGAGCACAGGACCGCTGTTTTGGATTTCATTGAAGATTACTTGA 

AAAGAGTATGTAAACTTTACTCAGAACAAGMGAGCCATTCGAGTTAAAAGAAGTGGTGG 

ATNAGAAAAGAATTATTTTAACTGGACCNGGAACCC 

Sequence 3532 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTGTGTTCCCAGATGCTATTTATCCAAGG 

TGGCTAGTAAATTGCCTTAGTGATCCAATGGGTTCCCCCCACCCCACCTTGGCCACAGTC 

TCTGCATTGCACAGCCAGCTCCCCAAGACATGTGGCCTGAGGGGTGCTATCTGCTATAGG 

GCTGAATCATGCAGCTTCACTTTATGGGGAAGAAACAGGAAGGAGACTGAATGCAGATAA 

AGAGAGCTTTGGGTTTGGGGTCAAAATGCCTGACTCCAGTCCTGCTACAGCACTTGCCTC 

ANGCAAAGTGCCTTCC 

Sequence 3533 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAATAGTCCCCTAACTCCCTGAGCTCGG 

TGAGGGCAGGCAGGGATCACTGCTAATAAGAAGTAACACAGAAGCCAAATCTTTAAGGAT 

AAACAANNAAAGGGAAAAAAAGCCGAAAAATGCATTATTGTCAAAAAGCAGTCCTACATT 

CMGGAGTCATGAGATAAAATGMGTGCCTGGGGGAMCTTTGAGAAGCTTAGTTTGAAT 

GAACAGAGGAGAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAAGAGTC 

CMACCACATACTATCCAAGGACAATCCACTGTCTGACATACTCAACTTTTTAACTGTGT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

109/599 



TT 

Sequence 3534 

CCCTTAGCGTGGTCCGCGGCCGAGGTACGCGGGTATTTGGTATTTAAACAGAATTTCAGT 

GGAMTCTTTCAAAM CTTAAA CCTTTTTATACAGAAATCCATATTGAATATATAAGGCA 

ACACTTTGTTAGTTTGCTTTTTGAGTTATTATTATGTTTGTTACTTGTMGT 

AGCT CTTCCTGTTTTCAAACAGATGMGTTTTTAMCAGATAACCCAGCATGTTTCMTT 

TTTTGTGGAATAATAGATGACTCACAGTAAAGTTACMCATATTTTCTTTTAAAGTAAAA 

MCTTMGGAATMTGATACTTGCTTTGCCATTCMGGGCCTTTTTTTATCTGTTTAC^ 

TGNGGGATCTTACACATACACCAGATACCNAGTTTTGGGTGAAATAAGGGTGGTTATAAT 

TATTTACTTATTGTCAGCAATTGCTTTGTGGCCTAT 

Sequence 3535 

CCCTTAG CGTGG TCGCGGCCGAGGTACTTGGACTTAAGAAGACCAAGACACACCAATCAT 

TATGCTAGTTTTAMCGTTATCCCCTTTCTCTACTGTATATTCTGCCTCGAACCTATTCT 

TACAGCACCTTCAMCTTATTTTGGGTTCCCTGTGATTTGCACATTGGAAGTGGAAATAA 

TTGTGAGAGTGCTTGTAAGTGTTTCGCACTGTATGAGATAGTTTTTATGCCATATGGGAA 

AAA CACA ATAAAAATTCA CTATT ATGAAATAAAATAGCATCATTGGTCATATAATTCACT 

TCCTTTTCCTACAAATAAATTTTATTTTCTTGTMGGAGAGAAACTMCMTAATTTGAG 

TAGTTAGAGMTMAGGAAATATTTGTGAGCCTTACTGGAATTTATTCAATATACCTGAA 

MAMTTGGTCTGCCTGTCCTGGTTGCTCTCTTn*CNTTTTAATATTCCAAGGAATGTGAA 

AACTTGTGGGGAAACCTNAGTGCATTAANCANCAISICCAATNCTTGCTTAATGAAATGGGG 

AACAAMGCCANACCCATTTAAAAGCTTTNAGGAANAANAAGGATTGAGGCCAATTCCAA 

TTCTNCAMCTTCACTTNCATAMTCTATCATTTTTTAAAATATTTAACAACTTCAAAAT 

CCAAACTTANAAAAAMTA 

Sequence 3536 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGGAGCAAAGGAGAGTCACAGAAAATAAAGT 

TTTAG AGGM GTCAGGAGCCAAAACATGTMTGTCTTTTAGCCCATGAAAAGAAACTTGA 

AATTTATTTTAMTGTTATGTGMGTTATTTGAMCTTTTGGACAGATAATTA^ 

TTTTAAGCAAATCACCGGCTATTGTGTGGAAAATAGGGAACAGAGACTAGCAATGAAAAT 

GGAAGGCGGGGGGCTGATAGATGGAGGCATTAGAAGTAATGAGAATTGATAGAAGTTGAT 

GAGGTTGAGCCAGCAAGACTTGCTGATGAAAGAATCAG 

Sequence 3537 

CCCTTAGCGTGGTCGCGGCTCGAGGTACATAGAACTCAGTCTACTTATTTTTGTTCTATT 
TAAGTGTTCTAACCTGTCATCACTATTAAATAGTGGAATTTGA AI I U < I 1 I G I 1 I 1 1 1 A 
AACAAATTTGTAGGGGGGCAGATCTCTTTCTTGGG I I I I I CTTTCAACTTAGTAAGGCCT 
GGCATAATGAATCGCACATTATAGATGTAAAAATTACTTAACTATGAAAGCATGCAGTGG 
GGTCAMGTTCTNCAGCCATAGCGGACTTTGGAMTTTAAGCCAAAMGACAGTTTTNGG 

TMTTTGGCTCTCCAGTTACATGTTTTMCTCCTTGAGGGTGTATGGGTTATTTCACATT 
G 

Sequence 3538 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTMGATATATTMTTTGATCACTTGCACGTGTAGTTGAATTATTGCAAAGA 

ATTGTCCAAGTATAAGAAAATGGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTC 

ACACT GCATCATATGATATAGAGGTTGTATCTTMTTTAGCATGGTCCTACTGGATTTGC 

TTTTTATTACTAMTTACTAAATAACCTTAGAGACTAAAAACAACACAGCATTGTGAGAT 

AATTAGGGGGTATTGTCTTTAGCCTCTAGGGGTTGTGGTAAATCTGAGCATCGTCTCACT 

GGATTCTCGACTC 

Sequence 3539 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTTAT 
TGCTTT GATTG CACATGCTGCTAACTTCTTATGMCTCTTTGTTCTAATAAATAAGCATA 
TCCAGGTTTTTCATTAAAANTAAATGGMGGAGTCTATAAMTTCTTACTAGTTTTAATA 
GAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCAT 
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TTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAMTATACATTCTGAGTTGAAAAG 
CTTTATAATAGGTAAAACTCATTAACCCATATAC7TTCCATGCTGGGCACAGCANGTGTG 
GGTAGGGTMGAAATATMAGATGACTCCCAANGATTTTTTG 
Sequence 3540 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCACCACTCCAGGATTTAAGGCGTAAAT 

CCTCTTACCAATTAGTCATTCGTTCAACAGAACTTCATGGCTAGGAAGTCACACTTCAAG 

TTGCACTAGCACACTATTA CTTTGG GGATGAAMGTTTACATTTCCTAAAATGTGCTACA 

CAAA MCATTTCCATMGTGTTTTTCAGAGAGTCAGTTGCACTACAAGCCTGATGAAACT 

TTTTCAACCATAAAAAGACTCGAGTTCCATAAACCGTCACAAAGATGTGAACAGGAGAAA 

CTGCAGACTCTCCATCAGATATATTTATTGAATAAGCTGAATGGAA 

Sequence 3541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGGTTTCACATGAACCTTAGAAAACTTGG 
AAGCCACTGTGTCCCCAGATCTCACTCCCTCCTGGTAGAGCCCTGCCACAAGACAGAACA 
GATCAAGAGGCACGTGGAAGA AAATA TGAGCCCTCCAGGAATTTCAGTGAAAACCAGCTG 
AGATTCGAGAGTGAGACATGGCTTTTCCAAATACAGCTGGTGTGTGTGAATTCTTACAAA 

ATTACAGGAGCAGCATTGTCACTGTGAGTGAGAGATGATGTGGTCCATTTGAGAAAAGTC 

TGTTTTCTTCCTTAAATCACATTCCAATTT 

Sequence 3542 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGAGATGGTAATTTAMCTTTTAAAAATTT 

GGAACTTGTTGAAAATAACCGTNGTCTCANAAAAAAAATTGGTGGAGGGAGGAATACATG 

TCCACTGMTGTCAATGCTATTAAATGAAATACCATTMTCAGTGTTTATCCATCATTTT 

ACAGTCAGGACTTAGAACATGCTTAGCAAAGAAGTCTTCCAAAATTTGCTGATATGCCCA 

AAAGAAAGAAAGTC AGTA TATTGAAGCGATATCTGCACTCTATGTTTGATGCACACTGTT 

CACAATAGCCMGATTTTGAACCAACTTACGTGTTAACTGATAAATGGATAAAGGAAATG 

TGGTCTNNNN^NNNNNTNNNNNNNNNTCCTTTTTGAAAAAGTCATGGAGGCCATGGGGT 

TGGCTTGAAACCACTTTNGGGGGGTCCGATTCCTTCCTTTTTTGNCTAAMTTTATGTAT 

ACGGTTCTTCNAATGTGTGGTAGGGGGGGGGGCATCCATATAGTCACTCCAGGTTATNGA 

NGGGTCTTNTACTTNTANGACTTTCCCmNM 

TNTTMTTTTACCGNTGGTAAAAAAATGAATGGNCCTCCCNATGAATNGGAGGTTCATGN 
GGGGGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCNTTNNCCTTNCTTTCNTTNTT 
NCCTTTNTNTTTCCTTNCCCN 
Sequence 3543 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGACTTCTTAAAAACAATCATCCCTGTGT 

TCCATTTACTAAGGAAAATTCCCTCGTCGCGCATCAGAAAGACTCAGGACGCTAAAGAGT 

ATAGCTAGCTGCTCATGTCAGAAAGGGGGGAACCAGGAAGGCTATGGTATCCCACTTAAC 

CATTAGCCAGCACATATTGTGGACAGATTTAAATTAGAAGACACTTGGTGATATCACTTA 

AGCCTATTTCTGGACTCCTGCAGGAAAACAAATGCTGGCACAAAAGAAAACTGCCAAACA 

CCAGCTGGTCTGGTAGTCMCATTTATGAGCTCTTGGCATTTCATAATGTGTCTTACATG 

TGAGAAAATCCATTGCCATTAMCTCTTTTATCCATTCGTGATCTCACTTTATAGATTAT 

GTAAGAAAACATCCCAACAAGTGGACACATGCTTAAAGTATCTAATGAGCGAATAAAATG 

AAAATT 

Sequence 3544 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGCATGTGAAGAAGCATCTGCCCAAAGCAC 

ATGTGAAGGAGCTTATCAGTTGGCTCGTGGGTCAGGAATTCGAATTAGAAAAAATGGAGT 

CCATATGCCAGGCTCGAGCAAAGGAGCTTGAAGACTCCTTGCAGCAGCTACTGAGACTCC 

AGGATGACCATAGAAACCTGAGGAAGTGGTTGACTAATCAAGAAGAGAAATGGAAAGGAA 

CGGAAGAACCAGGGGAGAAAACTGAGCTGTTCTGCCAAGCTTTAGCTAGAAAGAGGGAAC 

AGTTTGAATCTGTGGCCCAATTGAACAACTCTTT 

Sequence 3545 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAAGTGTCTTCTTATGAGTTCCA7TTTCCC 
ATGCCTGGTCCCCATTAAATATAGTCCTAATCTATCTGTCTTGATTAATTTCTATTGCTC 
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AGTTACATGAACCCTTTTCTCTAGCCAGACTACATAACTCACTCTGTCTGCCACATATCC 

C CTGT ATTCCCATAACCAGACTTGACATGGGGGACTCAATTTGGCTGGATTGACCAGCCC 

CTmCTCTGAGATCTGCACTCTGTGTTCCTCATTAAACTATCAGCAGTTATGTTTCTGC 

CATATGACCCTCCTCTCGATCCATAAA 

Sequence 3546 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 I I I I I I 1 1 1 1 I I I A TTTGGGNGNTTT 

TGAGACAGAGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTAATGCAATCTCATCTCATT 

TCAACCACTGCTTCCCGAGTTCAAGCAATCCTCCCACCTCAGTCTCCTGAGTAGCTGGGA 

ATACCGGCAMTACCACCACACTTGGCTCATTTTTGTCTTTTTGTAGAGACAGATTTTAC 

CACATTGCTCAGGTTGGCCTTGAACTCCTGAGATCAAATAATCCAGCCTTTTGGGCCTCC 

CAAAGTGCTGAGATTACAGTCATGAGCCACTGTQCCTGGCCTGTGTGCTCAATTTTTAAT 

GMGAGTAMTGMTGMTMTTTGCTCTTCTTTCATCAAGACTGGAAATATAAGCATTG 

TGTCAGCCAGGAAGCTAAAGAGAAACCATTCAGCTCCAAATCTTAACTACTTTGCCTATT 

CTAGCTGGCCTGTTTATGATGCCGCAGACAGTTAGCTGAAAATATCAGCTTTGTTTAANG 

GGAACACATCCCAATAAGGCAGAATGAAAAGAG 1 171771 I NTTAAAAAAAA 

Sequence 3547 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTCAGGAGCACACAAGGGCCTAACTTATG 

CCAAGAATAGAGAAGAGT7AGAAATGACTCTCAATAGTGTGATTTGTAGAGTCCCCCGGA 

TCCCAAGGCAAGGGTCTATGGAACCTGTTCAGGTCAGGTGT17CTGTGGTGTTCGCTGCC 

GGTGTGCGTCAGCAGATGTGGCAGGAGGAGGTAAATAGCCACGTGCCCTTGGGGTGAGT7 

TCGGT7TCTCCAGCT7TCAAGGACTTCTAAAAAGTGAGCCTGGTTGCAGCT7CTACAATG 

CAGTAATCCTGGCCCTTCTCTGAANGTCTTTGAA7CATTGCTCT7GGAATCACT7CTGGG 

TTGCTCATCACCTCAACT7TTTCACCCTTCCTTTCT7A 

Sequence 3548 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTTTACAAAAATCTTCTACG7GCCTAGTATT 
CTTGCTATCCTGTGGCCTAGAAACAAGCATAAGTGGCTAGAGAATAAGGCACAAAATGTG 
CAACGGAGAGAATCTTTGTCTTATACTAGTGTTCTTATAAATATGACCAAGAGAATCATC 
AAAACAAAATGAAACAGCCTGGGGATAACAGCAAGATGGAGGGTTCCCAGGAGCAGCACA 
GGATGGGAGATGGAAAAGGACATCAGTCAGTGCCTGTGGTCTGTCAGCTGCTTGACATGG 
GCCATCT7CATTCAACT7CCTTAACACT7GANAATTANGTATTGGCATCCCTGCTTTAGA 
7GAANAAAACCAAGGCACAACATGAT7AAATTGTGCAACTGNTATNCTGCANAACCAAGA 



Sequence 3549 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAAGCAGTGGTAACAACGCAGAGTAAGG 

TAGAGGGTGCTTGAAGATCAATTTCATCTTCATAAGGGATTCTCCTTGCCTTGGGCTCTG 

AGGAATGTTGGGATGCCTTAATCCCTTCAGCACAGGTCACTGTTGATTTAGAGAGTTGGG 

TGCAGCTACCATGGCCTGAGTTGTTTTCTCAGCTGAATCAGATTCAGACAGGGCTTCTTC 

TGAGACGGTGGGATGTTCTTCTAACAGGTGTGAGGAATAATTATCTCACTGTGTCTCTCT 

GA GTTTC ACTTACCTTTCCTTAACTCTGTTATTGCCACAGGCTGTAATGCCAGAAATGAG 

GGTTTTTGGAAAGTCGCTGCATGTCTGCT7GGT7GTGAGTCTGGGCAGCTGATGAATGGG 

TTGCTGTTATGG7GTTTACTTTTCTGAATCAAGTGTTCCTTTGCAGAAGCAGGGGGCTTC 

AGCCATTATGTAAGCTTTCAAA 

Sequence 3550 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCAGAAAGTAGGGTCAGTTTTT7GTT 

CCTATGTGCTACTTCCAGACTATGATTTTTCCTAACTGTTCTCTGAGACTCCTAACATCA 

GGTCTGTTAAAAAACGATGACTTTAGCCGGGCATGGTGGCTCACACCTATAATCCCAACA 

CTTTGGGAGGCAGAGGCAGGCTGATCAACTGAGGTCAGGAGTTCAGGACCAGCCTGGCCA 

ACACAGTGAAACCCCATGTCTACTAAAAATACAAAAATTAGCCGGGTGTGGTGGCATGCA 

CCTGTAGTACTTTNTATTNTTTTNNC I I I I 1 1 1 1 ACACAATATATGATTTTATTAATAAA 

TAGTGCAAAAGCATCANTGATAAC7GTTTGAACATTAA 

Sequence 3551 



TTTTCA 
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CCCtTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAAAACTGCCTCNTGGAAAGAGAGCAAGCTATGGGGATTAGATACTTAATAAAATTTTT 

AGGCAAGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCT 

TATTCTCTACACACTCAGGCTAGAGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAA 

CTATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAA 
CTGTC 

Sequence 3552 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGACAGGTCAGGCCTGAGTGATTGTTTTATG 

TGCCAAAGGAAGATATAGCAAACTGACCTTTTTGCTACATTGAGATGGGGGAATACTCTG 

GCTTCCTGTCATTTCTAGGTGACTAAAACTATCTTGACACCTATGCAGACTTTCTGACTT 

AGATTTA TAGAA TGAAAGACATGAAAGATGAAAGATACCTTAGAAATTAACTGGCTTTAG 

CACTGCATTTTATAATGAAAATAATAAGACTATGTGAGAAGAAAAGAGGCATGTTGGCAA 

ATGGGAAGATTTATGGATATGACATCAGAACCATGGGGAAGGGTGGAGGAGGGCATAGAG 

TGATTTGGCTNCGTCCTCTAGGTGGAAGGCTCTCAAAGCACAACTTGATTGATGAGCCGG 

ACAAAAGCTTGGGAGACTATGNCACCCCGCGTACCTGNCCGGGCGGGGCGCTCGAAANGG 

CCAAATTCCAGCACACTGGGCNGGCCGTTCTAGTGGATNCGAGCTCGNACCCAACTTTGG 

GGGTAATCATGGNCATAACTTGTTTCCTNGGGGAAA 

Sequence 3553 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGACTCCCTAATTTGTTCCTACAGATTTTAA 

TTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAGAA 

AGGAAGAAAGGAAGGAGGGGAGCCCTGGTAGAAATTTCATTTTGTCCAGGGCAACTTGGG 

GACTTACAAAGGAAAGACCAGAGAGpANAGGCNGAGAGAGGAAATGGAGCNAGAAGTGTG 

AAAATTA AAGGGG AACCCCAGAAAAGAGGAAAAAGTTTGAAAATTAAGTTGTACCTTTCT 

NTTGAGCi 1 1 i i iGTTCAGAAAGTGCCCCNAAANGGGGGTTGGNGATACTTANAAAAAAG 

TTTACMGGAGAMCNCTTMTTGMGMGGAAMTTCTTTGATGANGGTTGTTNTGTTT 

TTGAAAATNTCTTAAAAAGACAAAAATCNTTTATTACCAAATATTNTTGCCCCAAGGGGN 

GAATTTAAAACTCCTTAATTTTGAAAGGGCC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I 

Sequence 3554 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGTGATATTAGGATGTAGGACACCTACACA 

ACTTGGNAAATGNTTGTATATAAGGAATTTAGGATGAGTTTGTTTATTGAGTAATAAGAT 

NACTGNGAGTACCCAGGCTACCTGTCAAAGGGTAAGGGNAAGAATTTTGGCCCCATGTGA 

AAAGTTTNGGGNGGGTGMCAAGGGGNNAMGGGGCCTTGMTTAMTGGAMTTTNNGTT 

NTTTTGGGNMTTGTTTGGTTNTNGMGNTTTCCACCAAAAAMAATTTTNCTTTCTAGG 

NGG^^TTCTCAATTTAA ATNCT CAAMACTTTTCCMGATTTTTTTAAAAAAAAAAGG'^" 

CCAAAANTTN GNAAA GGTTTT AAAAN I I I I I I I I AACCNTTAAAATTC I I I I I I I I GNGG 

NGNGG GGTCCTTTT NGNTAA ATTTT CCCCCMTTTGNNCNCCTTMNTTTTTATNCCCCC 

CTTTCNi 1 1 i 1 1 1 1 I NCCCCCNTTTTAAGGTAATTNCTCCTTTANNNTNNTTATNAANAA 

ATANTTAAGNGNNCCCCNNCNNAAATTTTN 1 1 I 1 1 I 1 1 I I 

Sequence 3555 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGAGGGGAAAAAAATTTATCTTACCTCCA 

GCMGAAGAGAmCTAAAATATTGTGCTGAAACACAATATCCTAGGATTAGACACTTTT 

AGA TAGTT AAATATAAGAAATGCTAGGCAAGCATAATTTGTATATGTATAATACACCCTG 

AAMTTTTATTCTCMCTTCACTTCTGTTTAGATCTGAGACACTAAAAATATTTCCTTTA 

GCAGAAMTTCTTCAATGATTATNAGAAAAGAAMTTTGCTGGTATAGTCACAAATTTTA 

ATA7TCCAAAATTAAAGAAGTGCCCTTAAAA 

Sequence 3556 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATGCCCGAGTGGACATCTCTCATTA 
CACACCCAAGGCGAAACTTAGAAATAGCAGTGGAGGTAGGGATGGATGTATTGCCAGTCT 
TCATATTCCGAGCTATTTATTCTCTATGAGTGCTTAAAAAGGACAGTAGGAATGTGTTTT 
TAAGTGGGGCATGTGTGCTCCTGTGAGTCCAGAGAAGTTGGCAATTCTGTGTCAAAAACT 
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TGTATTTTTGCATATGTATGGCAMAGTAMGACTTGATTTCTGATTTTGAAGACACATA 

ATCTAATTGGCAACA CAAAA TTTACATTCACTATACAAGAATCANTANAAGCAATATGTA 

ATCANGTATTCTATMTTTTATTTGGATMTAMTGCCATGGAAACTTTACAATGGGGCA 

MCAMTTTG GATGG AAATAANGGTMNTGACCTGTTGCTTTATTTATTTAAAAACCTNA 

AAGCTTGTNC I I I I \ ANAATGGAAACAATTTGNAAAAAAAATNAANAATNNNNAAACAAA 

AAAGG TNTTT AAAGCNNGGNCCTNNTGGGCCANNACAATNTNTTCTAATNAAAACNNNNC 

TTANTATTTTCCTTAAAAATA7TATCCTTTNAAMGCNANNAATAATTCANCCTTTTTCC 

AAAAATNTNTTCAAAAAAATTTNTT 

Sequence 3557 

CCCTTTCG AGCG GCCCGCCCGGGCAGGTACTAAAGGTAAGTCTATGAGAATGCAAGCGGG 

TTTATTTGGTTTTAAACAACACTTTACTCGTTACTCTGCGTGAACTCTGTGAGATGGCAC 

GATGATTTTAGGAGAGCTGATGTMGTGAAAAGTTACACTCTCAGCATTGATTGCTTAAT 

MTMGGGAATACTATGGMAGAGGAACATGGGTTTCCCTCAGATTTTTCAGAATTGCCT 

AAMGAGCAGCAATTGTTTTAGCGGCGTCTGTCMTTCCAMCTATTCTGAAAGAMTTT 

CTGCCCATCTTAAAAGAAAGCATCAAAATGTCATAAAAAGTTGGAAGCCCATAAGCTTGC 

ATAGCCGCTGCTGAAATTCTCTGGGGTGAGGAGCGGGAAAGGGGTTAAGATCTAATCTTG 

AACCTCTTCTAGAGTTACCTGGGGGATCTGAATCTGCACTTTCTGGGTAAATCATAGCTT 

ATTAGTGCCAGAAGTGAGGTTAGAATTCATCTGGTGAAACCACTGCTATTTTACACATTG 

GAGAACTGAATNCCANTNAAA 

Sequence 3558 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCTTTCTTCCGAGGTTTTATAAAAG 

TCAGAGAACCCAGAAGGCCCATMTTAGGTTTTTTGCACTCTGCCTTTCAGGCACGGTGT 

GTAGGAATTCCAGTTTGGATGATATTTGCACATTTTGATGTGTCTCCTGAGTTGAGTATA 

TGATACTCTTGTGGGAACTACAGGTGTGTTTTCCTCTAAGAAGGAACAGTGCTTCTGTGT 

TTGGGMGGCCTTTCCAAGACACCATGTGCCATCATTATTACATCTTTTTTTATGTGTGT 

CTTGGGATCTTTCC ATCAC TMTTTAATMGCATAGCTTATTATAGTGAGCAGCCATTTT 

TGGACCTGCCCTCCTTTTCAAGTTTCATTTTTTTCTTGCCTTTTGTT 

TCTACTTGMGTTCTCAGATCCAGAAATTGGGCTTTAATTTCTTTGATTAGGNC^AAM 

AATGCCAACACATATACACTCNAGATGACACTTAATGGGGGACTGATAATTGCCTAAAAA 

ACMTCCNGCTTTANTTGGATNGGGGGGAANAANAAAACTTNGGGAATAATTATGGTNAA 

TAMTTAACCCAATGGGGTNTATCAAAMTTTNGGAAANGAATTNCNGAATAACCTNCCT 

GTTAATTAAAAA 

Sequence 3559 

CCCTT AGCGT GGTCGCGGCCGAGGTACAGGCTCTCTCAGTGGCCAACTATTTGGTGATCT 

GCACA TTTTTAGCATAGAACCTTGAAATGATACAGCTGTGCTGGTCATTACGGAATTCTC 

TTTTTGTGTGACAAGAATTGTGACAGGCTCCCAGGACCTAAACCCAGAAGGAAGCAGGAC 

CATATTGCTGCCTAGAGAAGGGGATGGAGCATATTCCAGGACACCGATGAAACAGAAGCT 

TCCATCACAGTGCTTTCTGCTACCTTATGAGACAGTTTCGCATCTCAACAGCTNTAGGAT 

ACAAAGGAAGCACATACATTTATACTTTATAAGGTGGCCAAGGAATCCTACTGTGAACAA 

AGAATTTCTAAGATAATAAAATCCCAC 

Sequence 3560 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATCAGATACAGAAACTGCAAAATGCTACAAA 

AAATTCATCTAATGTATAATATGGAGTGTAACATTGGAAGAGCAGAGGGGCTGTGAAGTG 

AGAGTCTCTG TTGA CTTTGTCTTTCACAGACTCAAACAAMTACCTTCGATGTGACTTTA 

CTG GCCC CTATTTTAGTCCCCTGAGCCTCMCTTTCTGTATTTCATTGGGCTTTTGATCA 

CTMTTTTACGTAAATTTCACTAATACTTACTGGAGTTTTCTTACAm 

ATGTCAGCAA 

Sequence 3561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTCATTTATTAAAATAATACATATTGA 
TCTCTTCTGGGTTCCAGACCTTATACTNGGCTTTGGGTAAATGTTGGAGAGTAAAAGAGA 
CATTGNCACCACCGTCATGACTGACCCTTTGATTGTGTGATTAGAAGTCTCTGTGGCAGC 
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ATGGCCCACAATGAGCAACATACGCGATGTGTTTCANTATCCAATGCCAATGGAGTGGTT 

MG TCATT TGGGGACATAATATGATGGMTGTTATTAATCATTCAAAGTAGTGTTCATTG 

ACAATTTTGATGTAATATGTTCMGATTTAAGTGAAAAAGCTGGTTACACGTGAACTGGA 

AAAMATTCTACTGGATATTATATTACTGATTTCATGGGATGNGGMTJATGAAGATTTT 

CATTGNCTTCTGTGTCTGISTTTCTGNATTTTCTATTAGAGAMTATTTTTCTACM 

NTATGCTTTAATACTAAAAAAA 

Sequence 3562 

CCCTTC GAGCG GCCGCCCGGGCAGGTACGCGGGGGTTAACAAGATTTCTATGCCAAATTT 

TCAMGTTTTTATCATCCCTACCTCATTAGGCTTAGAGCAAGACTTTGGTAACAACGGAA 

ATMTTTGGAGTCATGCTCTCAGCTGAAACACAGAGTTTCCTTCCATAAGGTCTAGAAAC 

CTGTGCAGMCATGAAATGTAAACCCTTGAGCAGCCATMTTTTTCTCAAGTATCACACT 

TCTCAGTTTCCAGTGGGATCT7TTCAGCTTTCACGGTCTCAGCATCCTATTTATCAGTGG 

AAAGTAATCAGGGAAA 

Sequence 3563 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAGACCCTCAAAATATGTAAAATCTTTGAC 

ACTTAGGTGTGTCAAAGATGTTGAGCTCAGCACAGAATATGCTTCCCATTCTGCTGGGCA 

CAGTTGTTGCTTCTAAGAGGCT GCTC AGCAGAAAATAAATTTCCCAGTATCCATTGCAGT 

TAGGTGAAGCCAAAAAATGGAGTTTTCGCCAAAAACATGTGAATGGAAGTGATGGGTCCA 

TAGAMCTACCCATGTAAGCCTCCTCCATGTGCTCTTTCCTTTCTGGCTGGGTTGAATGG 

AAAGAAGCACAAAGCCATCATCATTTTGGGACCTCATATGATTGCATGAAGATGGACTAT 

CATACCCACCAGCTCATTCAAAGAGGATTGTTCTGTCTGCAAGATTGTGATTAAGACACA 

TGTTTGTAGATCCAATTATTACMAGTTAGCCTCACTMCTCAGTAMTTTAGATTTTAA 

AAGATAAGTTGATCTTTANCTTTA 

Sequence 3564 

CCCTTAAGCGTGGTCGCGGCCGAGGTACCATGAAACACGTCTATACAATATGGCATTGTA 

MTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAAAATTTAAAGTGTTCAT 

ATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGTC 

MGTTATGMTMGAAGGCTTGTCATAACACTACTTGTTTAGCATCAAATTTCCAGTTTA 

CAACAAATTGGAAACAACCAGGAC GTCT CTAGCTAGTAACCTAGAAAAATATGTAACAAG 

ATTAMMTTTAGTTAAAACTATATATTTTGTGTGTATTGGGGATATATGAATAATAGTC 

ACACTTCTGAAGMATGGGATCCAGATGTCATAAATATGAACAACTTTCTTATTGACAAA 

GATGACTCTMCMTGTGGCATAATCACTAGCCAAGTTAACTACTTTATTCCCAGAATTA 

AACATATNCATGTATCATTAANGGATCTCCCCAGGGTAATAGTGGACCCTGCTTTTTAGT 

AMCCTCATTTAAAATTGGGAACCAGAATTTAAAATAACCTGGAGAACAANAGTGGCTNC 

CAAMANANGNGACCTTGAGAACCATGTTCANMCCTTTANTTTCCTTTNTTNTCCCCAA 

TCTGNAMTTCTTTGCTTNCNNGNGGGGGAAGGGCCGGAGTTTATTAAAAAAAGGT 

Sequence 3565 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTGAAAACAATATCTTTAAGAATAA 

AGGANATGAAANTGGGCATGGTGGCTTGCATCTATAGCCTCAATGACTTGGGANACTGAN 

GGAGGGAAAANTTGNTTGAAACCNAAGGAACTTGAGGCTACAGTGTGCTATTGAAGCATG 

TGTGTGAAACAGNCACTGCATTCCCTCCAGCCCAGACAACACATCAAACTGCTGTCTCAA 

AAMAATMTAATMTAAATAAGAATMNGGAGAMTTAACACATTTCCAAATATTATAA 

AACCCTAAGGTAGTTCATTACTTGATAGACAAAAAATGCTNCAGGCAAGTCCTTCAANGC 

TGAMGGGAAAGNAAATTTACTTTAMCMGCMTTTTTGAAAGCCCNNAAAAGGAAAAA 

AA 

Sequence 3566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAA 

AAGGAATCATAGAAAATTAGTGCTGAGATGAACTCTGAGATAATAGAATCTAACATCCTC 

ATTTTAGAGMMGAMCCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACAC 

AGCTAGAGCCCTTTMGCCAAATTGTTGCTCTATTATCCTACACATTTCCTCATAAATAA 

GTTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGA 
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AMGCTCTAAGAGCCAGGAAGAGAATAAACAAAAATGAGGGGAATAAAAGAATCAAGAAA 
GMGTAMTCTTTCTTTGTTCAAAGACAAGTTCCAGACAGAACTGGGAACATTTAAAGCA 
GAGAAGGNAGAAAAAAAAAAA 
Sequence 3567 

C CCTTA GCGTGGTCGCGGCCGAGGTACCACACATATACACTTCTGGTAGTTTTCTTTCTT 

CATTTTCTMCTATTTTGTGAGTATGTTAMTATTTATTGCACCTTCATTTl^ 

TT ATCT CCCAGTGCGTAGCTATAGCAATGCTTTTAGATMGTMCCTTGCACATTTTCAT 

TATTTTCMTATTTCACTGTTACATAAMTMGGGTGACCATCAAGGTTGATTTTGACTT 

GAGAACCAAAAGTTCTCACTGGAGGCACCANGAAAAAAAAATGTANTATNGNCCATANNN 

NNTNATNTNATATACAATNNNATNTNCAATANATNATA 

Sequence 3568 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAAACTGAAATTGCCCTATTGGGTTAG 

AAACCTATAACTGCCCAGAAGTAGCAACGGAGCTGAAGTCAGAAAGACAATGGAAGAAAA 

TGATGGAAGTCTTAGGATGGCAACGAGGACACATTAATCATGGTAGCGCTCCAAATATAA 

AGCCTGTGGTCATAAGATGTGACCATTrGGMTCCCTTGACTTGAGTTTGTTCCCGTCAT 

CCTTCCMCCTTTCAGTTTGGAGGCAAAGGAGGTTGTATCCAGAAATAAGTATAATCTTC 

AAATGTGCCTGTGGTCAAAGCCTTAGCACCAACCACATGAGTTTAATCCAACGGCAAAAT 

TATACAGTGGAAGAGGAAGTAACGTGCGTGCCAACGTGGAGGTGAGTTTAGTTCAACATG 

AGGTCCCAGTCTCAAAAATGCTCTCATCTGAAAAGAGTTCAAACCTCTGCTTCTGGCCTG 

AGATAGCCTTGAATAACAGGTGGGAGAAGACAAATAACCAGAACTAAAAGGGTGGAAAAA 

CTA 

Sequence 3569 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTATGGGMTTTTCGCTTTCTGCtCC 

AAGGCTGAATCTGTCAGATGACTGACTACTCAGCAAACATTTGCTGGTACTCTCTGTGTT 

CTAGGAACTGTTCTGAGTGGTCGTGACAAAAAGATGAAAGTCAGTGATCCAGAAGAATTG 

AGCTTAGTGGCAGATCATTGTTTAGTGTTCTTAGACTCAAAGAATTGAGGATTAGAAGAA 

CCCTTTGAGGAT ATTCMTTTG TCTCCTTCCTGCATAGMGGCTTTACCCAAACAATTAG 

CAG ATTGAT GGA I I 1 1 1 » 11 I 1 CTTAAACAGCTCTAGAGAACTGTGTCCTATACAGAGTG 

CATGTTTTTAGGGGTAGACAGGAATGCCAACTTGGGAATCATTCTAAATACATAACATGT 

TTATGTTMCTCTTTTCAGATCCAMNGTTGTGGACACATATATAMATTTAATTTGCTT 

CTGTTMTTCAGAGATGGAGTATAAMCTTCAGGGGAAAMTATTGTATTCACMTTTAT 

TAAGGGAGAGGAATTCCTCCCTNAAAAAGGTAACCTTGGAAT 

Sequence 3570 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCATCCCCCATTTCACCAGTCTTTTCCTGGC 

ACTTTCTCCCTCTATTCCTCACTCTAAGACTGAGTGGGGAATCAATATTTGGCTGTAAAG 

GAG TATATG GTGTCTTACCTTGTGTGCTGAAACAATGTATTTACTCAAAGTGTTATGGAT 

T TTCTT TTTTCTCTACATTATGCCMGACATAMTTCTGAGAGTGTTTATGAGGGTGCCT 

CTTTTCCCCTCTGCTTTCTTTCCMGTTAGAGACATCMAATMTMGCCTTAACCATTT 

TCCTGTTTTTAAAAGAAAT 

Sequence 3571 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTMGGMGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGTA 

AMCTGCCTCCTGGAMGAGAGCMGCTATGGGATTAGATACTTAATAAAATTTTAGGCA 

AGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATTC 

TCTACACACTCAGGCTAGGGMAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTATA 

GCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATGAAAGTGTAAAGAACTGT 

CCATCTTMGCTGGGAMCCTGAAMTCATGGCAAGTATAAAATCACTTTTTAGTAATAA 

GACAAGGA AATAAA ATAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCACCCTAC 

GAAATGCAAI I I I I AAAAATGACCACAAATATCCCAGGAATAATTATTCNGAAAGGATGC 

AATGGAAAACAAAAATTCAAAGAATCCATCAAGGGCNTTCCCCCCNAAATTAAAATGAAA 

TGAGAAATCCAGAGCCGAAAGAMTACCTTNTGTTGGCTAAAATAACACTGTTTTCCAAA 
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ATTAGGAGAATTTGAAATTAGCCAMGCAAAGTNTTCTGTNAATATMAATAATTTT 
Sequence 3572 

CCCTTTCGAGCGGCCGC CCGG GCAGGTACTTTGTTTGAAATCTTCTTCCCCCAAATGTCA 

CGTTTGGAMTAGGAGCATTTTATTTGACAAAGGTAAGAGTTGGAGATCATTAACTGCTA 

TCTTTAMTMGTTAMTTTATGGTATAGCAGAGTMCTGGACTTTTMTMGGTTTTAG 

MGTCAAAATAMGACACTAGTGTGMTGATGGTGGGTTTCAATTGTCTCCTGGGCATTT 

TGGTCTATTGGGTTAGGAGAGTAGGGGTCCCAGAATGTTCTGTTTCTTTTCCTCCTTTAA 

CAMTTTTATTGAACACTTACTAGT 

Sequence 3573 

CCCTTTCGAGCG GCCG CCCGGGCAGGTACCATGAAACACGTCTATACAATATGGCATTGT 

AMTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAMATTTAAAGTGTTCA 

TATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGT 

CMGTTATGAATAAGAAGGCTTGTCATMCACTACTTGTTTAGCATCAMTTTCCAGTTT 

ACAACAAATTGGAAACAACCAGGATGTCTCTAGCTAGTAACCTAGAAAAATATGTAACAG 

ATTAAAAATTTAGTTAAAACTATATATTTTGTGTG 

Sequence 3574 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTACAGCATTTTTTCCTTCTCTGTG 

CACCACTCACACAGACCCCACGAAATGCATACAATGCACACAATTTTATGGTCATAGGAG 

MTGATTCATTCTTAGAAAAAAGATTCCACTGATATCCACTCAATACTTGTGTCTCACTT 

GGCMTTGGCATACGTGACTG7TCCTCTATTTTTCCATCTACCTAATTTCAAAGGATTTC 

CAGMGGAAAAGAAGATTTAAATGCTTCATTTCAAAATATTTCTGAGNTTTTGACAAAAG 

GTGCCAMGACCACACATTTGGGAGAAAMTACAGTCCTTTTTAAAT 

Sequence 3575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATCTCTGATTTGCAAGAATGAGACATCA 

TACTCATTCTTAGAAAGTTAAAAAGCTTAGCTATCCGTCCTCAACAAGCAATAAAAGGAA 

ATTAGACTGAGAAGATGGAAAAGTGAGACAGTTAAAACTTCCAGGATCATTTATCAACTC 

CMTMCCAAGCATCATAACTTTATCTAACTTTAGCTCCACAACCTTGACGAAAAATCAC 

AGTMCACCGTAMAG GCTAM AAAMCTACTTAMCTTAGTGTTATTTCTCTCCCTTGT 

TMCCTGAMCTMACATTTTATCCCACCTCAAAGATAATGTTTAAATAACAAATATGTA 

TCTAMTTAAAATTNCAGTGAT7TTTTTAMTTTAAAAACCATAGGGGTGCTTTTTATAC 

TCATTATMGGMAACATTTTTTAGCCTCTGCAGGAAGMTGATMTACTATTTTTMTT 

ATATAGGACATTTTANNAAAMCTCAAAATATTTTTGAAATAGTNAAGTCTCTGGATATC 

CCTGGGAGGNAGGTTGAATATGATTATACCCAATTGTCTAATGGGGTAATCTGGAGGCAC 

GAAGGTTAAACAATT 

Sequence 3576 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGAAACCCATTGAAAGAACCGAGTC 

TGAMTAGAGTMGGTCTTTTTAACAACAAAATGACTTTGCATGGGTGTAAAGCCAACCA 

ACTAGGTCAGACTTTCTAGGMTGMCTTCAGTAGAATTTAMCTTTGTTAGAGACAATT 

CACACCTCAAGTCTCTATCCAGTGGATCAAGCTCTTTCTGGATGAAGCTNTATGTAACCT 

AGTAMTCAGAGCTTTCTTTGGGTGGGCCTGGAAGTTTGATATCAAGAATAACCAGCCTG 

TMTCCCAGCACTTTGGGAGCTGGAGGCAGGAAAATTGCTTGAGGCCAGGAGTTTGAGAC 

CAACTTAGATAACATAGCGAGACCTTGTCTCTACAAAAAATAAAACATT 

Sequence 3577 

CTGCAGMTTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCACCTAACAAATTGGAGG 

AMTGAAAAGACGMTCAACMCA1TTTGGAGAMAAATTTATTCTACTTCTAGAATTTC 

ATTCTACMGTGCTTAGTTCTTGGTTTGGTAGATGMGTGAMTCAAAATTGGATATTTG 

GMCATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCATAAATT 

TATTGMGAAAAAGAATTCCTAGCTCTACTTGATACTTCTTTTCAAAAATGTGGAGAAAT 

TTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATAAACAGTATATGATGGTGAAATC 

TGATGTTTGNATGTATAGAAAAAA 

Sequence 3578 
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CCCTTTCGAGCGGCCGTCCGGGCAGGTNCTAGAGACAATATCAGAATTCAAAAAAGGACT 

TNTTTATCATACATAAAAGATCCATAAAGAATAGTGAAATCTGAATAAAGTCTACAGTTT 

TAGTTTACAGTAACATATATATACCAATGCTGGTTTCTTAATTTTGATAAATGTAATATA 

AGGTAATTTAGGTCATATTGGTGAGTAAGACGGTATTGGGAAATACCTTAAAGTTCAGTT 

ACCTTMGTCAGAGAACTGGCCTGCTAGGAAGTGTTGGGAATTTGTCTTTGGGGCTTTGT 

CTTCCTATTATCTTTGCMCTTTGCTGTAAATCTAAAATTATCCTAAAAGAAAAAGTTAC 

TTTAACAAAACAAGATTCATAATG 

Sequence 3579 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAACAAAAACTTTCTATTGTTTTGAAACCT 

TCMGTCCTTTACCTATTGCCCTTTTCCCACTTTGTTTTAATAATACAAAAATGTAAAAC 

ATCTCTTAGGAACGTAAATTATAGACCAGGCATGGTAACTCAGGCCTATAATCCCAGCAC 

TCTGAGAGGCCAAAGCAGGAGGATCACTTGACCTCAGGAATTTAAGACCAGGAGGAGACC 

TCTTCTCTACAAAAAGTAAAAAAGTAAAAAAAAAAAAAAAAAATTAGCCAGGCGTGGTGG 

TGCACACGTGTGGTCCCATCTACTCAGGAGGCTGAGGTGGGAGGATCACTTGGGCCCGAG 

AGGCTGCAAGGCTACAGTGAGCCATGATCATGCCACTGCACTCCAGCCTAGACAACAGAG 

CAAGACTGTGTATCTAAAAAAAGAAAAAAAATAGAAATTTATTGTTACAGTAAGGGGTGC 

TGATTATCTCACGTATGTTAATGTTCCAAAATTGATAAAAGCTGGCTTAAACCACAATCT 

TCCCTTAGGGAAAAACCACTACATTATATTAATNCAAAAATTTAA 

Sequence 3580 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGATTAGGATTTCATTATATTTTGTTGG 

GGGGCAGAGGA GGGT CACAGCTCAAACCACACCAATGGCTTTGTCAGATTTCCTGTTTTA 

CTTCTGTTGCAGTTTTGTCTGTTCTCTCTTTAGTAAACTATCCAAAAAAACCTCTTGATT 

TTATTGCMCTTANTGTAATACTTANGTATTCATTCCATTATCAGAATATTTTNNNTATT 

TTTGNGACCANNGNNANGGTGCANTA 

Sequence 3581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTTAACACAGAAAAAATATACTAGATGG 

ATGTATACAAATATGCAATCTAGAATAGTTTATGGGAGTGCATTCCACTAAATGCATGTT 

TTMTTTATCATTTATATTACAGCTAGTAAGMTTTGCACATGCTGCATTCTTTTCAAAT 

CTGCCTCACTACCCTGTATCTTCTATTTTTACCAGGTCGGGTCCTAGTAGAAACAGCAAC 

TCTGGGACCAGGCCACCTAAGCCTGACCTTCAAGCAGAAAATGTCCAGTGTGAAAATTTA 

TCTTAAGTCATCAATCATATCAAGCCATATAACATTTTTATNCATTAAAATAAAAAAATA 

CATATGTTGAGATGAGCAGCTAATAGCTAGTGCTCCCTTCAA 

Sequence 3582 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCAGGCTATTAGTATTATCTAATGAGT 

GGCTTAAAGATACCAGAAACACTGACTGAGGTCTCCACCTGCTTCTGNTGAATGAATGGG 

AGCTTCTAGCCATTGAATAAGAGGCAGTAGCCAATGTTTCTTATTCTGAATGGTCCAGGT 

TGACTTTTATAAGAGAAACACTCAGCCTTTTAATTGCTGAAGGTCTGGCCCATAGACTAA 

GATTGCACATTCTTAGTCTAGGTTACACTTGAACTAGACTGCACCCACTGACGATATATT 

CAGGTTCAGGTGTTMCTCACTTGGATTAGCATCTGGCCTGCCTATCTGAATATAGGTTG 

AGACGT GTATTG GAATCTCTGACTAGGTCAGAATACGTTCTTAAGTTATATTCTCAATAC 

TGAGGAATTTTTACTTGTAGAAACTGAAGGCTCGGAAGAGGATGATAAAGAAAATGATAA 

GACTGAAGAAATGCCAAATGATTCAGTCC 

Sequence 3583 

CGGGGGCGGACCGTGTCAAATTCATGGAACGTGGCATCGTGCTCTGACAAGGANAGCAAG 

AGGTCAGGATCCACAAAACAGGCCGGATGAAATCACCATCTCCGTGCGGGGAGGTGGAGA 

GAGCATANCCCTCCCTGCCAGTCTGGCAACTCCAGCAAAGTCCTCATGCTCATCCCACAC 

ACTCGGTGCTAGTCACTGCTGNGTGTTTACATTGAGTAATGGAGCTGCCGGGGG 
Sequence 3584 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACAGCGCGCGGAAGAAAAACCAGCA 

AGAAGGCGGCGGGGGAAGATGGCGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGC 

TAGTCGAGTAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGC 
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CGGCTATGGCNAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCT 

AAGATCTGGCAAACTTGGTGAACAGTGTGAAGCAGTTGTTCGCTTTCCCAGACTTTNTCA 

GMGTATCCATTCCCTATTCTTATCAATTCTGCATTCCTAAAGTTAGCTGATGTTTTCAG 

AGTTGGAMTMTTTNCTGAGGCTATGTGTTCTTAAAGTTACCCAACAAAGTGAGAAACA 

TTTNGAGAAGATTCTAAATGTGGATGAATTTGTGGAGAGAATTT 

Sequence 3585 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTGCTCCCAGGGAGGCGTCAGCGGGC 

ACCGGGCACACGACAGAGTGCTCAGCACCATCAGCCATGAGGGAGCCACAGATCCAAACC 

ACAAGACGCCACTTCACTCCCGCGGGGACGGTGTCAGTAAAAACAGGTGAGAACCAGTTT 

GGGTGAGGATGTGAAGAAATG AAGCC TGAGACTGCGGGTGGCATGGAAGCTGCTGCCGCC 

ACTTCAGAAAACAGTCTGACGGTTTTTCAAACAGTTAAGCAGAGTGAACCCAGTGCCCAC 

TTGGGGCAGGGGAAGGATGAGCATGTTCCATATGCACACAATGGACTATTACCCTGCGAG 

AAGGAACGAGCTATTGATATTGATACTCANAACGTCAGCGATGAATACTATAAACATCCT 

GCTGTCTGAATACAGCCAGATCAGAAGAAGGCCTACTGTAGAGTCCATTTGTAGAAAGTT 

CTGTAAAAACCAAATTCAGATGACAGAACTAAGAGCACTTGTATCCCCTGAATGGCGGCA 

CGGGCTGGAAA 

Sequence 3586 

CCCTTAGCGTGGTCGCGGCCGAGG TACA TCTGGTCACCAAGTCCTATATTTTTCTCAAAT 

GTCTCTTACATT AGTT ACTTTCCMGTTTTACMTCAGMAMTAGTCTAGATTTTTTTC 

ACCACCTMATATTTTCTGGCTTCCCTTTATCCTTACTTTAATTTATCCACTAAAAAGAC 

ACCAGMTTACTCCCCAMTTGGCCATTTTTCTGATTTTTAAAAGGATGGATAGTGTATT 

TTGGTGGGAAGGATGAGAAGGTTAAAAAATATTATCTAAAATTAAAATGCAATATmGG 

AAAGAGAGATCTTTGGTTTAGA 

Sequence 3587 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACI 1 1 1 I 1 1 I 1 1 1 1 1 1 1 I 1 1 1 I 1 1 I II I A GACA 

GAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGCTCAATCTCGGCTCACCGCAAACT 

CCACCTNCAGGTTCAAGCGACTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGT 

GCACATCACCATGCCTGGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTG 

ATCAGCCTGGTCTCGAACTCCCAACCTCAGGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCATAAGCCACCGTGCCCAGCCCAGTAATGTTTTAATAAATACCCATT 

TMTAATTTTGTCTGACACCTAMCTCATAACAMGATATTTTAAAATGTTAGATTTTCA 

CTCACATTAGTATACATTTACAATTTAATGAAATGCAAAAACATAATGCACTACTGATCC 

TGTAAAAAATAAATTTAAAGGGTTTATTTTT 

Sequence 3588 

CCCTTAGCGTGGTCGCGGCCGANGTACAAGATAAATAGGATATTACTAGAGTTATAGCCT 

ACMTGTMTTCATTATTTAGAACCACATAACATTTATTGTGAAATTTCCAAATTCTGTA 

ATGATCAATTTATAAGGTATTGTCAGTATTATTGCATTATAGTAGTnTCAAGGCTTAAC 

TTTTATATTCCTAGAGTGCTCACTGTGTTGAATTCATTATAAAGACAATGTTCCAACATA 

TATAAAGAAAAAGTAGAAGAGACAAGTCAACATACTGCCCTCATATTTTGGAACA7TTTC 

TTGCAGTCTTAGCCT ATTCCG TGCATTTACAGTTCTGTATCCTCCCTTAATACTAATTTA 

ATTAGCTACTTCCATA7TTTTTAATTTAMTT7TATTTTATTTTGTMTTTTAAAAACAA 

AGTT GAAAAAT AGTCTTAGGAATACTTCAAACTGGTGGGTATTATATATTTCTGGGTATA 

AGGCTTTTTTTCATAAACAAAAAGTCTGAAAGAAGATTCACAAACATGGTNAAAAAAAAA 

AAAAA 

Sequence 3589 

cgcggccgaggtacgcgggtgaaaggatcagaacttaaaaaagctgcagaggtcccanat 

gaggagctcatcmtcttctactcaagtttgamttaaagaagtgattttggaatttact 

aaacagcagaaagaagaagatcaattctagtatttaatgttaCtcagttaggaacagagg 

CCACMTGAGAACATTTGACTTAACTGTGGTATCTTATTTAAAGAAAATCAAGCTTGGAT 

TATCATGAAATTGAAGGATCCAAAAGGGAAGCCCCTTCACTTTGATTAGCTCTTCTGACA 

AACCTGGATTAGATCTTTTGAAAGTGGAGTATATTAANGCTGATAAGAATGGACCTAGTT 
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TTCAMCTGCTTTTGGAAAAACTGACMACAGTTMNGNGGGCCTTTTCATC 
Sequence 3590 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTTTATTA 

Sequence 3591 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAAATATAGTGAGCTCTTTCAGTTCTACAT 

TTGAGGAMCCTTACTCTCAMGTGCCTTTTACATMTACTTCAGATTTGTCAATGAATA 

TTTCTATGCATCTAGGCATCATGACAATGGAAGTTAAAAATAATGTCCTGGAGACATTTC 

AAAACCATTAGGTATCATCTGAATCATCAAGATACAATTATGCTTACTATAGTGTTATCA 

TTAMCATTMCATTTACTTTTTTCAMATCAGTGATCTGTATTGATACATATTTAGTAG 

CACTCTATTAATAAGAATATGTAATTAACCACAGCACTCCACTGCTTGACCATATCAAGA 

TGTTAGAGMTTTGCTTAAAGAGTTCTGTTTAGCCCCCTACTTCTAACAGCTTCCCGTCT 

CTCTACTGAGAGATAAAAGAGTNATAGAAAATAGAGTAATAGAAACTCTTTTATATTCAT 

CAAAGCCTTAGGATCATATAAACTCTCGAACTAAAATATCTTCTGAGGGTAAATNAAAA 

Sequence 3592 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGACCCCAAAAATATCAGAACCTATAACAGT 

TTTTGTT MCTA GACATCTGGAMACACCTCACTGAATCTTTACGTGAATATTTTACTTT 

AMTTATATTTTAATACCTAAGAACCCAGAACTTCCTCTTGTGAAAAAAACAAGAGAGTT 

TGTCACTGMGATTCTTCAGTTTATATTCCTTGAGGTTTGGACTTAGTTCGTTTTAGTAA 

TCATTTCTCCATGCCCATTTCCTTGTTCTTAATCACAAATCTAATCATGTAI I I i I ATAA 

ATATTCAAMTTAAATATATTTATCTACTTATGTAMTACTTTTTAGTTACTGTCTACCA 

ATAGCATGTATAGGGATCTCATCAACAMCAGATTTAGAACTTTTTAGATTTGTTCCAGC 

AGCTTGTAMTTCATCTTAGACTTAATTGNTTAMTATATCAACATTCTAATCATTTTAA 

AMGTGGACAGAAAAGATTMTTCCMGTTTTCTTTTACTTACCAAGCTCTGCCATTCCA 

CCCCGCTGGCTTMCAATATTATCAGCTCTTTGGATCTCATTCTTGCTAAGTAAAAGCAT 

ATTTCTTCTCTAGCTGGGATMTMTCMCTTTCTAGAMGGTCATTTGGAATTCTCTTC 

TGGGTAACCCTTAGCATTACAGCAGTCTGGCCAACTTATGCTAATCAANTTTATTGAAGG 

GAGAAAGGACCAG 

Sequence 3593 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATGTTTCTATATGCCAGTAACAAACTAG 

CTAAAATAGAAATCAAGGAAGAAATTCTATTTACAATGGCTACAAAAGTGAAATGCCTAG 

GAATAAACTTAACCAAGGATGAGGAAAAAAAAAACCCAAAAGGCCTCTACAATGAAAACC 

ACAAAACACTGATAAAATAAACTGAGAAGGACACAAACAAATGGAAAGGCATCTTATGCT 

CGTGGGTTGGAGTAACTAATACTGTTAAAATGACCATACTGCCCNAAGCAATCTAAANAT 

TCAATACCTGCCCGGGCGGCCGNTCNAAAGGGCAAATTCCAACACACTGGCnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnCTCACAATTCACACAACATACNAACCCNAAACnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCCTTTCCNCTCACTACCCNC 

TTTCCAATCCAANAAACCTNTCNTACCAACTTCATTAATAAATTCACCAACCCCCCAAAA 

AAAAG 

Sequence 3594 

CCCTTTCGA GCGGC CGCCCGGGCAGGTACCTAAAGTCAATGTAATTGAAGATATAAAATT 

GTTCTTTCCATTTTTGTCAGCMTTTTGACTGGAGTCAMTTAAAGTGTGATGGGCAAAC 

TTGGTCTGTTGCATTCTATAATTATTGCTGTCAGGATACTTTCAACTACAGATAGGATTG 

mCTGCATTTATCATTCTCTGTTCCTGCTTATGTATTTGTCAGTGCAGCTGTGATTCAT 

TT ATTTTACAATACTGCAGCTAATCGTGTATGGGCTATTTGATTAAAMCMCATTTTAA 

CAAGACCAAAATAGCCAAGGCAGGGGAAAATGTGGNTATA 

Sequence 3595 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATAAAGTCAATTAGCACTATATTTGCAAACGAT 

CAGTGTTMTAMTGTTAGCTTTC TCTCT TATCACATTCTACGAAAAAGAATTAGCAAAT 

GGMCTCTTGGGGAAGTGAGCTGTmCAGMGGAAGAGATTTGAGGAGTTTATGATAGG 

MTMTA GMTG TAAG GTGA GAMGGTGGTTCTATTTCATAAAGGGTATTCGTTACCACT 

CAGGGTATTTT TGTGCT TT TGTTTT CTGGGTTCTGTGTTTTT 

TA TTACATA CGCi I I I I CTGTTTTTCTTAAGTAGNAGTAGTATAAAAGCAATGTAATAAA 

GAi 1 1 i i I ICTTCAGAAAGGACAAATAGGACAGCCATATACATAAGGCATTGGAGTAANG 

ANGAAATAGAGGAACAGGAACCCAGTATANAGAATGCCCATAAGCCAAGCAGTGGTGATA 

TAGATGMTGGCCMTAAGAAGAATTGMTACATGNGGGCATTTAAGGATTTAANAAANC 

CCCTACCTTNGNNTAGCCTAATNGGATTNGCCTGATTTATTTCACCTGAAAAAATTTTAN 

TGGGGAAAAAGTTT 

Sequence 3596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAACTGAAACTGTTAGCTTCATTACAACCT 

ACATGMGAAAATAGAGGMTGTGMGMTTTATCAGATGAATAGCATTTCTACACAATG 

ATTTTCCTTTACTCCCCTAATGMTCTTTAACTTCAGGAAACTTCAGACTTGAGAGAGAT 

TTGCAGAGGTCCMCAAATAAGCCTGAAATAMTGMGCTATGAGTAAGATTTTGGAAAC 

MGTCCTAAGTAGAGACTTCCTAAACCAAAGAAAACAAAMCACCTCCTTAGTCMTTTT 

GTCTACTTTATTCTCCCAGGATATTTTTCTGCTTCTCATGTAMTTTAGTAACATTTAAG 

GAATAAAAAGAGAGCTGCCTGGATATATTAGCAGTGTGATTGGTCATATTATTAGAGAGA 

TTTTACAATCAGTTCTACAAATGCCCCACTGAAATTGCACTGAACTCACTCTTACAACCT 

TGCTCTACTGGGCTCCAAACC 

Sequence 3597 

CCC TTTCGA GCGGCCGCCCGGGCAGGTACTCCTAAAATTCAGTTAGGGGAATTAAAATAA 

TATCTTTTTACTCAGACAGTATTCATGTGTGCACCATGTATAATTATTAAAGNGATAGTT 

CACAAATGGMGTGATNAMTAAMCACATAGCCTTTTTTCTGGGI I I 1 I I I ICAATTTT 

CAGNANGGAAAAAATTGNTANCTTGNAAAAATATlTGGGTTTTGGATTAAAACAAAAATT 

GGGGGGTGGNAGNAAAANANACCTANGGGCCACCTGGGMNNANATTTTTGGTTNAANTT 

TTGAA 

Sequence 3598 

CC CTTTC GAGCGGCCGCCCGGGCAGGTACGANTMTTTAMTTTMGGTATTTTNCATAG 

GMTTTTACCCCTACATAAGCAATTCTACTTCATAAGATATAGCCACTGGATATATACAG 

TATATCTTCATGGMTATTGAIsrnTCCCTGAMACTTTGGGGGAMTCCATTTTTAC^ 

AMTAGATAAMGGGGACCCAMGGTGCCTCATTTAAGGAAGGCTACCTTGCCTTTACTC 

TCAAAACCTTCTGGGGCGAAAT 

Sequence 3599 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTATGTTTTAATACAGTGTGCTGAACTGAGT 

ATTTCTACCAAGTGTTGGGTTGTTCTAAATGCTACTGAAAAACACAACTACCTTATATCA 

GTTTTATGGCAMGCTACTMCAGGTGTTTTTAGAMTATGTCAGAGATAMCTTTAACC 

AGTGTCTTCTTAGTGGMTTTTAAAMTTTGTTMGTTCATTGTAGAGAACACCATTCAT 

AGAC CAAGATGGTCCCCTATTAGCTGATATTTTCATTTATGTAAGATCCTGGACATTCTG 

TTTTGTGTTGGMCAAATTTTCMTGTTTTTM 

ACTTTCAAMTAACCATTTCAATGTMTTTGTCTTGMGMGTTTACCCAATATCTTTGT 

CATTGCMTMTGTMGTATGGTGATGGTCMTTTMTTATTGCTTATAAAATGAACTTG 

ATTGCAGTMCCATGGTATCGATGAGACTAATGCAGTGAAACTTTATTACTAATATATAT 

AGCCTTATCAAAACAAGCTMGAAACTTGCTTTAATMTTAMTAATTTAAMAATATTT 

ATTTAAGATGGGATCMGTTGTTTNAAGAAATGANGATAAATTTCAAANGGAAAATAGGG 

TTTCTTTG G CC AAAATT AAATCTTTT AAAG AAAT AG AG ATTAG GTTTTT A ATTG G G GGTT 

AATTTAA 

Sequence 3600 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCTGCCTTTCCCTATCTCTTCTAGAATGT 
AGGCAGAATTGCATTTTCAAAGTGAAANATGAGCAAATGGAATGGTGCCAGAGGGATTGC 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

121/599 



TGCTTAATCCACATACATTTTTATTTTGTAGGTCACTTGAAGCTTCTTAATTGGTAATCT 

CTGC7TTG7TTTGCTTTATTATTTAATTTTTAACTATAGGAGGA 

Sequence 3601 

CCCT TAGC GTG GTCGC GGCCGAGGTAC I I I 1 1 1 1 1 I I I 1 1 1 1 1 I 1 1 I 1 1 1 I 1 1 || GGGAT 

GGGGTTTTGCCATTTTGCCCCAGCTGGNCTCAAACNCCCANACTCAAGCAATCCACCCAC 

CTTNGCAAAATGCTAGGA7TACAGGCATGAAATACTTT7TGAATTAATAAATATAGAGTG 

TTTTATNACTCATTGANAAGCTTGTTTTTTGTTNGTTTNTGGTCAAANCCCAAATTCTTN 

TTCATACAGTAAGACAAAAAATAAACCAAGCTTATTTAATATTGNTAGTNAAAGCCATGT 

GCTTATCTGCAAAACCAAAGCAGTTATCATGG 

Sequence 3602 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAACTGAAAAACAACAAAAAAATTCAA 

CTCTGCCAAAAGCGATTGTATCCTCCAGAGATAGTGACATTATTGTTTCAGGCTATTTGC 

CAAGTTGAATGCTTTCTGTGTCATTGTTTGCAACGAAAAGAACAATATCGCCGAAATCAA 

GATTCMGGACTGGATTCCTCCCTTTCTCTCCAGTCMGAMGCAGTCAGTTTTTGCCCG 

ACTAGAAAATATTATTG TCACA GATGTTGATCCAAAGACAGTTCATAAGAAAGCTGTGTC 

MTAATGGGAMTGAAGTTTTCCGTTTTAATTTGGATTTGTATCCAGATGCTACTGAGGG 

GGAT7TGTATACTGACATGTCCAAAGTGGATGGTGTGCTGTCTCTGAATGTTGGCTGTAT 

TCAGATTGTCTATCTTCATAAATTCCTTATGTCACTTCTGAACTTCCTGAATAAT7TCCA 

GACAGCCAAAGAGTCTCTTGAGTGCTGCCACTGCCCAGGCTGCAGAAAGGGCTGCCACAA 

GTGTGAMGATCTTTGCCCAGAGGAGTTTTCGGGTTCCATCAATATTNGATTTGAA 
Sequence 3603 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGTTACAAGCCAGATTAATATAAAATTT 

TTCCTGAGGGAAAAGTATCTATGAGAATTTAAAAATAAACTTAGCCCTCTTCCTCTGCAA 

AGTCCAGAGACAMTTAAACTCTTTAGTTGCCATATTATTATTGTTCTTTTTCTCTGAAA 

AAAACCTAGAATAAAACTTTACTACAAAGGATATATATACAAGATAGTAATAAAATATGT 

C MTTT CTAAATTTGCTGTAGAAATATATGCAAGATAGCAATAAAATATGGCAATTTCTA 

TATTTTCATATATTCTTGTTTCTGCTATATAGCCTATAAAGCAAGAGCAAAAAAACTCTC 

AGATTACTCATAMTATTTTAACTCTTCCAACTAGTAAGTGACATTTTGAACTCTATGAA 

AGTTATCTTGACCAGATGAGAGAATTATTAGAAAGACATTGCATTTGGGATGGNATCTGA 

TCATTTATCAAGMACTGGATTTGGTATTTTTACCCTTTTT 

Sequence 3604 

CCC7TAGCGTGGTCGCGGCCGAGGTACCAAATATAGAGACACCATTAAATTATTCAGTTT 

TCATGTCCTTTCCCCTTAACTTGGGAATTCTGGGTAAGCAGCAAAACCCTGCCTAGCCAT 

CCATGGGTAACAAGAAGTCATGCTTGGGCCAGACTATACAGCTGATGTCCAGTGTGTGAC 

TCCCTAAGTAAAACAGGTTAGGTCCCATCCATATGAGAGAAACAGTTTTTCAGAATATGG 

GGAAAGAAAAGTAATG7TATTAGAAAAATCAAATAAGGAAATCGTGGGAAAATATAAAAT 

TACTGATTTGCAATCTTGTCTTCAAATACAAGATAATCTTGGGGACAAGACTAAATATTT 

TACTCAGCATCTGAACAATACCAAGAAAAAAAATACTGCCCTACTGAAGAACACCATTTA 

TAGCTTTAA 

Sequence 3605 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACATGATTTCAAGTATGGTTTGATGCCTGG 

TCCTTCAAATGATTTCAAGTATGGATTGATACCAGGTCCTTCAAATGATTTCAAGTATGG 

ATTGATACCANGTGCTTCAAATGATTTCAAGTATGGATTATTGCCANAATCTTGGCCAAA 

ACAAGAAACCTGGGAAAATGGTGAATCAT 

Sequence 3606 

CCCTTAGCGTGGTCGCGG CCGA GGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTMGTGTTTTGAAAMTTTTGACTTTCCAACTTTTGCCACTTGCTAT 

CTGAAACTCAGGAATCAAAAAATACCGACAGGCACTG7TACT7TCAAAATTCTTTCTATA 

AGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGCGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTG 
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tattAcagtgctcttg tttttg taamtttaattcactctactgttattttgtct 
ggtamgtgttatttmtttttcttcattttt^ 

mmggtmcagagatg tcatcc amgcagattttacagttggmcctgggtataaa 

attgtctcmccaatttctctttttmgtccatttmnattgnttamtatggggaaaaa 

cccggggtggtacmacatgttgtaaamtaamtntattrtactttttttctt 

Sequence 3607 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGG 

TATCTGTGAATACAAATACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAA 

CAMGTCMACATTTTMGTGTTTNTCTTGGTGCACTTTAAMMATTATTAAATTGAAG 

CTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGGATTTTCTTTAGCTTTTGAAAT 
AA 

Sequence 3608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGTCGTGTTTATTTATAATATGGGTGTG 
GGGTAAAATATCAAACCACAATGCATTATATACATCCATGTGAACCTTTCCTCTCTGCCC 
AGAGCTATTTCTGCCGTCCTTCTTAAGCCTAAATTTAAAAAGTGATCTTGTCAAACTGTG 
ATGMTTGTTACCTGMTGGCAAAGMCTTGCTMCTGGAGGTGGCTTCAGTCTTCTTTG 
AGTATTCTTTTATGTAACAAATTGAATATACTCTTTGGACTTTN I I J I I M I 1 1 
Sequence 3609 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTTGTGCTAATCATTATTAAAAAGAGACTAA 

TCTATTATGGATTTGGCAATTGGGGGTAGGAAACATGATGTTTGGGAATGAAATGATTAG 

AATA TAAAT AAATTGTCCTATTATTGTAGGMTAGTGAAAGATGTGAATAAATTTTAGCT 

TGTCTTTTTCCCAAGGGGGTCTCACGTTTTMGGCTTCAGTGTTCTTTGGTGATGGATT^ 

TMGMTAGGCATATTTCAAAAATTTCAATTGMGTTAATMTGCTAGAATTATTGAAAA 

AMTTATGTGGATGTTTCTAGTTTTGGTATTTAAACATAGATGCTGGTCACTTTTCAAAG 

TGTTATAGTGGAACTAATTCAAGTGTAATAGGTGTCTTAGTTCATACTGNGTTACTATAA 

AGGATACCTGAGGCTGGGTAA 

Sequence 3610 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAATGAGAGATGGTTCCTTGGAACA 
GAGCTCCCAGTTCAGAGACAGAGACTAAAACATAAACCTATGTTTCTAAACATATGGTCA 
ATTTCAGGC GAAAG MTTTCAGATGGCTTCTGGACTAACATTTGCTnTTAT^ 
TACMGTTTATTTTGATGATCMTTTCW 

ATACATTTAAGCAAATAAATAAAGAGTTAATTTAAAAAAAAAAAAAAAAAAAAAGTACCT 
CG 

Sequence 361 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATACACAAAAAAGGAGCTAAAAACCCTTCGT 

GTGGCTTTTAGATAGAATGTCACATTCTAGCCTTCATAGGGTCTAGMTTTTTTTTCAAA 

AATAAAATCTGAAGGAC ATAA TCATTGTTCTCCATACTCTCAAGAAATCTGTTCAACCAC 

TCTGATTTCAGGGTTGCTTTTCATTAGCMMGTTAGGMGAGGAGGATTTGTGGAGTTT 

TCAGGGCTGACTTATGAGTTTCAAATAATTACCTTATAGACACTGGAGCAGGCAGTGCAN 

TGAGAGGGTATTAATAAGGCCTCGCACAAAAAGTGTGCANAAAGACAGAAAGGGAAAATA 

ACAAGCANACCCCGGGCTTTCTTCCTAMTTTCCAAMTCCTGATTTTCTTATTAAAAAT 

AMTGTTAAAATATTTATCTTTCCTMCCTCTACMCTMCTTTGTATTCTNAATAAAAA 

TMCTTTCMTTATAAACAAAACTATAAAAAAAGTCAATTTTAAAACACCTTGGAATGAT 

TAAATTTANAAAANAAATTCCNTAACCAACAAAAAAATCTC 

Sequence 3612 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGGATTTTCTACCCCCAAATCAGCAGAATGCTC 

ATCC TTCTC AAGTGCGCATGAAACGTTCTTCAGAATAGATCATGTGTTAGGTCACAACAC 

AAGNi I \ I IANAAMTTTTAANGAANNANTGGAANTCCATACCAATNTTCTTTTANACCC 

GNMGTGGGMTTGMTTCTAGGMATCAATNANCAGNAAAMTTTGGGAAAATTTNTGC 

CAAAAAATGGTGGAAAMCTTAAMCATTACMGTTTGGMCCAACCTTATTTTGGGTNA 

AAMGGGAAAATANAAGGGGGGGAAATTTtAAAAATAAATTGGCCCTTGNAAAGCCAAAA 
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TTNGAAAAMCNNAMTANTATACCTTCACCTTAAAAATTTTTTGTTGGAAGGANTGGTA 
NGCCAAAMANCMNNGACTTCTTTGANGGGGGAAAGGTTTTATAAGGTNAATAAAAANT 
TGCCCTTANCACNTTAGTN 1 1 1 1 1 CTTAA 
Sequence 3613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAAAAAGATCTGTGAATATTCTCTAACA 

CCTCTCAACACAAGGGCAAGTGTCACAGATGGAAGTGAAGACTAAAGAGAGACAATAGAA 

TTCACTGATTMGGTTTAMTATCTTACTTTAGCMCTTTTTATTTGCAAAAATAG 

CTGATCATGTGMCACATTTGCATTAAMGATGTTTCTGCAAATTAGGGGCCCTGAAATT 

MGCTTCATCAGGTTCATGGTAAGTCTACCTCTCTCTTTATCTATAGCACTTGGCAAAG 

Sequence 3614 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTMGTGTTTTGAAAAATTTTGACTTTCCMCTTTTGCCACTTGCTA^ 

CTGAMCTCAGGAATCAAAAAATATCGACAGGCACTGTTACTTTCAAAATTCTTTCTATA 

AGTTGAGMTGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTGC 

TTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTGT 

ATTACAGTGCTCTTGTTTTTCTAAMTTTMTTCACTCT^ 

GTA MGTG TTATTTAATTTTTCTTCATTTTTTAGTMTATATAACAGTCAGGTGAGAGM 
TTGGTTTTCATAGATGTCATCCAMGCAGATT1TACAGTTGTTTCCTGGNTATAAATTGG 
CTCAACAATTCTTCTTTTAGTCATTTAAAATTGGTTAATATGGGAAA 
Sequence 3615 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAMCATTGAGGGCAGATTTTGAAGTTACCCT 

TTATGCTTCTATATTTGGCATATGTGTCATATTACMGTTTGGAAAATGAGCTTACTGAC 

AGAAGGGACCATGGAAMAMTCACTTTCCTTATTTCAAAAGAAAATAAATCTTTTTAAA 

MTTAGCCCTTAAMTTATCTCCAMCTTAGCCATTTGTCTTATGTTCACTGACAGTATG 

CTTGGGACTTGTAGGGAAGGGACACACACACAATGGTAAATAAAAACTGGCTCAAGTGCC 

TGACTTTGTAAAGCACATGTTTTTMTAGATGCTAAATTTTATGCCTGGAAATGTAGGCT 

ACAATGGAAATGTGGGAAGGGCCAGGTAAACAANGATCAAATTACCGCCAAGTCCCCCAA 

AAAGACTAACACAAAGTGAACATCAGAAGGTCATCGGAAAAACCAGGAGAATGGGGTATT 

AAMCACMGAAG ACAGG MAAGCAGTGCTAATTTCTGTAAGTATGGGTATGGATATTTG 

GTGTGNCATGGTA I I I I I 1 1 I M 1 1 CACAAGAAGCTTTCATATAGATTATCATGTCCTTT 

ACTGATTTAAAGGATCCTCTGGTTTTAGGATTAGAAMTMTTTCATTTTGTCCCTGTAA 

TNAATGTACCTGCCCNGGCCGGCCNGTTCNAAAGGGC 

Sequence 3616 

CCCTTAGCGTGGNCGCGGCCGAGGTACTGAGTCTTGGTTTTCTTAGGTCTGAAACAAGAA 

GATTGGATTTAGTTATCTCTMGTTCTTTTCCAGCTATAAMTCTTTGTATTTATGTAAT 

MATAMGGGCTGCTAGTTCTATGATCCTGATGTTTACTTTTTCMTGCATGTTTGATTC 

TGTTCAGAGAAAATACCTGGTAAGCCCTAATGGAAACCATCTGTTAGAAAAAGAAGGAGA 

CAGAATCGTGGAGCTCTGTTGACTTCCCTCGTCTTACCAGCAAAGAGAAGAGGTGTAGTA 

ATTCTTAAAAAGGAAGAAAGAAGAGAGATCAAAGTGGGAGAAGGAAAAATAAAAAGAAAA 

AGGACTMGCACCTTTCTTCTTTCCTCTTGAGAGACTGCNGGTGGCTCTTCCCACCTTTN 

CNGAGGACTCGTCAGCACCCTGCCTGGGGGGACCAGCACCCCCATCTTTAAATTCTTANG 

GTCTNACCCCCTTTATTTCCCAAMTCTGGAGTTCACTTACCAMGTGGGTTTTCATTCT 

TTAAAAAAATGAAATGAAANCCAAAGAAGGGGCCCCCCAGAGGGGCTTTCCAAAATAAAA 

MGGCTTAGAACCTTAMTTGGGGNGCCTTGGGTTTATGNAMTMTTTTTGGGATT 

Sequence 3617 g 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGGAGGAGTCTTCAGTAATGGCTGGGTTTG 

CGACTGATTTGGTAGTGTTTGMTTCTCTGTGCATTCCATTAAAAGGCATATTAGGATTA 

TMGTAGCTTCMCCAATACTCTGTCACCTACTTGGGGGGTTTTCCCTTTGACAGCACTA 

AGCTGAMGAATACATCTTCATCCACAAATCCAAATGTATCATGTAGTTTTGTAACCACC 

CCTGTGAAMCACGCTGCTTCTGAGGCTGGGTTTGCTGTTGACTGGACCTTGGTGTTGGA 
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TATG^TACAAGTTATTTGTGCTGTTGGCTGAGGAGTAAACAGGCTAANGCTTGTAGCAGT 

GCMCAGCTGGCTGTGTTAAGAGGGTTTGCTGGGGTTGCTGTAACTGTTGTAATGCANCT 

ACTGCAGCTGCGGCTTTGNTGCTGCAATGCANCMGTTGTGTTMCTGATAGTTTGCTGG 

AATTTGTGTGGTAAAGGCCTGCTGCTGNCAATGCAATTTGGTGTGTATTAATGGTANGAA 

GATCTCCAAGGANTGATGGGTTGTTGAACANCCANTGCAACTGGCTTGTGAATCCTGCAN 

NGGCTGGAMCCTGMTAANCCCATGGGNGGATTCTTNTTGTCCTCCAAATTGAGNCNTT 

GATGCCAAAAGGNAA 

Sequence 3618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGGTAGGCAAATCCATAGAGACAGAAGACAG 

ACTAGAGATTGCCAGAGGGTGGGAGGAGGAATGAGTAACTGCTTAATGGGGATGGAGTTT 

CCTCTGGGATGATAAAAATGTCCTGGGACTAGATAGTGGTAATGGCTGCACAAAGTTATG 

AAGACACTTAACATCACTAATGATAAATCTGACGTTATGCATACGTCACCACAGTAAACA 

TACCCCTGCAGTGGGAATAGGTTCTGAGACCATTTAGAGGTCACACAGAAAATTAGAAGA 

TTTAAAAAGAAAAATTGATTCCCAGACAAGGGGCCTGAATAGGAACAGCTCCAGTCTGCA 

AGCTCCCMGTGAGACCMCACMAANGCAGGGTGATTTTTGCATTTTNCAACTTGCGGT 

ACGCCGGGCAAGMNCAGTTTTGGCTGGGCCCGGTGGCGGGTGTCTATGGTCGCANGGGC 

CACTCTGGCTTANGATCTGTTTTTGCATGGCTGAGGCAAMGMCTTTCTTTCTTGGTGG 

GATGGGTTGTTNGAAATGGT 

Sequence 3619 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCAATTTTTCTTGCCACAAACCTGAATTAA 
CCTTACAGATTTTTTAATAGGAGCCCTGAGATATAATTTTAC I I I I I GGAGAATATACTT 
ACCCTTTTNATAGCCTTTTCTTTTmAGMTAAAAATGm 

TTCTCCAGATTAGAMTGAAATTTGATCCTGTGGTGGCAGTTTTTCTCTCTCTCATCATT 
ACATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAGAGATAAAGATTATATAAAA 
GAGAGAGGAGACAGAAAAGGAGGTGAAAATGTAATCTCACAATTCCCT 
Sequence 3620 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTC7TTCATCTTTTCTGTTTGCMTTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTATA 

CATCAAACATCMCTTGGTTTGGTTTTTAAA 

Sequence 3621 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCGCAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAAACTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGA 

CCAMTACAMGACMGAGAATCCCCATTTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTTTGAAGAAAACCCTGCCACTGAAGAAANGTTCCANAAAAAATT 

Sequence 3622 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTACTCTTACAGATGTCTCAATTMTTTTA 
ACCTCTATCCCTMTGGTGTTTAAATTTTGGTAAAGAAAAATTCA I I I I I ICTTTATTTT 
CCAAGAAATGGTAAGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAGAACTTTCTGT 
CTCTGATGTC 
Sequence 3623 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGGCTGGATGAGAAGGCTGATTGTCA 
TCTGTGGTTCTGCTTCTTCCTTATGCATTTTTGACCCATTTCACAGATTTCATAATAACT 
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CAT TATGAA MTTTTATTCTTTTCAGAACCACCGATTTTTMMCTTTAATCMGA 

TTTCTTTTTGCAAMGATTTCMTMTGAGGATTCCAGGTTGGCACAGGCTGATTTGGGC 

MCTGAGAMA GTCTT TCCGACCTTTGTCAGANAAGTAGCTTAACTGAGTTCCGTTCTTG 

TTGCCACCTTGCTTTTGMTCTCTTGGTTAATGTATGMAGCANANGAACTGCTTTCATC 

TGAGGCACACAGTGGCMAGTTCCCATGGCAGGAMTGTTTGTTCTTACAAATCTCATAC 

ATGGTGGTCACMGGGANACCTTCNTATTTTGTTTTGCTTGTCTGGNCTTTATCATAATT 

TGATGATTGTTTCMTGTGTTTGCCTGACAACTAACTATCTAAAAAAAAAAACTGTNATG 

CACTTGCCCTTAMGGACCTTCTTAATCACCCCMTCTACCCTTTCMNTTTATCTCCCT 

NCNTTCCCTCTTTACAMATCCTTTTTTTACCTTCCCCGNCCNGCCCCTTCNAAAAGGCC 

AA 

Sequence 3624 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTATATACTACTTTCAACAAAAATTAGTTA 

ATGTTTGTTTGCATTTGAGTTGGMTGTCATGTGCTTGATAGAATGAACCTTAGTCTTAG 

TTCCTTAGTCTMCCTCTGGTTTCTTAGTCTTAGTTCCTTAGTCTAACCTCTGGTTTGAG 

TCTCAGGAATATATTTACATCCAGGTTTGGTCCTTTGAAGATATCACAGACTAGTCCCTT 

TTTCACATGATGTCCTTTA AATAT TTGAGTMTATCTGATATTTTAACATTTACTATGTG 

ATACATCCTGTGCTAAGCATTTTGTMCTAAMTMTGMGATTTTTGTTATGCATTATA 

AATTGTTCTTAAGTAAGCCTTCAAATACACCACAATCTGTGCAGTTAGGTTAAATTCAAC 

AGCAGTTCATTTTTGCAGAATCTGGGAAGTGGGGCAAAACCGCCTTCAATTATCAGTNAG 

TTACCTACTTAGCTCTTGCAGGCAGGGTMTGCATTGCACTCCATTTCCAATCAATAATT 

ATGT GATG AGCATCCAGAGAATTATATAAAAAATGATTATTGAAGAAAATTATCTTGGAT 

7TGATTTTGANGGACATTNAATATGAAAAACNCAAAAGCCNTAAAAATGGATNCCAATAT 

ACTNGCTTNTGCAAAAMTCTTGAATGGAGGMGTTCNTAAATAATATGTTTTCCTGNGG 

CCAGAAGGGGAANTAA I I I I I I I I AA 

Sequence 3625 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAATCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAMCCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCCTTTAAGCCAAATTGTTACTCTATTATCCTACACA7TTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGAA 

AAGCTCT 

Sequence 3626 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGATCCCAGAGTCACCACCAGAACTATT 

TTMTTATTCAGGMGGMGAMTGTGGGATGCTCAGMGTAMCAMAGTCTCMTTTT 

CAMMGMTAAATTTAtGGCTACATTAGATATTGACCTCTGGGGGAAAAGTTATAGAAT 

GGATATCMATAGATTTGTCTTGTATTTTAMTTTTTTTGTAAAGTCTAAATGAAAAGAT 

TAAGAGAAATAAATGGAATACTATAAAATGGCCAGAAATATGCTATTACATATGTTTATA 

TCTATATATACAGATACATTAAGAGATMATTCCTTTTTCTTCACAMTTGTTTTATAAT 

TTTTCAAAATCTGCAAAGTGAATGGTATAGCCTAGAAGTCACTGCAGTCTGCATATTAGC 

MGGMGTCACACAGGTAGGGTTTCTTGCTACMTTTTTATTGCTTNCCTGGGTTCTTTC 

TGACMTTCAGAAAGTTAGAAGACTTTGGGAAGACCCGGTTATGGGACNTACATTGAATC 

AANCCTCAAAAT NCAAAG GCCCAGTTATATTTCCACTATNTTAAAAGAAAAAAGNGGCTA 

GGTTAAAATTATATTTTTC7TTAANTTGTCCAAGT7TCAAAATGGGTAAGCCAATCAANA 

ANTTTTG G NTTCCTT 

Sequence 3627 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTCATTGGCCCAGGCCTGACTTGCCTTTCTTA 

CTGGCTTTTTNCCTMTTTTCCTTCMMCTCMGTTMCCTTTTCTTCTGAGACAGN 

TTTCTTATNTNNAMAMATTTTACTTGGCTTTTNCACTTTTNTTGG 

TTTMGN TATT ATTACCCACTTNCTANTTTNGAGGGTTCTTTTGGTGGCANNAAAACCTA 

TTCCTACTTTTCTTTGTATTCNTTACCACATAACGCAAGTTTCCTMTATATAGCCATTT 

GNTTTACTAAGTATTTTMTTTAAAATTNCAGCCCATTTATAGGGTTTTT 
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Sequence 3628 



CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGACTCAATGACTGTGTGTAACACTG 

GTAAMTATGAATAGATAGAGTGTATCAATTTCTATTTTTTAGTCATGACAATGTAAAAT 

AGTTATGCAAGGTGTTACCATTGGGGGAAACTGGGTAAAACTATATAGGATTTATCTGAT 

TATTTATTGCCCTACATGTAATTCAATAACTACCTCAAAAGAGAATGTTAATAAAAGGAA 

TGMGATATTATTTTTTAGCTGATATGGAGTGAATTATAGGGATATAATGTAAATGCTAA 

AMAAGTGAGAAMCAAGATGCTAMTGMMTATTTATTATATATTTGGGTGGGATAGG 

TAMGAGGTGGATGNGAGNTAAMTTGGMGCCMGGACTACTACTTTTT 

Sequence 3629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTCTGTTGATATGTAMCAGATTTTATTTA 
TCATCTGATTAAAGCCACAAATAANMTGCTAAGTGAAATTTTCTMTTCATTAACATTA 
GGMGTAAACAGTTGGCCTCTGAMTAAACACCAATCTTTAGTATTGTGAAGTCCCAGTT 
TMGGTTT CTCAG MTGTTTGTCTTTCAGTGTTMCGTTTGTTCTAATGCCCAGCTT^ 
TTGTATGCTTTITCTGAAGGCTGTGAAATCCTGGTNTTACTGGGATATTGGGGCTGGAGG 
GAGGAGTGGCAAATGAGATATCTGTATCTCAMTGCCTTTCTGGMTCCTTTTCTGTTAC 
^ATTTCCCAGMTGNGGCTGTmCATTTGATCGmCAAAGAGTGGTTGTTTM 
TGTTMTGTCATTTATTNGACATTTCAAACTGTCTTTTTCAAAC 
Sequence 3630 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACMAATTTTATTCAAAGATTAAGATGTGCTGC 

TTTCCATACAGGTMTTTTGTTCAAAAGTTGGCATCTAACCTCTTAGACAAGCTGAGTAG 

TMCCAMTGATGCCATGTGTTACTGTGCTTTTATTTTTAACCTCATGAACCTCTGATAT 

TTTMTTCMTATCAGATTATTTCT7TGTAGGAGATGCTTTGGGGATATGGACAGGAATT 

GTATTTATGMCTGTMGTGGCCATTAGCCATTTCCMTTTAGTGGAATCAGAACTTGTT 

TTTATAATCACACAAATGCTCTGGGTTTAAMACTACTTCTTTAGGAGTATGTGAGGACT 

TACAGCCMTMTGTTTGTCATTAGGCTTACCATAAAMTATCCAGGGTTTATGACTTGA 

TGCCTTCTATTTTTGCTGCAATCCTAGT 

Sequence 3631 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAACATTAGCCATGCATGGTGGCATGCX3CCT 

GTAGTTCCAGCTACTCAGAAGGCTCAGGCAAGAGAATTGCTTGAACCTGGGAGGCGGAGG 

TTGCAGTGGGCTGGTATGGTGCCACTGCACTCCAGTCTGGGCAACAGAGCAAGACTCTGT 

CTCAAAAACAAAAACAAAAAAAAAAAAACACTTTCTTCTATAAAATGGCTCCCATGAGTA 

GTAAMTGACACAGTAGTTAGGTTTATGTCCAGTCACAAGCCTCTTNCCATTTCCACTGG 

GAATGCCTTACCTAATGAGTTAAGACAATGAAAAAAGTAAACCAGTTAGAATACTTACAC 

TTTCTTGATTTAAAACTCAGTAAAACTATAGTAATAAAGACAGTATGTTACTGACATAAG 

MCAGACATACAGACCAATGGAACCAMTTGAGMTTCACCMTAMTCTTTACATTTAT 

GATCCCTGATTTTCMCAAGGGTNTNMGATATTCMNTNNMAAMTNNTNTTTTNAAC 

AAAGGGGGCTGGGGAACTGGGTCTACNCAANCCNAAAGGGATNAAATTGGNCTTTTATNT 

ATNCCIV fCATT CCAAAATTNACTGGAAAAGGGTCANAACCCAAATNNNAAACTTAAACCTG 

TMAAATTTTANGGAAAMNTCCAATNTAMTNTTNNGGGNTTGGATTAGGCAATGGTTT 

TT NANATTGN CCCCNATGCCCNCCCCANANAMMCCNNTTTTTNACTTTCAAAANNNAA 
ANi 1 1 I I I II 

Sequence 3632 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTTGGTCCCAAACTCCTGGCCTCAAGCAGT 

TCTCCCACTTCCGCCTCCCAAAGCACTGGGATTATAGGCATGACCACCACCCTCAGCCTC 

AGTTGGTATATTTTGTAAACCATGCCTGTGTAACCAACATCCAGCAATGAGAGTAAAAGG 

TGMGTTTAGACTGTTCTCCAGAAACAAACAATCATGAAATGAGACTTGCAAAGCAAAGA 

ATTACACMGTTTTTGTGTGCTGTTCGTGAMGAAGGATTTTC^ 

GTTCTCTTTGACCAAGTTTAAGAATCTATGTAAAGAAGGTAGATAAACTGAACCAAGTAG 
GACAATGGAAGTNCCAGTTAGACTGACTGTCCTCATATCCACTTATGTAACTATAGGGGA 
GAAAGTCTATAATTAAATTTCAAMTTTTGTGGCMGATTCTAAATTCTCTGGGAGTTTG 
AAGAGAAAGATCAGTGGGAGGTGGAGTCATTGGGAAACC 
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Sequence 3633 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTmCTAAMGAmCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGNAAGTGAAGGAGCACAGGAC 

CGNTGTTTTGGATTTCATT 

Sequence 3634 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGATGGAGTAGTTTCTGAAAATG 

ACAGGGTCCAAGGTGTGACCACGGGACCAAGTGGCTGAACTGGAATGAAGTTAANAAGCA 

GTAAGAAACATCCGATAATATGGTGATCAGTTCAACAGAATGACATATTCATCATGTCCC 

CAAGGAGGAGATGACTGAGATTTCAAATTCTCAAGCAGCCTCAATGCAGCCAGAGATTTA 

AGAGGGCTATGTGTCCAGAAGGAGACTCTGGGCAAACGCAGAATGGATTCAGATTACTCA 

AATTC CTGT CAGA TTTCT TAACCTGGTGGGCTATACCAAACCCAAAAAGTTTAAGCAGCC 

TCTACTTTTGCTTATTTTCTCCTMGCCCMCCTTGGCTTTCTTTTGAATCTCTATGAGC 

GGAGACATGGCTCCTTAAGAAAGGAGACACTTCAATCCTGTTATAGGCTAAACTGTGTCC 

CCCAAAAATTTATGCATTGTGGCCCTAACC 

Sequence 3635 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTT 

GGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGT 

AAAACTGCCTCCTGGAAAG AGAG CAAGCTATGGGATTAGATACTTAATAAAATTTTAGGC 

AAGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAACT 

GTCCATCTTAAGCTGGGAAACCTGAAAATCATGGCAGGTATAAAATCACTTTTTAGTAAT 

TAAGACAAGGAA ATAAAA TAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCC 

TACGAAAATGCMTTTTTAAAAAATGACACAATTATNCCANGAATTANTTATACNGNAAG 

GATGCNATGAAAACCAAAATTCAAAGAATCCATCAAGGGCCTTCCCCCCAAA 

Sequence 3636 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTACAGTCACACCTGACAAGCCACTCTC 

ACATTTAAAGCCTCTGGCGGCTCCCCACAGAGCANATGCCATGCAGATGCCTTTGCTTNT 

GCACTCAGGGCCCCGTGTAACGGAACTCCTGCCTGCCTCCCTAGCCTCACATTGTTGTCT 

CCTGTTTCAGCCTTTGCAGGTGCTATTCTCTCCACCCTGGGTTCCCTTCTCCTCATTGCT 

TTCAACCTATATTCCTCCTTATCCTTCAAAACTCAGCTCANGGGTGACTTCTTCTGGGAA 

GCTTTCCCTCCACCNTGCANACTGATTTATTCTGCTCCAAAAGAACTTNACGCTATACTT 

ACTGGAAATCAGNGGATACCTTATTTGTCTCTTNCCACTTGGGTTAGAGGACATGAAGAT 

CANTGAGCCACAAAAACTGTNCCCACAAATG 

Sequence 3637 

CCCTTAG CGTGG TCGCGGCCGAGGTAC I I I 1 1 I I I I I I I 1 1 1 1 I I 1 1 1 1 I G GGNNCTTTC 

TTCTTTTCI 1 1 I I ATTCTTTCCCTCTCTTTCTGTCCTTCCCTATCTCTCTCTCCCAACCC 

CCTCACTGGCCGCCAGCTTTCCACCCCCCACCACATACACACCAACACACACACAGAGCT 

TAGCCTCGTTAGTTCCTCTTCTTTGCTTCTAGCCTTTTCCACTCTAGCTCTCCAAAAACA 

TCCACGTCCTTCTCCTTTTCAGGGAGAGCAGATGCCTTCTTCTTCAGAGCTTCTGGTTGC 

CAGTCTGACACTCAGTCCTAGTCACTACCCTCCACCTTACAGCCGGGTTGTNATAGCGTT 

TTCTTAACAAAGGCTGCCTTCTCCCTCTTCCAAGGAATTCTTGCACTGCTTACAAAAAAG 

ACAAI I I 1 1 I I I IC 

Sequence 3638 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTAGAAACATAAAGGAATGCCTAGATAGGA 
GGGAGGAATTGAAATGCTGTGATTTAAAGGCAGGTCTTCTGGCTCAGAGATTGAAAATGA 
GGGTCCTAAAAGTAAACCAAAGACACTGTGGTGGGAAGACAGAAAAACAAAAAGCATTTC 
ATTTACTCTCACTGTTACCAACCAACCAGACCAGAGGAAGGAGAGAGAGATGAAGAACTA 
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AGACTCCTCCTGGAAATCTGCTGTTGCTAAGCTGTGGAATAAAACAACCACAGAAAATAA 
AAGCACCAAGTGGATGGAAAGGACACCCAAACACAACCACCCACATGCTTTCTTTTATAC 
TGATTCATGTTAGGGATTAAAGTATCCTAACAGCAACTTCAAAAATAGGAAGGCCACCAG 
GAGATAGTATGCTTGCTTGAAACAAGAAGAACTGATACTTTTCTGGGTGTATTATATTGA 
Sequence 3639 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACACTTAMACTTTTGCCTATTTTTGAGTTGT 

CTGTCTCTCTATTATTGTAGAAGTTCATTATGTGTT7TGCATGCAAGTCCTTTACTGGAC 

ATATTTATTATTMTACTTTTCCCMCTTTTACTTGCCTTTTCATTTTCTTAGGTGTCTT 

C AMGAG CACTGGTTTTTMTTTTGATAAAGATTATGTCTTTTTTCTTTTATGGTTTTAA 

A CTTTT TGAGTCCTMTTTAAAAATATTTTCCACCTCAAATTTGCAAAAATGTCTTCTAC 

ATTTTT CTTCTG GAAGTTTTAAAGTTTTMCTGCTACATTTAGGTCTATGGTCTACTTTC 

AGTTMTTTTTGTGTAAGTGTGTTAGGTAAGAGTCAAAGCTGTTGTTTCTCCCACAACAT 

CCTCCAGCAGGTTTTGCAGAAATGACTCTCATTTCTCCAATTGATTGCTTTACAACTTTT 

GTTACAAATGAATTAATATAAAGGGTACCT 

Sequence 3640 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAATCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAAACCTGTTGT7TATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCCTTTAAGCCAAATTGTTACTCTATTATCCTACACATTTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAAT 

Sequence 3641 

eCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCATTAGAAGAGCTATTGGAGGAAGCTGC 

AGCC CTCAA CCTTTCCATCATGTTCGACTTGCCCGACCCCCACAGAACCACACATACTAT 

GA CACTT TTGTGATCCAGACATTGGAGACTGTGCTGAATGCAAGGGTGCCCCAAGCCATG 

GTCTTTTGGCTACCAGATGAAGATCGGGCTAATGTCCAACGACGGGCACCTGGAATGCGC 

CAGATATATGGACCTCAGGGAGGCAACAGAACNGAGAGGCCCAGTTTCTTAACCTCCCTA 

TCAAGATCTGCCACTATTGGATATCA 

Sequence 3642 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACAACTTCCTGACTTATGCTATTTCAGTGTTTG 

CTTAGA GATGAAATATGCATTTATCTAATTCAAGCATAAATCTGCCTTACCAATTCATGC 

AMU I ATTTCTGTAGCTCTTTGTGATGTATAGAGTTAGGCAGCCAAAGGACACAGGGAA 

ATGGGAGCTGGGAGCTGGGAAGGGACGGGGCATATTGAGAGATCCTAGAGAGCCCATGCT 

CAGATGCCTTCAGGTAAAATCGGGCCAGTGAAAGCTGGGGCCTGGAGGGAAGTTACTGGA 

GGTTCTGGTTCGTCTTTTGTTTCTTATATTTAGAMGCCTAAGTCAGAGGTTTGTGGTTT 

NGTTGNGACTGTGGTTNTTTTTAAAC 

Sequence 3643 

GGCAGGTACAACTCAGGCTCCGAAATATCCTGCTTGTTTG ) I I 1 1 1 I I CTACCATGGTAT 

ACATCTCTACATATTCTACCTGGTGTAGGAAATTGTCTGAAAACATCTTTAGAAGCAGCA 

AAAAAAAAAAAAAAAAAAAAGGAGTGCCCACAGCACATTTATATTTGAGAGCACTGACAT 

CTGCTTTATCACCCTTGTCAGTCCCAAATCCAGCAAGGGTTGAATCTAAAAACTGTCAGT 

TTGGCTGACAGTAGGTGTGAGTGACAAGCACATGCAGCTGAAAGTGGGCATGTAATTTTA 

CAGTTTACTTA TTGTG TGGGTAATGTTGATMTATTTCTGTAGCTCATTTCATTCTTAAC 

AC TCAG AGTCCTTTTGTATAAAAACGTTAAGTTrATTTTATAGATTAAAGCCAACATCTT 

GATTTTGGTCTANGAAAACCTAAGAAATAAACTGGAGTNGATTTAAACAGANAGAGAGAA 

GAGTTATTCTGTGCAATCATACAAAGTTAAGTGATTGCATTTCATTTCTAAAATGGCCAC 

CTAACTGTGGGTTCCATGCTGCCATGGGGCTTGCAANTTTGATGCAACACTTTTATACCT 

TGCATATAAATTAAGCCTAAGCCAATAAATTAATTATCTTTCTTAAAANNGAAAGGGTTT 

GGTGGGGG 1 1 1 1 I IGGA 

Sequence 3644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCATTAATTGCAGATGTCTGTATCAGA 
MTGCCAACTMATCTTTAGCATCAGACATGTTGAGAAAAATTTACAAAATTATTTTCAT 
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GAAAATTTTGTGATTTTTCAAGTATCAACGCACCCATATACAGAATGGCCTTCACAAAAA 

CAAMAAMCAAAMAAAMCAAAGAAAAACAAAGTCAAAACMTGAATAAMTTTTCAT 

TTCCTTTGAAAGTGCTAATCACCTTCAAACCACAGGATTAAGATTGATACTTGAGCTATC 

TTGGATTTCTAGGATGGAMTATTGGGGTTTTAAAATCAAGACATCTCTTCAGGTGTAGG 

TATATGTGTATGGATAATATTGCTTTTAACTTCCACTAACCTATTTCAGACAGTTCACAA 

AACAGGTTTTTA 

Sequence 3645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCCAGGGATAATCATTGATGAGATTATC 

AGGGGTCTTCATTCCCATCTGGGTGGTGGAAGATCAAGCTCAAAATCCCATCTTAGGATC 

TGCTTTCTTGAACCACTCCTGGCACCCAACTCTGACAGGTTGCATTCCCCAGGGAAAATT 

TCTGAAATGATATCAGTATACAGGTATTTCTTAAGAAGTATTCATGAGATCAACACCACA 

GATGCAGGGAGAAGGAAGCTGGGTCCATCACTGGATCCTGCTGACCCCATGGGGAACCCA 

GACGCTGGAATGGCCCTGTAGATTGTCACCACTTGGGGCAAGGG 

Sequence 3646 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTACATTTTCATTATGATTTTCTCATAGTTT 

TTCCTTGGAMTTTCCATGTATTCCTTAAGGATGTGTTTGTCACATATGGGAGATTTGGA 

TCTTGCTTTCMCTTAGGGGMTGATAATTTTCCATTAAATATCCATCCCATATACTAAG 

GCAAGGTGAAAAGCTGAATGGAAGATGAAATGGCAAATGTTAGCCTANGCAAAGTGCTGG 

GATTACAGGCGTGAGCCACCGCGCCCAGCCCATCAGTTCCTTTAGAGCATATTTGTGCAN 

CAGTTGTGAMTCTCCCTMCGGTATTCGGGATTCAGACTAAAATtTCCC 

Sequence 3647 

CCCTTAGCGTGGTCGCGGC CGAGGTAC 1 M I I I 1 1 1 I I I I 1 1 1 I I 1 1 I I I I I I I I 1 I I I I 

I I 1 1 1 1 I 1 1 1 1 I M I 1 1 I I I I 1 1 I I I NANNTANANGCTCAATCACCCAGGCTGGAANACA 

GTANTGNGATCTTANCTNACCGCMCCTNCACCTTCCAGGTTNAAGNGATTTTNCTGCCT 

NANC CTCCCGGGTAGNTGGGANTANAGGGGCCTGCCACCANACCCGGGNGATTTTTGTAT 

TTTTAGNAMAACNGGGTTTNNCCATGTTGNTCAAGNTNGGTCTTAAACTNCCGACCTCA 

ANNGACTTGCTNACCTTTGGCCTCCCAAAAGGCTGGGATTANAGGGGNGAACCACTGNAC 

CCAGCCT GGCAA TNAATTTTMGCCNCCTNTTTTCCANGTrTTMNCCTTAAAAAATCCC 

NAATTGNATTTTTAAAAAATTTTNTGNNANTCTTNT1TTTGGGGGG I I I I I I I I NNCTTA 

NTGGGGNCCTTAANAGNMTTTTTAAAAMNATTTATNAMTCNANTNTTGGGANAGTNA 

NNTANTAAMTGGGGTTTTTAAANTTNTTNGNGGGNNNCNAAGNGGGAAAAAAANAAAAT 

TTN CCTTA MNANACNNGGTTAATTGTNCTTNNNTNTTTNCTNATTNNANCCGGGGGGGG 

GGNI I I I I INGGGG 

Sequence 3648 

CCCTTTCGAGCGGC CGCCCG GGCAGGTACCAGGCTTGCTGTAAAAATTAGATGATTTAAG 
GTAGTTTGTTAMCATTTTTTATTGCATTAMCTTTTA 

AGAGATTCAATAGATACATAGGTAAAGGACACAAGCATGTTATCTACAATAGAGGAACTA 

CAMTGTCTAGCACATAGTTGAAAAAAACATTTGGCCCCCACAATTATGCCAGCTATGTA 

GTATTTCTATCTCAAGCTCAGGCCACTCCCCCAAGCTCCAGATTCAAATGTCCAATCGCT 

CATGTGAGATCAC TTAGAA GTCTACTGGCATCTCAATTCAACATGTNCAAAAACAGAATC 

TTTGATCACTCTCCTTTTTCCCACATACCTGGTCTCCTACCTCMTTNAATTGCATTACT 

TTGTTCATCAGGGCAAAATAAACAGGAATCATGCTTACTTT 

Sequence 3649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTAAAAGGAGAATACTGTAATTGCAACATA 

AAATTTCAAGCCTC TAAGC TACCACCAGAAAAAAATGCAGACTAGCAGGAAACAGAACTT 

TCCTTATGTTGTTTGTTTTGTATTTTTMTCTGACTCATGTMGAMGGTTTTGCAM 

TTAG GTGGC TTTATAATCACAATAATACAAAAGAAAGTGACCCTCGAAATGGGTTTTACC 

ACTAATTTTCGATTCTTGAAGATCACTTCGAMCATTACCAGCCCMACATTTTTACTGC 

TCCTCAGAATACATAACACCTG 

Sequence 3650 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGCACCATTCAATTAAACAACTTCAGCTTTC 
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TCCAAGACTTCTGGAAGTGACAAACACAATCAGGGTTGAAAACCTGCCGCCCGGTGCTGA 

TGACTACAGTTTAAMCTTTTCTTTGAAAATCCCTATAATGGAGGGGGAAGAGTTGCCAA 

TGTTGAATATTTTCCTGAAGAGAGTTCAGCTCTGATTGMTTTTTTGACANMAAGTG^ 

AGACACCATCATGGCCACAAAACTCGACTTCAATAAAATGCCACTTTCTGTGTTCCCATA 

CTATGCCTCATTGGGCACAAGCCTTGTATGGAAAGGAGAAGCCTNTGATCAAGCTTCCAG 

C 

Sequence 3651 

TGGATATCTGCAGAATTCGCCCTTNCNAGCGGCCGGNCGGGCGGGCNCCAGTCAATGTGA 

TGAGTTGAGAAAGTGAAATAAGATTACAAATATGGGAATAAAATTATCAACCTACCCAGA 

ACTATACCCMCTGAAAAAGGCGAMGAAATTAACAACAGCAAAACCTTTAGAATAATTC 

AGTAACTGGCTAGTTACAAAATCAATAACCAATCGCCAAGTTAAACTATTATACAACTAC 

ACA CTACTCTC TTATGCAGAGGTAAGAATGAGGTAGATTGATGTGTACCTTCCCNCNNNN 

AMNTTTTTTTCTCTCGCTCCATTTCACACATACTMGTTCCTTCTGTMTCGCTTATTT 

TCTTCTATCAGCTTGCCTTCATCCCTNTNAAACTCTTCTACAATCATCTNATTTGGTTGA 

TTNGGGT 

Sequence 3652 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTGCCAGCTTGTCACTCAGCGTTCTAAA 

TTCAGCCTCACTTGGAACTCTATTACACATGCAGGCCATCAAAAATCAGAGCAGGCCGGA 

CGGAGATGAANAGTTTNGAGANNAAAAAAAANGGAAANTCTGNGGGAGGGTAATTGCCTA 

MACTTCTCTTGGNGCTTTCACTTTTGTCTTTATGGTGTGTGGGAGGATCAGCCAGGTGT 

AAMGATGACAGACAGAAGGGACACTATGAMCTGTAATGGGCCTAGTGCTCAAGTTTTT 

AAAACAGTCCACATAAGCTCTGTTATGGTTAGAATACAAATGCCACC I Mi l l IAGCATT 

AACATAATTATATTCTAAC 

Sequence 3653 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAATAAAAATCTGGGAGAAACCCATATACCTT 

AGAGTGATCTAAATTGAAATACTAAGATTCTAGAAAGAGGAGAACCCATCAGGACTTGAT 

AACGATGTCAGTGAGAGAGCAGAGAGGAACATTCCTGACAGACCTCTCAATTAGAACACT 

MGTTMCATCAATACTACTTACCCTTCTTTCTAGCCATACCTCCTGCCTTTTCCATTTT 

TTCCCTAAMTTCTTGCTGTCTTACAATATGTCACATGCTTCCACACACAAGGATTTGCA 

CATGGCATTCCTTCTGCCTGGAATATTCTTCCTCCAACTCTCTCCACCCATCTTGAATGC 

CCCTGTGACTGTTCTAGTCCCCAGGTGCCATGTCTAATTCATATCTGGTGAGCACATAGC 

AGGTGATAATAATGAAGTAGAGATTAATAGGTAAACAGGAAATTACAATGTAGGGATTCA 

AGGA 

Sequence 3654 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGCGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAAMCTGCCTCCTGGAMGAGAGCMGCTATGGGATTAGATACTTAATAAAATTTTAG 

GCMGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTA 

TTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACT 

ATAGCTTGATGTGAAAAAGTAGAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 

TGCCATCTTMGCTGGGAMCCTGAAMTCATGGCMGTATAMATCACTTTTTAGTAAT 

AAGACAAGGAAATAAAATAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCCT 

ACGAMTGCMTTTTTAAAAATGACACAATATCCCAGGAATAATTATACAGAAAGATGCA 

ATGAAAACAAAAATTCAAAGAATCCATCAAGGACATACACACAAAATTAAAATG 

Sequence 3655 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCAAATGATTTCAAGTATGGATTGATACCAG 

GTGCTTCAMTGATTTCAAGTATGGATTATTGCCAGAATCTTGGCCAAAACAAGAAACCT 

GGGAAAATGGTGAATCATCTCTAATCATGAACAAGTTAAAATGCCCTCATTGTAGCTATG 

TAGCCAAATACAGACGAACACTAAAAAGGCACTTGCTCATTCACACAGGAGTGAGATCAT 

TTAGCTGTGATATTTGTGGAAAACTGTTTGCTCGAAGAGAACATGTAAAAAGACATTCCC 

TGGTGCATAAAAAGGATAAAAAATTCCAAATGTATGGTGTGTAAGAAGATCTTCATGTTA 
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GCAGCCCAGTGTTGGAAATAAGACATGGATCTCGACCGTTATGGNGGTTTGGGTAAGACT 

GTCANATAAAATCACAGCCAGGAGGGC 

Sequence 3656 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGMGATATGTTACAMTGGATATACAAMTATTTCAAGCCAGGAGTCCTTTCA 

ACATGTTCTCACAACTGGGCTTCAGGCAAAGATTCAAGAAGCTAAAGAGAAAGTCCAGAT 

CMTGTGGTAAMCTCATTGCAGCGTTGAAGAACTTAACTGACGTTTCACCAGATTTGGA 

CATCAGGCTGAAGATGGAAGAATCCCAGAAGGAACTTGAATCATATATGATGAGGGCTCA 

GCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAACTCATTTCAAAACACAAGGAAGCACT 

AATMTTTCTAATACAAAAAGTCTGGCCAAGTATTTGAAAGCTGTTGAAGAACTAAAAAA 

TAATGTAACTGAGGACATAAAGATGTCTTTAGAAGAAAAGAGTAGAGATGTCTGTGCCAA 

ATGGGAGTCTCTTCATCATGMCTGTCTTTATATGTTCAACAACTAAAAATAGATATTGA 

AAAAGGAAAGCTTAGTGACAATATTTT 

Sequence 3657 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTMATATATTCTACTTCCATCTTTTCAAG 

CTCGGTGCCTGCCTACCACAATMAAAGTTACAGCTCAAACTMTTTAAGTTGTTAAGAG 

ACAGTGTATTAACAATGATTGGCTACACTGGGTGGGTTGTCTCTGCTGTTCCTTTTCCCA 

CAGNCCCTCAGTATTTATCCCAGGGAGAGAAATCACATTTTACCTATAGTAAGACTGTAT 

TTCTC TCACTCTGT AATCCTCTCTCTGTCAGAAAAATGAGCAAAGGTAAAAGATGAGGCT 

GACCCTTTTGTTTTGATGCMGAATGCTTTGMCATTGACTTAAAATCAGACAAAGTGAA 

GAGTGCTACGATTGTGGTTTCACTAGATATAAGGTTATCTTATTTMGTAGCCTTTTTAA 

TGAAATG ATTAG AAATACAACTTTAAATGTTTAATTC I I I I I I CCTTCCTTTCTAGGATA 

TAGCATTTCAACANAAATGAAGGATATTATGACATACTAAAAGAA 

Sequence 3658 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTGAGCCCAGTATACAAAAGATAAGCTCCA 

GACCCCTCANGATACTGTAAAGTTCACAAATACAATGATGAAAACATCTAGATTGCTTCA 

TGACCCCCTCACACCCCCAAAGCAGGAAGCAAACAGCCCGACTGAGATAACAAAGAATAC 

TCCGC ATCAA GATGGGACCAAATACTCTAATAAACCCACACCCAGTTAGCCTCAGGGAAT 

TTTAMTTTTTGATCTGAAAMGACAAGGATCTCMCCCTGAGTTCCCCTTTTCCTT 

TATAGG AAACA AATATTTCATAGATATGCCTGCTATGTATATAGGGAATACAACACAGAA 

MTAMCTTTTTGCTACATGCTTACCTTMTGAGMCCACATTCATGCACCAATTAATCA 

AMTACCAATGGGATTTGCTTTGGATGTTATGGGGTCCTTATTAGCAAGGGTACAGGTAA 

CCAAGAAG 

Sequence 3659 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTGTTCCTGTCAGGAAAACCTGCAACAG 

CMGACCATTCTGCCAAAGTCCAGAGACTCTTAATATATTAGCCAGCGTTCATTAACAGT 

AAGTGACAGAAACCCTAATCAGCCCAAGCAACAAAGGAGAATGTCTTGCTCACAGACCTA 

AAAATTCCAGAATAGTAGAATTGGCCTCAGGGATGGTGGGATCCTGGTGCTCAGATGGTC 

TCTCGGGMGCTGTTTCATCACTTAGCTTTACACTTCTCTAGCCCAGTGGTTCTCAAACT 

TGGA 

Sequence 3660 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGAGCAGAAATTCTGAGCCTATATG 

TGTGAGGGGGGATCTTTGATTMTTAAAACATCTTCCTCACAGTATGCAGGAACATGGTA 

MAGAMGCATTTACTACTTTTGTAMCATTTTGGATTGAAGAGMCTTTTCCATCATCC 

TGAAAATCACTTTCAACTCCTGGGATCAGAGAAATAGCAGTGAATACACCGAAGTCTGGC 

CTAAGAGGGTCAGATCTAACCACAGGGCCAGATTATAGAGAAAAATGAAAGCTCAAGAAG 

AAACCCCATAATATCTGCAGCTGCCTCAAAAAGGTGGTTAATTTCCACCCCCACCTACAC 

TCCTGMGGTCCTTTCCTAGTTGCTTTGAMCTAATGGGCTAMATTAGATTTTGGGTGG 

CATTCTTGTGGAGAATAAATCTCTCAAGTCTTTACATCTCTTCCAACATCTCTGCCTCCT 

TCTTTCTGCTTATTTATAAAGCATACTGCTTATTGTCCATTAAAAC 

Sequence 3661 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAACATACAACAGCTTCGCAATAGCCAGTGT 

TGGAGGCTCCAAGAACGAGGGTCCTGTGGCTATGTGGAGAGTAGCAGCAGAGCCAGGACT 

GCCACTCAGAGCTAGTTCACCCTTGCTGCCGCCATTCGAACCCAGAGCTCCTGGCCCAAA 

CAGTCTGGAATGTTCTGGACTTTN 

Sequence 3662 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAGCAATTTTTCTTGCCACAAACCTGAATTAA 

CCTT ACAG ATTTTT TAATAGGAGCC CTGAGATATMTTTTACTnTTGGAGAA 

ACCCTTTTMTAGCTTTTCTTTTTTA 

CTCCAGATTAGAAATGAMTTTGATCCTGTGGTGGCAGTTTTTCTCCCTCTCATCATTAC 

ATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAGAGATAAAGATTATATAAAAGA 

GAGAGGAGACAGAAAAGGAGGTGAAATGTAATCTCACAATTCCCTGCACCACTTATTTAT 

TTCCTAAAATCTTGTCTCACACAAAAGACATCAGAGACAGAAAGTTTTCTCTGTCCACAT 

CTCCCATAGGGGCAAAGGTAGCTTACCATTTCTTGGAAAATAMGAAAAAATGMTTTTT 

CTTTACCAAMTTTAAACACCATTAGGGGATAGAGGTTAAAAATTA 

Sequence 3663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGACAACAGCTGAATCTGAGGAGGTCTTTG 

TTCACTCAAAAAATTAGTTMTACMGGGGTTGTTGTCAGAGATTTTAGGGGCTAAAACT 

GTCTATTCCCCTTTGAAATTTNTAGAAAATGGACTTTTCTGGGGGAGCTTGTATT^ 

ACCAGNAACCAAACCACTNGGAMCCAGTGCTTGTTAAATNGGAAAGAAAGAAATTTGAG 

AAAGTGATATAAAATAAAAANATAGGATGAATTAATAAGATATGATTTAAAATACCAAGT 

TGGAAAGGGGGGAAAAACAANAGCCAGGGGAATCTTCAGGGAAAATCAAGGACATTATAT 

TTTAGTTTTACAC 

Sequence 3664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTTCACATTTAAGTCTCTCAAGCCTCTTT 

GGCATTATTCAGTTATGGTCAAATAAATAACCTAATATCGAAAAGGACAAGTCACCTGTC 

ATTGACTCAATATATGTCATAGAGTGATATGAAATTGTGAAATCAGAAAAAATCTCTGTG 

CAAAGACCTGGCCTACCACCTACAGTCTGGGTGTCTCTCTGAGACTCAGATTCTTTATCT 

TGAAAACTGTGAAGAAAATTCTGCCTCATAGTGTTGTAATGAGCATTAAAGAAAGAAAGC 

AGGGMCTTGTC AATTA AAGCATCTTTCACATNGGGGGTGTTTAGAMTCTTAGTGTTCT 

TTCCTTGTATCTGTTTTGTTTATAGTTTTCCTTTGTTTTACCACATTGAGAAM 

TATTTGTTTCTGCGTATTCGGATAGATTCCTGTTGTTTCCTTGGGGCTTTGGGTGTGACC 

TGTTTAAACAAAAA 

Sequence 3665 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGTTCAGTGGAAACAGTCAATTTTAGTGGG 
CATTCCTGTATTCCTCAATTAAAAGGGTATGGTGAAGTATAAAGTTTCACCATTAAGTAT 
GAGGCTTTCTATA GGCTTTTGAT TATTAGCCTTACTGATGTTAAAGAATTTCACCCTTTG 
CTAGTTTGCAAAGA I I I J I I I I I MTGG AAGTTGAATTTTGTCAAATACATTTTCTGTAT 
ATTTTGAGATAGTCATGGGGTTTTTCTTCTTAAATCTC 

AGCTTACTCTTTGMGTGTTAAMTTTMTCACTCTAMMCACTTTTMTAAATCTCTT 

AGATTMAMCTTTTMATCTTGAGCATACTTTAATCCCTTCTCCATGACTCGGATTGTA 

TTATGGMCATCATTTATCTATCATACGTGATGTTAATTCTTGACTATAAATCGCTCAAA 

AGTAGGAGCCCATGTCTTAATCACATTTGATT 

Sequence 3666 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATTTTAAATGGCAACAAAACTGGAATTATTC 

AGATACACATCTAMTTTGTCCMGGTTTTAATGTTGGAAAATTATTAAATGAGAAAAAG 

AACTAAAACAGGAAGTGTTATCAAGAAAAGACTGTATTGCTAAGATACCACTTCTCTNCA 

AAATCATTTATTAGATTCGATGTAAACTTAGTCAAATTCCCAAGTGGCTTT 

Sequence 3667 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGCCCAAGGCACCCTTCAGCTAAGGGGTTA 
TGTATMTCCTTTCCCCAACTGCCAGTCCCTTGCCTTGCTACAMTGCATTTGTTTGAAA 
TCMTATATGTATTCATTTATCAAAAf ATCTTCACTTACATATTTACTACATGTTAGAAT 



# 
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TA CAGA GTGGTTCTCCAGACATCTGCTTTGTGGGTTAGGCCAGGCTGAAGTTATCACATC 
CATTTTGCAGACAGGGTTGCCAGGATTCAGAAACCCCGTCACTTGCCCAGAAACACAGTT 
GATAGCAGCCACATGGACTTTCTGACTCCTACTCCGGTGCTCTTTTGCTCATTGTCTTTG 
TGAATATTCTGTGTAATTATTNGCTCC I I ITTGC 
Sequence 3668 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATGCTCCTGGTAGCTGNTATCATTCGTTA 

TTNCTMCAGAAGTGGTTTCTATGTGCACAACCTTAAGAGAAAACATCAGGAAGCTGATT 

AAAAACTATCCTCATCACCGCAAACTCCCTATTTATAGAAGACTTACCTACTGAATGATG 

TCCGATTAGTCCTTTAACAATTCAGATCCTAAATCTAAAGGCTAAAAGAGAATCATTTAG 

GGCATTTCAAAGGTAGAAATCTTCTGGTGTTATATACTATTCTCAGGGACCGAGCAATCA 

GCAGCTATACTAAMCTGGAMACTCGTGACTrTATTTATTTATTNATTNTATTTCTATA 

TAGAGATAGGGGTCCCATCATGTTGCTCAGGCTAGTCTCAAACTCCTGGGCTCAAGCCAT 

CTTCCTCCTGC 

Sequence 3669 

TTTAGGGACGAATTGGGGCCCTCTTAGAATGCATNGCTCCGAGCCGGGCCCGCCAGTGGT 

GGATGGGGATATCTTGCAGAAATTCGCCCTTTTCGAGTCGNGCCCGCCCCGGGGCCAGGG 

TACCGCGGGGGGGAGGGGCNAATTTGNAGGGCAAGCCCAAGCCGCCAAGGGGGGGCCTTT 

CTTGGCNTNGAAGAGGGGGGGCAANGGCCGNGGAAGNCTTTGGAAGGGGAAAAACCCCGC 

AANAAATAAAAGG I I I I I I I I I I CCTCNTTTTTGGAAAAAAGGGATTNAGGAAGGGAATT 

TAAAATAACCCAAACCCTTACCCTNTTANAAAAAAAAAAAATAATTAAGGGTTCCANAAA 

TTAAGGG GGGGGTTMC CCTTAAMAGNAATMATTTTTNGGCCTTTAAAAACCGGGTNT 

NAAAAAGG I I I I I I I I I I AAAACCGGNNCAAAAATTTTTNTTTAAAAATNAAGGCCCTTT 

T NAAA AGGNMNTTTTTNTAAANGGGGAAGGAAAAAAAAANTAATTNGGNAAANGGAAAC 

CTTTTANGTNAAAAAAGNAAAGTTTACCCCCACTTGAAAGGGGGGAAAAGGGGGNAAAAA 

AAAG G N AAATTAAAAAA 

Sequence 3670 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTATTTCATAACCAAGTAATACCAATATTCTC 

TAAGCATCATATAGTTCCAAACTGTAATCTAAAAAATTAATCTAACTGAATGATGCAGTG 

TTTGATCATGATTTCCTTTAGTCCTTTAMCTTACGAGTCTTGCTCTTTMTATCTTCAA 

CCTC GTTCA GAGTGACTACCAAAAAGTATATGACTAAGTGCCACATAAAATAATCTTGAG 

TCTCATTTTMTAGAGMTAAATCTGCCAGMATTTTGGTGAATTATATACTAAATAATA 

AMGG TAMTATATGATCTTCCATTTAACTCATTTTTTATAMGTGAGCCAGTTCTATTT 

TTTTTMTCCTTAACCAGGAGAGTATGMTCACCCACATTTNCAAACTTGGAATACTTAG 

AGAATATGTTTTTAATAACTATATTTAAAATTGGA 1 I 1 1 1 I C 

Sequence 3671 

CCCTTAGCCGTGGTCGCGGCCGAGGTACCACCTTGAGCCTGGCATTTAACCTCTGTGGGC 

CTCAGTCTCTGCACCTATAAAAGGAGGGATTTGGGCGAGATATGCTGAGGACACTAACAT 

TCTACACGTCTAMCTTCGAGGAACTTTTCTAAAGCAAGAAAAAGAATAAGGGGTAAATT 

TAATTCGTCAGAGTGGAAAGAGAACAAAGAGAGAGGACTGGGAGTGGGAGATTAAAAGGC 

TGTGGAAAGTGGTCTTGAGATAGATGTTATTGGGGACCAACCTTCTCAATGCACTGGTCA 

AGCGCCCGGACGTTGTTGAGAACAGC 

Sequence 3672 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCTTAGAATTGTATTCATAATGA 

AGTCMTTCAGGCAGGCACAGTTTCMTGATATTATGAGCTTCATCTTMTAGCTTTTTC 

CAAMGTTTTCTGATATAGGTTTGCCATGTTCCATTTAAACCCAGCTGTGGAATTCATTA 

TTGTGTGCTAMTTCATTTGGCCACTGACTTTTTGAAAAGGAGAMATCAGGTTTTTTAT 

ACACACATACCCACATMGAGTATACACTTTMTCAGTCTTTTTTTCTTAAAAGTTCAGT 

TATTTGCTGAAAAAGGAAATATACTGCTTAAAAAAGGAAAATATATTCAAATAAGGCAAA 

TATGATTNGGAAATAAT 

Sequence 3673 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTCAAACCACAGCAGCCTTGGTGMTTGTtT 
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AGCATTTGMGGCTTGAT CTTTT GTGCCGTCTACTGGACAATAGAAAAACTGCAGCCTTG 
ATGACMACTTTAATCTTGTTTTACGGGGGTGGGAGGTGGTGGTTGGGGGTATGATTTGG 
TGCTGGTAA 
Sequence 3674 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGATACCTACTAGTGCTTACTCATTAGCATA 

CAGAAGACAATACTTGAGGGCTGTAGCAAAATAACTGAGAGGATTTTGAAATGGGCAGGG 

GTCCTGCAGTAGGATAGGGGGTGAAACTCAGCAAAATGTCAGGTTATCTGCTGCTAACAT 

MCCCCATCTGTMCCTCCAAGGTCCTTGGGCCTTTCAGGAACATGTTTTTCACATTTCA 

TAGACCACTGTAAATCTAAATAGCTAATACAACAGCTAAAGATCTTAAAGCAATTTGGAG 

ACATTCATATAGTAAATTCCCT 

Sequence 3675 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGC 

ATAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAA 

TACT ACT ACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAG 

ATGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAAC 

TTTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACAC 

ATTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTAT 

ACATCAMCATCMCTTGGTTGGTTTTTAAAATAAGTTCACTATATAAAATCTGGAATAC 

ACAGAAAAAGCAAAGAGAAATTAAGTCCCAATCCCATCACCCCAATAAAATCACCAACCT 

TTCCTTNTCTTGACANTGACCACGCCTACTGGAGATAMAAATATACTTTANATGGTTTT 

CCTTAGMGGAAATCAGAMTAGGNGACTTCCTAMTTTTGGAATTCTTTGCTCAGGCAC 

TCAAAATGCATTGATTTAAATCTNCACATCCCATCACTGCTGNGACTCATTAGCAAATTA 

TTAATCATTCTGNGCCTGAATTTCCTCATNTGAAAAATGA 

Sequence 3676 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAACAGGCTGGAGGACTATGGTCCTCAAG 

TTTAGACCAAGAGGAC TATGGTC TCMGGTTCACCATGAGAAATGTGTTGMCATTTTAG 

TATGCTCTATTGTATMTTTTrTTGGAGGGGGGGATGGAGTTTCGCTGTTGTTGCCCANG 

CTGGAGTGCAATAGCACGATCTTGGCTCACCGCAACCTCTGCCTACCGGGTTCAAGTGAT 

TCTTGTGCCTCANCCTCCTGAGTAGCTGGGATTATAGGCATGCACCACCATGCCCAGNTA 

ATTTTGTATTTTTATTANAGACAGGGTTTCTTCCNTGTTGGTCAGGCTGGTCTCAAACTC 

CTGACCTCAGGTGATCTGCCTGTNTTGGCCTNCGGCGTTAACACTTTTTAAGACCAGTGT 

NACAGAANAGAGAATGTAC 

Sequence 3677 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAAGTATACGCATCACTTTCCTTAAGATTAC 

CCCTAAGACTAGGTAAGAATACAAGGAGGAGATCAGACATGCTCTAAATACATTTGAATA 

AGTTGCATAAATATGTTTGAATAAGTTACTCAATTTAMMTTAGACTGTTTACACTAAA 

TATMGATCTCTMCTTCTTTCAAAAAATCAGAAGGTCTAGCAACACTAAGTCTATATTT 

CAGCTGGCTGATCATGAGCATTAACCAAGCAGCAGTCTCTCCCCTTAAGTCTGTGTGCTC 

AAGGCCATTACTGCCCCCACTTAGTCTCTTACCCATTTCCACTCCATGCCTCGCCCCTGT 

AGTCACCTMGTTTGCAAACCTTGMTTAAMGATGATCATTTATTTCTACAGTAAATAT 

ATCAAGAGGGCTTTA 

Sequence 3678 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATTGCCACTGGCCGCCACTTTGACTTATTTT 

CTCTMTAGTTTATTTGCCACAGTCTTTATTTTGAATATGCTCCTAG I < I 1 I I I I I AGGG 

TGCTGTTCATTATGMGGCTTCTTTATAGAGGCCTMTAAGMTGCCTTTTTATAAAGCC 

TGTGCATTTAGGTAGGTTGAAGCTAGGAGGATTTTCTTTAGMTGCTCTTTTGCATGTAA 

AGCACAAAGTATGTTTCAGTTTAMTGCACTTCTTCCGGTTMTTTTTATGGGGAAGACA 

AGTGAGTCAC 

Sequence 3679 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTTCACTCTGAATAAAAAAAAAAAAGAAAA 
TNCTCTTTGGGAATCGTGCTGCCCCCTGGTGATGAATGGAATAATAAAATAGAACCTTTA 
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MTAAGTTTACTAATAACATATTGTTCATTMTMATGCAAMTTTAACACAAAGTCTGC 

ACAAAAGGTAATTCAATAAAAAGTGTGCATCCACAACTTAGTCATCTGATATTACAGTGA 

TTATTAGGGCCAATCTTAGAAATGGAAAGATGGAGAAAGAAGGATNAATCACAGAAAAGG 

GCCACAGGCTTGAGAAAAATAAGGATTCCAACTCCCCACAATTGCAAATATGAAGAAACT 

TTATGTTACCTCAGTTTANAMGCCAGTTTCTTCACGGGGGGTTAATGGTAGGCTTCAGA 

TMTGACAGCCAAAACAAAAACTTTACAATGGTTTCTCAAACTAACAMATTTTGGATTT 
TAT 

Sequence 3680 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGMGGATGMGACTTGAATAAGATTTGGCACATTTAGGACAACTAGTCTA 

ACTGCAAGTGAAAAACGGACTGTAGGTAACCAATGGTGAAGGACGATCATGATTTGAACT 

AAAATGGTA TCAA CGGACATAGTAAGGAGTTGAGAAATAAAGAGGAAGTAGTAATTGATT 

CTGGATATGTTTTGAGAGTAAAACMCATAATTTCCTGAGAGTTTGGATCTAGAGTGCAA 

CAAMGTAGAGTCAMAACMTTMCTTTTTGGTTTCMCTACTTGTTGAATGGTAATGC 

CACTAAATAAGACAAACAACTCTGAAGGATGAAAAATTTGAGAGAAAA 

Sequence 3681 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTCTCCACAGAGCAACAAAGACACCTATA 

CAMGTCATAGGAGATCMGGTCMTAACTMTTTTAACACATATTCATTCACAGATATG 

AATTGAGAACAAATAGCACCCAGAAATTTCAAGAAGTGAAGAACAAATGTAGAGAAGCAT 

AATG ATANC GAATAGAAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAAA 

TTGTATTTTG GAGT TTCCTTAGAAGATTCCAGAACATTCTGCAGTAAATAAAACAAGATC 

MGCTTTNTGTTTTAAAAAAA7TTTCAGAAGAATTAGAAAATGTTACTGGAAAGGAAAAC 

CATTTAAAAAGGTGTTNGAAAATAAAAGAAAAAAAGGTCTCAAAAAGATAGAGCCAAAAA 

GTCAAAAAAATGGAGAAAACTCTGAGAGGAACNTCCAAGAGGAAACNTCGAGATAGAGAG 

GCTTGAATTNCATCATGGTGAC7TATGCGMCTTTTGGAAAGATCCGAAAAAATTTGAGG 

CCCGGAMCTTGTCCAAAAAACTTATTGGCNTTTTTTTCCCACATTTGGCCACCCNATT^ 

TCAMTTGGGGGG MCCC GGCCAGGTTNCTNGMTGGTNGGAGGMGTNCTNTTTTTTAA 

CCCCNTTCNTGAMTTTTNGMCCTTTAAGATTCCMGGTTGGCTTTAAAGGGGNTTGGG 
GGAAAAAAAAAA 

Sequence 3682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACAAAAGTGGAAAACAAACCAGGAAAAAA 

AMTTGTGAAGCACAGAGCTGCTTAAAAGAATAAAGTCACAGAAATMGTCAGTATTTTG 

TTTAGAGACTAGMCTCCAACTGCTAGCCAACTGCCTAGMTATAGTAAATATTTTCTAG 

TTTCTTAMTGACTAGTAATATTCCTACATTATGTGATGGCATTTCCCAAACTGTTTAAT 

TAGATGTTAGATTTGTAGCCAMTATGTCTAGGMATGCTTAAACAATATAAAACAGTTT 

TAATGATTGGCTTTTTAGMCGTTATATATTAATGTGCTTTATGCATATCCAAGAGGTGA 

GTGAGGTATTTGGGGTTTTTCAGACTTACTTGATTACAGATCTGGAGTATCTCAAAACAG 

TTGTTTTGTGGAMACACTCTGGCAMCTCTGAGTCTTMTCATTAAAMTAGGTTTTTG 

GGGTAAACAACAGGNGTNATAGAAATGGAAAATTACTGATTCACATTGAGCCATGAAGAA 

TTTATTNTCAAGCAATTTTTATAGMGTTGCTTTATGACMANAAGCTTTNGTTAACTGG 

CATTTGGCATTTTCATGC 

Sequence 3683 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTATGGAMNCNGNTTATTTTTACT 
NNATNGGGAGATTTANTTTTTTANTTAAACAT^ 

CAGTGAGTAMTTTTAGTTTAGAATTACAGCTTTACCCAGGGTTTATGTCATCMGTTCC 

CTTCMGTAGATTACTTGCMGGAAATCTTACTTTGATATTTCCTAAATATTAAGCAATT 

GATATAAAAGTTTGACTTMTTACTTGATTTATAGMTTACTTGGTCTATMGGTTAATT 

ATTTGGTCATATT GMTAM TCAGATTTTTTATATTCTTTGGAGATACGTGCTACATCCT 

TTTGTT AAAM GTCTTTTTAGTGATACTAATTCTGTGTTCAGTGTGTGAAAAGTAAAATA 

CCACMTTTrAAAAGTCTMTTATTTTTAATTTGGTTAATGACAGAGATATAGATCAGCT 

ATCAGGAAGGGGACTTCTGCCATTCAA 



# 
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Sequence 3684 

CCCTTTCGAGCGGGCCGCCCGGGCTGGTACAAAGAGGCANAAGTAGGACTCCTGCTCAGT 

CAGCCTCAGCCTNTCTCNTCTGGATNCACCACCAGACTTAGAAAGCTTGCANCTTACATA 

CCACCTGGTGAAAGTTNCCTTTTCTNATCTTCCATTTCTCTCATTTTCATNAAGNGCTAA 

TCTGTCTGTTGTATGGTATATAGCTCTGAAGTAGTTCCAGCAAGACANTATGATCAAGCT 

TCNTTTAAATAAATCATGATCTNTTTCTCTCTCTGCAAAGCAGCAACAGCTGTCAAAGGT 

AGAACTGAANCCAAGGCAGCACCAATGGAGCANGCTGNTAATGAAAATATGACAAGAATN 

TTTGAMCTAGMNCCTCMGCCACAACTTTGTTAGGTTTTCCTGCACTCTCCCCTNGGG 

GGGCATTATTCAGAGGTACTNTA^ACGTTCNTANNAATTTNCTTTTTGGG 

Sequence 3685 

C CCm CGAGCGGCCGCCCGGGCAGGTACCCTGACTCCCTMTTTGTTCCTACAGATTTT 

MTTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAG 

MAGGMGAMGGMGGAGGGGAGCCCTGGTAGAMTTTCATTTTGTCCAGGGCAACTTG 

GGGACTTACAAAGGAAAGACGAGAGAGCAGAGGCAGAGAGAGGAAATGGAGCAAGAAGTG 

TGAAAATAAA AGGAG AAACAAAGAAAAGAGGAAAAAGTATGAAAAATAAGTTGTAACATT 

TCTCTGGAGCTTTTTGTTTCAGAAGTGACCACAGAAGGAGGATGGAGATACTAAGAAAAA 

GTTAACAGGAGAAACAGTAATGAAGAGGAAAATC 

Sequence 3686 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTMGATATATTAATTTGATCACTTGCACCGTGTAGTTGMTTATTGCAAAG 

AATTGTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACA 

CTGCATCATATGATATANGAGGTTGTATCTTMTTTAGCATGGTCCTACTGGATTTGCTT 

TTTATTACTAAATTACT AAATA ACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAA 

TTAGGGGGGTATTGTCTTTTAGCCTCTAGGGGTTGTGGTAAATCTGGGCATCGTCTCACT 

GGATTCTCGACTCAGGGATCTCATAAGGCTAAACTCAAGGTGTTGGG 

Sequence 3687 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATCTCTCTAATGAATCACATGTATAACGA 

TTCAAATACTGTGTTTGAMTGCAAAGTCATTTTAACCGCTCAAACTAGGAAACTGGCAT 

AATTATGGTCACAAACTTATCCTACGTGCCTAAGCTTATGAACCAGCAAATGAACATACC 

ACCAMTATTCGCTTACCTGGTCAAAAACTACTACTGCACTCATTAGAMCTTTTAGGAT 

AT CAM ATCATAAMCCGTTCCAGGACTATAGTTTTATTTGCNAAGCAAACTATTCAATG 

TGTTTTGAAACAAGCAGTCTTCTGAC 

Sequence 3688 

CCCTTAGCGTGNTCGCGGCCGAGGTACTGAGCCTGTGTGTCAGGTAATGTGGTTAACTTA 

AC ATTC ATTACAGCATGTCATCACCACAAAGGCCTCTTGTGGCTGGTGCT AI nTTTTT C 

CATTTTGCCGACAAGGTTTAGAGAGATTGAATCACCTGCTTAGACCCACACACCCAGTAA 

GTGTTGGMTCTGGATTGATGCTGTAATGACCATTATCCAGATCCTTATCACCGTTTGGG 

GAMTTGTCTGMAATCCCTCTGGGTTTATTTAGAGTCMGCTTTCATCTGGGTCTTCAG 

AAAGTTGTAGTGGMGCCATCTGGNACCACCACACACCTGAMGACATTTTTAGGGACTT 

MCCTGGATTGAAAAAG 

Sequence 3689 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 

GTCTTCCATGTTCMGTTTTATGMTTTCCATTCCTGTATTCTTGMTGGAAACATTTCT 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACMCACCATTTTGMTGGTGTTTCTCCATC 

TTTTTCAMTATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAATGAGTATGTGTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTAAGTTTTCTTTTGAGGTAACCG 

Sequence 3690 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACTCAGATCCTATAACTGAGTTTTCAGAAA 

MCTGTTTGGGATCTATGGTATCATGMTTAATTTTGTTATGAGGGAAGCTATCTTTTGT 

GTGCCCCTGTAAGGACCGGACTACCATGTCCCACATTTTTCCTCCCAAAGTTGAAAAAAT 
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CTCCAMTCTCTGATTTACACATTTTGGGACCCATCAAAGTGGTAACTATCTGTGTTCAG 

ATTTCACAGTCTTTAGGGGCTGGTGACAGAGATGAAGCAAGCAGCAGTGCAGATAAACAT 

GGGAGTGGAATGTGACACACACCTAGCTCCCAAAAAATAATTAGGGAAAGATGATTCTTG 

CACGATAGAAAGGCTGACCCTT 

Sequence 3691 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTGCCAGAAGTATTTTTTTTCTTTCAGCTGTG 

MCCAGCCTGTTTTGTTTGACAAGCCTTTCCAGATTCATGCAGCTCAATCACGTGCTTGT 

TGCCMGTTNGAGAGTGAAACNTATTATTTCAMCTTGTTGCCGNGACCMTTTTTTACA 

AAACTGAAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACACTTGCAT 

CCTTTTCTTCCAAGAAGAATATTCTGACACTNCAACTCTANAAGTCATGTCATTAGTAAA 

AATGAAAAATAAT 

Sequence 3692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTGGAGAGAAATTATGTGAAACTCTGGCCT 
CTTCCACACCAGTCTGGTTGGAGAAAGATTTCAGGAAAGGATTAGGGAGCTGGAATCATG 
ACATAGTATAGCAAAGGTGCATAACGTCTGCTAATGTTACAGCACATTAAATGAAGTTGT 
AAAA TAGTA GCTTAAAGTTAGGCAGGCCAAACATAACACAAGAAGTATGAAAAGCAAGGT 
GCCAl I I I iCCAACAAATMGTTCATTATATGAAGACCCAGCTTTGGTTGATTTAGCATC 
TTGG TATCCMTGCA GCTGCTGTGACTTTCTTTTCTTTCTTTCTTTTTG I I M I I I I GTG 
TTTTGTTTTTGNTTTTGTTTTTGNI^^ 
TMGTATGCATTCCAGTTTMTTMTCATACCTATTTTCTTA 

ATGCCCAGGGCMTCCCACAAATANTGMTTTCTTTAATCCTGGCCACTAGTTCTACCAA 
GGGNGGGMCCTTGCTTCATTTTTACCGANGAAAGGAAACCTAACCATTNCCAAGGGGGG 



Sequence 3693 

CCCTTAGCGGCCGCCCGGGCAGGCACTATATTATTTATGCAGTATGGTAAAATGTCACTT 

TGCCTCMGGTGACCTTTGAAGTTATAGGGAGCCTATGTTTTGATTAAAATACATTGTGT 

GGGGTGTT AAGCAC TTTTAGTGTATAAGGGAAGATGAAGGATTTCACAGGGCAAGTGGGT 

GGCTGTAAATTTTTACATAGAGATCMGATTTGTTTTTTAGCATGAGCAGAATCCACGTG 

GTATTTGGAGAAG AATTGTGTAG ACTTATGCTATGTTATGG C \ NIMH lA AGAAAATG 

CAGAACAAGGCAAAGCGAACAAGAAAAAAA 

Sequence 3694 

CCCTTTC GAGCG GCCGCGGGCAGGTACTCTTCCTGATGGAAACTATAGAAAAATATCATG 

TCCtTCTATTTTMCATGTTTTATCMAATCAAMTAGTTACCAAAATCTCAAAGCATTT 

TGTTTCTTAGTATCAAAATCCATGGAAAAGGGGAGAAATCAACATTAAGGGATAATTTGA 

ACCTATATATMTGTTTCCTTAACMTTAMTGTTATTACCATGCAATAGTGCAATCAAT 

TCTAGGAAAACACCTCCAGGAAATATATTAACCTCTGAACTAATGTTAAAGAAGCTCCCA 

TGAGAGTATGTTTTCACAMTGAGCTTTCTGTTGACCTTTTTGTAAMCTTCATATAACG 

TATT TCAG TTAMCCTATGATGCCTTTAGTGTTATCTCTTTCCTAGAMTGAGATGTTTG 

GTTATTTTATGTCTGTGTGTGTGTATGTGTGGCTGNGATAGCACTGGTATTTATAGTTTC 

CCTGCTAMTTACCGTATTTCTGMCCTTGGTAAACTGAACAGAATTGGAACGTTTGGGT 

CCCC 

Sequence 3695 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAGATACTTGAAGGACCCACTGACCTGGAAAA 
■ MGTGGGATCTAGTTTCAGCTTGAMAMTCCTTCTTCATMTTACATTTCCCTTAGGCA 
MTCTCTMCATGCCTAGGCTTTTGTATATCTGTTTTTACTGCGTCACAAACCTCCCCCA 
MGAGMGGGAGACGATMCTGGAGAAMCCACAMTTMTCTTCCMTATTTTrrTCTT 
C CATAT AATCMGCAGTGCCTCAGMTCAAAGCAGTCTCTAMMTATTTTGAAGMATT 
TATTTTCTTGGATCTTCAAAGATCCAAAGTTACTGAGATGCAAAGAATCTTCCACAGTAT 
CATCCMGGATACTGMGGGCTCCTTCAMCCTCGCCCTTGTATATTTCTTCTTCCAGTT 
GTGATACTGCAGTTACATTTGCAAACCAAATGATCCCTTTGGGTGGG 
Sequence 3696 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTTCTTTCTTTGACATGGCTCCTCA 

GAATGCATAGAGATTTGGAGCTGTGTTGTCTACACTGGATGTGTGAGAGTGATTGGTAAT 

CTGGAGGCTGACTACACTTCAGGCCTGCCCCGTGGTGGAGTCACTGACTTCCACCTTCTG 

GCTGCAACCTGCCCAAGCCCATCCTGAGTCCTAGGCTGTGTTTACTTAGATAGGTCCCTT 

CTCTGACTGACGMCATCMGTCCTTGTGATTGTTCATTTTTTTCACTTTANCTTGTTTG 

TTTTCAAGTCATCCAAGTCANAAAAGTGTCAAAAAGAAACC 

Sequence 3697 

ccctttcgagcggccgcccgggcaggtacgcgggttctgtcattttttgttmttttact 

tccaggmgtcagggctgtgatttgaggcttttttctctaagcttctgtgatggagatga 

atttattamgtggggccataatgtctttttgagcaacattaaaactgagccatcagaat 

taggaagtatcagaagtcaagatcaattttcaagaacaggagcataaaattcgaactcaa 

tctgtgttaacattaagagatttagaagctcattcagactgataactaatgaataatata 

gctttcatttgttggagactttatgtgagccagccagttatacatgttatttataatccc 

cacagtmcactgcaaggtagttatcmctctattttgcagttgaggaaattgaggctaa 

gamtatgcca tttaa cttttgctgcataacaaActaccccaaaagctaatgggtttaaa 

acaatatgcatcttttgtgtctcancattttgaggtccccagtgagtagctcttctggtc 

tgggattagttcaactatctgcagtctgctaaacataatctgggtgctaggatgatctac 

aatggcctttaccccccttaagtaaatctaagttggatgggna 

Sequence 3698 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCTGAACTGTGTTCACTAATAACCACTGG 

GGMTGATTATTCCCCMTGTCTTTCTMTGTCTTAGAATTCGTGACCTAGGGTTTGCCA 

ACCTGAGGGCCCATAGCGGCCAGTTCAGGATGTCGGGGACTGCAGTAAACCAGAGGATTT 

ATCCGGTGGTCGCTCCTTATTTTGGCCAGCAGGGCCGTCTGGAAATGACAGTTCAGTGTT 

GCCAMTCTTCTACCAGTTTTGAAACACTGAfeGATATGGTTTGGCTCTGTGTCCCCATCC 
M 

Sequence 3699 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCATTACAAGTAAGAATTTCTGATGGCTAC 

ACGTCATTCTATTATGCTTACAGATGAGAMGCTCTATTATTTGAACTGTAAGAGTCTTT 

TCAACCTCCAAATAAAGCCCCTTCCAAAAAACCCCACCAAACCCTTCACTATAAGAAAGA 

TAATAAATTATTGCTTAGACTAATCTATATGCAAAGTATAAAAGTGCTGCATCAAGCTGC 

AGCCCATGGCAGCATGGAAACCACAGGTAGGNGGACATTTTAGAAATGAAATGGCNATCC 

ACTTAACTTTGGATTGATTGCACANAATAACCTCTTTCTCTCTCTCTGNTTAAATCTACC 

TCCCGTTTATCTCTTAGGTTTTCCTAGACCAAMATCAAGATGTTGGGCTTTAAATCTAN 

TMAATMACTTMCGGTTTTTATTCNAAAANGGACTCTGGGGTGGTTNAAGAATGGAAA 

TGGGCCTTCNAGAAAATTTTTNTTCCACCNNTTTCCCCCNCCCATNAAGGTNAACCTGGA 

AAAATTANCATGCCCCACNTTTCANGCTGGCATTGTGCCTGNCACCTCCACCTACTTGNC 

NGCCCAACTGGCCAGGTTTTTANNATTCANCCTTTGCTGGGATTTGGGACCTGACAAGGG 

NNGNAAAAACCAGAANTTTCANNGCNCNTCAAAATANAAAATTGGGCTGGGGGGCCCNCC 

Sequence 3700 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATTCTTAAGTATTCCTGATAGGCCACTGC 

CTTCAGCCTAGAACTTGAGAGGACCCAGTTCTTAGCATGCCCATCTAGGAACACACTGAA 

TCACACATTTTGGCATACCTCCTTTATTACCATGAGATGTAGGGTTTGCTTTCATGAAGA 

AMCAAMGAGTAA ACMTC CTGGATCTGMCTGATAGCACTTTATAAATAAAAGCATTT 

TACATCMTAMAGATTTTTATTATTTCMTACCAGAGGTTTCAAAAAGCCCACCATGTA 

TCCAMTMGGTGTCTTTATTTCCCCCCTTTCACTCATMGTCATCTCAGTTTATCAGTT 

TGCAGGMTGTMGCTTCACACACAAAATTCCAGTCTGGGAAGAAGAATGCTGCTTATTA 

CAGGGTTTTATGCCACATGACTCATTGGGAT1TCCTGACGGCCTTTGCCTTACTATACCA 

MTTGACCCTGGAGCTCCTAATGGTGATTCCCAGCTGCATCAATTTTGAGATTTACATTG 
CCCCT 

Sequence 3701 
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CCCTTGTGGTCGCGGCCCGAGGTACGCGGGTTACACTGGCTACCCAGATCTGCAAAGCAG 

CTGAAACAAATGTAGTTTATTAGCTGGGCAGGAAACCATCTGACAATACAGAAGTTCACT 

TACTGAAAAAAAGAGTAGCTATTAGCAACTGGACTCTGAGCCACAAAACCCAAGGTTTCA 

CTAGAATGTGAGCTATCGCCTTTTCTTTTGGCTGCTGTCAGCACACAGTATGTAAAATAG 

AGAMACAGGGAACTTTCTAMAGAMACTMTTTTAATTCTAAAAAGATATGAGTATGG 

CTTAGCAACTAAATCTGTTAGATGGGGTTGACTTCATCATTACTCCTTGTTTTTGGGACC 

ACTCATCCACGACTTGGAAACGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 3702 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAATGTTTTAGGAAACAAGCTACTCCAAAC 

TTCAGTTTCTTAGGGGTTATCTGTTACACAGTTCMTTAGTTAGTTTCCCAATCCATCTA 

GACTTCMCATTGMTTTGATTTTACAATCTCAGGGACTTGAAAAGCTTCCACTTCTGCA 

AATGCTATTTCCCAGCTCTAGTCTGTCTACCACTTACTCACAATTAGCTGCTTTACACTC 

TCACCACACCCTTCAGCCTCTCTGAGAGCCAGGCAGTAATGGCCATTTCTGGGGCTACAT 

CTAAGTAGTTCACAAGCTGTATCCTAAACTCTCAGCATAGGGTCTGGTTCAGAGTAACAA 

CTTAATACGTATTT ATTAA GTGAACAAACAAATGTCTGAAATCCTCTGTCTTGGATCAGC 

MTTATCGGT TATCT TTTCTGANAAGCTTGGAGAGMGGTGCGCAGCTATTTATTTAACA 

AG AGTGTTAA I I I I rATTTCCTCCCCTTTTTATCTGATTACTAGATGGGCAGACAGGAGA 

AAATGGTATTANGCAAAGTCTATATGACTAAGTCTCTTCAAGATGTCCACGTGGGGAAAT 

T 

Sequence 3703 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAAACATTAAGAGAGCAAGTGAGCCTCAT 

TTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAAAGCATTTCATGTTCCAAGACCC 

TGCCTTTGTTAAAACATAGATGCA I I 1 1 1 II II I CTTTGGGGATGTTCAGAGCCTTCCAG 

AATTATGCTTTCCCAGGAGAGATAACAACAGTCACATAGCCAAACGTCTAGCAGTGCTTC 

TGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATTC 

TGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGAG 

AGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGAG 

GGCGAGCTGGTGGAATTTCTCTCMTGCTCMGACCGAGGAGTTTATCATTCCCTTGACC 

CCTGGGCTTTAGCTAGAAATGTCCAGAACTNCCCCATNCTAACTGAGAAGGGCAGTTGCT 

TGCCCCAAACCCCAAAAGACTAATT C I I I I I I M I I 

Sequence 3704 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATATTTGACATAACACCTCAATTCCAGAG 

GGGAMCTTGGATGGGAGAGMAMTCCTTTTTATGGGTTGCTTCTAGAGATTACCTAGA 

ACTTAAGCGAGGTGATTTTACTCTTTCTTCTTTTCATMGCAGTAGGATTCACTTCAGAG 

TTGAGGGCCTGTTGCAATAGAGGGACATGTTGATTATAMAGAATTGGGTTATTTTTGGC 

TAAAGCAGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGTCAACATGGCAAAA 

CCCCATCTGTAATAAAAATACAAAAATTAGTTGGGCATGGTGGCGCACACCTGTCATCCC 

AGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGATGGAGGTTGCAAGT 

GGGCCAAGATGGCGCCCTGCAGTCCACCCTGGGCAACC 

Sequence 3705 

CCCTTTCGAGCGGCCG CCCGG GCAGGTACTGAGTCTTTATCAGATCATTGCANAAATACT 

GCGTATCTTTAGATMTATTTTTAAAATAAATAATTNGACAAATGACTATTGAGTCAGCC 

AGAMCAMGAGAMTTGTTCCATTTTGTTTGGTTTTACTGTTGCCATTTAM 

CCCATAGTGGAAAATCATCCCTACTTCTGTTCAGAGCTGAACTCATAAAATTATAAAATG 

TTMTCMGGTATAGATAAMTCATTMTTTTCATGTCAATCCTGCCATACTGCTCAATC 

CAAATCTTAGCAAACAATGTGTAAAGAGGGCATCTATTATTAGAAGAATTATTGACTACC 

TACTAGTAGCTTGGATTCCATTMTTTTTGAGGTTTTATGTAMTTNGGGGCATTTGTCA 

TMTGACATTTAMTCTCTATCGCATCATGAGTTAGGGTTTTATGTGTATATTATATTTC 

TTCAATATACT TACATAC ACATTAGCTTCTTTTTATGATTTTGTGTN 

ATTMTCMGCTTTTTTTCCCAGGTCTGGTGGGTAATAAAGCCAATCCAA 

Sequence 3706 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGACAAAGGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCACGACTGAAATCTGAAAACTTCATGAAATCAGGGATCATTACAAATATC 

CCAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAA 

TTTAATCATGACATTGCAATGGACTATAGGAAGAGTCAATAAAACACTGATAGTGGAGCA 

AAAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTG 

TTCTATGTTGTCTATAGCGGCTTTCACACAGAAACT 

Sequence 3707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCAAAGAGGTAACACTAGGAAACAATATAGA 

TGMCCACCTTTTCAATAGCTAGCATTAAATGTGAAATGCAAACTAGGGCTTCAGTTTCA 

GAACCTAACAGAGACATGCAGAATAATAAAATGGGAAGTTTGGAAACACTTGGAAATGGA 

GMGCMAMCGTCTTTAAATTCTTATTTTGATAAGTAAGCCTCAAATCTAATAGATCAT 

TTTAGATGCCMTMCTGGCMTTCATTGTCAAMTGACTTTTTTTA 

Sequence 3708 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTATMCGTTGGATGAGTTACTTAACCTTTC 

AGTGCCTGTAAAACAGATAATMTAGTAATTACTTGCCNCATAGGAAGTTTGTTAAGTAA 

GGNATTNAMATNGNGANTTAMTTTTANCCATAANTATATTGTTANCCAATTANNATNG 

GCCCCTTATNCC MTAA TTGNNTTAAANGGCCANATTTGNAAAAATTGGNCCCAAGGCCC 

TTNGTAATTNTTTATTTTAANGNTAATTTTNGGGGCCAAATTT^ 

GAAAAAGGA MMG GGGGGGNCCCCCCAATTTTTTISITTMNAANG^ 

TTTTNCCTTCATTTTAAACCCCCTNTTGGNCNNTTAAAATTAANAAAAATTGGNTNGNNT 

TTTMGGATTGGTTTGNAAAAAAAAAAGGGTTTTAAAAAMTTMGGGTTTNCCCCCAN 

Sequence 3709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTCACCCAACTCAACTCTTCACATAGCTC 

AAGTCTTGGCATAMTGATATTTCTCAAGAGATACATTTTCTGACCACTTTATCCTTGTC 

TTTCCTTCATAATTAATCCATAACATTATGCTTGTTAGCTTCCTTCATGGTATATATCAT 

AGATTGTCATCATATATTAATATGTTTGTCTATAGACTGTCTCTCATATTATATTCTACC 

AATATGAGTGCAGCATCCATATACCATAGACCTAGCATGGTCTTAGATAACTAAGATCAA 

ATAAATACAAAGGGTTCAAGGGGCAAATAATAACGATAATAATTAGGGATTCTCAAAAAG 

CATAAA 

Sequence 3710 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGAGAAATGTAGCATAAATTTCATATC 

TCAATGTGGGAGAGGTGATGTCACATTGTAGAAGACTTTGTGAGATGGGAGATATTTCTG 

TGGCAAGCTTGTGAAGATATAATATGTCACAAGGGCAGAAGCATAATAGATGTAACCCAA 

MTTTTMAMGAATTATCAAAAGCCAATATAAMTATTTTATTCACACAAAATCTGAGA 

CAATTGATTATGAAAAAACCATATTAAAAGATCTTCTATAAGATACACACCAGGAAATTG 

AATCAAAAATGAACTAAAA 

Sequence 3711 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTACCCTGGTCTAAGCCACCATCATCAAA 

AGCCTAGGCACCCATAGTATCTCCTAACTTGTT1TTCCCTCTACACTTTTGTCCCATTTT 

CTAMTGTMTCATGTTGCCCTGTGCTMCAATTTCMTTGTTCTTAAGGAAAATATATT 

ATTGAGTGCTTCTTATATGTTAGGTATTGTGCTAAATTCCAAGAATAATACAAATAACAA 

MCTGAGGMTTATTTTTATGTTGCTCAGCAGCCCCTAACTAATCTGAAGCCTGAGTATT 

ATTCCGAAATCAGTGTCTCAGCTCCAAGCACACCAGCTTTCTGGACAGATG 

Sequence 3712 

GTAATACGACTCACTATAGGGGGCGAAATTGGGGGCCCTCTAGNATGCATGGCTTCGAGC 
CGGGCCGCCAGTGGTGGAATGGGGGATAATTCTTGCAAGAAAATTCCGCCCTTAAGCCGT 
TGGGTTCGCCGGGCCCGGA 
Sequence 3713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACCT 

MCCACTTGCAACCCTGCTAATGCAAACGAATTTCTGCTCACTCACCTTGAGTTGATTCG 

AGTCAATTAAAATACATTGATCTTCTCAGCACCCGGAAATATAAATAAGACTCAAATATT 
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ACCTCTAAGAGGATGTTTTAAAAAGTGAACATTCTCGAGGGAAAACCACCAAGTGACAAA 
GGAATCATGCATTTTGGCCAAGCATATTTATAATGATTAACAAATACAAGCGCTGCTGCT 
GAAGCTGATGGTATTGATCCATTAATAAACCTCCTGTCTAGTAAACGA 
Sequence 3714 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

Gl^~nT CTAA AAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATTTTAATNGCTTATAGCCATACCATGGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATGGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATTGTAAACTTTACTCAGA 
ACAGAG 

Sequence 3715 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGI 1 1 CI IGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATTCTNTGNNCCTGATCCGAAATCTTCTGCAANAGCACTTGGCAAAAGTGTC 

ATAAGNGAAAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGAT 

TCTTGAAACCTTANAAGAGTGTATGGTGTGCTCAGATATGAAGAGAGATACTCTTTTTGG 

TCCATGTGGACATATTGCTACCTGTTCTTTATGTTCTCCACGTGTCA 

Sequence 3716 

CCCTTAGCGTGGTC GCGG CCGAGGTACCTAAAAGCTGAGCCACTACTTCTCCAGAGCAAT 

TGGT CTCCTT GATTGTTTTGCAACAGGGATATTTTAAATTGGAAAACTGAAAAGATAATG 

MGAGTTTTTATTTCTATTTCCAGATAAGTTAGCTTTTACAGCATTTGGATGTTGCTTCC 

GCAAGGGGAAGACAAGCCCTCACTTAGCTCAGCTAAAGGGTTATCTTAATGTTTTGAGGG 

GTAATAAGAGAAATTACTGTTAGTTGGAAAAAAAATAGAAAGAGACAAATAGAAAATTTC 

CTAAGACTCTGTAAGAGACATTCTTGGCTCTCTTCTCACTCCACATTTGCCACAGTGATT 

GGGTGACTTGAAGCACCATGACTTGAAGTATCAGCTAAGTGAGTATTAGTCTCAATTTTT 

TCCTTTCMTATTMATCTATCTCTGNAMTCTCCATCCCATTTTTCTACTACCCTTCTA 

AGCATNNATAACCCTTTAAAGGATAAGTTAAGAGAAAA 

Sequence 371 7 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAGGGCTATTTCCCTGGCGGCAGT 

AAAACTGCCTCCTGGAAAGAGAGCAAGCTATGGGATTAGATACTTAATAAAATTTTAGGC 

AAGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAAGAACTG 

TCCATCTTAAGCTGGGAAACCTGAAAATCATGGCAAGTATAAAATCACTTTTTAGTAATA 

AGACAAGGAA ATAAAA TAACATAAAAGCACATGCCAAGAAAGTATTAGGAATCCATGCTA 

CGAAAATGCAATTTTTAAAAGTGACACAATATCCCAGGAAATAATTATACCGAAAGATGC 

AATGAAAACAAAAAATTCAAAGGAATNCATCAAGGGCCTTNCCNCAAAATTTA 

Sequence 3718 

CCCTTTTCGAGCGGCCGCCCGGGCAGGTACTCAGTTTATTGMTTGATGAATTGATTTTT 

TTTTAGTAATCACATAMTTTCTGTAAGATTTGTTATACATTGTTTACTGTCACAGAATC 

ATGTTTTATATCTTCMGCTCAMGCMGCTTTCAAACTTGAATTTAGTTCTTGCATAAA 

TATGGATGATTGTTTCTCCATTACTGAAGCAGTGTATTAT7TCCATAATGATCTGTAAAG 

TAGGTGGGTTTCATGACCTAAGTGTTATAGTTGATCTTTATATATACAAGGAAAACGCAG 
AGTCATCGTTCATT 

Sequence 3719 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAACCAAATGTTTCAACCTGGAACTTTG 
AACACCTGGGCTTACATAAATTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATG 
TAGAAGATTTGGGGTAAAACAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCT 
TTACGCAAAATAAAAACAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGC 
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AGCAGTTGGCATGCTTTATGTACTTTCTATAATACTAATAAACTAGTTTACAGAA 
Sequence 3720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCTC ATTTTAC TTAATAATGCCTGATATTTGCCATGTTCTTCCTCAAATGTGTCCAA 

CTGCTTMTTTTTTCTTCMGTTCCTTTTCTTTTTCAAATACTTGGGTTTGTAATTGGTC 

MGTTGTGAAAAATCCCAGTTTAGTCCMTAfAGTCAAACACTTTTTTAAGTTTCAATAC 

CTGTAAGATGCAACACTTAATAGCGGTGAGTCTGCTTTAAGATTATAAGATCTCCTCTTT 

AACACCTTTATTTACTTCTTGATTAAGTAATA 

Sequence 3721 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMACGAGTTGTATTTAAAGAGTGCTTTTTGAA 

TTCTAGGGCTCTCTGTAAGTTACTTCATCAGGATCCTGTTTCTTTGATCAAGTCAGCATG 

GGTGCCTACCAMTCATTTCTACTTTGCTGTGTAGCTTTTAAATCTATTTTCTGGGTCAC 

TGGGCTTACTCATGGAATTTCTTTTCCTTAGTTTGTTTCTCTACTATAGTCAGAGTAAAA 

TGAGATGMTGGATCTGTATTTAAAGTGTGGCATTTTCCCAGAACTGCCATGGCCTTTAC 

ATTCATTCTCAAGAAGATCAAGGATGAGCAGAAATGATCTTCACAGAACCAACATTTACT 

CCAAAGGCATCAAAACTCTANTTCCTGAAATGCATTTGAGTCACTTACCAGCCCAGTGGG 

A TCTCTG TGCCAACAATTTGAATTTATATCAGTTTACAAATTCACTGAAAAGAATTGNGT 

Ci 1 1 I I IGGTAGTTCATTCCTGAAGTCTTCCAGGCTCTACTGAATAACCCAGATGATTTA 

TATATACCATCAAACTTGCCTAAACCCTAAGCACTGCCCTGGTTATCTTGGCCTATTAAA 

TGCCCAGTCAGTAATTCAGTTTAAAT 

Sequence 3722 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAATTTATCCACCCACAGAAAGTTT7TCAGA 

TGGGGTGGGAAGGAATGGAGAGAGAATGTGTCTATGAGCTTCCAGCGCTCATCTCTGCGG 

CTCAGAAGCCATCAATAGCTCGAACAGAAAACGTCCTCACATCTGTCACACAAACACACC 

CCATGGAACCAAAAATAAACCCCACACTGATGAAAGCCAGCATGTCGAAAGATAATTTTA 

GATCTATTTGAAGACTGCAGAGACTGTCTCGCTGAAATTTTAAAACCACACCACCAGAAT 

ACCCAACCCCTTACGATTATGCTCAGCCCTGATGAGGAGGCAAAAACACTTCATTCCATT 
TTATAAAC 

Sequence 3723 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACANTNNNTGCTATNNGTNNNNTGAANNNTNNG 

ATNGAATNTANAATGNCNNGAACACAGATNNNGGGTGTATTGTGTGCTGCATTGGAACTG 

AAAGNATTCACAAAGGAAATGCTNCAATTCAATCCCCAAAATAAATGAACANTGACAAGA 

ACACGTNGAAAATCTACTGAGTGTGTATATGATCATCNGTAGTTGTTCAAACGCTNTATG 

AANCTTATGCTCTNGTTCATGTCCCATTTTTGAGTTGTGCCTACATNATGCTGGCAACAN 

ATMNACATGTTGNTTTAATMATACTMCCTTTATATTCTGCTTATTTTTAAATTATAA 

ATNCCATCTGNGTAAATAGTTTCTCTCTTCTNGCACTTTACTAAAAGGCAGTTAAAAGAA 

ACCCATTCTGAGGCTGGGATTACAGGCGTGAGCCACTACACCCGGCCTNATCTGCTCTTT 

AGGATATGGCAGCAGATCATCTATNTATCAGATACAATTAGAACCACAGAAAAAATTTAA 
GAACCTTAAAA 

Sequence 3724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAANCAATT 

CAGCAACTACNAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAA 

CAAGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAA 
Sequence 3725 

CCCmCGAGCGGCCGCCCGGGCAGGTACTTATCAATCTTTTGATTTTAACTCATGTGTT 

ACAATTTCAAACAGTATATTATATCACCATTATCACCACGCTGAAGTTTAAATGTCAGAA 

TGACMGCCCCNCGTATMTTCATATTTTTAGACTTAACTATTAATATTTTAGTTAGAAA 
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AACTTGAGACATATGCACAGACACCTGTAAACAACTACTTGTTCACTGAAAAATGATATA 
ANAATATCAATTT 

Sequence3726 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGACCACACAATGATGGCNTTCAAGAGAAA 

GAAAAGAGGTAAGGATGCAAAATTAAAAAAAAAATAGGACTTAATGAAAGCTAATTTCAT 

CAAGCCCAGGTCACTGATGAGAAAGATGTAAAATCAAGAAACCAGTGAAATAACACGTAA 

CAGGTGAGTCAAACATTACCAGCCGCATCAAACAGTGGAAGTGAAATGGCACCATCTANC 

CCACCTGGTGAAATCCAAAGCGAGAACTTAAAGGGAGTAAGGATGATTCACAAAATGCGG 

TCGGGACACAAGAAAAGTGAGTTTGGAAGGACAGTGAAGAGAGAAAAAAGAATAAGGAAN 

CCACCAAAATTTCAACTCAAAGATACATTTTAAACTGCATGGTATGGCCCACTGTCAATA 

CCGTGGCTGCCTGGGAACAAAAAGGGTGGTCTCCAGATCCCCCAGAACCCCACTATACAC 

CAGGAGGACAAGGAGGAAAGGAAGAAACCCCCTTTGCCTGCCAGAATGCACATGAGGGGA 
GGAAGG 

Sequence 3727 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCAATTCTTATGGCACAATAAAATAAATCCAT 

AATAGCTGTGGGATTCAGAAACAMGTTATTTACAGAAATGTTTTTGATATAAAAAATAA 

ACAGCTAATATGATGAGTTTCTACATCAGTAAAAATAATTTCATTTGAAATTGATTACAG 

TCTGAGCACATACTACTATGTAAGAGACTCCACTGGGGGCCCTGAGAGATAGAAAGATGG 

CTTAAATACAATGTTGACACCTTTAGTTATTGATAATTTACTATAACATGGCAGTGTGCC 

TAGTAGCTGGAACAATGTGGCAAAAACTAATAAATCTGCTGCGTGAGATCCTTAGTAATT 

ACTGTTCC ATCT GCCTAGAACTATGCAGCCATATAAAAGTGTATCCCAACATCTTTTTAG 

TTGCTCCCTT7TAGMTTCCTGTCTTAACTGAAATGTCCCCTCCTCAATAAAATTTTCTC 

TMTATTTGATCTATGTTMCCCTCTCTCTCAGTTTTCTTCACTGCAAACAACATTT 

Sequence 3728 

CCC TTTCGA GCGGCCGCC CGGGC AGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCT 

AGAAl I 1 1 1 CAGTGTTCTAGTTTTTAMCAGTGATGTTTTTTATTAACCTATTTCATCCA 

TTCAAAGACAGGCCTTTCTCCACACCACATTTTCCTCTAAAATCATGATAACACTTTTAA 

ATTGATGGTGTCTTCCAGTGTGTATCAGCCAGATGGCAGTGTGTTACAGTTCCAGGAAAA 

CTCGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGT 

CTTTCTGTTTTAAATATGTGCCGCAAAGAGATTTGCTTACAATCTATTGAGAA 

Sequence 3729 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTTCGTGATATATTTATACACGCATGGGT 
TTGTAGATCCCTGAAACTTAGAGGTCATTTAGCTAAAATCTAC A I I I I I 1 1 I A ACTTTTA 
ATAGGATTGAMTGATATTTTACACTGTATCACAGATACAGTATTTTATATAACTTTTTG 
TAACTGACCTTATCTTGGCCTTGAGTCCCATCCTCTCTGGTGGTAGCGTAAAACTGAAAA 
TTCCAGTTTGGGTCMTATTTAGTGAMGTTCTACTTTCTTTTCAGAGAGTTTGTT 
Sequence 3730 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGGAAAATACCATGGGAACGGCGCTAAG 

CCCTTGGCTT TCCGATTGAAGGGAGCACTAGCTATTAGCTGCTCATCTCAACATATGTAT 

1 1 1 1 1 lATTTTAATGGATAAAAATGTTATATGGCTGATATGATTGATGACTAAGATAAAT 

TTTCACACTGGGACATTTTCTGCCTGAAGGTCAGGCTTAGGTGGCCTGGTCCCAGAGTTG 

CTGTTTCTACTAGGACCCGACCTGGTAAAAATAGAAGATACAGGGTAGTGAGGCAGATTT 

GAAAAGAATGCAGCATGTGCAAATTCTTAC 

Sequence 3731 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGGACTATTCTTTGCATGGATAGCTA 

AAGATATCTTGGCCCTTTGTCCTGTAATAAAAGTTGCTGCCAGAAAATACAGGAGACCAA 

CTACTATAAAATATAAAATGTMTTTMTTTTTTTCTAACCTACGCCCTTATTCTAGGCC 

TTTAAAAGCACTAAATTGAGAATATGGGAAAAGGAATCTATAGAGTTTCGGCCAGATAAT 

ACAGGAAAGATCAACCTAGATCAGGATTCAGAAAGCCATCCTGGCTAGGCATGGTGGCTC 

ACACCTGTAATCCCATCACTTTGGGA 

Sequence 3732 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCATTTTGCTTTTAAAATACTGAGGCAAAC 

CTCTCTGAGGTTTCTTCAMGCCMTGGCMCAAACATATTTCAGCATCTGTTTTGCTTC 

ACTGTANGTCTGTGTGTGGGTAGGTTATAAAATAAAAATGAGCTTGCCATTACAGATACT 

ACTTAAAAACCAAAAAAACTATGATCATGATGTTGATAATTCTGNATTCATTATCCTAAT 

AAAAACACATAAATGTCTAGAAAGAAATAGACAATTATGTATTAGGCCTTCCATCTCTTA 

TTTAATAATAGCAGGGTCATTGTTCNTAGNTAAAACCCGCTCTGATCTTAATAAATCTGA 

TGTAAA 

Sequence 3733 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M M I M 1 I H 1 I I I I M I I I G 1 M I I 1 GCC 

TACMCACATGGTGMGGTTGCCMATTAAATAGTGTTTCTATATTTGAAAATGGGAAAA 

AGTCATTAAGAAAAAAAAGGATAAAGAAAAAAGTATGGTAGCTAATGTCCAACAAGTTGA 

AATGACAGTAGCTTTGAAGGCCAATTAAGTCGATACAAAACGAAATCGANAATGACGGCG 

GTGGTTGTAGGCTGCATCCTGGGGMTAAAAGAGCCACTCCGCGAACACAGTATTTTCTT 

CAGAGCAA 

Sequence 3734 

CCCTTAGCGTGGTCGCGGCCCGANGTACGCGGGTGAAAATGTGAGAGCTCTGCTCACATC 

TGACAGGTCTATTGGTTGMGTTTCMGTGGCAACTGGTTTGTTAGAACCAGTCTCTTCC 

AGTGAAGAAAGTTGTTCACTATTTAGCAAACGCTAAGGAGGAAGTTCATGTAATTCAGAT 

AATTCCTATGGTGTCTCCACAGATACTACGTGGAAAAGATGGGGAGTAGTGAGAGAAAAC 

ACATGAATATGTGAACCCTTCGGGTCTGTGAGGGATGGAAGGATTGGGATTATTGGAGAA 

AAATAAGGATAGCATTCCAGCTGGGCAGATCTAATTCGAGAATAAACAGGATGTGCCTGT 

AGATCAATGAAAAGAAANGCCAACTGGAGTAGGGGTGGCCTGTTGGAATGGCATTTAAAG 

CCAGTTAGGGAAAAAAAAAAAAAAAAAAAAA 

Sequence 3735 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGAAAAGAACAGAGGAAACTAAGGCAAGCTGT 

GAAAGATGCTGTGTCTAAGAAACCCATTCCATTGGAGAACCCAAAGGAAAAGCGACCAGG 

TAAAAGGATTGAGAGGGAAGAAGAGGAAGAAGAAGAAGCCCTTCCTTTAGATATGATGGA 

TGMGATGACTTACAGTTMTGMGGATTTAGGACAMGAGTATCTTTTCTAACAAGAGA 

TCTTTCTTCTAGTGAGCCTGTTCATGCGAAGAAACGGAAGCATGAACGCATTATAGATAA 

ATATGAAAAAATACCAAGAACTCTGCAAACTGCACCAGAGAAGGAACTGATTCATTTACT 

TCCTATCAAAGATAAAAGTGGTATAATCCCACAGACTAGGGAGAAGCCAGTTACTGATAG 

TACAAAGATGAAGAGGATCAAAGAAG 

Sequence 3736 

CCCTTAGCG TGGT CGCGGCCGAGGTACTATTTCTCTTCTACTCCTTAATTACATTGAATA 

CAGA TATTAA TTTTGC MTTG CATATTCAGTTTCCTTTCAA 

TCTCCTTTTT CCCNAATTTTTGGGNCCTTTTAAMAATTNAC 

I I U I I I M I GN TTTGGGC CTTrTTNACCGGATTTTTATMTTTTCCTCCTTACCCTTG^ 
TTTTGGCTGGAATTTTTTNCNCANAAAACCAATT^ 

TGG CCNMG CTNMTTMCCCTTAAATNTCTTTTTTTGGGGAAGGGAACCAANTTGGCCT 
TTCCi l l I I I NTTG G G MAATTTCC AATTTTTCCTTTTTCCCCCMTTTTNTG C N CCTTN 
CCMCCMNAAANAATTAAATTTTTTNACCCAAGGGAAGG I I » 1 11 i I I CCCAATTGGGG 
GMNMCCAAAACCTTTTTCTTTMCCNAATTGGGGTTNTTGGGGGAAGNNTTMCCTTT 
CCTTGGNAAGNGGNCCTTTTNGGTTAAGNGGGAAGGGGGGGTTANA 
Sequence 3737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTGTGTAGTCGGGTATGAGAACGA 

TTGCAAGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGC 

MATACTTTGAGAMGGGGAAAAGTTCAGCCTTTGTTGCCTGGAAMGTTGGTTTANCCA 

TGCTTGGAGCTTGGTTTTCTGCTTGGTMGCCCTACMCTTTTGGCCCAACTACTTGGCC 

TCTGGGACTCAAATTCCTCCTCTTTAAAATGGTGCTAATAAATAGCACCCACCCTNTGTG 

AGGAGGATNCTGTGAGGACAAAATGAGGATCATCCACATNAGCCGTGAACCCTG 

Sequence 3738 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTACATTGAGTAAAGTTATACCCCACTTTC 

TTGGTTGATACTGTCATTTGATAAAATTCATCAGTGGATMATTGCTATGTATGTGTGTG 

ATA MGA TACTTGCCTTAAMTAGAACACTTCTGTCTTGCAAACAGTTTATGGTCAAATT 

GCCTTTTCAGTTACTGTTCTTTCCATGCACCTAGTGAATTTAAGTCTGATAAAGTCCCTG 

GAT GTM GAAAGMGATGAMTGTCTTTTCATTGTTAATTATCTGCACCTGGATTAAAAA 

GTATTTTCMCATGTGAMGACTTTATGGAAAAAMTMTATGTGTGTGTTGTTTGACTT 

TTACTGCTAMGACAGCAAGTGATTGMCAGATAAAMTTATGTATTGGGTTTTAACCAT 

TATTTTTATTGACCCTATCCTCAATGGAGA 

Sequence 3739 

CCCT TA GCGTG GTCGCGGCCGAGGTACTTT A I M I I I I M I I I I I I I ) 1 I I I I I 1 IGGGA 

TTTTGTATTTTTAGTANAGATGGGATTTCGCCATGTTAGCCAGCTGGTCTCAAAACTCCT 

GACCTCACGTGATCCGCCCACCTCGGCCTCCCTAAGTGCTGGGATTACAGGCGTGAGCCA 

CCTNACCCAGCCAATAATTATTTTTTCACATATCATTTGGGCATCCCTAAGTTTCACTGG 

TMTGGGGTMTGGCAATCTAACATTTTTCACACATATATATATATAAAGTCTGTTGATT 

TTCCTTTCTGMATGCTAACTTGATATGTGCCTCTTAAGGACTTTGACATGAGCAGATGA 

TATGGATGCTTGCTTCCGGGTGGAGTGAGTGTCTGTCTGACCTCTANAATATGCTCTATT 

TCTGCTGGGACTCTAACTTAGTCTTMNAGGAGACTTGACTGTTTGAACATTTAAATACT 

CTAMTAGT CCACTGGCNCTATTAACMATAMTATAANTGGCTTTTAAAAAAAAGCTTT 

TTTTATTTTGCATTACATGNGGTACMTCTTTCAATTACTGGGAGGGAACACAAGGNGAA 

NAGCTGCTTANAATATTTATGT7TAAAATTTTATGGGMCATANAATTAANATTT7TGGG 

ATACTTAAAACANATGCCCCCGGGNAC I I I I 1 1 1 M I 1 I I 

Sequence 3740 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGAAAGCAGTATCATTATTTGAGTCACACC 

TGGTAACTTGACACCTGCTGACACCTTTCTACTGTTTACTTGCAATGTCTCMTTTTCCA 

CCCTTCTAAAGGACTCAGTGTCATCTGAAAGCTTGGCACTTTCACTATGTGCCCAGGGCT 

GGAGATCACTGATAAAGACGTTAAATAAMCCCATTTTAGTTCCACTCTCTACATAATGC 

TCGCTATTTAAAGGACTCACTCAAAGMGTGCCTGTTTCCCTCTACCCTTTNGTTTCTTC 

TGTCTGAACTACTTCCTTCTCTTTGA 

Sequence 3741 

CGCTTAGCGTGGTCGCGGCCCGAGGTACCTCTAATGAAGTTGATGGATTCTCTTGGGACA 

GGGTTATAATCATGCTCATCAAAAAGTCAGAATATTTAGCAGAATATGCAATAGGTCATA 

MMTMTTTAAATATTTTATTMGAATGTTTTCCTTAGCCAAGTGTGGTGGCTCATGCC 

TGTMTCCTMCAATTTGGGAGGCTGAGGCAGGAGAACTATTTGAGCTCAGGAATTCGAG 

ACCAGCCTGGGCAACATAGTGAGAACTTATTTCTACAAAAATAAAAAATAAAAAAATTAG 

CTAAGGCTTGGCGTGGTGGCTCATGCCTGTAACCCCAGCACTTTAGGAGGCTGAGGCAGG 

CAGATCACTTGAGGTCAGGAGTTTGAGACTAGCCTGGCCAACATGGTGAAACCCTGAGGC 

AGGAGAATCACTTGAACGCGGGAGACAGGGGTTGCAGTAAGCCAAGATTGCGCCATTTCA 

CTTCAGCCTGGGCAACAGAGTGAGGCTCCATCTCAAAAAAAAAAAAANGAAAAGGAAAAA 

TTAAGTACCTGCCCG 

Sequence 3742 

CC CTTTCGAGCGGCCCGCCC GGGCAGGTAC < I I I I I I 1 1 I U I ll I I I I I I I I I I) I I I I 
CCI 1 1 I I I I I I I I I I I I I I I I I I I 1 1 IANI I I I 1 1 I ICAAAATTGAAANNNTTGGNTTTN 
TTNGNNCCTTTCNTTTANGNANNCC^ 

AATN CCTNCCNNAANCNTTNANNGNAAAAAAAAANTTTNCCNGGNTNNNCAAAANTTNAN 

TTTTNNNTTCCNAAAATNTNGNNNAAAANNAAANNAAACCNNNAATTTTNNTNNTNGGNN 

NTCCCCNTTTNTNANCCNTNGCNNGGNNGGCCAGAATGGGGGGT^^^TTTNGGAACCNNA^/ 

NAAAACNNGAAACCTATTCNCCTTNTNNGGGCCCTMACNmNTTNGTTCCCANGNNTT 

NTTTGNAMNCNTNGGGCNNTTTAACNGGNGATTGACCCTTTATNGGACNTNNGGAAAAC 

CACCN M IN I I I I I I I I I I 

Sequence 3743 

ANTACTGTTATCCACCNNAATCANNGGGATAACCGCAGGNAAAGGAACATGTTGAGCAAA 
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AAGGGCCAAGCAAAAAGGCCACTTAACCCGNAAAAAAGGCCCGCGTTTGCTGGCCAANTT 

TTTCNCATNAGGCTTCCGNCCCCCCTTGACTNAGCNTTTTTAAAAAANTNGGAGCTTCTA 

NTTNAAAANGTGGTGNAATANNCCGGANNGGGAGCCNANACNCGNNNGNGGNGAAGGCGN 

GNTTNGCNGNNANNGGGGCCGCTNCTTCCCNCTTTACTTTGGGTCACTTGANTTCGNTTG 

ANACTTTGGGCCCCCCCGGGNGGGGGGGG 

Sequence 3744 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGGGAAAAATTAAAGGAGGATAAGGAGGA 

TTTGGAAGGATGGGGGACACAGTTTTTGAGGGTGTCCTAGGAAGGCCTCATTGAGGAGGC 

AATATTTGAGTATAGACCACATCTGGCCGCCTNTTGTTAGCCCATGAGCTGAGAATGGTT 

GTTACAGAACATTTGCAGCTGGGTATGGTGGCTACTGCCTGTAATCTCAGCATTTTGGGA 

GGCCAAAGCAGGTGGATCACTTGAGGCCAGGAGTTTGAGACCAGCCTGGTCAACATGGCG 

AAACTCCATCTCTACTAAAAATTAAAAAAAATCAACCAGGTGTGGTGGGGTGTGCTTGTA 

Sequence 3745 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGCCACCTCAGGCATGCTTAGTGTTCAGC 

ACAGTGCCTGNGGTATAGCAAGCGCCCAAAAAATGTGAGTGGCTGTGATTGGAATAATTA 

TTATTAAGTAGCAGAGTCTCCCATAGGGATTAGATACCCAAGTCGCTATGGCCTTTCCCC 

CAAACCCTANGCAATCACGTGTTGGCATTTTAAATGGAAGGCACAGGGCTGGCATTGGTG 

GCTCATGCCTGTAATCCCANCACTTTGGGAGGCCAAGGCAGGCANATCACATGGTCAAGA 

GTTCACAACCAGCCTGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAGGAA 

ATTAGCTGGGCATGGTGGCGGCACCTGTAATCCCA 

Sequence 3746 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTTAGGGGACAGMCTATTTTACACTTT 

GTGTGGTTTCCATGGCTGTAAACATTTGTTAAAACTCACTAGCCAGGCGTGGTGGCTCAT 

GCCTGTAACCCCAGCACTGTGGGAGGCCGAGGCGAGCGGATCACGAGGTCAGCAGTTCGA 

GACCAGCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAACCGGG 

TGTGGTGGCAGGTGCCTGTAATCCCAGGGAGGCTGAGGAAGGAGACTCGCTTGAACCCGA 

GGCAGAGGTTGCAGTGAGCCGAGATCATACCACTGCAAGCCAGCCTGGGCAACAGAGCAA 

GACTCCGTCTCA AACAA CAACAACAACAACAACAACAACAACCTCACTCAACTGTATATT 

TMCATGGGTGMTTITATCATATGCAGACTATATTTAATAAAGCTAATTAAAACAACCT 

CTATCC AMTCCCGCGTAGCTTGAGACTACAGGAGCGCGCCATTATGCCCTGCTCATTTT 

inn iCATATTGTAAGAGATGGGGTCTNACTATCTTGGCCACACTGGCTTTCAAACTCC 

TGGGCTCAAGTGATCCTCCTGGCCT 

Sequence 3747 

TTGGTMNTACGGACTCCACTTNGAGGGGGCNGAANTTGGGGGGGCCCCCCCCTTTTTCT 
TTAAAAAAATGCC ATGC TTCGGAGCCGGCCCGCCAGGTGTGGATGGGATANTCCTGGCAG 
AMTTTCCGCCCCTTTTAAGCGGTGGGTCCNGCGGGGCCCGGAGGGGMCCTTTTTTTT 
Sequence 3748 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGCAMGTTACATTMTTACATTTTCATATT 

AGCAGACTTTGAGTCGGTTGTGATTAATTATAATAAGTGCCTAAGAACTAATGTGTTCAT 

TTAGAMATGMTT ATGC CATGCATTTCTCATCACTAMAGAGTTTAGAGTTTTGAAAGT 

GGCTGTAGGAGAGTTTTATCAMGATGMGGAATMGATTTCTCTTAACTGCTCCATCAA 

CTCTTCCTCTTAGMACCATTTCAGCTCTCCAGAGGCCTACAAAGTCTTCTGTATTATGT 

GATCTCTTGGGCTTTAGATTGCTTCTA<aATTACTCTTTCAATAAACTA 

Sequence 3749 

CCCTTAGCGTGGTCNCGGCCGAGGTACATTACAATTTCAGCAAAGCATCTGNCAGAANTA 

ATATAGTATTACAAACTAACAATTAGGGCTCTTAACACAGATAAAACTCTTAAATGCTGC 

TTCTATCACTTACTCTTTATGTCACTCTGTCCAAGCATTTAAACTCTCTAAGCTATAGCT 

TCCCCCTTATCTNTTTAAAGGGGMCCATGATGATMCTATCTCACCAGGTTTTAGTAAA 

GACCGAATGGTAAAAATCTACANAATGCATT 

Sequence 3750 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATACAGACTGTTTGTGGATGGTGAAAAAC 
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CCTTTMGCTTTTTGATTTCTCTTTCCMACTTTTGATGTCCCTTTGGGTATTTGGTGGC 

GTGGTTTACTGTCCTTGAAAGGGAGTTCAGTGGTTTGGGACTGCAACTAAAGCAGGAATA 

GCAGAGTTTGATATCAAT CTGAG TTCTAGGACTGTGAATAAACTGTCTTTATCTTATCCA 

AACATTGAATATATGGTAATTTTATGAAAGCGGAGGAAACCAGAAGCCACATCAATCTCT 

GMCCTATGAATATATCAGATAAAATTTTAGATATGATCTTTTTGAGAAAAGTACCTCGG 

CCCGCGACCACGCTAAGGGCGAAATTCCAGCACACTGGCGGCC 

Sequence 3751 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATATAATTTAGACTGCTAATCCACANGAGA 

CAAATTACTTACTATTACAAATTACTTCTTAGCTTCCCATTAGCTTATATAAGTTCTAAA 

TCATAAGGA ATGAG TAAAATCATGAGATTCTATGGTCCTTTTGCCATGTATGCTTGCTGT 

GTTGTAATAGTTTTGTTAGAGAAGATAGAAAGCTTACCACTCAGTGCCATMGTGAGMG 

GA ACAA CAACAACAAAAAGGACTGTGGCCAGACATGGTGGCTCATGCCTGTAATTCTAGT 
GCTTTTGGAG 

Sequence 3752 

CCCTTTCG AGCGGC CGCC CGGGC AGGTACAATGTGACATCCATAGGACGCTACTGAAAAA 

AGCCTTGGi 1 1 n 1 1 CATACTTTTTCTGCTTTGCAGAAAGGTGAGGTGAAGCTTTCAAAC 

AGCCTGTGGTTGTAGCCTTCTTTCTATTATTTATGGCCATGTGTCCTGGCAACAGTTACA 

ACTGCAACTCTGGGCAAAGMTAGGTTGGAAGACTGTTTCAACGTTTTCCATCAGGACAA 

GATCATACCCGACACANCTGAGGCCTCTCCGGATGGGCAAG 

Sequence 3753 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTGTCAATACTTTCTATTTTCTAACTATA 

TTACTAGGCATGAGATTTGAAATATCCCATGTAGATATTGGTAGCTGGAATTTCAAATCT 

GTAAAAATAGAAATGGCAACAAAACAATGAATCTGGAAGACTACTGTGTTGTCATTAATT 

CCTTTAAAAMCTGCAGGCTAACAATTTTTTTAGTGAAAAGTTTGGGGTGTAAATATTAG 

GAGCTTTCTATAAATCACCTAATATTTACCAAAAAATAAAACCTATGAGATAGGTGCTAC 

TACTGATCTGTTTCTTAGTAAGGATACTTAAAGAGGTTAAAACTGGCCAGGCATGGTGGC 

TCACACCTGTAATCTCAGCACTTTGGGAGGGTT 

Sequence 3754 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCNATCTCCTGGTCTCGTGAfCCACCTGCCTCAGCCTCCCAAGTAGTTGGG 

ATTACAGGTGCCCACCACCACTCCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCTC 

CCAAAGTGCTGGGATTCAAGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCATAATGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACTGC 

CATTGGATTTCTAATTTCAATTTGGAATTTAAAAACCAAATACCTGAATTGGTGTCCTAA 

TTCTGACATTGCCTATTTATAGCCTTGGTTANGTAATTGANCTTTCTGAGTCTGTAATTT 

CTTANCTTATTAAATGANAAAAAAATNGNCTAAGATTTGCNAGTTAAA 

Sequence 3755 

GTGNATGGGTTTTCTGCAGAAATTCGCCCTTAGCGTGGTCGCNGGCCGAGGTACTTGAAA 

TGTGGGTATGGGCAGCTGAGGMCTTMCTCMTGTTTTAATTTTATTMTTTGAATTTA 

GCCACATATGGCTAGCCAGTGGTTACCATATTGGACAGAACAGATGTAGACTAGTAGAGT 

GTCAGTTTCAGTCATTTGAACCATACATTTGAACCATAGCTGAGAACCAGAAAATCAGTA 

AATAAGGCCTCTGAACAGAATAAATACTGGTGTATAATATCAAAGAATCCATGTAAAGAT 

ACGTATTTTACTGATAGGAGCTCCTGTCTGGTAGTCCTTAGAGTGTGTTGCTCTTTACTA 

TACAAGATTGTTTTCCAAACTTCAGTGG 

Sequence 3756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCAGAGGGCAAACACTGTGACAGG 

AGCTGTCAGGAGGACTATACAAAGAGAAAGCATTATTGACATAGCAAAGACATGAGGTGA 

CCTAGATGTTTGTAAGCCACTCTGGCAGCTACAGCTGAGGGAGCAGGCCTGGTTAGAGAT 

TTCTCACAGGTGTTCTCCANACCCGAACACTGTAGTTTTATGTAGATTGCTCCCCTCTTG 

GGMGGAAGTAGAGCTGTTTTGTTTCTATTCACGTGTTATGTATTACCTCTCTCACTATC 
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TCATTAACCAGTGTTGTCACCACC 
Sequence 3757 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTTCTGGATGGAGAAATACGATAAG 

GACACAGAAATGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTA 

GCACACCTTCAAGACCTGGCAAAGATGATAAGAGAGTATGAACAGGTCATCATTGAAGAT 

CGTATAGAAAAGGAGAGGAGCAAGAAGAAGCTCCAGGCCTGGTGGCGAGGCACTATGATA 

CGGAGAGAAATTGGTGGTTTCAAGATGCCTAAAGACAAAGTTGATAGCAAGGATTCAA 

Sequence 3758 

ATTTTGGGGGGNCCCCCTTCTTMGNAATTGGCCAATGGNCCTTCCGGAAGGCCGGGGCC 
CCGGCCCMGNTGGGTGGMTNGGGGATMTACTTTGCCMGNAAATTTTCCGCCCCTN 
Sequence 3759 

CCCTTTCGAGCGGNCGCCCGGGCAGGNANAAGTCNTTTNTANTNTTGNAATAGCCATAAT 

GAATGAGAAGTGAACTGCTAATGGCAGAGAATGTAGACTACCTGC7TGAGAGATTTGGTG 

MGGAAAGCAATAMGTAATATTTTAGTGGGAATTATGCCTGAGAGACTTTATTTAGAGT 

AGACTGGTAGGTAGGMCAMTTTAGGAGTCTAAGGCATAGCTTTGAAGATGAAAGAAAA 

MGAAAGTTACAAAT GTGGC ATGGGCCCGCCAGAGGAGAAAACTGAAAACCCAAACCTGG 

NGAMGACCAGGAAGTTTTATCCTTAAGAAAGGAGAGGAAAAMCCATCCTTTTCTCTTG 

NCACCAAGAAGGNAATGGGAGNAAAAGGATAGGTGGGAAGGACCCTTAAAGAAACTNGGG 

MAAGGAAMATTGGAGGTNGNAAAAAGGGGGGGCTTCCTTTCCTTTTTTCC 

Sequence 3760 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGATTCCACCTCTCGGCTCAGATGAGCATG 

CCGCATGGAACAGGATATGCTCCCGGCGTTCTCTTGGACGGTCAGAGAGATCTCCACATC 

AAACAGGCCATGCATGTCTNTGNTTGTCCTGGAGTCTGTGGACAAATCCTGTCCTTGTGG 

ACCTTTCCACTTNGCTGTGGGCCGGGGGAACCAGCCCGAGGACTGACAGAGTAGCTGGAT 

GTNTCTATCAACATATCCCGCGATGGAAATGANAGGAACTGAGCCCAGTGCNTGACACCT 

GTAGCTCCCAGATGGCCTTNTTGGTATGTAAGACTGNGAACTAATNCTGCACCCATAGAG 

GCCANCATCCMCACANGTAATGTTTTTCANCCTCAGAGAGATGCGCCCCTNCGCAATAA 

GAATCCTTCACCAG 

Sequence 3761 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGAATTTTTAAGCAGTGTTTGACATC 

ATAGTATCCTGTAAAGTMGTMGAAAAGGTTTGTTCTTCCCAGAAATTGAAAGTGGTTG 

CTCTGAAMTAAAACTAGTMTTAAAAATATTMTTTTGTTCTMTCCTTTCTTTGACTA 

ATTMCATTTATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTA^ 

TGTGACCT MTCAGTTCTGTTGTTTTACTTGGCTGTAGTGTnTGG I I I I I I I I GTTTTG 

I 1 1 1 I 1 1 IGAGATGGAGTCTCACTCTGTCACCCAGGCTAGAGTGCAGTGGCATGATCTCG 

GCTCAATGTAACCTCCGCCTCCTGGGTTCAAGNGATTCTCATGCCTCAGCCTCCCGAATA 

GCTGGGATTATAGGCTCGTQCCACCAACCCCCCGCGTACCTCGGCCGCGACCACGCTAAG 

GGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNAATATGGGCNNANATNTGCGGTTTTGANGGNGNAAAAACTNCCGTGCCANCTTCAT 

TAATGAAATTGGNAAAANNGCCGGGGAGAACCCCCCCCCCCCNNTTGGGCCCCCCTTCCG 

GNTTT^NGTTAMTNNAmGGATGGGGNTTNGGTTATTTTTNGGm 

GGNNNCCCCCCNNGANNAAAACCCCCCCCCCC 

Sequence 3762 

CCCTTAGCGTGGNCGCGGACGAGGTACAATCATGCACTGGGGTNAAGAAGATNCATCTGC 

TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 

CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGNCTNCCCTCANCC 

AACTCCCCTGCATANAGNGAATGAATGAA 

Sequence 3763 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 

AGTCCTTGTTAAACATTAGTTGCAGTGGGTTMTTTGGAMTGATTTTGCAATGTAAAAG 

TCATCGTANTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCAATTC 
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AAGAAl 1 1 1 1 AAT6TAAATAAAT7TTCAAAAATAAATGTCTAGGGCAAAATCAGACCTGT 
CTACTTGTTGCATCTTGACTAAAAATTGGTCAAGGTATCTGTAAATAAGTTGCTTTATAC 
AAGTTGCTGTTCAACATTATGGATATACACAGATGATCANGCAAGTTCTGCTTTGTACCT 

GCCCGGGCGGCCCGNTCGAAAGGGCNAATTCCAGCACACTGNCGGCCCGTTACTAAGTG 
Sequence 3764 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGC 

AGGTACCGGGAG AGTGCT TACAGTCTAGCAGGCAAGATTGATATTAAACACATATTCAAA 

AAAAGGGTATGAGTTTTTTAAAGAGAGGTAGTGCTAAATCCTCTGGGAACATCCTCTGAT 

CTCATCTAAATTTGAAACCCTAGGTTCTCTGGGAATCTATAGCAAGAACTAATCCAAGTT 

AGGGGTCAGAGAAGATGTGAAGAATGAGTAGGATTTAGTCAGCTGAAGAGAATGAGGCTA 

TGGGGAAGCGTGTTCTANGAAGAGGAGAAATATATTCAGCCTCAGAGATGTGCAAAAAAG 

AACTTAAACTGCAGAGACTTTCNGGAAAAAAAAAAAAA 

Sequence 3765 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTGTGACTGCTTTGAGACATTTCTTTATTGAA 

TTCTMCAAAAACAATCAGTGAGGCAGAAGTTACAGTAATTTTGATTTGATAGGTAAAAA 

TATTACATCTCAGGGAAGCCGAGAAACTCATCTCAGTCCCTGAACCAGACGCAGGGGCTC 

TGATGCAGACCCACTGGGCGTGCCTACCTCTGAACTGCCTTTTTGGGGAGTCTCGGCTCT 

ACCTCGGGTCCTGCACTGCAACCTGGGAATATGCTTGTGCATGTCAGTAAACCTACTGAT 

ATTATTACCACTCTT 

Sequence 3766 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGACTTATTG7TCCACTGNGGCAGGTAGACT 

TCAATGATTCCATCTGACTCCTCTCTGCAATGTTTACTACAATAAAACAAGAGGCCTCAT 

TG CTTT GAATAAAAATGGGGAGATCCTACTTTCTGGCCTAGGGTTCAAAATTAAGCCTTG 

CATTTTCCTAGGGGCCCATAATCAATCACAGAGGCATTTAGATGGACAAACTATTTGAAA 

AACCTTTCCAGATCTTTGCTTAACCAATTAATAGGCTATCCTTAATACCTATCCATTGGA 

ACCTATAAAAAGATCTGGTAATCGAAACTGCCTTTCAAGAGCTGCAGTTTTCAGAGNGTG 

GGTCCCAGGACCAACATTATCAAGCATCACCTTCTTTTATTAGTTTATTAGGAATACACA 

TCTTTGAACACAACCTNGGACCCACTGAATCAGAAATGGAGGGNGGGGG 

Sequence 3767 

CCCTTTCGAGCGGCGGCCCGGGCAGGTACTGGAACCAATCTTACTTAGATACCGAGGAAT 

AGCCATATTGTAAATACCTCCACTGACCTGTGGCTTGCATTTTCACATCTTAAATATCTT 

TTGATAAATTTCTATCAGTGTTGAAATTGATAAATAATTGGGATATATTCATATGAGAAT 

TCTATACAGTAATAAAAATGAATAATCAGCAGTTAATTGCAAAACATGCATGGATCTCAA 

AAACATATTTATAAAGAAAATAGTCTAACAAAAATAAAATATCCTTTATGATCCTCTTTC 

TTACATGTTACAAAACAGGCAAAGATAACC 

Sequence 3768 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTGTGAGTCACTGTGGTGACAGCAGCAT 

CCAGGACGTCGATGCCCACCCGTTAGCCCCCTGAAGCTGCCCTCCCTAAGAACAGAAACA 

TCCTCCTTGTTGAAAATGAAATGGACACTGTTTAGTCTCGCATTGACTCTGCTGTTGATC 

GTCTCTACTTGAMGTAGGATCTATTGCAGTGCACTCTCCTGGTTTTCCTTCATTCTTTT 

CTGAATATGCACCTTGCACATGTGTGGTGTTTATCATGTCAGCAGTCAGTGGTGCCCTCA 

AAGGTCTTGTTCTTAGAGTTCTCTAGGAACTGGGTCTAAATATCTCAGGATGCATAGTGG 

GACCT CACA TTTGGCAAAAAGAATTAAGAGTAAAAATTATGTGAGGTCGATCACACTTGA 

AGACCfTTTATTCCTTTCTGATTTAGTTGGTGCACAAGCAGTACCCI I 1 1 I I I I CTTTAA 

AAA 

Sequence 3769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATATGCGAATTTAACCTCAGCTTAAAATG 

GTAATTCCTCACCAGGGTTTGAAGTGCCTGCCACCTTCATAATGCATCTTAAAGGTCAGC 

TGGCAATCAGTGACA AATTCTA CATTCCTGAATAGTTACTTGTGAATTCAGGATTTCATT 

TAGCTTAATTTGTGTGTTTTTTTCCTCCTMGTGCTCAGGTCTGAAATAGTCAAATTTTA 

ACCATCTAATTGGAATGAAAAGAAAGCCATGGTTCCCGGCGTGTCCCTAGGAGGTGAGGA 
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TAGAAGAGTGCTGGGAAGAGGAGGCACAGACTCTTTTCATGA 
Sequence 3770 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTATCAAAAAATGGGATAACATACGCAAAAA 

AGGCAACTTTCCAGAMTCATATTGTGATACTTGATTTTGTTAACTAAGACTGTTGTGTG 

CATACATGTGGMTGATGCAMTGAGTMTTATGTGATATTATTATTCTACCATTCTCTT 

GTGTCCCTGAACATCAGGATTCAGATATGGAAGAAAGAGACAGAGATAAAAGATAGAATA 

GGTAAAGGTAAAAATGCTGTACAAAAAGGGCTACATTCTAAATAGTAAAA 

Sequence 3771 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGTAACCAATACGATTCTGGGGCAGGTTG 

TGGGCGAGTAGAAGAACCTCCTTCCCCTCTGCGACATTGAACGGCGTGGATTCAATAGTG 

AGCTTGGCAGTGGTGGGTGGGTTCCAGAAGGTTAGAAGTGAGGCTGTGAGCAGGACCTCC 

TTCCAGGGGACATGCAATCTGCAGGGAGGGGCTGAGGGGGGTCCCATGGTCTCTGCTGTC 

TTCTCTGTCCACCTCTTTGTAGAGGAGCTTGAGCTCCAGGAATGCTCTGGTCAGGGCTGC 

TGTGACTGTTGGCCCTGCTGTCCTTCCTCCTT 

Sequence 3772 

CCCTTAGCGTGGTC GCGG CCGAGGTACTGGACTAMTGTTTTCATTACCTCATTTAAAGC 

C TGGA GAGTTMGTATTTTCTCTGAAGTCACATAACTTGTAAAGAAAGAAGCTGAGATTA 

GTTTTA CAGCCCTCACTCAAAAAAAAAAAAAANAAAAGTACCCAGCACCACCTAGGAAGT 

Ann iGCCACAAMTCAGACCTCCAGATCTMCTNCCATTTTATAGGAAAGATAAGTTC 

AGAGAACCNTGTCAAATGACACCTCGGGATTTCAACCANCAACGTTCAAATGTGCTAAAC 

TNTTGTAGATGGAAAAGAGACTTACAGACATTTTNAAATAAATNCAATATATGGGCC 

Sequence 3773 

NTNNTTAGCGTGGTCGCGGCCGAGGTACATGGAGGTCAAAAGTCAGGTAAAGTCATCGAA 

ACATGACATTGATTTAMGCAAACTGAGATTTTGTTCTAAAACAAGAGTTTCAAAATTAT 

TTATACACAACCAAACAGACTMCCTGAGGMTAAACAATTTTGTGAGTMCCTTTTTGG 

TATCCTCATCCTATCTTATTGGATCATCANTAGAAATGGAGCAATGAAGTTCTTTCAAGT 

ANCCTCAGGTTATTTCGAAATAATACCTTG 

Sequence 3774 

CCCTTNCCAGC GGCC GNNCNGNCGGGNNCAGAGACAGTGAATACTGTANGGTCAGAGCTT 

TTATGTMTACCTTTTCATATCTACMTGTTTAGCACAATGCTTGGCACATAGTTAGAGC 

TGTTCAATAGACTCATAAATTTATCTTTCTGTTGGGACTACTGAGGAATAAACTTGAACT 

GGAGGAAAAAAAGTCAAGGAGAGTTGCCTACCTTCTCTCTAAATCCTTACCTATAATCCT 

TCAGCTCCTATTATAGAGACCACTTCATT1TGGTMTTCTCTTTGGGGTTGATATTAAAT 

ACGAAACAGAAAATCAAGATAGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 3775 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCAGGGCATGTGTGGGAGGAAAATACTTGA 

GGTTGTGGAAAAAAATCACCTGAAGGATTAGAGGTGCCCAGTATTCACACAGGGCCCGGG 

AAAAGTGTCTGTTCCCACTGAGGCTGGAAACCTCATTATTCACGGGGCACGGGGTAGAGT 

GCATANAAAGGTGTTTGCCTGATAGTGGGGAATCTACCCT 

Sequence 3776 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAACTACTNAGGCGTNGTAACTTTCCANAG 

CAAAAAATTGGMTTTCCTCATGTTTTACAGGGGGAGGGTNAAGGCNATTCTATGAAAAT 

TMC AAAGGGGGTTGGGGGAGGAGGGCTTTCCTTTTTGCTAAAGGAAAAATAACACATTC 

T7TTCGMTGATGACTTATTTTTGAAAGGCATCCTGCCCGNNTNCATGCTAANACTTCAC 

CAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGA 

Sequence 3777 

CCCTTTCGAGCGGCCGCC CGGG CAGGTACTTTCTTTCTAGACCACACCTACTACTACAAC 

CATTTCTMTTTA TATTG ACTTTTGGCAGGGGAGGCAAGGGTAGGMGGAMGTTTTATA 

GGAGGACMGTCTTTTTAGTAAGTGATCAAGCAGGCTGGGCTTGGTGGCTCCTGCCTGTA 

ATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATAATGAGGTCAAGTGTTCGAGACCAGC 

TTCGCCAACATGGTGAAACCTCGTCTCTACTAAAGATAAGAAAATTAGCTGGGCATGTTG 
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GCGGGTGCCTGCAGTCCCAGCTACTCGAAAAGCTGAGGCAGGAGAATTGCTTGAACCCGG 
G 

Sequence 3778 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTGGTGCGGCTCTGTTCGTGGGCTGGGTC 

AGCTGGAGGCCTNACACTAATTGGGGGTGTGATGATGTGCAATCGCCNGCCCGGGGCNTT 

GGCACCAGGAANTAAACCAACNTACCNATAGNCCGTGTTCTTTATCATTGGCNCTTNAAN 

GGCCCACCAGTTGT TNGCCC TTACNATAGACNCTNNGNAAGGGCTTTTNAAAAGGNCCCA 

AGACAACCTTGGTCNTTTTTTGGGGGGTTCCCAAAANCACCTCCTNATATNACCCANAGG 

TAAAGGTTANTCACTTATCCNGA ATTGG GGAAAGTGNTTTGNNCTCCCTGTNCAAACCNA 

ANTAAAGTGNAACCCTAANGGCGTTTTATCCAATCCAACCTANCAAATAAAAGGTGGTTG 

NNGNMNAAMTTTTTGGTNNTTNCCGGGCTTTTTNGGCNCCA 

Sequence 3779 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGMTTTTTAAGCAGTGTTTGACATC 

ATAGTATCCTGTAAAGTAAGTAAGAAAAGGTTTGTTCTTCCCAGAAATTGAAAGTGGTTG 

CTCTGAAMTMAACTAGTMTTAAAMTATTMTTTTGTTCTAATCCTTTCTTTGACTA 

ATTMCATTTATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTATTC 

TGTGACCT AATCAGTTCTGTTGTTTTACTTGGCTGTAGTGTTTTGGTTTTTTTTGTTTTG 

1 1 1 1 1 1 1 iGANATGGAGTCTTCACTNTGTCACCCAGGCTAGAGTGCAGTTGGCATGATCT 

NGGCTCAATGTAACCTCCGCCTCCTGGG 

Sequence 3780 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGAGCCCTTGNGAATGTCTCTGAATGTGCA 

GTTAGACTCTTCTCACTGAACTGCTGGTTCTGCTTGGGCCTGGAAGGCCCTGTCCCACAG 

GCCCACTAGGCAGATTCCTATGCATCTTTCATGATTCCATGTGGATCACATTTCCTCTGA 

CATTCCTCTGAACATGTAAAGATGCTGAATATCATTCATCATTAGGGAAATCCAAATCAA 

AGCCACAATGAGATACCACTTCAAACCCGCAAGGAAACAAAAAAGACATTAAAAAGTACC 

TGCCCGGGCGGCCCGCTCNGAAAGGG 

Sequence 3781 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAATTTTGTTTGAAATTAAAAGCTATGC 

TACCTGTTGCTTAGGCAAAGAGTTAAGAGAGGTGAGATTTCTATCAGCTGTGGAAATATA 

AATGTTC TTATA GAANGAGAGTGGAGCTGTGGAAATATAAATGTTCTCATAGAAGGCCTG 

AGTGGACTTTTCCTGGGGGAAACGAATGGTATTGNCTTANTAGGTATNTTTGTAAATAGT 

AGAGTCATAGATGGCCTGTATTTGAGTACAGTCCAGGGCTGCTTTCNTGGATTCAGATCC 

ACCTTGCANCANNTCTAAGGGCCAAAATCCCACACCNTNCCTTGGGTCAAT 

Sequence 3782 

CCCTTANCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 
AGTCCTTGTTAAACATTANTTGCAGTGGGTTAATTTGGNAAATGATTTTGCAATGTAAAA 
NTCATCGNAGTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCANTN 
NTTGAATTTNTAATGTCAATAAATTTTCAAAAATAAAfGTCTAGGGCAAAATCAGACCTG 

TCTACTTGTTGCATCTTGACTAAAAATTGGTCAAGGTATCTGTAAATAAAGTTG 
Sequence 3783 

CCCTTANCNGNGGCCGGNCNGNCGGGCTCCATNTAGACAATGTCAAAGCANNGNTTNTTT 

CAmCCTTNTATC CACAT GTNGGGGTGAGGCTATTTCACAGAGATAGTGTATCATTTTA 

CTAAMCATTATTTATTTTMCTATA7TNANGACTTAMTTAAAAAAATAATTTTCTCAT 

TCATCTAGGGACAA 

Sequence 3784 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTAGTAGANACAGGGTTTCACCGTGTTAGC 

CAGGATGGTCTCGATCTCCTGGTCTCGTGATCCACCTGCCTCAGCCTCCCAAGTAGTTGG 

GATTACAGGTGCCCACCACCACTCCCAGCTMTTTTrGTATTTTTAGTANAGATGGGGTT 

TCACCATGTTGGCCAGGTTGGTC7TGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCT 

CCCAAAGTGCTGGGATTACAAGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATT 

GCCTCTTCATAATGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACT 
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GCCATTGGATTTCTMTTTCAATTTGGAATTTAAAMCCAMTACCTGAATTGTTGTCCT 
MTTCTGACATTGCCTATTTATAGCCTTGGTTAGGTMTTGAGCTTTTCTGAGTCTGTAG 
GTTTCTTANCTTATTAAAATGA 
Sequence 3785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACATTTTGTTTATTCGTTCATTAGTTGATG 

GACATGCMCTTGTTTCCACApTTGACTATTATGAGTATTGCTGCTGTG 

TATMC TTTTAAAATACAGTTTTAGCAGAMCATACCATACACGTATTTTCATAATCCAC 

mn I CATTTAC ATACC TTCMCTTTMAMCTAAATTCGGATTATTTTGTTTTTCAT^ 

AGGACATAGTAATTTTTGTGCATATGTAAMTTTrCTTCATMCCMTCCTTGTTGTTAT 

TGNTTAGATATTTMGGGTAGTTTTCCAGTGT1TTCCCTTATTATAGGTTATTAATATCT 



Sequence 3786 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AATTATGAMCCTCCATACTGAGCTTGTTTTCAGGGGTATGCACACTGTTATAATGCTTG 

AATATACAGCAGTTTGCTTCATAAACAAGGCACAAAGAATTTATAAGTGATGATAGCCAT 

TGGAGGCCACATTGTTCCTTGTTTTGACGAAAAGTGTATGACTTGTCACAATGAGAAAAT 

GATAG AATTGGTCAGMTTmATCATAGATTAGCCTCTTAmMGMTTTTC 

ATTTTATGTGAATTTATTTGAGTTTTGGCMTGTGCCCCTTTCTTACAATATTCTGTC 

TAGCCCATCTGTGMTAMTTGGTGTGAATAACCTTGCCCACACTTTGAAAAAAAGTAAA 

AMTAGACACTCAAATTCATTATTTMCAMGCAMGTTTAGCCACATGTATTCAAATGA 

ATACTAATTGAATTTTGCCCCTTTAATTTGTATCGMCTATCATTTAMCGTTATTTTCA 

TAGTATACTAAAGTAATTGCTATNAAAATTAGCTTATCAAAAAA 

Sequence 3787 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGCACACCAAGCTTAATAGAGATGGGGTG 

GCTATTACTATCTTCTGCTTATTGGTGGGGATGCCTGAGACACAAAGGAGCTGAGGAACA 

TGGCCACAGCCAAGTGGCCAAGCCCAGACCAAGTGTCTGGTGTCCAGTCACCTAGTCCCC 

AGATGTCTCCTGTGTCTCTTGCAACTCAGCTCAAATCACAGGTTCCTTGTCTCACCCATG 

AACAGATCCATCATCTGTTCTTGGGACACTGAGGTTCCTCCTCATCTTGAGGGACATTTT 

CCAMAAAAAAAMGTGCCTTGACCTTTCCTTAAAGGAAAAATAAATAATAAATAAAAAG 

AACCCTGAAGTCAAGTCACTTATGTAGTGATGTGATCCCGCGTACCTGCCCGGGCGGCCG 

Sequence 3788 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCGATCTCCTGGTCTCGTGATCCACTGCCTCAGCCTCCCAAGTAGTTGGGA 

TTACAGGTGCCCACCACCACTCCCAGCTMTTTTTGTATTTTTAGTAGAAGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTNGAGATCACCTGCCTCNGACTCC 

CAMGTGCTGGGATTACMGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCATA ATGTA TTTAATAAACTATGGCAATNCCANGAATGACAGATTGTTACCACTG 

CCATTNGGATTTTTAMTTTNMTTTTTGGMmAAM 

Sequence 3789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTATTTTATTGAGGCTGTTTCCCAGTCA 

GMCAGCGTCTCTCTTTGTTTGTCATTCCAMTCTTTCAGTGTCTTTAGGGCTCTGAGGG 

CCCTGGAGAGCCTCATCCAACCTCTCATCCTTCCATGGCTGTCCCCACCTCTGTGCACTT 

AT GAGTC MTGTTGCCGCACTTCATTACATGCTGTTCATATTACAGCATTATMGATTTT 

TTCTTTTAMAGCCTATCTTCTTCAATCGGGTAGTAAGACCATTGTGGGTTGAGGCATGT 

TTCATACTTCCCACA 

Sequence 3790 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAATATAGAGTTAGCATCCAGATCTATTCA 

ATMTTGCTTCTGGGMCACAGATACAMMTGTTGATTAGATTCCAGTGGGGGTTTTTT 

ACACGATGTTTATTTATAAGACTAATCTGTAAAAAGGAATGATTACAGCCAGGAGTTGAA 

GGTTATTTGAAGAGATCATTCAGTGTTTAAGTTCTTGGTTTGAMCAGTTAATCACTTTA 

GGTTGGATTCTCTTCACTCTAGAAAACAATTCCTTTGGATACACCAAGGGAAAAACATAT 



T 
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TTTTTGTCTTGTGATTTGGTAANCACCATAGTCACATCTTGGGAGGTCTTGTCTTATAAA 

ACCCC 

Sequence 3791 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGTCGGTCTCCAGGGCCCCAGCACGTCT 

TCCCTTCAGTTGGTCCCACTTATCTCCACTAGGCTAGTTTCTCATAAAATGCTCATCAAC 

CTCATTTCTCCCTTCTCAGTAGCTGGCCCCGTNTACAGCAATGCCATCACAGACCTAGCT 

CTMTGTAAMTGCTAGCTTTCATCCCGCCCACCTGTTTCTGAAATGTGCTAGTAAGCAA 

TACCACAGCAGTAGGCAAGCTTTAGCTTGTTAAAAMTNTTTTGCCCTGGTCGAAAANGT 

AGTATTACTNGGCATTGC CTTN NTAANANGGNGTTATMCCTGGCTTNCMTTTCArfTTT 

TTTNNTGCCNA GGAAT GGTTTTCCTNGNTTCCTTAAAAAGGGTTGGGGNAAACCANAGGT 

ANTTCMTTNCATTTTMTAGNTTAAGMCCCGCCCCCTTTNTGNTGGAAAAATGGTTAN 

C CCNNG GNGGGTGGGTTCCANACCTGGTGGGATNGTNCATGGAAATTGGGTCCTTTACCA 

ANTTTTCTTCNTTTNTAAAANGAAAAATGGGTC C I I 1 1 I I I I 

Sequence 3792 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGCCAAATGTCCCCTGTTGTTGCA 

AAGTTGCCCCCTGTTGATCTAGTGGCCACTGCACTGGACGGCACGAGTCCAGCAAGCCAG 

GGAAGATGCAATTGAGCAATGGCATGCAAGGGTGAGTGCCAGGGAGGGGCCGCACTTCGA 

GGAAGAGTGATACCGGACTGGCAGCTGACCAGACTGGCTCAGAGGAGGTTCCCAGAGGGC 

TAGGGTTTAAGCTGAGACCTTTCTCAAGTCCAGCAACCACATGTCCCACAGAAGGCTAAG 

CCAGGATCCGGTGGCCCCAAGAGATTACATCCTGGCTCTGAGCCTTGGTTCACATCCCAC 

CATACACCAAGGCTGCTGGGAGGCTCAAAGGCAATTTGGGATGTAAATATTACTNGTGCA 

GMTGAMGTGTGCTTNAAAACAAAACATATTTGCACTGCTGTTCTTCAACTCCCTCTTN 

CCATCNAAAAGCTCTTGGGGACCCTCATTTCAAAAAAAAAGGCC 

Sequence 3793 ^ 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAATTACTGGAAATTATCTGAACTGTGT 

CCMCC AGTAMT ATTGCATMTTTGAATAGATTTTTATMTCTTMTCATATTAAATTC 

GMTAGATrTTTTC AGMTGCTTTCTACCAAMTTTCTAGTCAAAATTCACCGAAAGTAC 

TTTTNI I I 1 1 II I IAI I II I I I I I I I GGGATCTATCTTCTTCCTTAACATTTCAGTTGGA 

GTNTNTAGCATTTAGNNACCACTGGCTCAATGCCGCTCACCCTANGTNNAGAAGTGTGAC 

CCAMTNCTTAMGCATTMNTGCTATTTNTCANTTTACCCACCCATTTTGGGGG 

Sequence 3794 

NCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGGCCTGAAAAGCCTTGAGCATAGCA 

ATGACTCAGTCAAAACATTMCTTGGACACTTGATATACCGNTCCANAAACAACAATTTA 

ANTTGGGTTGGNCTTGTGCTACTGTATGGTTCCAMTATTTTTTATTCTTATGTTTT^ 

ATATAACACATAAAAGGTAATATATGTAGGTTGAAATTACTAATTTTCATAACTGACTCT 

TCTTGATCTCACCTGCTGATGATATMGGCCTAGGTGAGCCCCATTCTTTGCAAAAATTA 

GAAAATGAAATGAGAATTTAAAGGTC 

Sequence 3795 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTGTGAATGCAGATGCCTTATTTCCTGTGG 

CTACAGCTTAGGGTGGAAAGTGGGGAGTGGCAAGATAAGCAACTAGAGAGGAAAGAAGCC 

ATGCACAAGCTAAACTCTATGCACAGAACACAAGAACTTGTTGAAGAAGTTACTCTATAA 

TACAACATACAAGAGCAGAATTTATCTGTCTGCAGAAAACTCTACCAAACTCCCATACAG 

TGAGATTTCMGGTTTGGTAGACATACAAAGAGGCAGGTATCTTGCTTTTAAGTCC 

Sequence 3796 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGGTGTGGTCTAGAGTAGATGGGTATGGG 
ATTTGTTTCTGAGCTCMC7TTTCTTTCCAATG 

TTTGAGAGGCTGCCAGAACCAAGGTCAGGAAGATGCCCATGCTTCTGGACTGGTGATAAG 

TGTTTATTCTTTGGTAGG TGCA ATGAMCATTATTTGAAGATTGCATGTTTTAATTT 

TCTAMGCMTGGCTATATTTTAACAMATGCTMCAAGTGGTCTCTAGGCTACTTTATT 

TTGTTGGACAGCTCCCTTTCTGGTTCCTTGGAACCCTGAAAAGAAAGTGTTACTAAAGCA 

MGAAGTATCMGCTTCAACCAGAACTTTTTCTTTGGATTTGCACCTNTAAAAGAGGTAA 
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ATGTACAGGTGGTCCCTTTTT 



Sequence 3797 

CCCTTTCN AG CGGCCGCCCG G GCAGGTACAT ATTATATG CAAGGTTAC AAAAAAAAATCA 
ATGGTTMTGATTTTTTAGCTCAACCAAGCTAAAAGATGTNAACAAGAAATTGAACTCAA 
MCAACTTMGATACAMGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 
CATATCTTG^CTTATATTAAM^ 

CAAAMTATATATATATATTCTTGTAGTGCCCCGAAAATTGAATACATTTAATAAATGGG 

GTAGGAATAGATGNAATCTCCCCATTNAAGGAAGAAATTCCC 

Sequence 3798 

CCCTTAGCGTGGTCGCGGCCGANGTACCACTATGTGGTAACTCTGTTGCTACAAGGCCAA 

GAAGTTGNAAACTANNNNCTTACTCTCAAGGAGTCCAATAGTGAAACACAATGATATCTG 

AACAGAC AGTT GTATCCAGGATGCCCCCCCACCCCCAGCTATGGCAGAGGAAAGCACAAA 

GGTCAAGTTTTACCTGCTCCAACTCCCAAGTAAGGATAGCTAACACCCACAGAGGACTCT 

ACAACTTGTAG AGCACA CGGAGCATCATTMCTTTACCAGATATCAATAGCAACTTTCAA 

CTATGAAAMCATTTTTGGCTGGGGCGCAGTGGCTCATACTTGTAATCCCAGAACCTGCC 

CGGGCGGCCGCTCAAGGG 

Sequence 3799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGGTTGCTCTCTAGAATTGGGGCATAGCTGT 
TACCC TGGGACT T TTGT TCCTTGCTCTCCTGTGGTAGGAACTGTTTCTTGGATCCCAGGC 
TTCTTG l 1 1 l l i l GTTTTGTTTTGTTTTGTTGTTGTTTTTTTAAAAT^ 

TGCTGAATTCCCGTAAAACTTCAGTAACTTTAATAACTCTCCCACAAAAGGGAAATATAC 

TATTTAAGTCCTTGCATATTAGAAMTGTCTTCTGTCTTCATGCTTGA7TGATAGTTTGG 

CTGGTTATATAATTATAGGTTGATTAGCTTTTTCTGTGTACATGGGGCTACCCCTTCCAC 

GACGGGGATTATCTCAATGATGAGGCCTTATGGAACAAGTGCCCGAAAGCCTCTCAATGT 

GGTTCCCTGGAATCTGACCCTNTTCTTCATCTGCTGGTCCGTAGGAGGAATCCAAAATGG 

GTCTTCTGCGCCATCAAGTGGTCAATGGCCTCTGGGGACCCTTTTGGGGGACTGCAANGT 

TTTGGCTTNTTGNGGGGAAAATGGANCCCTTTNMNCTCCNAANGMCTTGTTAAAACTT 

TACAGNTGGACNATTCCAA I Mill! I AAAMAAATTNTTTTNTTTTTTGGAAAAATTAA 

ATNCC MTN TGGTTTCCTANNNNGANMMCTT 

CCAACTTTTGTTNMNTAAAAAATTTTTTNTTTTAAA 

Sequence 3800 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATCTTTTCAACTTTTCTGATGGCTTGATATT 

TTTCAAAATTAAAAATATCAGAAACAAACATCCGACGATGGGGGTTTAATGAGATTCCAG 

TATGTAAMTATTCTAGMTGGCTGAMATAATAAAATAGTAATATTTTTGATATCGGAG 

AGACCTTCMGCAATGTATTMMAGGCMGCTATTGAACATTGTTTACATTTTGTAAAA 

GCAGATACAACCGCAAACACATGCAGAAGCACTGGGACAAACTTTAACAGAAATTGATAA 

TMTMGGAGACGGGGMAAGCTTTTGTTTTTTTGNTTCACATTATAGCTTT 

TTTGMTTTTCTACACATGTGCTACCTACC7TTTTATGTCAGCANCAGTTATCTGGGTGG 

TAAGTTGGGGGGCA I I I I I I I I 

Sequence 3801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAGTATGACTAAATGATGGTTTACACTACA 

ACAACCCACCTTGAGCTCTCTATTCTACTTTCCACCATATGTTTTCTGTTTGGGGGCTTG 

GGCATTACTCTATTATTTGTGTTTCCATATTCAAACTCTTCAAGAGAGTATCTGATTGGC 

TTGTCAGTTACTCTCCAGTATAAATGCCAGATTGGCCATATCTACTTATAAGATTAGCCC 

ACAGGCTGACTTTGGGCCAGCCATTGTTCCCTGATTCAATGCAATGTGACCAGTATTAGA 

AGGTAATGCAGGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 3802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 
AGGTCTCTATTACTCCTCGGTTCCCAGACATCTTCCTCTTTGTTCCCTCTGTTTTCATAG 
AGAAAGTCTATTCCTCTCCACNAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 
TTTCTTCACTCTGTTTCTCTCCCCTTTTTATACMTTATTCAGGACTCAGCTCAGACTTT 
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GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 
CTGTATGGAMTGTTCTGTTTMATGTNCGCMTCCTGCATTMTCCTGGGGGCTTTCTA 
Sequence 3803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTAAATAGCTTAAAGGAAGAAAAAATCA 

TCATAGTAAAAGAATTTGAGAAGATAACAAAGCCAGGAGAAATGGAGAAGAAGATGAAAA 

TATTGAGAGAAAGCACTGAAGAATTACGTAAAGAAATAATGCAGAAGAAATTAGAAATTA 

AAMTTTACGAGMGATTTGGCATCTAAACAAAAGCAGTTATTAAAAGAGCAGAAGGAAC 

TAGAAGAATTGTTGGGACATCAGGTCGTCCTAAAGGATGAAGTGGCCCACCCATCAAACC 

ATTCCAGTTACCCTCGGCCGCGACCCACCGCTAAGGGGCCGAAATTCCAGNCACACCTGG 

CCGGCCCGTTACCTAGTGGGATCC 

Sequence 3804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCCATATTAATGGAGAAGAGCTATG 

GMTAGTTAATGCCAATTTATGAATAATCCAMATCATTTATGTTGGACTTGATTAMTT 

ATTTATMTGCA AAGCA CAGCCAGCTGTCATGGCCMTATGTTTGATCACATTTTTCTCT 

MTTGTTTCTTTCTTTTGTCTCTGGAAATCTGCTGTTATGTATMTGAATGTTTCTTCT^ 

ATGCTTAAAATTGTTAGCAGATTACTGTCATCATGAGCAGTAAATTATCAAAGTCTGAAC 

ATATCANATCAGCATTTAATATCATACTAAGATGAAATTTAGAAAGTTAATATCAAGCGA 

TMTTATATGCATCATCATTACTGTGTTTGCATGTTAATTANGTATATGTAGTTAGTATA 

TCATATAAATGACTGCAGTTACCATTATGGNGACACAGACATTTCTCT 

Sequence 3805 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 I M I I I I I I I I 1 H 1 I I I I I 1 1 I ICGT 

TNGCTTATTTGTTTGGTTAGTTTAGTTTATTCTGGGGCCTTTTTG 

TTATGGAN AANAA TAATGCAAGTAAAAGTTCACCTTCCTNTAGGCCATTCCACAGTCTGT 

TCCGAGTCTTTTTCCATGCCCTNTTTTNTGGGCTGNCCAGCTCAAACTGGGAGGCANTTG 

GGTCTGTTGCAAAGTCCCTTCCTTATTCAGGGTTGGTTCCCANAGCTCCAANATCTAATT 

ATCCACTANTTAMCTGCTGCCTGCATTGCTGAGCTCTTCTTCTTGATTAATTAAAGAA 

Sequence 3806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGGGCCTATTAGAGATCCTGTAGAGAACA 

TCMGGMATTGCAGCCACTTTATCCAGATCTTGATTAAATCTTGCAAGTAGACTCACTT 

GGTGATACTTCTGAMTGTGGTGGGTTCATGATTGATTTTGGATTCTGTGGTGTTTCCAG 

CTTTGTCTCTCAATTTGATGGTAATGTCCCCTCTTCTTACATTCTTGTTCCATGTTATAA 

TATCCACAAAGTAATGATACATGCAG 

Sequence 3807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTGACTACAGACTGAGTAATCTGA 

GTTACTT CGGA ATCCAGGAGGAAAAAACATACTTTAGTAGGATGATGATGGTAAAGACAA 

GTTGTGATTTTGAAGTTCAGGTGGAAATATGAGATACAAGAACAGGATTAAGATAGAGGT 

TGGTGATACCTAGTCCTCTCAGCTGTTAGTTCATGAGATAAGAAACTATGCCAATCAGGT 

TGACTGTTGTCAGAAGCTAGCACAGTGCCAGATATAGAGTGGGAACTGACT 

Sequence 3808 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCTGGGTTCCAGTGTTAACTTTGCCTC 

TAGCTGGTGTCATGATTGTGGGAMCTCTTTTATCTTCTCTGTTACCTCACCTATCAAAT 

TAMGAGTATGAGTCTCCACATTTC7TCCTTCCATAAATTAAGGCTTAGTTATAACCACA 

ACATACTGTATTTCTTAGMTACGACATCACTATTTTATACATTACTAAAAAATTGAAAA 

TTCTAC TAMC TATGAAGCMTGTmATCACTTTGMTTTTAACm 

AAAAGCTTTTTAGGTATMCCAMTAAAGGATTTTATCATATATTACACTTNGGATACAT 

GTAAA 

Sequence 3809 

CCCTTAGCGTG GTCGC GGCCGAGGTACATCTTTTGCCAGTTTCCAMTTTGTGTTGAGTT 
CTATGACCMCATTTTACAGAAACATTGTGTGAGACAGAAAATTTTAGGGTATTATTAAA 
TTMGGCATCATTTCCTMCTTTACTATTGAAATAMTTATTATATTCACMTACACTTT 
TATATTTAGGTATACATCTTAAAATCTCTTAGCTTAGTGGGCCCGCTTGTTCAACTTGAC 
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CTTCATCAACCAATGCTATCTTAAGATAATAAAAAGAAGAGGCATTGAATACATTAGAGA 
AAAAAGAATTGATTTATTCCAACTCAGGGTTGGMCTATGCCTCTTAACTCTTAATTAAA 
AAATACTTCAATGAATAATAAAGACAATCCTT 
Sequence 3810 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 

AGGTCTCTA7TACTCCTCGG7TCCCAGACATCTTCCTCTTTGTTCCCTCTGTTTTCATAG 

AGAMGTCTATTCCTCTCCACGAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 

TTTCTTCACTCTGTTTCTCTCCCCTTTTTATACMTTATTCAGGACTCAGCTCAGACTTT 

GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 

CTGTATGGAMTGTTCTGTTTAMTGTCGCAATCCTGCATTMTCCTGGGCTTTCTAAGG 

CGGGAGAATAC CTTC ATAGCCTCAGTAGCTGGCATGTGGTAGGTGCTTCGTTCTTGTTTT 

TTTGTTTGTTTGTTTTGTTTTCTGNTTTTCATTGGCTAGTT 

Sequence 3811 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGAAAAGATATCTACGTTCCCATGTTTATTG 

CAGCACTATTTACAATAGCCAAGATACGGTAACAACCTAAGGGTCTAACAACAAATGAAT 

GGATGAAGAAAATACAGTAAATATTCGCAAAATACTACTACTCTGACCTAAGGAAGAATG 

AMTCCTGTCATTTGCAGCAATATGGCAACATAGATGAMTTGGAGGTCACTTTATTAAG 

TGAT ATATGCC AGGCACAGAAAAACAATACCGATACTGCATGATCTCACTCGTATATCAA 

AATTGl l l 1 1 l ACTGACATTGATATCATAGAAGCAGAGAGTATTACCACAGACACTGCGG 

AGGGGCGACACGGTATGAGGGAAGGACAAGGAGAAGTTGGTCAACAGGTACCTGCCCGGG 

CGGCCGCTCGAAAGGGCGAATTCC 

Sequence 3812 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTGCCATGTGGTTCTATACAACATCA 
GMGGACATTTAAMTTAAATGGTTTTTTCAATTTTTAAATCMG 

TCTTGCATAACATCCTTCTATTATTTCTGTATGGAGTGAGGGATGGAATCAGTGTGAGCA 
TGTATTAACCTCATGGCTAAAAGTAGGAAAGAAMAGATTTCCTCATACTGTTATGTATG 
TGTCTAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 3813 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGCCTCAGACGAGTTTGGGTGCAGCAGA 

ATAGTGAAMGTAATTTGGAGGTCAAACCAACAGGACTTGCCACAGGATGGATGGATGAA 

AGAAGTAGAATAAAAAATGAACCCAAGTTTGGGGGTTAATCAATTGCATGACTGATGATA 

CAACTGTCCTAAATGGAGAAGATAATGAAGAAACAGGTCTGGTAGAAATAAAGATGGGTT 

CTACTTGGAGCTTAAAGACATCTAAATGGAGTTTGTATACAGGGCTAGAGCTGGAGAGAG 

GTTAGAGCTAAAGAGAACCAGAMGTATTCCCCMTTTTCTTCCTMCTCTATTTTTGAC 

CTTGAMTATCATTTAMTTTCTCTGATTTMT^ 

GTTTTTCATAAAGACCAGGTCTTGCTACGTCGCTCAGGTTTGGACTTGAACCACTGGGTT 
TAAAGCCTTCCT CCGCTC ANCCTTCTGAGTAGCTTGGACTACAGGCACACACCACCCACA 
CCCAGCCAGATATT1TTTAAAATATGTAAAMTATAACTTTGTTACATATTTACCCAGTG 
CTTTTAAAATGC I I I I I IGAAAATT 
Sequence 3814 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTTTCTCTCTATGTTATAGAAT 

GTTTTCAGAGCAGMATATATTTTGTGGTGGAAATCAGAGTAGTGCCTTAACAGTAGAGT 

TTTGGTTGATTTCTMGCCTAAGTTATGTTMTCCTTGGCTCACTGATCCTTTTAATAAT 
CT 

Sequence 3815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAGAMTMTTCAGTTAAGGATTTCTA 
CAGTTAGTMCCACATATTCATTTTTTATCGCAAAACACAAGTTTGGAGGTTGGCCCTAT 
AGAGCTACTTCAGCTATTCTTGAGGAACTCATTATGCTCCAATATTCCTGTTCCATTGTC 
CAGTGTGGCTTCTGGACTCATGGTCATAGATGGCTGCCCTACTTTCTGACCAGCATACTT 

CTTCCAGGCAAGAGGAAGCCTGAAAGGAGAAGGGCGTGTGGCTGGAAGGTGTGTACCTCG 
GCCCGCGACCACGCTAAGGG 
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Sequence 3816 

■ m i i u l I I M I I I I I I | | | | | IGGTATCTGTTCCMGTTTTTTTATTGTTAAATTGAA 

TGACTMNMTCGNATCTTTCTTGNNTGATTTTTGTGAGTAGTAATGTAATGATTCTTAG 

MT ACTTG GTANMTTATTCTTGNCATAMGTGATTGTCAGTAAATGTTCACTGTTATTA 

CTATTTTTCTTGTATTGGGATTTTAGMTCTMGTGGCTTFCAGTATTTTA 

ATTNGTAGTCCCATTTNGTTTCTAGTTT 

Sequence 3817 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTATTTATGTGTAACATTCAAATGTGTG 

CATTMATATGCTTCCACAGTAAMTCTGAAAMCTGATTTGTGATTGAMGCTGCCTTT 

CTATTTACTTGAGTCTTGTACTGGGCTCTGTGTAAGTGTCGTTGGGGTAGGACCTATATT 

TTMTACTGTTCCTAACATTTCATTTTACTAGCGAGAAATCTTTGATTTCATTTTAT^ 

TTGT MTTC TAGACACTAGGTTGTMGTTTANCCATMCCCGATGTTNTTTAAAAAGGGG 

ATATATTTTCTTTGCACAGTTGTTCAAAAAAAGAGACAAGGTTTCAAGTCCTCAATGCTG 

GCCTTTGTTTTACAAGGTACCTGCCCAGG 

Sequence 3818 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTATCCCAGTGGCAGAGATACACAGAAAGCC 
AAGGCTCAGAGGCAGTAAGTCATGGGTCCGAGGCCTCTTGCTGATGACAAAACTGGAATC 
TGAACCCA CGTCAGGCTTACATTTACACATACATGTATACAAATGTACI I I IN I 1 1 I I I 
i i i i i i i l I GGCATATTTAGGTTATTTATTMTGAAAATATATGACATTTTCAGGAATAC 

AAATTCTGCACCCTGATGACCTCAAATGCGTGCAACAAGATGTTTAATACAGAAAATAAC 

ACAAAAACTGT 

Sequence 3819 

CCCT TAGCGTGGTCGCGGCCGAGGTACACAAGTTTTAAATTTTGGTCAAGTTTATCAGTA 

TTTTCCTTTGCAGTTTATACTTTGTACmGTTTGGTGTTAGGMC^ 

AT CCTA AMGAATTTTGMGATTTGCTTTTCATATTTGGGATATAATTCACCTAGAAATA 

AATTTTGTGTCTAATGTMGATGGATCTAATTTTTTTAAAGTTAAACTGTGTAAACACAA 

TTTATTAMTATTCTACTCTTTCCCTACTGATCTGAAACACTACATCAGATATTTACAGT 

TTCCATAAACACATATGTGGCTCGTT 

Sequence 3820 

GATAT CTGCAG AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTTATACAGGCA 

^^^Z^ZZ3^"^ C AAAAATG AA AA AAT ATTTTG AG G ATTG TT AT ATTCC AG AT AT ATTTT 

TATATTTTTAGCTACCATTTTGATACTGAMTCTGGATAAAAAATTAGGCTTCATGTTTT 

CCATTTAAGTCTCCATACCTGTCCTCAAAAATCACATTAATCCAGGTGTAATTGAATATG 

AATTTATAGAAGCACATGGGMATGMATTTTATGTCTMTTAGATATTTTTCACAGTTG 

GATGAGAAGCCAGTGTTTCAAGTGGTTTCCTGCCAGGMCCTCMTTTTCTAAGCCAAAA 

TATGTTTGACATTAACCC 

Sequence 3821 

CCCTTAACGTGGTCGCGGCCGAGGTAC I I I H I I I I II I I I I M I I I I I I GGGCTTTTGA 

GGCTCCTGTTCTTAGGCAGCACCAGCTCCTTCTATTTCTGCAGCCAAGGCATCAAGATCA 

ATGTCATCCTTGGTGCTTA AATG AAAACAAAAACATCCTAAATGCTACTTAAAAGCAAAA 

TMTCATTCATTTATATAGATTTTATCATTTTMCCTTTTTCATGCATTAGCAGCACAAT 

G AG AAAAATCATTTG G C AAGTTCTTT 

Sequence 3822 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAAGGATAAATTGGCAAGAAAACTGGC 

ATCTTTAACTCCAGGGTTTTCAGGTGCTGATGTTGCTAATGTCTGTAATGAAGCTGCGTT 

GATTGCTGCAAGGCATTCTNGTCAGMT7TCCCATTAMTTCAGGAAMNCACCTTTTGA 

ACCAGGGCCAATTTGNAGCCGAGTGGANTTGGGTGGGCTTTAGNNGAAGAAAAACCGCAG 

GTTTCTTGCCAAGCNCTGGAGGGAAGAAAAGAAGACTTGTGGGCATTACCACCGAAAGCA 

GNGCNCATGCCGGTTTGCCCCGGCCTGGGTATCCTGGGAGGCACCGNCAANACCCCGCTT 

TTTTAAAAGGG TATTCC CATCNATCCCCACCGTTGGCCAAAAGGGACCTAAGGTTTATTG 

CCTCCAAGGTNTTTTTAACCCANANAAGGNAMCCAATTNCCCTTTTTATTANCCCAANA 
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AGGMGGCCAAGCCTTCTTTGGGGATTAAGGGGANTGGTNGTTATTGGAACTT 
Sequence 3823 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNCGGGGTTGCAAANTTCTTCANTAGCNTTAN 

TTNGANTTTATATGTAAANGCCATTNAGTGGTTGAGATGGATATGAATTTTTTGCAAAGA 

GGCAGTTGGTCACTCTGTTTTCTGCGCCCMTTATTGCGGAGAGTTTGACAATGCANGTG 

CCATGATGAGTGTGGATGAAACACTAATGTGTTCTTTNCANATTTTAAAGCCTGCAGAGA 

AAAAGAAGCCAAATG 

Sequence 3824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGTGGTCAGCATAGTAGATAACATAGTTACA 

GMGMTTGACAACAGGAAAGTTGTTTTATAGAGGAGGGAATAAGGGCTCCGTAACATGA 

CATCATMTTTCTAGACAAACGCTTAACTTCCCTGAAGCAGATTCCGCCGAGAGGGATTG 

GGCCATGTCGGAAAGAGACCAGTTTGCCTGTMTATTTCTTCCTTTTCTCTAATCCTGGG 

CTCCCTTCAGGTAGAAACCCCAGATCACCATCAGGAACCCAGAGAATGGAGAAAAAAGTA 
GAAAAGAT 

Sequence 3825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCATTAATACGTGCATACTTTCTCCCTTTTT 

AC AAAACC TCTATTAGAGGCTCTGGAAGGTGTAAGCCATGATAGCAATGACCGTGTCAAA 

CTCTTTTTCTCTGTAACTCAGGGCCTAGGACTGTGCCTGGCACATAGCAGACACTTGATA 

CATATTTGTTAAATAAATGGGTAGCTGGAACATATGCTCCATGAGGAAAATGAATGTATT 

TGCATGTTGTTAAGTTAGGAATCTGGCCCTGGGAGTCAGAATTGCAGTGTTTGAGTCAGG 

CTGCATTATTTCCTAGCTGTGAGAGCTCTCTAAATCTATTCCCTCACTTGCAAAGTGGAA 

TGATATTAGAATCTGACTCATATTGTTACCGTGAGGATTAATCGACATAAATACCTGACA 

CATGG GTAGC ACTCAATACAGGCTAGCTGTTATTATCATTATCAACATCATCACTATCTT 

CTTTCATTTTTCTTGNTTACTACTTAATCTCCTGTTTTAAGCACCATNACATATGCTCAA 

TAAAAA TTTG GTTAAATAGGAAAAAATGAATCAATGAAGTGTAACTTACCTGTATACCCA 

MT ATGT TTTGCTTCCCTCANTATACCATTTTGGTCAGGGATTCCANACCAAATAGTAAA 

AMTTTTAMGGNCCAACTTAAMGTTAGTNGGGATTGANGTTTATTTMTTTGAMCTT 

GTTTTAMNANANCNAGCCCNNAGTNCCCTTGGANAAMAAGTCCTTTTMTTTCCTTTT 

GAATTTCNGGGATANGTAAAACAANAGGTTGCNTAATTNGGAC I 1 1 I I 1 1 I II 1 1 I 

Sequence 3826 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I I 1 1 I I I I 1 I 1 I I I I I I I I GAAACGGAGTC 

TTGCTCTGTAGCCCAGGCTGGAGTGCANTGGCACGATCTCGGCTCACTGCAAGCTCCGCC 

TCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCGGAGCATTTTTTATAAT 

AGCTGCTTTAAAGTCTTTGTNAGATAATTCAAATACTGTGTCATNTCAGTGTTGGTGTNT 

GTTTATTGTCCCATGCAAGTTGATATTTTTCTGGGTCCTTCATATTCTMGCAATTTTT 

GATTGCANTCCTTGGGCATTTTCAMTATTACATTTATAMGGACTTCTGGGATCTTTAC 

TTAAAATTTCCATGGGAANAAATGTTGCT 

Sequence 3827 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCTTCCATGCATCTAAACCCTGTAACAAT 

TCTGTGAGGAAGGCATTACTATCCCTAGTTTACAAATAAAGAACGGAGACACAGAAAAGT 

TAAGTCATTCACCCTAATAATTGGAAAGCTGAGATTCAAACTTGGGCCGGCCTGTCCACC 

CCCAMGCCTGAGCTCTTAATCACTGTAGCACACTGCCTTCTAAMCTTCAGAGTTTTTA 

AGAGCTGTGCAAGCTACTCTTCCCCTAAATTAAGTTGCTCCCCCTGAATGCCCCAGAAAC 

AACATCTCTCATTGGCTTCCTGGCTTCTGCTGCAGTGAAAGCTAAGCTGTCAGCAGGGCT 

CCCTGGTCATTTAACTTGTTGATCMTCCTGACATTTCTACCACCMACAMTTCTTCTT 

TTCCTTGNGGCTCTCTCTAACCTGCATTTCCCGCTGTGGGCTACTGAGCCTGGACTAAAA 

TTTATGTATTCTCTATCCCCCAAATGAGCAAGAAGAATGCAGTTCTCATGTATCTATCAG 

CTTAATTAAGAAAGAGAAAATGAGGGTAACAAATCATGAAAAGCTTATGACACAGAAGTT 

ACCAAGGATGAAAG 

Sequence 3828 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTGTTCGTTTACAGTTCTTAGGACTCNNTG 
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ATNGAAAAAAACACANAGNNNAACACAAAAAAACCCAACCAACCAAACAAACAAACAAAA 

AAMAACACAGGAGTTTCTCCCAMMGMGTCTGCAGTGTCTTTTCTGTTTTCTCTGAA 

GGTATCCCAGGGTGTTAGATTTCTGTTGTTTTTCCCTTATGTGGCACCGAAGTTGGCAAG 

AAGAAGGAAGTGCTGATATAAATAAATAGGGAAATGAACAGAGAGAGTACCTTTGGCCGC 

GACCACNCTAAGGGCCGAATTCCAA 

Sequence 3829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAAGTGCTATATAATGCAGTGTTAAAAAA 

AAAGAAATAAAATGCACATAGATTTGAAAGGATGAAATCAACTTTGTTCACAAGTAACAT 

GATTGTCTTTGTAGAGAATTCTAAATAACAAAAACCCTGCTGACATTAATAAGCAATTAC 

AGCAGGATTGCAGGATACAGTCCTCAGGTAGATGATAAAAAGGAATTGGACATCAAGTCA 

TTAAA AGACA CGGAGAAACCCTAAATGCTTATTGTTAAGTGAAAACCAATCTGAAAAGGC 

TTrCTATTTTGTATGATTGCCMTTATATGACATTTTGGGAGAGGCAAAACTATTTGATC 

CAGNGTNAGGACCCATGGTTGCTNAANNNTNAGGGGATANGCATTATTGNTGTTGCNGNT 

GCTACCTTTGGGGCCTAAAAACCAANCACCTGTTGGGGTATCAATTACCTTCTTTGATAA 

AAGGAAATAAATAAATAATGTTATCCGAAAAAAAAAAA 

Sequence 3830 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACATGGCTCCATGGAGGTTCTCCAGTCGGTGTT 

GCTGCTGCTGTTTTCGAGTCTTATCTCGTCTGTGCTCCTCATAAGTGTCGTCATCAGTGG 

GCAGCTCATAGCGGCACAAGGGACAGGAATTTGTCTTGCTTAGCCAGGGCAGAATGCAGC 

TGGAATGGAAAAGGTGATGGCAAGGCATCTCAATGGCAGTCTCCTCCTCCTCAAATTCCC 

CCGCGTACTCAAAATGGGATTAAGCCCTTCCTGAGGGTGGTGCCCACCTAGTAAAATCCC 

CCTTATTACCTTACCTGTTCCCCAAAGACATTCAAAATGTAATTAAGACCAACTACTATG 

MGGCAGAGATAAACTCAMTTTCCTTTTGAACCCTCATTCCTCCAGTTCCTTCCTCAGC 

CMAGACTTMGGGCTACATTTCTTTTTTGTTTTAACCAATAAAACACAATGGGAC 

Sequence 3831 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAACCAGAATTGCTGGGTCATTGGACATGC 

ATATGTTGAGTGTTTCTTTGTCATTGTTAGCCTGCACCCTCCACATTGGCTTTACCATAT 

TATACTCTCCATCTTGCTMTGATTATTCACCTTTTTTTCTTCTTCTTCATAGGGTTTAC 

TCTCAGAAACCTACCTGGAAGCCCATCGGATTGTGAAGATGAACAAGAGTGAGGATGATG 

AGTCTGGGGCTGGAGAGCTCACCAGGGAGGAGCTGAGGCAAATTGCAGAGGGAGGATTTC 

TACGAAAAGCTGGCAGCTTTCAATCGCC 

Sequence 3832 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCTATTTTGTGAGATTTCTCAAAGTATT 

TCTGTTCTCCTCAGTCTGMTGAGGTTAATTTTCCTGAGCAACAAGAACAAGTGTGAATG 

CCCACTCCTCAACTTGGAGTCTTCTACATAACTTGGATGTTGAGAACTTAAATACACTAT 

GGTGAGCTGCAGACTCTTCTTGCAGATGTAACMTGCTCTTGGTTTAAGCAGGTGTACAC 

CGCATATGGGGCCAAGTTCCACATATTTGGCAACCAGACCAGCATTCCANGACAACACCA 

MAGTATTGTTGGTTTGGTTGTTTAGAAGGGGCTTTGGGGACATTTTNACTTTT^^ 

AGCCTCAGCTTTMATCCCAAGGAAGACMAAAGAATTAATTTTT 

Sequence 3833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 
TGGCCT AAGGC ATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 
TGATCTCTT TrTGGTGTG GGGAGGACATGGGGGTACCCCATTATCTTAGNAAAANNTANT 
TTAMCCTGTTTTCTTrTCACCCGCAMA 

GGTTTMTCTCTTAAAGTTTANTACCTAAATTAGGTAGGAAACCAAAACCAAAATTTATT 
CTTTCl I I 1 I 1 A AAAAA AATAAAATTCTTANTAGGGAAAAAATAGGAACAGGTCCCAAAA 
AGTCCATTGTTCTTTTGNMCAAGGTNGGATTTGGGGMTNTTGGTGGCCCNAGTTAATT 
TGGACCNAAAATTTATTT 
Sequence 3834 

CCCTTTGCGGCCGCCCGGGCAGGTACGCGGGGGCTCGAGGTTAGCTCTTCACTGCCCTGT 
GTCTTCTTTCCAAGGGTCTCGGTGATTCGGCCACAGCCTCAGCCTCCATCACGCGGTGAA 
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CTGATGGTGCTGGAAGATTCATAGACTCCAGGACATTCCTGAAGCCGAGAAAAGGTTAAG 

TAGGGTCTGGCCTGGAATACTCTCCTAGATGAAGATAGCCCAACCATGAGCCACCTTCGA 

AGCAGATGAGATGAAATTAAAGCTCTTCAACTCCTAAAGGCCCAGAGACTATCACAAAAG 

AGGTCAGMATCCTGAAGGTCACTTTCTGACAAACTCAGGAACCCCAGGTTTATCTTGGA 

GCCTCAAGAGGAGATAAATTCACCCAATTCAGGCTGGAGTGCANTGGAATGATCTTGGCT 

Sequence 3835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAGGACTGGTTAGAGGGTTGAATGAATC 

TGTATACTCAGCACTTAACACAGCACTCTGGGTAAAAGAAAAAAGATCCTGAAAGATATT 

AGTTGGTTACATCAAGAAAGGACAAACTTAGGTTAATCTATAACTTCATCTCAGAGGAAC 

AGGAACTTTGGAGATAAACAGGGCTCTGCCACTTGCAAGTTGCACCATCCCTGGTTTCTC 

CATCTGTAMTTGATTAAAACACTGCCTATCTAATAAGATTAAATAAGTTAGAAGCATTC 

AGTTAMTGTCAACTGAMCTATTGTTCATGTAMTTGTGCTTGATGCTTTTTCTTTCTA 

GATTCAATGATTATT 

Sequence 3836 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTGACTCCCCGGGGACATGAGGTGG 

ATACTGT TCATTG GGGCCCTTATTGGGTCCAGCATCTGTGGCCAAGMAMTTTTTTGGG 

GACCAAGTTTTTAGGATTAATGTCAGAAATGGAGACGAGATCAGCAAATTGAGTCAACTA 

GTGMTTCAAACAACTTGAAGCTCAATTTCTGGAAATCTCCCTCCTCCTTCAATCGGCCT 

GTGGATGTCCTGGTCCCATCTGTCAGTCTGCAGGCATTTAAATCCTTCCTGAGATCCCAG 

GGCTTAGAGTACGTCTTAAATAGCTCAATAAAACAGAAGAGATTTACCCTCAAATGAAAG 

MTTACATCTATACTATATMCACTATAMTATTTGGCMGTGGGTGAGATTATTGGCTA 

GCMTTGGGAAAATGGTTTAGACCTATACAACATTATGAAAATCAAGTTTCAGAGMTTT 

ACAMGTTAMCACTTTAAMCAGAAAATCTAGMGAAAGTGGMCTGMTTTCTTCATT 

TTATGCATTGGAAGAGTTTCCTAAGGATAGAAACNAACAGAAGTCAATAAAAAGAAAAAC 

ACATGGATTTGGNTACCAGTGAMTTTTAAMTTTTGTGTGTATGAGTTTAAAAGGA 

Sequence 3837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAATAAACTCTGGCCTCGAATTCCACTG 

ATGGTAAGTGATATAATAATGAGTCTGNNTCCNAATCCACTGTTGCCCTTAGTCAGGAAC 

CTATM TMCATGATTTGCCTTTCCCATATTGCATTACTAAAAGGAAAATAGAGAAATAT 

TTTTTCTTTMTTCATATTATATAAAGATTGTTTTTTAACCAAAAGCTATC 

TMGTTTACACATACTATTATTTTTCTGGCCTTTTGATAACATATATGTCAATATGAAAA 

TGTTATTCTTTAGAGCTAGTTTAAGGTCCCAAGCAATTATCAAGATCTACAGTGCCCAAT 

TCACAGCTAGTCACTGCTGATCTTACAATCTTTCCATACACAATTAATACTTAAGAATTC 

ACACTGCTGACTTCCTCCTGCCTAGATATACAGAGGGTAATAACAATAAATAATCACCCC 

TGGAGI I I I 1 1 ICTCCTMCTACTCTGGCAGGCACAGMTCTTTGMGCATTTTAATTTA 

AACCTTTAACTAACCAAAATCAAAGTAACCTGAGTCTGGAAGTAACTGAGTGCAGTAATT 

GGCCAAMCATGTGGCTGGGGGATTTTMGTCTGGAGCCGTTTTAACCAGATTTTTAAAC 

CAAAAAANNGGGTTT 

Sequence 3838 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGATACATTCTAGCCTTCTACAAAGTGCA 

CTTAGACCAGGATATTCTTTCATGATGGCAGACAAATGAGGAGTTTCTTTTCATTATCTA 

ATGAAAMAGAGTTGGTCTATATTTTCTCAGTGTATTCCTATAGGGAAGAGAGTCTTATT 

GTTGATAACCTTTCAGACAAGTAGATGCTTCTGCATCCTATGAGGTATTCCCAAAGCCCC 

TCTTTAAT CTCCA CCATTGTGCATMTTTTGTGATMTGMGCAGTTATTTTCTTCTCTT 

GATAGACATTTTATGAAGGCAGAGACTATGCCACTCTTGCTTACAGTTGTAGCTCCAGCA 

TCTAACATGGTGTCTTAACACATAGAAGATGCTCAGTAATTACTTGTTAAATGAATGGAT 

GGGTGGGTGGATATGCCCTAATATGATGCAGCTTGATTATGCTGTAGTCTGGCTGGATTA 

AGACATCATCCAAAGAAGTAAATACCAGTATCTTTAACTGNTGCCTGTATCTACACACTG 

GAAGAAGACATCTTTCAANGGGGATGAAAAAAAAGTCATACCTTTGGAAAATCATTAAAC 
TCTTAI I I I TAAAA 

Sequence 3839 
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CCCTTAGCGTGGTCGCAGCCGAGGTAC I I I I I I I I 1 1 I I I 1 1 1 1 1 1 1 1 1 1 I I I I I GCACA 

GGAGTAANAAAAAGGGAATTTGCTTTAGGGGCATGAAACTAAAATATCAGAATGATAGGA 

CTAAAATCAACAGAGTTTANACTTCAGTAGTCANAATAAAATACTTCTGAAATATTCCAG 

ATATCGTATAAM CCAC AGATMATATGCAMGAAGTCATTMGCATATTTTATTATAAT 

TMTGMTATGACTTTTAAAGCTATATGTATTCTCCATGTTAAAAACTTCCTTAGTGAAT 

AAGCCCAGGGCTGCCCATAA 

Sequence 3840 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTTTTTAATTGTTAGTMTTTTTCCGCAA 

CAGGACACAAAGAGCAATCTCATTCTTTCTGGAGGTCCATGCAGAATACTGCCCTCAATG 

GATGTCACCTATGTGACCAGTTCCCACTGATGACCCTTACACTGAAAACCGGCTTACACA 

GGAGTGGTCTATGATCTATGATGTATTAACATGGACATTTCCTCTTCCATTATGAATTTG 

TAMGTTTTGATTTCCATMTTCTTTTTTTAATCAGTGAAAACATAAAATAAGGTTCTGG 

GAGAGAGATACAGGAAGCCAA 

Sequence 3841 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGTGGTTATTTCATCATTCATTCCATTGGT 

CATTGAAAAAAATCTTGATATGACAAATAATAATGACTGCTAAATCTCTGATTGTTAACC 

TGGGMTGTCACTACACAGCTCACTTTTTCTTTTTTATGTCTTANGTTGGGTTTTTTGTG 

AAGA GAGGAT GTTCTAGAGGCATGGTTGAAATTGAATTTGTAAGTGTTAAAAGTGCTAAA 

ACTCCTTTTTCCTATAAAATT 

Sequence 3842 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAAAAAGAAATTAAGTTGTGAATTTCTAAAGACCT 

TGAAATAAGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCC 

TACTACATGAATTAACGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAG 

TATT CTCTG AAGCAGTTCCAATCTAGTTGGGAGAATTAACAGCCAGTTTGATTTAACTAT 

CTCATTTTTATTAACTGTAAATTTACATTAAAAAATATTTGCAAATCATACTCATTAGTT 

AT TTGG ATCATTGGNTCTATGCATTTTAAMTTMTTTTGNGGTGGTCCTCTCAATATTT 

GGTTTTMCATTTATTCCCATTTTTMTTTTAATACTATTGGCTGGGCATGCCTTATGTA 

TTCCCAATAAGGTGTCTTGGAAATNCTTTGTGGGGGAAAGGGCAGGACCAAAAATAATTA 

GTTTAAATTAAN ATTTGG AAAAAATG GTMTTTTTCCCATTTTTAAATATTTTCATTTG N 

ATAA AAAAMT ATTTCAAAGAAACCATGGATGAATNATNGGTTATGTTGGGNCTNGTTTT 

GGAAI I I 1 1 1 1 CTTCAAATTNAAAACANTTTTGNTTTGCCAAAAAAAAAAAAA 

Sequence 3843 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCTTTTGCCGCTTCTGGTTTTTGCAGACATC 

CACTACTCCCCAGCTGATTACACCAACTTGAATGAAACGACTTCTCTTGTGAACTATCAA 

GGGGCCGCCAGAATCACCTCTGCAAGTATTGGGGTCAGCATAGGGACTCACTCCTCCAGT 

ACAGAGAGATAAAAGCTGCACAGAAAATAAAACAGGATTATGGGATAAAGTGGTGGGAGG 

TGATGAGGATATTATTCTAAAAAGGGTAGTCAAGAAGGTTCCCTTGGAAGATAAAAGGGA 

TGGGGAAACAGCAAGGAGAAGGCCCAAGTGAGGAGCAGGTCTGAGGGGGAGAAGGAAGAC 

CCATGTGGCTGCAGACAGCAAGCCAAATGGGGGTGACAGG 

Sequence 3844 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGA 

GCAGCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAG 

AATTTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAG 

AACACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTA 

AAAAGCATATTATGGGACAAAACAGATACATGATGTGCAAAACACTGTCTGCAATTTAAA 

TGTGATGTGATGGAATTTTGGGAGCCATTACAAATCTGATTTAAAGAGAAGGAACTGGCC 

CAATGATGCCCAAGCA 

Sequence 3845 

CCCTTTCGAGCGGCCNTCCGGGCAGGTACAATATGAAGGTAACATAAATGTGTCAGCTGC 
TGCTTTATTTGATAGAAAGCGGCTTCAGTATCTGGAAAAACTCAACCTTCCTGAGTCCAC 
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ACATGTTGMTTTGTAATGTTCTCGACAGACGTGTCACACTGTGTTAAAGACAGACTTCC 

GMGTGTGTTTCTGCATTTGCAMTACTGMGGAGGATATGTATTTTTTGGTGTGCATGA 

TGAGACTTGTCAAGTGATTAGATGTGAAAAAGAGAAAATAGACCTTACGAGCTTGAGGGC 

TTCTATTGATGGCTGTATTAAGAAGCTACCTGTCCATCATTTCTGCACACAGAGGCCTGA 

GATAAAATATGTCCTTAACTTCCTTGAAGTGCATGATAAGGGGGCC 

Sequence 3846 

CCCTT AGCGT GGTCGC GGCC GAGGTACTGAAATGATAGGCGTGAACCACTATGCCCGACC 
TTAATGTTTTACTTTAAATTTTGTCTTTAT^ 

TGATMTTCTATTATTTGMCTTCCCATGTGTMTTCATTATTTGTTGTATTGACTGACT 
CTCACTCATATGTAGTTGTTTCTTCTTGAGTTTTC^ 

ATTTGGGCTTCATATTTGAMTACTGAGCMCCTTGMTTCCTCACAGATAAATTTTGGT 

TTTGCTTTGTCTGGGTGCCCTGAGACCACT C I 1 I I I I ) I 11 I I I I I I CGNGAGATGGAGT 

CTCTCTCTGTCACCCAAGTTGGAGTGCAGTGGCGCAATNTCGGGTNACTGCAAGCACCAT 

TTTCCGGGTTCACGCCATTGTCCTGCCTNNCCTTCCAAAGTAGCTGGGACTACAGGCGTG 

TGCCACCATGCCTGGCTAAATTTTTTGG 

Sequence 3847 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCTGGTTGTAGACCCCAAAAGTAGGGAAGA 

AGATAAACACCTGAMTTTCGTATTTCTCATGAATTAGATAGTGCATCTTCTGAGGTCAA 

TTAAMGGAGAAAAAATACAATTTTCTCACTTCTGCATTTAATTCAAAAAGAAAAAANAA 

TG CCTTT TATTANGCAAAAMTGGAMGGMGAMCCATGGAAMTGCCTTNCTTTTCTC 

ANNTTTTATTGGGTTTGAAMTGGTGGTTATTCTATTTTTGGAGGTCCTGGGAAAAATAN 

ACCTAAATTGGTGGGTTNTGGATTMNTTMGNTTTTAAGTTTTGTGGGGCTTTCATTG^ 

GAAAACCTCCCNCTGTTAAAACCTAANAAGCTTTCAANGGGGTCTAATGGTTCTAATGGT 

NTCATTTCCTATTANNAMGNAAAATGGCCATMNCCTATTCNACCTGGTTANTTTTTTA 
AAA 

Sequence 3848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGACTCAGGTGGGAGGATCGCTTGAGCC 

CAGGAGGTCAAGGCTATAGTGAGGCATGATCATGCCACCGCACTCCACACCCCAGGCAAC 

AGAGCAAGACCCCAATGCAGACCAAAAAGAAAAAAAAAAAAAAGGAAAAGAAAACCACCA 

TTTGGAAACCACTA CAGCAA CAGCTACAGACATACCTCATGTTACTTCACTTTGCTTCAT 

CTCACTTTACAGATATTTTTCACAAGTAGAAGTCCTGTGGCAATGTCATGTCGAATAAAT 

CTATAACACC A I MM 

Sequence 3849 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAGGGGGAGGATGTCTTGTGGAATTCAGA 

CGTMGCCTMCCCTGCATTAGAMAAATGTTCACCGGGTTAGAGCAGTGGTTTTTCCTG 

GNGGATTCTTTATGCCTAMNGMTCNTTGAAGTTTACCATTACTTCCTGGGGGAAGGGG 

TTANGGNMGMNGAMNGGGCCCCTCAATTTNTNCATTTTCCCCCTTCTTTGNGCGGGT 

TGN CTTGTTT CAAMTNCCMGNGGGCCAAATTNTMTNTTGGCCTTAAMTNATTTTGG 

MCNTTTTTTCNCCCCTTT^ 

TTAA NA GGTT TCCACCAATATCCTTGNGNNAGGAAGGNTATAAGGNTCTTCTCCCCAACC 

TTTTGNTTTTNTMTTANMTTTTCCCNCNTTTTTTTAA 

Sequence 3850 

AATTCGCCCTTACCGTGGTCCCGGCCGAGGTACGCGGGTTCTAGTGTTCTTCAI M I 11 G 

CAGAGATCCATATTTMTCTGCTATTATTTCTCTTCTGCTTGAAGAMTCTCTTTAACAT 

TTATTATATTGA GAGTC AGTTGGTGTTGAGTTCTCTTAGCTTTTGCATGTCTGAAAAAGT 

ATTTGC CTTCG GTTTTGAMGCTATmCATTGGATATAAMTTCTAGGCTGACAGTm 

TTATTTCTnTAATACTTTAMCAATATTGCTTCATTCTCCTCTGCAGTGTTr^ 

TAMTTAGCTCTCATTCTmCCTTGTTCCTCTTTGTTTTCTCTGCCTGCTACGMA 

TTCTCTTTACATTGCTTTTGAGCAATTTGACTATGATGCATGTGTACCCGGGGGGCAATG 

TTGACATTTGAGGTGGCAGGCAGGATGCCTGCCTTCTAATATATTTNGGGTGAGTAACTG 

AGCCCAGCCCANGGGAAGGGTGGAATGGATTAAATCAAGAAATGGGATTCTTNGGTNAAC 
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TGAAGACTTTATTTGGGGAATGAAAA 
Sequence 3851 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACAATATATTCAAGTTAATCTTTTACCCAG 

TGGTGCCAAATTCTTCTGAGAATAGCTAAGAGGGAATTTCAGGCTTTCCTTGACTGTGGG 

CAAGTCAAATACTTTAGTCTCTTCCAATTATCATATGTAAGGAGTAGAATATTTAAAATA 

AAAATAAAAATAAAAAAAATACACGTTAAGTTCATTGGAGGACTGCTACTAGATCTAAAA 

TATAAGCAGTAAAAAAACTACATATATGTGATTATATATACATAAAATGTGTGTATTTAT 

ATTACATATATATGCAGNGTTCATTTTTTGACCATTTCTAGTTATCAG AI I I 1 1 I I I GCC 

AGTGATAAATTTGGAATGAGTGACCAGAAGGGAAATTAATATCAG 

Sequence 3852 

CCC7TGGCCGCCC GGGCAGGTAC TAGTTTGGCACTGAACTGTTTGGGTGCCCATGAGGTA 

GGCAGACCTTATGC 1 1 1 I 1 1 I 1 1 I IGAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGAGT 

GCAAGTGATGTGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTCTCCT 

GC CTCAGC TTCCCCAATAGCTGGGACTACAGGTGTGCGCCACCACTCCCAGCTAATTTTT 

GTAi I I I lAGTAAAAGACAGGGTTTTGCCATGTTGGTCAAGGCTGGTCTCGGAACTCCTG 

ACCTCAGGTGAATCCACCCGCTCTGCCTCACAAAAGTGCTGGGATTACAAGGCATGAGCT 

ACCGTNCCTGGCCTAAACCTTACGCTTTTGAGGTTGAGTGCAGGCCTTGTGAAAAACTAA 

NCCGCACTTTTGACGAGCCTTNAACAAGCTGGCCAAGTCCTNTTCCTTNAGCAAAACNCA 

TNAGGGTTGTAAGTGGCATTNTTTACAGGTGGTCTTTCCCI I I I I 1 1 I AAAATCTNTAGC 

CAGTGGAMTNTAGM TTGGA TTCCMCTTTTMNTTChnTTTTTTNAANMNTCNTAAT 

TAAACTTTTNANTAACCTTTTTAAAAAAAGGGAAAAAAAAA 

Sequence 3853 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTCCTGATGTAGGAAATAGTAAAATTTCA 

GAGCCTATGGCATTGGCTTTCACCACCTATGCAATTTTCTACACATCTGAAAATTACCAG 

TTTATCTAACTCCTTAAATGTTCCTCTCTTCAACAACAAAAAACACAAACAAAAATTGCT 

GGAAGAAACAGGAAGCATCCAGGTCCAAATGACAGCATAACAGACTATGAAGAAACAGGG 

CTTAAGTGCCCATCTAGAACAAGATGGTCTAGATTACAATAAGGACCCCATGGGACAGAA 

CATCMMCATTCAACTTTCAAGTAAATGTCTTGGAAGTAAACATTTAAAATTTATAGGA 

CTTCCTCTGGCATGTAGGTATGATATTANAAAGAGTTTCCTTTGACAAAGGACAATGACC 

CAAGAAGTAGGGI I 1 1 I I 1 1 1 I I 1 1 I A 

Sequence 3854 

CCC7TAGCGTGGTCGCGGCCGAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGCNN 

AGACCGGMCCAGC ATGGG GGGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTTGG 

TTATAGTGCTAAG CATTT TTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAATAG 

AGGCTGACAGCAGTTTTCAGATGTCCGTGTGTTCATGCACGCAGTATGGCCCAGGTAAGT 

TCAAMCCTTATTCTTAGGCTATTTCGATCAACCCTGCCAGGCAATTTTAAATTCTTGGT 

GATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACCAG 

Sequence 3855 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTCTGTTCATTTCCCTATTTATTTATATCA 

GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 

ACCCTG GGATACCTT CAGAGAAMCAGAAAAGACACTGCAGACTTCTTTTTGGGAGAAAC 

TCCTG TG 1 1 1 1 1 1 I I I GTTTGTTTGTTTGGTTGGTTGGGTTTTTTTGTG I I I I I I 1 1 1 I G 

NGTTNTT7TCTATCAGGGAGTCCTAAGAACTGTAAACGAACATGTTAGCACTAGAGAACA 

TATCCTANTCATGTGGCACCAAAGTATGTTACTGGTGGCAAATGCATACACGTNTTGCAG 

CAACCTNAATTCCTG CCTGC TCAGAAGAAAGAATTCAGCTGAGGGGCATAAGGCACAGTG 

AGAGACTGAGGCAAGTTTTAGAGCTTGAGTGAAAATGTACCTGCCCCGGGCNGGNCGCTC 

GAAAGGG 

Sequence 3856 

TGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACTTCGGGAA 

AACAAGAACTGTGCTTCAATGTCTTTATAACCACACTATATGGCTCATTGTAAATGTTCA 

ACAAATGCTTGATGAATGACTCAATGAGCAAAATTACGCGAAAACACTTGGTAACCTATC 
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TCTTTTTCATCAAGTATGTAGCAAACACATGCCCACACCTGGCACCAGAAACTATAAGTG 

CTATCTAMTATCAACATTTTATTNGGCCTGTGCACTTATCAGCTANTGGAAAGCATAAA 

TTATTCCAATAAACAGACGGNAGGTGTGGAGGCAAAATATCACACCTANGTCTANAAGAA 

CTGATGACTTTCMATCAMNACTGTATTACCTGATAAAGACTTAACTTTATGATTATTT 

TAACAGGGA 

Sequence 3857 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACTGTTTTTAAAATCCTAAI 1 1 I I ATACTTAGT 

TATTTTTAGCANTGTCATATTGMTTCTGTTACGAGTTTCATGGTTACTTATAATAACCA 

GTTTCCTCATTACATAGTAGAATGGTATTTTTCCAATTNNGMCTCTTMTTTTAMTTT 

TCTTCTACCTTTAAMTTCTGTGATTCTGTTTGGTCAAAAGGGTCTGTGGAAATAATACT 

TGATATGTTTATATAGTGGTTATTCMMCTTACTCATATATTATTTGCTGACATCTGAT 

GAGATATAGTTCTAGAGACATTTTTTATTTCTGGACTTTANTCTTGGATGGATGAAMTT 

TNATCNCGATT TCAGG GAAAGAAAAGGATTATAAAATTAGAATCNCATAACATGGNTAAA 

AGGAAGTTTGN AATGTCAMTCTTAATNGGTAAT7TTTNGATCATTTTAATTTT 

Sequence 3858 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATAGTATTTGGAGCTTCTATAGGAGTGGAGAG 

GGGCAGCTCATTGTTGAGAGTTGCATGCTGCAACCTAATGGTCAGCAATGAAATAAATAC 

TTGTAGAATGTTCACTTCAGTGTGMGTTTTGTTATCTAGTTAATTTATATACATATATC 

CTTTGTAGATACATTTCTATCTAATCTTGTTGGGCTAATTAAGAAATAAGGGGTGGGGTA 

ATTGTCAACAAAGGGAGAAGAAAGTGGTTTAAGATCAGGGCAGCAGAAAAATTAGAGAAC 

AAGAATATCATAATATGGCTCCTGGTT 

Sequence 3859 

CCCT TAGCGTGGTCGCGGCCGAGGTACTAATTCTGACAGAAGCTGAAACTAAAGCCTATG 
TTTTCTTTAGTCAACATMGGCCTTTTTTCAG 

CCAMATMGAATAGACMGTATTTTCTTAACATATCCATTTCCATTGCTAGAGCTGCGG 

TGATCAGCAGAAGCATCTGCCTGGCTGTCAATATCAAGGTGGATCCAGGCTGTTGGAACT 

GGTGGATCCAGGGGTTGGAACGGAGGAATACTAAAAATGAGACTTGGAACTTGGAAGGCC 

TACACCACGAGGGCCAATTCTGCCATAAGCCCTATTGCCCAGATATGTTACATAAAACAT 

CCAGATATTACAGTGAAGGTCAAGTGTGTGGCCAGACACAGTGGCTCACAATTGTAATCC 

AGCACTTTGGGAGGCCGAGGCTGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTG 

ACCAACATGGTGAAAACCCCATCTCTACTAAAAATCAAAAATTAGCTGGGCATAGTGACA 

CAAGCCTGTAATCTCAATTGCTTGGGANGCTGAGGCAAAGAAAAATTGCTTGGAACCTGG 

GGAGGGCNGANGGTTACAATGAGNCCGANATCGTGACACTTGCACTNTTAACCTGGGTGA 

CAAANTNAGACTTCCTTNTNAAAAA 

Sequence 3860 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTTTCTAMATCCTGGTTTCTTTAAGTAA 

CMATGGGTCATTGGTAAATAGTAGGCAGCAGCAAGACAAAGTCCAAGTGTGTGAAGTTT 

AMGTGAMGAACTGGTTTAAMTGCTCACTTTGCCCATTAGCTCTGNGGTCCCGAGAAA 

GTCATTTMTTCTCTGAGCCTGTTTCATCACTTACAAAATGTGAATAACAACACTTATTC 

ATAG GGTTG TAATAAGGAGTGGGAGATGGTGTTAGGCATAAAACCAGCACAGTGCCCTGA 

ACCTATTTTAACAAATGGTATTTCCGAGGTGTTAGTCCATGCCAACATGAAACGTGAGTC 

TMGGMGCTTATAAATACTGTTTCTTTTTATTACAAAGATTATAATTCCAGTATAACAA 

MTTCACTGGAAGAMACCATTTAACACAGCTTATTATCTGTTCAAAAAATACCCCGCGT 

ACCTGCCCGGGGCGGCCCGCTTCGAAAGGGGC 

Sequence 3861 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGAAGGAATAGAAGATATA 
GAAAAAG AGGA CATCGAAAGTCAGGTCCTTAGCCAGI I I I I I I I AAAACATGACACAGAT 
. AAATTMGTTTTAAATAATMAAAGTATTTTTTTCTAGTTCMTTTGGMGTCT 
TTTT AAAAG AT GTGTT ACTAAAGCTACTTATAAGTCATCTAAAATCCTACCACCTTAGGC 
AACCTTTTAAA I I I I I GCTTATTTCATATAATATATATTTATACATAGTTGTTATAGAGT 
AAGTTCCTATTTATTCTGTATTTTCACATGACGTATAATTTCATAATTTCCCCATAATTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

165/599 



ATTA<3ACTGCTTTCTACATATC^ 
AAGGCI I I I I I CCTACTCCACGATGAA 
Sequence 3862 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGGTGGAGTTGTGGTTCGCCCCCAGGCTGTCA 

CAGAGCANTCCTACATGGAAAGTGTTGTGACTTTTCTGCAGGATGTTGTGCCACAGGCTT 

ACAGTGGAACACCTCTAACAGAAGAAAAGGAGAAAATAGTCTGGGTCAGATTTGAAAATG 

CAGATTTAAATGATACATCAAGAAATCTGGAATTTCATGAAATACATAGTACATGAAACC 

CCAGATAGACTATAAATAAT TCTAAA CAAACAAGTAGGTAGATATGTATGTAATTGCTTT 

TAMTCATTTAAATGCCTTTGTTTTTGGACTGTGCAMGGTTGGMGTGGGTTTGCATTT 

CTAAMTGGTGACT TTTATTCT GCMGAGTTCTTAGTAACCTTCTTGAGTGTGGGTAGAC 

TTTGGMCATGTAMTTTTTTTGCTTGTMTGTTATCCTGTGGTAGGATTTTGGCANGGT 

ACC 

Sequence 3863 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATATTTATGAAGTATATGAGATGTTTTG 

TTACAATCATGTGATATAAAATAATCATCATGGAGAATGAGTTATCCATCCCCTGAAGCA 

TAAATAMTGTAAATTCTGATGTTGMTTTATACACCAAATTGTTAGATTTTAGATTTTA 

TCCTCATTTTACTTTGCTTATTTTCTTATATACTGGTAAGATCTTATAGATGCTGTAATA 

TAGTAMATGTAGAATGTATGCCATAAMTTMCCTGAATTAGAGTATTTTTGCATGCAT 

GAGGAAGTCTGTTAAGGACAT 

Sequence 3864 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGGTGAGGAAATTGGGATCCAATGTCAC 

ACTGAGACGTAGTGCAAGAGCTAAAACCCAGGATTCGTAGCACCCCTTTCACCGCAATAT 

GGTTCCTCTTAGATGTTAAGACAACTTTTGTCTTTATAGGAAGGAGGGTCGATCAGACCT 

GTCAMGGGAGATAGACTTTTATATCGAAAAGTCTATATCGATATAGACTTTTATATCGA 

ACACGATTTAACCTGGGAGGCGGAGGTTGCAAGTGAGCCAAGATCGCACCACTGCACTCC 

AGCCTGGGCAACAGAGTGAGACTCTGTATCAAANAAAANNNNANNNAAAAAAAANNNTCC 

CTGCCCGGGCGGCCGCTCAAAGGG 

Sequence 3865 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTGAGGCCTTTCTGTGCAGCTTAGCATTGCCA 

GAAG GCTAT GGCCTCATAGTAGTCAAACTACTAATGCAGTTGGCTCAGAGCTCCAAGTGT 

AAATGTTTTAGTGAACAAAGTGGAAGTTGCATCATCTTTTATTACCCAGACTTGTATACG 

ACTTAGCACCGCTTCTTGCTATAATCCATTACTCAGAGAAATCACAGCCCTCCTAGATTC 

TATMTTAAGGAATTTTGACTTCATCTTTGTTGGGGAATTACAAGG 

Sequence 3866 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTGGCAGGTGAGGTGGCAGATCTCTTGAGGCCA 

GGAGTTCGATACAGCCTGGTTAATACGGGGAGACCCCATCTCCATTTGAMAATTATTTT 

TTAAAAATGAAAAGAAAAAGAAGCTAGCAAAGTGTAATAACGCAGTAAGAATGTTACCTT 

GACAGTAGATGTTACAAMCTACTTCCATGMTTTTAGGAACAGGGGMCCTGTTCCTTG 

GGAGACCTGAGAAGCCGTGGAGATCTTGTTTGTAGGACTTCCTGATAAGCAAGGCACAAT 

TAAAACATAAACAAAGTAAAATTTACA 

Sequence 3867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACATCATTATAATCCACATCATTAATCATC 

AGGGAACTGCAAATTAAAACCACAATGCGATACCTCAATGCATCCACTAGAATAGCTAAT 

ATGGMCCTAGGMTCATTGTTAAATTTATTGAAGAAGTTAACGGGGCATAATTGCTGGG 

ACCAAMCTAGAGTGMTGGCTTTATATATTTTGGAAAGATGTTGGAAAGCAAACTGCAT 

TTGCATCAATGACAATGACAATAGTAAGAGGAAAAGAGGCTACTCTTTCTGTGCTCACTC 

ATGTGCCAAGCACTGTGCCTTACATCCATACACACACACGCATGCACACACACACACACA 

CACACATATTACACACCCAAAGAAAACACATTCAGAATAGAAGCAATGGAATAAAGAACC 

ACTNAMTTMTTATCMGACTCTAGATTGGGGAAAATGTNGAAAAAAAATCAAGACTTT 

TCAGNCTATAGMGACAAAAGCTTTGATAGGGTTTNCATTTMGTTTGCCAAATTTTTAA 

AAAATTTN 
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Sequence 3868 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGGTGTAGTCGGGTATGAGAACGATTGCA 

AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 

CTTGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGGTT 

TTCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTCCT 

CCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGGAC 
AAAATGAG 

Sequence 3869 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGCACAGATGTTTCACATAAAATATGTGAT 

CAGTCAAAGTCAGAGCCACCCTTAGAGTCATCTTTTAACAATCTTGAAACAAACAGAGTT 

ATTCTAGAGAAAAGTAGTTTGGAGCATGCCACTGAAAAAAGCACAGCTAACGATACGTGC 

TCGTCAGCTGCTATTCAGGAGGATATTTACCCTCAGGAAATAGATGCATCCAGCAACTAT 

ACTCCCCAAGATCCTGCAAGAAATGAAATCCACAGTGATAAGGCACCTGTCTTATACCTA 

CATGACCAGCTGTCAGAACTTCTAAAAGAGTTTCCTTATGGCATTGAGGCTGTGAATACA 

CGTGAAGGTTCTGTGGGCCAGCAAACTACATACCAGACCTCAGAAGATCAAACTGCTGAT 

AAAACCAGTTCTGACTCCAAAGACCCAGCAGATCAAATCAAATTACAATATTAAGCTCAG 

AGCAAATGAAAGAAAT 

Sequence 3870 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I I I 1 1 I 1 1 I I INI I I 1 1 1 1 1 I I I GGANAT 

GAGGACTTGCCATGTTGGCCAAGGCAGNNTTNAACTNTTGGCCTNAAGCAATTTTCCCAG 

CTTGGCCTNCCAAAGNGCTCAAATTACAGATGTGAGCCACCCTNCCCAGCCTATATGCTT 

TATTTAAAGCCCTAATTGTNTCAACAGTGAGGAATGGTAAANAAAATTATATrAGATGCA 

GTAAAAAGAGAAAGTTACTAGTAAGCAAGAGATCTGGGTTCACATCCTGACTCATCTACT 

TACTAAATGTATAAACTCAGGAAAGTTAAATCTGAATTAATTTCCTTAGCAAAATAATGC 

TTACTTTAAAAAGTTGTTCTAAGGGTTTAAA 

Sequence 3871 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACTATCTATAT A I 1 1 I 1 1 I ICTTTGGGGGA 

GTGTGTAGAGCTAAAGGCTGGTATATGCTGCTCCTGCTCCCCGAAAGTGACATTATTCCC 

CTMGC TAATAT TTCAGGCTTTCMTTTATTCGTGGTTTCACCTGTTTAAACATAAGTAG 

AMTTACTTTTTCTCTCCATATTTAGATTTGATCTATCTACTTTAATTGCTAATAGTGTC 

TTAGTCATAGMTAGATTAGTTAGAAAMAGTGTTTTTGACATTATAAATGATTCTTTCA 

ATTTGTGTCT 

Sequence 3872 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTCATGACAGGTCTGGACTCAAAGATGCA 

TAAAGTGGACAAAATACAGGCAAGACAAATTCTGCTGTCAAGAACCTGCTGGGCTCCTCT 

CTTGGGGGGCTAACAGCGCAGCTAGGTTGACAAGGCAGGAATTTAGGCACAAGAGAATTG 

ATAGCCATCTACTAAAACTAGAGTTTGGGGTGGGGACTCTGTGCCATGAACAGGGCAGAA 

ACCCAAGTCAGAACCAAACTGATGCTGGTAGATGCCTTCCATTCAATCTCCTTCACCTCC 

CGATTACAAGCCTGCAATGAGACGGACCAAGAGGTGGAAGATGTAGGCACCTCGGCACCG 

TCTTCATTGATTTGCTCCTTCATTTAGA 

Sequence 3873 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTTGTTTAATGAGGGGATACATGAATACA 

GAAGCAGAACTAATAACTGTAATAGATTTAGAGGACTATCTATGGACTTTATTTTCACAA 

AATTGCACAGTCCTTTGAAAAGGAAGTTGGGATAATGAGAATACCTTATTTCCCCTCAAT 

GTG GAGCT GGGATTAAATGTCAGCATTGCTGGGATTATGCAATACATACTAAAAAAAATT 

ACCCTTTTG CCCCT GATCTGATATTCTTGAAATATCTGGACAGAAACAACATTTTGTATA 

ATAAAAAAAGTTTTGTCTGGAAACTGCAGGTTCCATACCAGTAGTCACTATGTAGCTAAT 

MGATTTGGAAATTGGATTCTTATTAATACAGTTATGCTCCACATAATGACATTTCAAGT 

CAACAATAGACCACATATCTGTTGGTGGGTCCTACAGATTATAATGGAGCTTGAAAAATT 
C 

Sequence 3874 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTGGTAGTTGTTTATGAAATTACCAGATA 

TTCATAMTGTGACAMTGAACAGCAGGATTATGMTTATCAAAGGAAAAAGTATTTGCT 

GAGGTGAAAAAATCTGATGTTTGAGGMGTTTTTA 

GAGGCAGACTCTCTGTCGCCAGGCTTCTCCTGCCTCAGCCTCACGAGTAGC 

TGGGACT ACAGGCATGC ACCACCACGCCCAGCTMTTTTTGTATTTTTAGCAGAGACAGG 

GAGGAAGTTTTTATTTTTATAAACAMATCTGATGTTCAGAGGCCCCGTTTCTTACAATA 

MTGTG GAGTC TTAGTTMGCAGGAATTTATGMCACCCATTTCCTGACTTTTTGCTTTA 

ATTTANATTTTTCTCCATCCTGTTTCTAGCACAMAATTTGCCTGCTGTGTTACAAAAAT 

AMTTTATGTTGGCCTGTGCCATAMGNGATATATTTAATATTTTTA 

GAACATTGTAAAGTTNCTAAAAA 

Sequence 3875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTTATCTAAGACAGGACAGTTACTGGACTTAT 

CTTATGACAAAATTATATATAAATTAGGCAAAAGAGCTACATATAAACCAGAAATGGAAT 

CTAGATGTC TTATT CTCAGTTCTTCTACCCT7TCCTAGCGACTCCTTGAAAAAAGAGTAA 

GTCAAAATACTTTTATATTTCTCGCTATAAATAAAATTCCCTCACCTATGTATGAGTGAA 

CACMTGCTTATTACTCCTACCTTAACCCATTCAAAATTGTTCATCTCAGATATCTGATT 

TTTGCTTTGGAATTTAGTGAAATCMATAMGTAATATTTAGAAGMGCTMTATTTTAG 

TMGTAGAAAACATAAAAACTGTATTTCCTATCTGGGTTCATC7TTGNCTCTAAAAAAAA 

AATTAAMAGCCAGAAGCAATTAATACCTTTTCAATTTTGATTTTAAAAMGTAGTTACA 

GAGTCAAGCAGNTATGCCCAAATATGCCATTTGTCCTTACAGGCTCATGATATCNCAGAG 

AAAAGGGAAAGGGAAAAA 

Sequence 3876 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCAAMTGGCTTTCTTAATTTTAAACTTACACA 

TCACTTAAACCATTNCTAAACAAATTGCAGTTAGGTTACTGACTTCACTAGTGCTCCAGT 

ANCANMTCTACMTAAMCCAAMTTCAAAATAGGCNTGGTTTATTCAGAACGTTTNCA 

TTTTGGAAATGGCAATATGGTAAGGTAAAGGTCACCATAGGAAGGGGAANTGGACGNTTC 

TACCGTNMCCATTTACTCTNATNNGTAAAAGGGAGGTGNCTTTGGGTTCAATCCTATTT 

TTTCATATAAAACCCATTAGTCCTTTGGTTCTGGCTAGGTATGATNGCCGTCCGCNCAAA 

GTATGGTrrCATNTTTCMTNCC CACNTTCC TNGGGGAATTTTTTTNTGCCTAAMNAT^ 

NAAAAAGAGGAAANAAAAAACCG I I I I I I I I I CCCCCAATTGGCCAGGAAAANAAGGAAT 

TAAAAACCNCTTGGAAATTATTCCAAAATAATTTCCMCCAMAATTGTTCCCAAAATTT 

TTAAA 

Sequence 3877 

ATGCATGCTCNAGCCGGCCCGCCAGTGTGATGNGATATNTGCAGAATTCGCCCTTNCGAG 
CGGGCGCCCGGGCAGGTNCTTTTTAATTAGTTACCANTACTCTTAAAAATACAGAAAACT 
CCTTATTTTGA TATAT CTGAAAGTTAATAGAAGGAAGTAAAAGAACAATGAANATNATTA 
TACTTGAMTGTTTTATGATTGNGTTTTTCTCAAMTTATT^ 

TMCATATTCNCMTMMTCTTGGGCCAMAGAAMTTTGGGTTTGAAGAAAATAAAAT 

TGATAGAACTTTTGGA 

Sequence 3878 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGATTTTGAATACTTCTATCCATTAT 

GTAMCATTTATCAGTAGAAAAAGGTGGCAGCTCACACTTCTTTGTATAGCATTTTAAAA 

AGCAAACAAAAATATTTGACCATCCAMTTGTTTTTTTCCAMGTCCTTTTAM 

AGGGAAMTAAGATTATTAMGGTTTGATGTTTTAMTCAGTGTTTCATTACAATTTAAC 

AMTACCATTGACTGCCTACTTTGTGCTAGGTTCAGCAATAGTGACTGAAATACTGTCTT 

TGCCCATTTACAGMTTTMTACATGATTTAATATTTTAATGATAATTATMTGATTTCA 

GATACCTCTGTTTGCTCCATGGATGTGTTATTTATCATTCATGACTTGCTTCTNAAATTG 

AGAGCNCATTACTGTTTGTCATANMCAAGTCCATATAACATGCAAMTAATATTTTTTA 

TTTAAAATATAAGGTTATTCCCTTTCATGGATGGTTTCTTNTAAAGATACCTGCAGGCCT 
TAAAN I M I H I 

Sequence 3879 
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CCCTTTGAGC GGCC GCCCGGGCAGGTACTTTTTTCACACAGTCAGGGGATGAGGATCTGA 

TCCGMTTACATTTTGTCGAGTCACTCATTCCCACAGATTTGAGTTTGAATGCAGCTTGT 

GGGGTACTCATGAATTAGTATAGTATTCAAAGCAAATATATATATATGATAGTTAAGGAA 

CATTTTGTAATATTCATATGACACTTAAATCTATGTATATGTAGGTCTAGTTCTAACATG 

TAGCATMTACCAATATAATTTTGTGCMTMCMTTTMTTTCTCTTATGCTACTTTGT 

TACTAAACTTGAACATATATGCA 

Sequence 3880 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGGCTATCTTATCTTCTTTATATAGATATC 

TAATAAGATGTAAAATACTGACCTGCATTATCTCCATGTTAACATTTACACTTCAAAATC 

TGTAAACGGACCCACGTTCATACGCGTGAACAGAAATCTTTCAGCAACAAAAGAGAAAAT 

TGTATTTCTCGATAGAAAGGAAGTGGTCAGATCATGCCAGCCAAACAAATCTGTGAGGCT 

TTGAAATATAGAACCGTTAGGTAAGATACTGAGAAAAAGGATAAAGTAAGATCAGCCTAA 

ATG TTTC MGTCTAGTTMGTTGATTTGTATATTACTTAGAAATTTCATTTTCAGGGAAA 

TAGTTTTCAGATTTAMTAACTGTAMGAGCTGAGTTATTCTTTGACTTGGATTTAAAAA 

AAA 

Sequence 3881 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTGCATGGGAGGGCAACCTTTACTGAGTAGCTAA 

TATGTGGGGGTCACTGAGCTAGAGATTTCTCATGTTGCTGTAGTGAATCCTCATGAGTCC 

AACGAGGGAGGTCCTCTTCTGCCATTTAAGAGATGGCTGCTTCTTAGAGAGTGTATACGA 

CCTGCTGAAGGTCACACAGCTGATAAAGTGGTGGGCCAAGATTCCAACTTGGGTCTCTCT 

GMG ATCTGGCAAGGACCTTCTTGCCAGTTCCCTGTGCACCTTCTTTTCTTTTCCCTTCT 

TTTTCTAGGTTAGGGAAAGAGGGAGAAGGAAGTCGCTTATTCTACCTTTCTTGATGAAAG 

CTGGGGGGAAAGGCAACACTTAAAGCACATGGCNGAGGAACTTTGGGGAACCAGAAAGTT 

TTTATTTCCTA 

Sequence 3882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTTTTTCCCTAACCACAACAATAGCAG 

CTAAGAGGACGCACANAGAAACAGAAACTGGGGTATAACATGAAAATGTAGACAGAGAGT 

GACAACAGTGTCTGTCGTCTTTNACAGATTTAAGGAAAAAGAAGTGAAATACAGTCGTGG 

GGCTGGGGATCAGTTATAAGGTCTCATTGGAATTTAATGAAAAAGTATAAACCCACATAC 

CCAAGGTGTTTAAAAAACTCCAGG 

Sequence 3883 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I 1 1 I I I I 1 1 I I I I I I 1 1 1 1 I A GNAGT 

AA AATG GAAAACAGGCCTTAGAGAATTGTATTCCTCAAGGCTCTGACTGCCTGCTTCCAA 

GCTTTTGTTAAAGAACAGAATGTGTTGAATTCTTCTCAATTGGCAGGGGATCAAGCACAA 

TACTACATAATGAGGTAGCTGAGAACAGAGTTTTTCCTATAAACACAAAGAACAACTGAA 

TAAGTGCATGTAATTCTTCATCCAATTAAACAGGAAACATGATAAAGCAAGTTAGTACCT 

CGGCCCGCGACCACGCTAAGGG 

Sequence 3884 

NCCNTTACNAGTTTTCNTCCGGGCAGGTACTGGCCGGAGGAACCCNACCAGAACAAGTGG 

ACTNATGCTGGAAGCCATTATGGAAANNNTATGACATTCCTCAAAACATTAAAAATAGAt 

CTGNCATATGATCCANTAATCCCTACTNNTGACTGNATATCTGAAGGAAACAAAANTTGG 

CTNCCTTGGAGAGATCTCAAAGAGATATCTGCACGCCGGGTNCANTGCAGCATTCTTCAC 

AATAAGCTAATATATGGAAACATTCNATATGTGCACCAATGGANAAANCAGATAAAAGAA 

TATGTGGGNATATATCAAANGGAANGGAAATACCNATTTAAGTAATTAAAAAAAAGAAGG 
GA 

Sequence 3885 

CCCTTAGCGTGATCGCGGCCGAGGTACCTTAGCAAACAAGTGGAAGGATGGGAAAAGATG 

AGGCCAGACATGTAGGAGGGGCCAGATCATCTGGGTCTTATGGCCATTTTATGGAATTGG 

G TGTGA CACGGGGGTGACATCAGAGAGTATCAAGCAGAACACTAATATCACCTAATTTAT 

GTTTTTAAAACGTGAGCCACCATGCCCGGCCTGAGACTCTGTCTTAAAGAAAAAAAAAAA 

AAAAAAAAAAANGTNCCTTTCANAACCTGCAGGAGCAGATCAATCCCCTCTTGGTAACAG 
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ACCAGAGCCTGCGGATACCGC 
Sequence 3886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATAGAATAGTATAAATACAATAAATGT7TGA 

ATTATCGTATAACTAGAGTCTTATTTTTAAGTTAGTATCCTGTATTAAGAACTGGGTTGA 

TCAMTGGTTCTTTCTTTGCACATATCAAGGCTTTCGACTATTCCCAATCAGGTCTTCCC 

AMTTTGGGCATATTCCTGCCTCTGCCTACCCTGTTCTAATTTGGCACTCTAAAGATAGT 

TCATAAAAAGCAAGCCAAAGATAGAAAAGAGAGCTAAGGCTACAGGAGGAATTTACTCTT 

TAACATTTGGGGGAAGGAAAATGAGGCTTGTCTACAGCAGGGACTGGCTGTCTTCCAGAA 

ATGGTTTCCCAAGGTGTTCCCTACCTCTCTTTTTCTTGGATATCTTTTTGCATTATAG 

AGCCTTGGGAAGGGGTGTCACCTTTATCCTATCAGTTCCACCTAATCAACTGTAGTCATC 

TGAGACCAGAATTATTATTGATAGAAGGGGCCTGGGAAAGGGAGAAAAANGACCNAGGAN 

MGAGGMGGTTTACTTAATTGCAGAGGAGAAAAGCCCAAAGAACCGTTGCCCCTTGGGC 
AGTCTTAAG CT ATTT AAA A 
Sequence 3887 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAAAAGMATTMGTTGTGMTTTCTAAAGACCTT 

GAMTMGTGTTTCMATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCCT 

ACTACATGMTTMCGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAGT 

ATTCT CTGMGCAGTTCCAATCTAGTTGGAGMTTAACAGCAATTGATTTAACTATCTCA 

TTTTTATTMCTGTAATTTACATTAAAAA 

Sequence 3888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTNCN I I I 1 1 I I I I I 1 I I I I I I GTGCCAGAAT 

CAMCTATTTAATTAAATGTTTAAMTAATACAATMTCANTTCGATTTATTNCATCNCA 

ACNMTNTCTTATTTACCTTGTGGACATATTTTAAAGATTAAATGANATAAAAAAGCTCT 

ATGCCAATTAAGGGCAGTTTTATATAMACAGAATTAAAGTTTTCACAAATGTCAGCATT 

ANMGAACGCTGMTGMCATNCMCCAAACCCTTTTATTTTATCAATGGAGAAATAAAG 

CTACCTGGAGACANATTTTCATCAMTGATCATGTTCCCATTTTAGATATTTCAT 

Sequence 3889 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCAATGGTCAGTCTGTAAAGTCCAGCACC 

TTTCAGAGTA AACCAT CTCACTCTGATTCACTTAAACAATTTAGATACACTAGTAGGAAG 

GTGMGTCCCTTTTTTGGAGGGGGTGGAATAAGCAAATGGATGGATACATCAAACCAAAA 

GC AGAAG AAACACCTACA I I I I I I 1 1 ACACGGTG AAATG AATAGTTAACAACCCAGTTAT 

GTCTTTTGCCCCCTCCCGGTGGTrTAAAAAGCGTAMGAGCGCAGTGGGMTATTTTGGT 

TTTGAAGCCCCTTGCACAGGGAA 

Sequence 3890 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCCAGTTTTGAGATATACCTGGTTTGCTT 

TMTGTTATTAAATTGTTTTGGTGAGTTTTGCMATGGACMTTGMCTTTGTTCTGCCA 

MTTCTTTTTTATTGCATTTAAACTTCAGGGTTTTTTATTTCC 

TTAGTCATTTTGTGAATATAACTCTTCATTGAGTTTAGGGAGAAATAGGACGTTAGATCC 

GMGATGCTATTTGTTTMTCACCAGAATGGACMAATTATACTTCATTTACTATCAGGG 

AGGCAT GGGGAG MTAGAGGTCTAGGGGTGCCGTCTTGTGGCTCTTACTGTTTTTGTGTA 

TCTGGGI I I I I I I I I I IGAGAGGGCTTCCCATTATGTTGCCCGTGCTGGACCCCAACTCC 

TGATTTACTGGCTCTAGAGATCTTCTCGCCTCAGTCTCCCAAGGGA 

Sequence 3891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAAAGAAAGATGCACATTCTAACCCTGTA 

TCTTCTTGMT ACCTTTTCTAGTTCACATATTATTAAAGCAAGAAACATGTAAGCCCTCT 

CTTCCTAGTCCTTAGGTTGGCAATACTGTGGTGTCAGTAATTTATAACATGCTTTCTCAT 

ATATAATAAGAAGCACTGGACTAAAGAGTCTGCTGGTTTGACTCTTCACGCAAGTCAATT 

CAAATTAAGTCACTGTGCCTCTCTGAGCCTCAGTCTCCCCAGGTGTAAAAAGGGAAAATA 

TGGTCAACTCTTCTGCGTCCAGTGTTGTAA 

Sequence 3892 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGNACTNTATNTTTTNNNTNNGTTTTATTTTTCCT 

TCTTGCTTAATCTCCCTCAGTCACACAGACCTCTTTGCTCTGTCTCTCTGTATGCTGAGC 

ACAAGCCCACCCTAGGCCCTTTGCACATGCTGTCGGCTCAGCCTGNAGTATTTCTCCTCC 

AGTTAACTCCTTGGCTMCTCTTTCCTTTCCATCANATGTCTTCCCAAATGTTCTCTTAT 

CAGATAAGCCTTCTCTGGNGACCCTNTATAAAATAGTATCTCGGCCAGGCGNGGTGGTTC 

ACACCTGTAACCCCANCACCTTGGGATTGCAGGCGTNAATCAGCGCGCTTGGCCCCTGTA 

TGCATTATTTA 

Sequence 3893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCTGTTTGPACTGGCCCTGAGGAAAGTGTGAAAATGAANAC 

TATTGTAGAGTCTTACATGMGCTMATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTANGTCTTTT 

Sequence 3894 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATACAGAATAAAAATACATTTGAGAAAAACTG 

GMTAAATCTCCAGCMTCAAACCAATTACATTTAATTTTTCAGAAMCAGTAAATTTTA 

AMCATGCCTTAAAATATTAATGGCATAAATATATCTTCAAACGTGTGCTTACAAATTAC 

AAAATMGTGGCAAAATTGTCMAAGTAAAGTTTTACTTGTTATTAMTTGTGATCAACA 

TTAAAACAAATACAAACACACAATGTGAGAAAGCGAGGACAGCAGATCCATAGCAAGTGA 

GGGGGTGTTTCTGTCATCCCTATCCCAGGGTAAATATCAAGAAGCAATCATTTCATGCCT 

ATGGGCTAGTGAAGAAAAAAAAAATCAATCATCGCACTCTTCCTCCCTAGGCCAAGATAA 

ACCCTCGGAATCATTTAAAAAAAAAAAAAAATACTTCAGGAGGCCGGGCGTGGCAGTTCG 

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCNGGTGGATCACCTGAGGTCAGGAGTT 

CAAGACCATTCCGTCTNTTCCAAAACAAAAAAAAAA 

Sequence 3895 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAAAGACAGAAGCTTCACAGGAAGAGCGG 

TCTGATTCAAGCGGCCTCACATCTCTCAAGAAATCACCAAAGGTCTCATCCAAGGACACT 

CGGGAAATCAAAACGGATTTCTCACTTTCTATTAGTAATTCGTCAGACGTGAGTGCTAAA 

GATGAGCATGCTGAAGACAATGAGAAGCGTTTGGCAGCCTTGGAAGCGAGGCAAAAAGCA 

AAAGAAGTGCAGAAGAAGCTGGTGCATAATGCTCTGGGAAATTTGGATGGTCATCCAGAG 

GATAAGCCAACCGCACATCATCTTCGGTTCTGACAGTGGAATGTGAAAC 

Sequence 3896 

CCCTTAGCGTGGTCNCGGCCGACGTNCCNCTAACCTCATTTTGCATGTGAGAAAACCAAG 

GCTCTAGGAGGTTAANCANCTTTNCCAGGGTCACACAGTTNGCAACTGGGAAAGGAAGAA 

ACTCANGCCCGGNCAGGTCTGACTCCAAGACCCATGCTNCTCACTTNATATCACCCCTTG 

TCCCTCCTCTTCATCAACCTTGCCCTCCATTTCCACTCCACCAATCTTGGNTCAAGGTGA 

GAAACTGGGATGGGAATGAGAGGATGAAGAAAACTAGGTAAGATGCAGGNACAGGTTGGG 

AAAAAATAGTAATGCATACAGCAGATGCAGGGGGAAGTTGGGAAAAAAATA 

Sequence 3897 

CCCTTTCAGCGGCCGCCCGGGCAGGTACTTCTTAATGCTCTTGCTACACTATCACCAACA 

ACAATCACACTGGCTACCATGTCTTTGGACCTACTGAGTGCCAGGTGCTGTCCTAGGTGT 

CTTGCAGACATTMCATATGTAGTTTAACGTTCAGAGCAATATTCCATGGCAAGTTATAT 

TATCCCTATTTTAAGATGGCAAACCATGTAGCATGTGTACTTGGTCATGTTTCATACTGT 

TTTCAG AGGAT GGCTAGGAMCCAGTGTTTATTCTACAAACTTGATCCTGCTTGGTCTCA 

MATGATTTTTCAGTTATATTAAAGTGGCAGCCAGTTCATTGACTACCATGGAATTAAAA 

TAAGAGAAAGTGGCAAGCCTATTTTCATCATTCTGATGTAAAGC 

Sequence 3898 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTCTTTTATGC 

TTGMGCAGCCTCA CTTCG GTTCTAGTTTTTGAAATTTGATTAAGTCTTATT 

CCATGCTCTTMTGATTTTATTGATTTTAGTTATATTCCTTATTCACGTTCATT^ 
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ATTCAGAAAGTCCTGTTATCCTGAATAAATCCAGTCTATAATTGTGGTCATTCAGTTCTC 

TTTTGCTAGATCTTCTTTACCTCTACTCTGTTCATCACAGGGGAGTCCCGCACTGACTCC 

AAATCCATGAATGAAAGAGATGTCCATACACCATAGAAATTGTCTACACACTGTTATTTC 

AAATAG ANGA AGCACTCACAAATCCATCACCATTTCACAACAACTACTTTCATTGNCTAC 

AAGCACTTTTAAGGGGCTGGTTGGTTGGT 

Sequence 3899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 I 1 1 1 1 1 1 I 1 1 ) I I I I 1 1 I I ICCA 

AANNNNAAAAAAAANGGGNAAAANNNNNNNANTTCCNNNGNANGGGNAAAAANNGGGGGN 

NAAAANGGGGGGGNTTTATTNANACCCNANCTCAAANAANTTTNTNCNGTTAAAANNTTN 

GNNAATAAAG CANTT TGGGGCGGANNTTTNCGACNTTCTCAAAANAANANNCCAANNGGG 

GTTAMNNGCATTTTAAACNTNGGNGAAGACTAMTTMTTTTTTTAACTGACATTTATG 

TTTCATTTGACMCCTTTTGCTGTATATTTTATGTGGACTTTTAGGTATTGTAAGNGATT 

CClTTAATGMNAAATAAAATAATTGTCATTTAAAAATGCATATTATTATTACCTTATGC 

TATAAAMTANGTTTTAAAATAGAGTATGTTTATTAAGATTTAAAAATA 

Sequence 3900 

CCCTTAGCGGCCGCCCGGGCAGGTACTTGAAGATAGGGCCTATGAAAAGATAATAAAGGT 

TACATGAAGTCCTAAGAGTATGGCTTTTACCCAACAGGGCTAGTGTAAAGCTCTTATCCA 

ACAGGGCTAGTGTAAGGCTCCTTTCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGG 

CTAGTGTAGGGCTCTTATCCAACAGGACTAGTGTAGGGCTCTTATCCAACAGGGCTAGTG 

TAGGGCTCTTATCCAACAGGGCTAGTGTAGGGCTCTTATCCAACAGGGCTAGTGTAGGGG 

CTCTTATCCAACAGGGCTAGTGTAAGGCTCTTATCCAATAGGGTTAGTGTAGGGGCTCTT 

ATCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGGTTAGGGGTAGGGCTCTTATCCA 

ACAGGGCTAGTGTAG GGCTC TTATCCAACAAGGGCTANTGTAGGGCTCTTTATCCAACAA 

GGCTAGTGTAAA GGCTT TTTATCCAATAAGGGGTTCGTGGTAAAGGTTCTNAATCCCAAT 

AAGGGCTAGTNGTTTTTNCCAAGAAGGAAGAAGACCACCAGAGCTCTTNTTTTGCCATGT 

GGAGGACCCCANCAAGGAAGGCNAGTTATTCTAACAAACCCAGGAAAGNAACTCCTTTAA 

TTGGMCTNGCATTGGCCMNCACCCCTGATCTTTGGACTTTTNAAACCCTCNCAANTTT 

TGAAAA 

Sequence 3901 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACATGGTTTCATCATTTTGGCCAGGCTGG 

TATCGAACTCCTGACCTCAAGTGATCTGCCCACCTTGGCCTTCCAAAGTGCCAGGATTAC 

AGGTGTMGCCACCATGCTGGGCCAGCCACTGCGCCCAGCCATCTTTCCTTTTCTTTTCC 

TTTTGGTTAAAATCCTAGAGAAAAACTTAGGAAAAACTCTACTGGATGCTGGCCAAGATT 

TGCATTTCTAACAAGCTCCCAGGTGAAGCTGATGCTGCTGGTCCGGAGACCACACTTAGA 

GAAACG CCAGGTTATGAGTTCGTGGGCTTTANAATTAGACAGACTTGGGTCGGAACCTTG 

ATTTTTCCATTTGCTTTATGTGCAAGTCACAGAGGCAGAGCTACTTATCTAAAAAAGAGA 

ATATCACTATTGAATAAA 

Sequence 3902 

CCCTTTC GAGCGG CCGCCCGGGCAGGTACTTGGTNNNNNTTTTN I 1 1 1 I I I I I ACTGNTT 

TGNACCTA 1 1 I I I AANTGCCATAAAATCTGCTGTCATTAAACTTGGCAGGCTGGCCAAGA 

TTGGGCCAGGGCACTTTCTGAGTTGGTTAGTGCATAATAGCACAATAGGAACCAGACCCA 

AATGCTTTGGGGGGATGGAGTGGGGGGCTGGCTCTTCCTTGAGGAGAACGGCTTGGAAAA 

AATCTGCAGCTAAC TGAAA CTGCTCANAAAACCACCCTGTCTAGAGGCTGAAGGGAAGCC 

CTGCTTACCTCAGCTTTTTAGTTCTGGNAAGCTATGGTCTGAGAAGGCAGAGGGGAGGAA 

TTGGGCTGAGCTGTGAAGGTAAGGGGGAAGAAAAAAATCAAAGNAGAATTTGG 
Sequence 3903 

GATATCTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACAGTGTCTCATCTAAACT 

AGGCACCTTTGTGTAGTATCTCATCTAATTCTAACACTGTTTGAGGTAAGACTTGTCTAT 

CTCCATTTGGGGTTGAGAAAACTGAGGCCCAGACAGTTCAAATAAATTGCCAAGTCCATA 

TAACTAAGTGCAGATATTCAAATCCAGGAATAAGTGATCCAAAAGCCACTAGCCTATGTT 

ACATTGAACTATGTTGGTCTGTTTTCTTATTGCTCTTCTCTACTCATAAGTGGGAATGCT 
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GAGAGGCAAAATCATCACTCATTATCCATATCTCAGTATTTTCTGCAGTCCCTGATGCAA 

AATTAGGCATGGAGTAAATATT 

Sequence 3904 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCGCATACTGTTGCCCGTATGACT7TCC 

TGTCCCATCGGAAACCAGAGTTTCCCCAGGTGAGCCCTTCCTATCTGCGGTTACATGATT 

TAGCCAATTTTCTCTTCTCTTCCTCCATACGGGAATGGAAATGTATTACTCAGTAGATCA 

AGTTCTTTCTCAGGCTGGT AACAT TACAGAATCCCTGTCGAAGTGCAAGTTGGGCTGGTG 

GAMTCAGATTTCCACATCCTTTTGTAAGCTTTGTTTGTNAAGGTAAATCCCATACATTN 
TAAAA 

Sequence 3905 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGAAGGCATAGTGGCACAGGGAAGGAATGGCG 

AACTGAGAACACTTATCAGATAANTGACTGGAAGTGCCAATCATANTGAAGGCAGCTGGA 

AMCAAACACAATTNTTAACTCCCANAGGCCAGGGNTTATCTTCTTTGGTTATCTAGTCA 

ACGGATATCAGATATAAACACACATTGCAAGGAATCCGNCGTGCTNAAACAGACAAGGNC 

CAGAGMGGAGATTCATTTNAGATGTTTAAGCAGCTTACTTTNACTGGCTTGAAAAAAAC 

CATTTTGACTACAAAGTTAAATAAANCAGGATTAAATTACATAT 

Sequence 3906 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAACAAGTATTCATTAAGTGTATGATTTCA 

TTTTTAATGACAGTTGCCACAGATCTGATGTTGTGTCTACTTGTTCACTCCAGCCCCTGC 

CCCCTACAMGATATMTTTGTCTTTATTCATATTGTTAAAATGGGTTTAGTTTCTCTAG 

GGAAAATTGT TATCT CAGAATAGG GACC TGGAAAGTGAACGATATTTTATACTCTACCTG 

TGTTCATATTATTTTGTAACCAATGTTTTAAAGATAGAGAAGCAGAGGCGGATAGAACCG 

GATA AAGCAGAAGCGGGCCCAGCTGCAAGAACTTCTCCTACAGGTAAAGATACCAANATG 

TTTTCATTACCTTCCCTGTTTCTCCACTTGGCTGCCTTTGGGACCCAGGGGGTTTTAAAA 

TNGGGGGNNCCTGTANGNNGGGGGGGGGG 

Sequence 3907 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGCAGAAGTTCTCATGTTAATATAAGAC 

AMCTTGTATTTMGGCAAAAAGCATTAAATTGGAGAGAGAMGTTACTTTTTATCATTA 

AMmATMCAAMTATAATCGTCCCTTTTTTGCACATTAATGCTTTCATTTATTACAT 

AMTATTGAGTGTCTACCACGTGTCAGGCACTTTTCTGTTACTGGAAAATTTGAAAAGTG 

AGTCAATATTTCTGCCATCAAAAAGCTTCTAGTGGAGATGCAGAAAGACACATGAAATTA 

ACAATTATGAATGCTGTAGGAAGATGTAAAGTAGGGTGATATAATACAAGCATCTATCAG 

ACAAGGGATTTCTGGGATGCATTATTAACCATGCACAAAACAGGAAGAAAGTGGGACTAT 

CCAGCAGAGATGCTCTAATATGTGAATGAGCTTGTCCTGTCTGAGGAAGAAAGAGATGGG 

CGAGTGTAGTTAAGTGTGCTGGGAAAAGGGGAAATGGGTCA 

Sequence 3908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCATTAGTCTGTTGTCTTATCTAATTTT 

TTCTTCTGTAACAGAAT ACTACA ACACATCTTTGCAGGATTCTTTGCAAATTCTGCCATT 

CCTGGATCTCC ACAC CCTTTTTCCTGGTMGTAACTAATTGTTTTCTATCTTACTCTATT 

GGAGTGACATATTTTAGGTGCTGTCATTTCTGTGCAGTAGAGAAAAAGAGCTGCATAGGC 

CGGGTGCGGTGGCTCATGCCTCTAATCCCAGCACTTTGGGAGGCCGAGGCTGGCGGATCA 

CGAGGTCAGGAGATCGAGGCCATCCTGGCTAACATGGTGAMCCCCGTCTCTACTAAAAA 

TATAAAAAATTAGCCAGGCGTGGTGGCATGCTTCTGTAGTCCCAGCTACTCGGAGGCTGA 

GGCANGAAAAAATCACTTGAACCCGGGANGTGGANGTTGCAATGAGCCGAGATCGCGCCA 

TTGTACCTTCGGCCGCGACCACCTAAGGGCGA 

Sequence 3909 

GGTACAAGACCAGAAATTTGAACTACACTATGCTGAAGAGTTGGAATTAAATCTATTAAT 

GAGGATGTTAT TAAA ATGACATTTGTGGGGTATTTTTGTGAGTTTTTAAATTGAATAATA 

TAMCTGGGAGTTTTACATAATTTATAGATTTGTAGAAATATGTTTAAGTATACAGAAAT 

TTCATTGAGTCATTGMrrTTAGGGTTAMGGGACATCTGATCTANCCTTTTTATTTTAA 

CAGATCAAGACACTGCAGCTCAGGGGTTCAGCTATTTACATGAGGTCATACAGTAAGCAT 



• 
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TMTATTTGTAGTCTCTTAATGGAGTATCATCTTATTGTAGATTGAAACATGACATTTAA 

TCTGCTATCAAGATACTGGGTTTGTAGGGGGGATGAGGAGTTGTCAGAATAACAAAAT 
Sequence 3910 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCTTATTAGTGAATAATGATTCTCTAGTCATAA 

TMCTTAGACATTACATATAAATTTTAAGTTAAAACTACTATAACAATATTGGGAAAAAT 

GAAAAAGGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAGTGA 

ACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCCCCG 

CCCATATAGATACCTATTACAGAAGGAGGGAAATAGCTTTTAAAAAAGGAGAGTTAAATG 

AAATT GCCTG TAGGAAGTAGGAGGAATACTTCCGATTTTGTCATAAGCATTGTAATACCA 

TTTTACTTTTTCAACCATGTGTATGTATTMTTTGATTTTAAAAATTTAAMCAGAAAAT 

GTAGAAAAAi mi iGTGACTGGGAATAAATATAAGATCTCAAATCACAAGCATAAGGTG 

AAMTATTCGTGGGCTTTATATCAAAATTAAAAATGCTTTTACA 

Sequence 3911 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 
GGA CTGG TAAACTTTCCTAGGAAAAGATCTTCCTAGAGTTGGTTTTCCCCTATCCAAACC 
TATCTTTTCCATTTCTTCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 
ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGAAGTGTGTTAAGGTTT 

TTGCACTTAATAACATAAACTTTCATTTAATATTCATGACAACCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACA 

Sequence 3912 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACGCGGGGCATGAGCCATCGCACCCAGTCTCCG 

AATTCTTTTATCCTCTGAGAGCATTGGTCACACTCTCCCCCTCCATCCTTGGGGGTCCTA 

TTCCAAACCCCCTGCCATTGTTCTCTCTTGGATGGCGTTCCTCCTGGACCACAGGTGCCT 

CAAACTCAGCATCCAAGGCCAACCTCAGCATCGGCCCCCAGGAAAGACTGGCCCTCTAGC 

TTCTACCCTTTGTCCCTGTAGCCTATACAGTTTAGMTATTTATTTGTTAATTTTATTA 

Sequence 3913 

CCCTTAGCGTGGTCGCGGC CGAGGTAC 1 1 1 I 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 NCNGGTTITTT 

1 1 1 1 1 1 1 I 1 1 1 1 1 I I 1 1 1 1 | 1 1 1 | 1 1 1 1 1 | | || | | 1 1 1 I CC I 1 1 I 1 1 I I I 1 1 I NTTTTTT 

1 1 1 1 1 1 1 iNTGNGNNGGAMNNANNNNCCNNTTTTTTTNNNNAAAAAAAANAGGNGTCCT 

TTTN CCTTNNNGNGGNGGGNNNACNNCTTTTTNTTTNANNGGGGGNAAAAAAMNTTTTT 

TTTTANAAAAAAAAANNGGGGGGGNNNNAAAANNNNNNGGAAAAAAAMAAMTTTTTT 
Sequence 3914 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATGTATCTAGTATTGTGCTAGCAATACCACA 

GTMGGAM CCCC AGTTTCCTTTCTATATAAAATGAAAATTTTAGTTCACCCATCCAGCT 

GCTAGGGCGTTTTATAATTAGGGCCAGGMGAANAACTGGATTAGGCTAGGAAGTGAATT 

TGTCTCAGGTTAGAGAAATAAGAGTTTMTTGTTTTATATTTTAAATGGCTTTCTCTTTC 

CCAAGGTGCTGATAGCTTATTGGATATAAAGTTCTGAAGCTGACCAACAAAGATCTTCTC 

TCTCTATTGCAAGCAAAAGTTGCTTCCCTTACCTTACACAATAAGGAGTTACAAGATAAA 

TTACAGGCCANATCACCCAAGGAGGCGGGAAGCAGACCTAANCTTTGACTCATACCATTC 

CACCCAAACTGACTTGGGCCCATCCCTGGGAAAAACCT 

Sequence 3915 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACTCATTATTGGGTGATGGGATCATTCA 

TACCCTAAACCTCAGCATCACCCAATATGCCAATGTAACAAATCTGCACATCTACCCCAA 

ATCTAAAATAAAAGTTGAAATTATAAAAAAAGACTAGCCTTAAAAATTACTTCCAATAAA 

TACATACAAATATTTCATATGTATGACAGACAGAAATATCTGCTTTATTATAGATAAGAA 

TAATGTT TGTT GCTTAATACGACAGAAGAATGTGTAAGTGGGTAACACAGTGATCTATCT 

ACTATAATTTTATATGTCATATGTCATATGTTTACATAACACCATAATGATGTTACTAAG 

ATTATACCCAAMAA GTATTC TCATATACATGCACTATCCTATATTTGAAMTACTTTTT 

TTMTCAMGTT7TCATTTTTCAGTTTCACACAGCATTGC7TAA7TATCTATTTCAAATG 
TAAAACTTTTA 

Sequence 3916 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGCACTTCCCATGCTCCTAGGGTTAGGAA 

TAGTTTCAAACATGATTGGCAGACATAACAACGGCAAATACTCGGACTGGGGCATAGGAC 

TCCAGAGTAGGAAAAAGACAAAAGATTTGGCAGCCTGACACAGGCAACCTACCCCTCTCT 

CTCCAGCCTCTTTATGAMCTGTTTGTTTGCCAGTCCTGCCCTAAGGCAGAAGATGAATT 

GAAGATGCTGTGCATGTTTCCTAAGTCCTTGAGCAATCATGGTGGTGACAATTGCCACAA 

GGGATATGAGGCCAGTGCCACCAGAGGGTGGTGCCAAGTGCCACATCCCTTCCGATCCAT 

TCCCCTCT GCATT CTTCNGGAGCACCCCAGTTTGCCTTTGATGTGTCCCCTGTGTATTGT 

TANCTGMCT TTTGATGAN CCAAATTTTCTGAGCGAAACACTTCCAAAAGATAGGAAAAC 

TTGCCGCCTCI I I I I I I I I GGCCCTTNATCAACTCAATAACTTAAAAAAATNCTTGGAAA 

ATATGGACATGTGAAATGAACATTNNTTC 1 II I I I CI I N I I I I I I I 1 

Sequence 3917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATGCCATTTTCTCTACAGTGAGGG 

TCTGCAGGCTCATATCATTGTGGCTACTAGCTAGACTGAAGTCCATGAAGTTGATAAATT 

GCCTATTTTATCAGACATGATAATCTGCCATTAATTAACAAAGGAAATGCAGGTTACAGA 

MTGATATTATGC TGTT TCGTGGCTTCAAATGAGGTTACACAGATAATGCTTTCAATAGG 

ATGTGTGTTTAGCTTTTCTATTMCATGGGTTATTT^ 

GCCCAGCCCTACTCCCTTTGATTCGTCTCTTTAAAAATGACT 

Sequence 3918 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCACTCGCATTACTGCCTGAGTTCCAGC 

TCCTGTCAGATCAGTGGCATTGGATTCTCACAGAAGCATAAACTCTATTGTGAACTACAC 

ATGTGAGGGATCTAGGTTGCACACTCCTTATTAGAATCTAATGGCTGATGATCTGTCACT 

GTCTCCCTCTCTGCCCTCATGGAGCTTGTATTCTAGCTGGGGGAGAGAACAAGCAAGTAA 

ACTATATGTATGTCAAATGA7TAAAAGGGGAATAGGAAGTGCTGGAGGTGACTGCAGTTA 

CAAATTGTTGATCCAGGAAGGTCTCACTGTGAAAGTAACATTTTAATAGAGACCTGAGGA 

AGGGAGGGGGCTGAGGTTATGTAGATAACTGGGAGAAGAGCTGTCCAGGCAATGCAGTGT 

GGCTGGAGGGGCATGTGCCANAGGMGAGATTAGGTTGGAGAGGTAAGAAGGTTTTGCAG 

GATGTAGGGGGCCTTGMNACTTTTTGTAAGGAGTTTTGGCTTTATTTTGAGTMTTTG^ 

GGGAA 

Sequence 3919 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAACAAAACCTACCATCAACTAGATTTAC 

TAAGTGGGTAAAGTCATTGTAGATCATCTAGCACCAGATATGTTAGCAGACTGCAGATAG 

CTGAACTAATCCAGACCAGAAGAGCTACTCACTGGGACCTCAAAATGCTGAGACACAAAA 

GATGCATATTGTTTTMACCATTAGCTTTTGGGGTAGTTTGTTATGCAGCAAAAGTTAAA 

TGGCATATTTCTTAGCCTCAATTTCCTCAACTGCAAAATAGAGTTGATAACTACCTTGCA 

GTGTTACTGTGGGGATTATAAATAACATGTATAACTGGCTGGCTCACATAAAGTCTCCAA 

CAAATGAAAGCTATATTATTCGTTAGTTATCAGTCTGAATGAGCTTCTAAATCTCTTAAT 

GTT 

Sequence 3920 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I M 1 1 I I I I C M I 1 1 1 1 1 I » 1 1 1 I CTTCTTCC 

TCCTCTTCATCCTCTTCCTCTTCTTCCTCCTCTTCTTCCTCCTCCTCGTCCTCCTCCTCC 

TCTTCTTCTTCACTGCTCTCTTTAGACAGCTCCAGCAGCTGCCCTCTCTCCGATCTGGGC 

CGTCTCTCCTACCTGGCATATTGGAAGAGCGTCATCTTGGAGTATCTCTACCACCACCAT 

GAGAGGCACATCAGCATCAAGGCAATTAGCAAGAGCGACGGGCATGTGCCCACATGACAT 

TGCCACCACTCTGCAGCACCTCCACATGATCGACAAGAGAGATGGCAGATTTGTCATCAT 

TAGACGGGAAAAGTTGATATTGAGCCACATGGAAAAGCTGAAAACCTGTTCCAGAGCCAA 

TGAACTTGATCCAGACAGTCTGAGGTGGACCCCAAT 

Sequence 3921 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATCTGTGTCTAAATTTCCTCTTCTGTAAG 
GACACCAGGCCTATTAGATTCGGGCCACCCAGATCCCTCATTCTMCGTTTCCTCTTTCA 
AG CCCTTA TCTCTAAATACAGTCCTGTTTCTGAGAGACTAGAGGTTGGGACTTAAACACA 
TGATTTTTGGGAGGATAAACTCAGCTCATAACACGACTCGGTAAAGATTCATGGAATGGA 
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TTMtTMCAMGTGTGTGCTCTGTTTAGATTAGGTTTGGCTTTTGCTTTCAAGGCATGG 
GTTTAGCCAGACAGTCCTTTGCCAGAACTCACTGCTGTTCCCCCTTTGCTTCTGGGCACC 
ACTGCTGCTTCGACCCCTCAGCATGGAAAGTTCCTGGGACTTCATGGATGTTT 
Sequence 3922 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTACAAACCAGAAAACAAGTTT7TAAGGA 

AGATGCTGGGCATGCTGATAGCTTTTCTGGTCTCCTAAGGAAGAGTTTTTAAAACTAAAT 

CCAAGGAAGAAAAATGTAACAACACGTGGAAGTGAACACTGGATGAATAAGCTTGTTTCC 

CMATTAGAA TCCTA ACGTCCATATTTAGCTTCATGTATTCCCCTTTGGCTTCACAGTTC 

AACTCCTTTTATTTTGAGACGGGGTCTCGCTGTGTCGCCCCAGCTGGAGTGTAATGGCGT 

GAACTCGGCTCACTGCAATCTCCGCTCCCAAGTTCCAGCAATTCTGTCTTAGCTTTCCAA 

GTAGCTGGGATTACAGGCATTGCACCGGTTCTTCCANGCTAATTTTTGTATTTTTTAGTA 

AAAGACCGGGGTTTCTCCATGGTTGGTCAGGCTGGTCTCGAACTCCCCGACCCTCAGGTG 

ACCCCAATTACCTTGGGCCTCCCAAAAGTGCTGTGATTACAAGGCATTAACCACCCTGCC 

CTGGGCCATNTGGCAAGCNTTTAACTGGCTGGGNAATGTCAGTTCAAGTTTCTTCATTCT 

MAAAATAANGGATCMTGGTCTGGGTAACATANCTTGGCNAAMTTTmTAAGTCTTC 

CMAGMATCACNGNTTTAATAATTGTTTAGCCTTTTCCACTTTTCCCNAATTTCC 

Sequence 3923 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAACCAGCTGTCTTTGTGTCTT 

ATGAMCCTCMGTCAAMTGAGACCGCATTTAATTATTCTGCTTTGCTCTTTTTTTGGG 

GTGGGGGGGAGATAGAGTTTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTTT 

GCTCACTGTAACCTCTGCCTCTTGGG7TCAAGTGATTCTCGTGCCCCAGCCTCCCNAGTA 

GCTGGGACTACAGGCACGTGCCACCACGCCCAGCTMTTTTTATATTTTTAGTANAGACG 

GGGTTTTGCTGTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTAATCCACCTGGC 

CTGCTCTTTTCATGTCT TMC ATGGCATGTCTTTTANTTTCATTATTTTCCTACTCCTTG 

TAT GTCA AGAAATTACATTTTGCATGTCTTATGGAGATGCTGTTAATTGCTTCAGTGGAG 

TGCTTTTCTAATCTGCANACCATTTACATTTCCTGTTTGCANCATGCTGTGTGCAAACAC 

TCANTMTTTGGANTATTCMTTATTTGTTAGGGCTCTTCCTATTTCCAAATGTGCNGAA 

TTGNCTATTNGATGGGATTTTCAAATCTTTTCATGGG 

Sequence 3924 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTATATGCATATATATATGTGTGTATA 
TATATAATAGAAGGTATGTCTCATGCAATATTTGGGATATACTTGTATTGAAAAATTACT 
TGmATTGMGAATCAAATTTGACTGGGCCCTGTATTTTTATTTGCTAATTTGGCAACT 
TAGGGGTTCTGGTTAAAAAACATTTCTTACATTGCATAGATAATAAACAGCCTAAAGAAG 

TTTGGGAATGGTTACACAGGGGCCCTTCATGCTTNCATGTCAGNGCCTAANTACCT 
Sequence 3925 

CATGCTCGAGCGGCGCGACAGGAGTGATGGATAATCTGCACAATTCGCCCTTTCGAGCGG 

CCGNCCGGGCAGGTACGCNAGGCTCTCGGAGCTGCCTCTCCTCTGACCCTCAGGTCCTCA 

CCGAGTTTGCTCCAGGAGTATATTGAAAACATACCCAGTGCTCTCTCAAGCACCCACTGC 

TTAGAGGGCCCAGATTTCTTTTCCTTCTTTCCCTTGCAGAGCTGGAGACTGCATCGGGCA 

TCTGGTGTTTAAACTAAACAGGAAAACTGACTAAAGGTCCACAGTGCTCATTGTGTANAC 

TAGCTGCCCTCCGATGGGTGCTCTGATTATCAGNGGTTCCAGTGCAGGGCCTGTCACTAA 

GCAGGCCTCACTTCCTCCTTGGGGGCTTTCCCATGGGAGGTGNGGCTTTTTACTNTACAT 

GGAAATGACTCTCTGCAGCCACAGAACACAGTCATTTTCTGAATTATCCCAGTCTCTCAT 

GCGCCCTGGATTCCTCCAGATGCCTTATATCTCTTGNGCAAAGTTGGTCTAAAATTTGGT 

TCCCMGCTTCCMGCCTTTGCCTTTTGGCCTTCCTGGAAAGNATTTTTGTTGATGAGTC 

GNCTGCATTATTCTCTAAAATGATTTGCTTTTTGNT 

Sequence 3926 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTCCTCCTAGCGTTTCTGGTTAACTATG 
TGAACACACAGGCAGACAGATCAAGCCGCTATGTGAGGGACAAATAAACATACTGAAGAC 
CTAAAAATGTGAAGTCAGCTGAGCCTCAATTCAATCCAAACCTTTGGGGGCTTATGCACC 
ATTAGTCTGTATCATGGCCTCCAGTCATTTGTCCCTCTAGAACAGGAACTCTGAAAGGCC 
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TGACAAAGAAGAATGGACAATCACAGATGCTGGTTTTGCCTTCTCATTCCCTGCAAGTCT 

ACTG GATG CAGGAAGGGGGTGGGGGGTTCAAGCTGCCTGCTTAGGAGCTTAAACATGACA 

AGGATTTTCTAATGAAAAGCTAACCCAGAGATTCCTCTTTTTCCTATGATACCACAGCAT 

CCATCATTCAAAAACCGAA 

Sequence 3927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTACGATTTATAAATCAGCCACAGAGTC 

CTAGGCACCCANAATGGACCTCCCCTTCCTTGTCTACCTAATGCCTGTNTAGCTCCAAAA 

TCACCTCTTGGAAACACTGCCTTATTCCTCCCCCTCCCAGGAGAGGTTGAGTGCCACACT 

CACCTCTTTTAGATTACTTCAGTGGCTATACTGCAATCATTGACTTGTGTCTGCTCCACT 

TGACTATAAGCAAATTGAAGGCAGGGTTTGTGCCTTCATAATCTCTGAATGATCTGAAGA 

TGGAAATAACTGCTTTGTGCTTTCAGGGAGCTCATATACCTTAGCTTCCCG 

Sequence 3928 

ACTGTGCTTTACAGAGTAAGCATTTCTCCAACAAAGAGAAGTAAAATGTTTATAACACCA 

CATTGTATATTATAAATGTTTAGTATTATTTTATACAGCATTTTAGCTCAGTAATTTGTA 

TTTTGAATGGATAAAAATGAATTAAGACACTGACGCACACACACACCTTAtAAAAAATAA 

TTTTAAAAMTTGTAGAMTGGCATGTTATCTTTTCTTTATATATTTTAAAGATATGCCT 

TGTTCTTAGCAG 1 1 1 1 1 1 1 1 1 ICTG 

Sequence 3929 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAAGTTATAAAT 

MGTMTTTCTTTCATTTCTTATTATGAAGTAAACCACTATATAGTAATATACTTTTAAG 

CATTTATAAMTTTGATATGTTCTGATAGGACTAGAAAACTGTGAATCTTAATAATTTAA 

ATAAAACCTTAAAGTTTATAACTTATTTTAAATAGCAAACAGTTTGTGGCTTTGATTTGT 

TACGGGCCAATGGACAGTCCTATGTCTGTGATGTCAATGGCTTCAGTTTTGTGAAAAATT 

CCATGAAGTATTATGATGACTGT 

Sequence 3930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTNTNTNNTNNTTNNNTGTNGNNNGCNTATNT 

TNNCNNANTNAGCCNCTGGGACTNNGTTTGTGGANCCCCANCGACACTTTAGGGACCTAT 

GGGGCCTTCGTGGCATCNCTGAGCTGNGTGCTGGGGAGGAGGTfGATGTAATGGTGACTC 

TTTTCTGATCAGCACCTTGGCCGTGANNCCCAAGGTCCCAGCCAAACCAAAGGGCCAGTT 

GTTTCAGGTTTAAACAGACATGTCTTTAGTCTAANAAAATTAGTTAACTGCCAGTAAAGT 

TAmGTNAGCTTTGATGAAMGCTATTGTTTGGTATCTTTCCCTAATCATC 

Sequence 3931 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAATGATGCATTACCTGAAGAACATTATG 

ATAGCTGTGGTCGAGTCTATGATTAACAAGTTTGAAGAAGATGAGACACGAAATCAAGAA 

AGGCAGAAAAAATCCAAAAGGAGAAAAGCCATAGTTACCGCACAGACAATTGCTCTGATA 

GTGATTCATCATTGMTCAGGTGTGTTGTTCAGTTTTGCATTTATGTCTTGAAATGCTGT 

TTMTMTAATTAGCTTCMTAMTTATTTCTTAGCCATATTTTTCCTGCCTTCTTAAGA 

TTCAGGAGAAAAATAATAAAACTAAATAACCTAATATTAAATATTTAGTCCATGAAATAA 

CATCTTATAGAATTATATTTGGTGAGTAGCTACGTTATATCTGAGATAATTCTTGGTGAT 

ATGAGAAATTAATGGNTGTTAGAATTA 

Sequence 3932 

CCCTTGAGCG GCCGCCCGGG CAGGTACTAGAGTGGAAATCATCCAATGTTGGCAAAATAC 

ACACTCCAGCCTTTTTCTTTTTGTTTCTTGTCCTTTATTTGTTTTCTTGTTTGAAAGACT 

GGGTCTTGCTCTGTTGCCCANGCCTGAATGCAGCAGCCTTGAACTCCTGGCTTCAAGCTC 

CTCT TGCC T TAGCTTC TTGAGTAGCAGGGACTCCAGGCACGCACCACCCTGCCTGGCTGA 

TGACTTTTCCTTTTTTCTMAGTCTTTTTTGTTTGTTTAMGCAGTTTGTGGACTATCGG 

ATCTTTATTTAGAATGAACAAGTTGCACAACAACAAAATGGCTCTTCCATACAAAATCAG 

AATGGATCCACTTGGGAAAACTCAGGCTTTTAGTGTGGATATTGATATTCCAAA 

Sequence 3933 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTATAAGAAACTCAGTGTTGCAGCAATGTA 
TGTATTATAATGGATTTGAAATTTGCCCTAACCAAGAGTCACAGACAGAAAAAAGGAAGT 
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TAATGTATCTCTTGATC ACTAT CAAGATGTGGTATTGAACCTTCAAGATCCTTTTCAGGG 

AATATGTGAGATCAAMTTTTTATACTGGCACTATGATGTTATTTGCCTTTTCCTCATAT 

TCACAAGTGAACAGTGGAGTTTTACAGAAGCTATATAATGTCATGACATCACTGATGGGT 

MTAGAATGTGTGCTTGTATATTCCGAAACTTTCAGTTCCAATTTCTTCGATCAATGTAA 

TCCTCATMGTAAMGTTATTTGAGGACCTCAGACATTTTTAAAAATGTAAAGGGGGTGG 

GGTCAGGCTCAGTGGCTCATGCCTGTAATCCCAGCATTTTGGAAGGCCGAGGCGAACGGA 

TCACTTGAGGCCAGGANTTTGAAACTAGTCTGGNCAACATGGTGAAACCCCGTCTCACTA 
AAACAAAAGT 

Sequence 3934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAATAGCTTGAGTTAGGG'CACAATT 

TTATAGCCATACAAATTCATAT TGAAG CAAGTCAGCAAACGTGGTGCATTTCAGATGGAA 

CCTCAACGTGAAGATATATCAGTTTTAGACCAAAGCAGAAGTTTATATAAAGGATATAAG 

CTTTTGCCCTGTATACTCAGGAATTAAACTAAAAAGAAATCTACAAATTCATTTATAGAT 

TATTTCMTTTGAGGCCTATAGATATGTGAGMAGGTTTCTTTAAGGTTTAATGACCAAG 

TTCCATGTGAGCTCTTACTTGGGAAACAAAATTCTCACATGGCATTAATATACTATAAAT 

TGTGATTTATCAAAACATTCTCATATCCTATCTAGGGTGAAATTTAATATTGCCAATAAA 

CTTTCCACTCGAAAAAAGGTGGTAAAAGGTGTGCATGCTAAAGCATGTTTTG 
Sequence 3935 

ACACATNTGNGTCTAAATTTCCTCTTCTGNAAGGACACCANNCCTATTAGATTCGGGCCA 

CCCAGATCACCTCATTCTAACGTTTCCTNTTTCAAGCCCTTATCTCTAAATACAGTCCTG 

TTTCTGAGAGACTANAGGNNGGGACTTAAACACATGATTTTTGGGAGGATAAACTCAGCT 

CATAACACGACTCGGT AAAGA TTCATGGAATGGATTAATTAACAAAGTGTGTGCTCTTGT 

TTAGATTAGGTTTGGGCTTTTGCTTTCMGGCATGGTTTAAGCCAGACAGTCCTTTTGCC 

AGAACTCACTTGCTGGTCCCCCTTGCTTCTGGGCACCACTGCTGCTTCGACCCCCTCAGC 

AATGGAAAGTTCCCTGGG 

Sequence 3936 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATAGGCGTTMTGTTCAGACTTTTTTGTTTTC 

ACTTAAGTATCATTGTTGTGTCTGAAATTCTTTTCTATTGGAGAATTAGGAGAAATCCAG 

TTTTGGGCACTCTGCCTMGGAATAGCCCTTCTTTTATTCCTTTACTTTCTTAATAAACT 

TGCTTTCACTTAAAACAAAAAGTCACTGCMGTTGGGCTGTCTTATTTTTTTAAAAAATC 

ATCMTTAATTAATTCTATTTATTTGCATGGAGCCCATCTACACAAACCACTGGCACTTT 

GGACGGGGCATTTAGCTGGCTTTACCCACACGCTTCTGCCCTTTTATGCTTCATCAATCT 

CTGAGCCCACCCAAAAGCCTCACAGTTACTGGGACTCCCACTGCTCATTATTCATCTCCC 

CCTAAATCCACATCATTTGGCAATTTCAA 

Sequence 3937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC A I I 1 1 1 1 1 1 I GGCTATTTCAATTTGCATATT 

TGAAAACAACTGAAAAGGCAATTAATTCAAATCTAAATAACTTCCATGCTCANAATTATG 

TTTATGGTCTTCCAGCANACAAATTTATGGGGACGTCTGGGGACCAGGCCTCTGACACAN 

AATAAGCATCAGTCTCTCCTANANACTAGTTGCGGGTTTATTTCTGAAACTTGTGTGGAA 

TGAGGGAGCAAATCTAGAATGTTTAAGACCTAATAATAATCACACACTTTAACACATTCA 

AATCATGATGTTGCAGGAGACAGCCTTGGCTTTGCTTATAGTTCTAAGCAGGGCTGTTCC 

CAGAGGATGACTGTCCTTCCGAGGAAAGAAGACACAGAGCTGGTTCAATCCCAGGGGAAT 

GTCTGTCATGGATGAAA 

Sequence 3938 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGTATTAAAGCAGTGGCAGCCGCTGCACG 

CAGACATGAGGGCTAGGCTAAAACAGTAAAGTCAAGTTGTTTGGACAGAAAGGCTACAGG 

GGGCGGTCCTGGCTCTTGGAAATAAGCACTTGGAACAGAAAGGAGCTCTACCCAACTACC 

CGGAATGCAGGCGGGTCTGGGACTATGTGACTACCACCCTCTAAGTGAGGTTTTGAAAAT 

AAACACTTGAAAGTCTGCTCAAAAAA 

Sequence 3939 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATATTAAAGCAAGCAGCTCAGCCTCTCACT 
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AGTGGTGAGATGTATGAAAATCCTGGCAATGCCAGGGGGAAAAGAATCTATGAGTCTTCC 

CTTCNGACATCTCTCCTATTTCTTGCATTAGTNTTTTCAGGGTTAAATACACATCTCACA 

GAAGAGCTAGCTATATATGGGCTGGGTGGTCTTCAGTGAATCTGCAAATGTATCAAACAA 

AAATAGCAAGCTGGAACTGNAATAAAGGGTCAGGGAATACAGGAAAGAAGAAAACAAAGG 

GTTCTAGGTGTTCATGAAGTCAAATACATCTTCAGGGCTTAAAAAAAAAAAAGTAAAGTA 
CC 

Sequence 3940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAAGTGCGTGTTTGTTATTATGAAGGAA 
ATCCTATCACTAAAT ACAGA AGCTACTCACAGAACACTGATTACTTCAGTGGATAGAGGA 
AAA ATAT CAAGTCTA) I 1 1 1 AGTTCTTCAAATCAAGTTAAAGATTGACAACATG ACTAAT 
CTCTTTT GTGATG TGTTAGAAGACTCCCTCTACCTACCTGTTAAAAAAAAAATGACTTTT 
TTTGCAAl 1 1 1 1 1 GCTGTTTCCTTAAAACTAAAGCTGTGTTCTTCTGTTTTGAAGGGTTT 

CCGCCCCCMC ' 

Sequence 3941 

CGGGCAGGTGTCGACCCACGCGTCCGTGGAGACACACTTATAATCTCAGCACTCAAAAAG 

CTGAGGCAGGAGAATTGCAGCAGGTCCAAAGGATTGTCTGGGCCACATAGTGATTCGTTT 

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACAC 

ACACACACACACACACACACACACACTAAAGTGTAGCTACTTGAAAGACCT 

Sequence 3942 

AGAATTCG CCCTTAGCAGTGGTCGCAGGCCGAGGTACI I 1 1 1 I I III I I 1 1 I I I I 1 1 1 I I 

i m 1 1 1 i i I ACTAAGTTATAAAAAAAAACCCCATCACCAAAGACACCTGNGCACAAGNGT 

CTGTCCCTTCTGNCACCAACCTAGGGCACTAACTCCTAACACTGGGAATGGACACTTGAA 

GGAAGATCAGNAATTATCCTGTCTTTTCTCTACAAATTGCAAGTCAGGGAAACCTTGTTG 

ATTAGGGAAAGNTCTTTACATAAGAATTCCTGCAAGNAAGNGAGNAAAGAATGACAGNNN 

AAGAATNGNCCCANCCTGG 

Sequence 3943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTC 

AGATGTCATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAAGGT 

CTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTCATAGGAG 

TATT AATGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTCT 

TmCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGTATATAA 

ATTAGTAAGAACCTGCATCCAA AGCAA TGTAGTGTGTGTATGTATCTATATATATTTATT 

CTMCTCAGCACTTCAAMGCCTTTTTGAGTTACMCAATATTTTAGTTTGCCTCATCTG 

G TAGAG GTAAAMTTTCTATATTACCAAGCTNCAGANGAATATGATATTTTTACAGACCC 

AATTTTCTTGGCTGGTANTCCTGGGACATTCATTTGGCTGGGCCTNCATGGGATGCTGGT 

AANAACAAATTGGTAAGCCCGGCCAAGANAAAGAAAAGGCTTCCCAGGACCAGNCTTTTA 

NTAATTTGGTAGAAAANGGGAGCCCTTTTTTN 

Sequence 3944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATCTATCTTAATGTTACTAACAACAGATC 

AGCGACMCAAAMCCTCCCMCATTCCMTATTTAGGTATTTATTGGTGTCCGAGTTTC 

CTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGCCTCATATTATTTCAGGGTAGCA 

TGGCTATGATT ATTAA ACACCACAGACACCCATTTGCTTATTTTTGATTTTTGACATTCT 

AAGACATAGACTTTTTAAAA AATCT TCTTAAGGGGACAAATCTCCTAATTTAAGACCTAG 

ATAMCCCAAGATTTACCAGTTTTTGAAAACAGTGATGTTACTTAAATTCACAAGAAACA 

CCATTCTCTTTCAGATATAATTACTTCAATGGAGTGCCANGANGGGGTTAAAGGTTACAA 

AAATTGG GAMMTACTGACMmGATACTGGCTTACTTGGTCAGAGAMCMTTTTTT 

i i M 1 1 I GAGACNGAATCTTTGCTTTGTCNCCCAAGCTAGAGTGCAGNGGNGGTGGATCT 

CAGCTTATTGGTACCCCTGCCTCCTGGGTTTAAGGGATTTTTCTNGCCCANNCCTCCGGN 

GTTACTTGGGATTATAGGCNCCCCNCCCCCATGCCCGGGGTAATTT 

Sequence 3945 I 
CCCTTCGGCCGCCCGGGCAGGTACTTGCAGGAAGATGGAATTATGAAGGAACAGCATTAG 

i 
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TTACAGTTGGAGAAGATGGACAAATAAAAATTTGGTCAAAGACTGGGATGCTTAGATCAA 

CTTTAGCTCAGCAAGGAACACCAGTGTATTCAGTAGCGTGGGGCCCTGATTCAGAAAAGG 

TTCTTTATACAGCAGGCMGCAGCTMTCATTAMCCTCTTCAACCAAATGCTAAAGTTT 

TGCAGTGGAAAGCTCATGATGGCATTATTTTAAAAGTAGATTGGAACTCGGTCAATGATC 

TTATTTTATCTG 

Sequence 3946 

CCCT TTCGAGCGGCCGCCCGGGCAGGTACI I I I I 1 1 1 I I I 11 I I I I I I I GCTTATCTTAT 

TTTTGAAATGATTTATTAMTGGACACTTTAGGMTTTGAGAGAAGCAGCTTTTCCCACT 

CAMTCACTTTGTGTACCTCTGACAGAGAACAAATTCTTTCACAAGGACCTCAAACCTCT 

GGGTTGGAAAAAACCTCAGTGGTCATCCGCTCATTCACCCATGCAGCTGGATCCACTGGG 

CAGATTGACTTGGAGCGCTATGTGATTTGCCCACGGCTCACCTTCTCCAGTGCGTCATTC 

AGGGCATCCGGTGTCTGTATTTTGGCAACATTTGCAATGGCACTGTGAAGATGAAAAGAA 

ACT TTG AACAG G ACTTAAAAAA 

Sequence 3947 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTAACATTACTATGACCCCCGGGCACCCT 

GCACATATAGCGGCAGTCCCCACCGGCGTCACCAAAACCTTGGATCATCTTGGTGTATAA 

ATGTCAGCATCAGCTGGCTGGCAGGTAAAAACAAACAGAACACAACAACTTGACTGTGTT 

TCATTTGT TCTG ATTATGGCTACCAAGGTTCGGTGAAACCCGAGCAGGGACAAGAAATAA 

AMTGCCATTTTATTTGGGGAGCCCGTATGTGGGCAGTCTGTCCTTACACAGGTTTCTGT 

AAGMCAGATTAAAGCTAGTTTGAAAGTCGTGCCAGATTAGAAAACTTTGTNAAAATCTA 

AAACGAAATGTTCCTCAAAA 

Sequence 3948 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCGTGAATGTGTATTCCTAAATNCATGCTGG 

CTGAATTCAGGTGTAATTAGANACTGANACCCATAAAATGAGGGGCAAGGAGCTAATTAC 

TCTT GTCGG TAACCAGCTGTGGCCATAAGTAACCCTGTTTTGACCCAATTAATAGTAAAT 

CCAATTTTTAATCCTACAGACAGTTGATGGTGCACTCGTAGCTGCAAAATGAAGGACATT 

AMTTTGGCTGTGACATTGAGTGGTTACACAGAAGACCTGCTTCTACAACATTTGGGAAA 

CATTGTGAMCATTACTATTCMGTTGCTATTTTTCCATCTCAAAATAI I 1 I I I I M AAG 

TTGCTGCTCACTTATGGCCACAGAACAGTCCCTTTTTGAGTAAAGCAGCAAGGTTGCTTA 

ATGA CATG CTATGTGGTTAACMGATTCMCTGCCACATCMGGGACTTTAAATAATTTC 

AAGAT TTTAMTGTA TTTATGAAATGAACTCATTACAGCAGCTAAATCCAATGCAAACTT 

TGTCCTTTTTCTTTTG G CTTTTTN AN NAG AAACTG AATTT AATTT AAATTT AAATT ACC A 

GGGGCTAAAACTTGGTAAAAATATTTT 

Sequence 3949 

CCC TTCGAG CGGCCGCCCGGGCAGGTACCTTAAMGAMTACATTTTACTTGAAAATATT 

TATCTTTTTTAAATAAG CAACTTATTTTTGCTATAAC AAATTT AT AG ATCTAATATG AAA 

TCCACAGG TMCATTTAATTTTMCTAATATGATGAAGTCAGTTGAAMTCTTTGAGTTT 

TTTTTTTTTNGNNANAATNTNNCTNTTTCCCCCAGGCTGGNGGACAGGGGCGTNATNTNG 

GCTNACNGNANCCTNGGGCTCCGGGGTNNAAANNATTNTCCNGNTTNACCCNCCCNAGTA 

GCNGGGNTTNCNGGCCCCCCCCNCCNCNNAANGCTN 1 1 I I I I I I I I I G G NTTTTT AA AAA 

AATNGGGGGTTCCCCCTNTTTACCCGGGGGGNCCTAAANCTCNNGNCCTNGGGNGACCCC 

CCCCCNTGG NCCCC CNAAGGGGNCTGGNTTANCGGGGGGGANCCCAAAAACCCGGGNCCN 

AAMNTTNGGTTTTTAANAAAAANGGGANNNTTCAAMNNTNTCTTNGNAANTTAANAAA 

MAMTTTGTTTGGGNAAAAAAAANTTNCCCCGGGTCCCCNAAAAATTGGGGGCCNCCNG 

GGGMGGGGGNCCT TrmTTTTT NCNGGGNGCCACAAAANNGGGGCCTTCNTCNGGNAAA 

AACTTGGGCCCCCCAI 11(111 I ANNCNCNANGGGCCCCCNGGGGGGGGGG 

Sequence 3950 

ACGCGGGGACTGCTGAGCATAMTGCTTTAAAGTGTCAGCAATTGATGTGTGGAGAGAAG 
TATGACTGCATTACAGCTTAAAGAGCTTTCACATTCAGGTCTCTACAGGAGAAGACGAGA 
TCGCCCCGATAGTTTGAGAGTAAATGGGTTACCAGAGGAAGAGCTAAGCAACATGGCCAA 
CGCCCTGGCCAGCGCCACTTGCGAGCGCTGCAAGGGCGGCTTTGCGCCCGCTGAGAAGAT 
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CGTGAACAGTAATGGGGAGCTGTACC 
Sequence 3951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTAGGCGGATGGTATGAGGGCCT 

CCATTCACACTCTTGCCCTGGAACTGGCAAATGTGAATGGAAGGCTGAGTAAAATCATAG 

TTTTGTGTTGTTGGCCTTTGAGTGTTCCATCTCTCTTACMTTTTAGTTTGTCACACCTT 

GCACCTTGTATGTGTAAGTAAAATTAATGGCATAGGAAAGAAACCAAAAGAAGTGAACAA 

TAAG AGACTAAAGAAACTCTACAGGCCGGGCATGGTGGCTGATGCAAGTAATCCTAACAC 

TTTTGGGAGGCCAAGGTGGGTGGATCACCTGAGGTTGGGAGTTCAAGACCAGCCTGGCCA 

ACATGGTGAAACC 

Sequence 3952 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATA 

CTGTCATTGTA TGACT GCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCT 

GATGTTTTCACATTTTAAAAAATGCTTCCTGAGACTTCTTTAAGCTCCTCTAACTTCTTC 

AG TGCATT TGGGATCAAACTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTG 

CMTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTT 

GCAGATTTGAMCAGT GGTTT CTGGCCTGCTGCTGCAGCAAATTCCCTATGTTTATTTAA 

GAAGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAAATTTACTTGCAATGAACACA 

GGTAGCCTGCTGCTG 

Sequence 3953 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATGGGCAGTGTTTGGATCCTTCCCTGGAATC 

AGTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAAC 

CT CAAAG GTGTAA TTCTCT TGGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAA 

TTCTTTTGTTGTTC 1 1 1 1 I IGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAA 

TCCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTA 

CGCGGGGAGCTCAAAGCCCGCAAGAGGGTTCTGGAAGCAAAGGAGCTGGCGTTACAGCCC 

AAAGATGA TATTG TAGACCGAGCAAAAATGGAAGATACCCTGAAGAGGAGGTTTTTCTAT 

GATCAAGCTTTTGCTATTCATGGAGGTGTTAATGGNCTGTATGACTTTGGGCCCACTCGG 

CTGCGCTTTGAAAGAACAATATTATTCAAACCTGGAGGCANCACTTTATCCAAGAGGAAC 

AGATCCTGGAGATCGATTGCCCATGCTCACCCCTGAGCCAGGTTTAAAAACCTNTGGCCA 

TGTAGACAAATTTGCTGCTTCATGGTGAAAGACGTAAAAA 

Sequence 3954 

GGTACAGCCTGCAGAACTATGAGCAAAAGGCACCTCTTGTCTTGATAACTTACCCAGCCT 

NTGGTATTCCTTTCCAGCAACACAAAGGGGCTAAGGCAGTGACAACATTCAGAATATTCT 

TCATTTGGGGGATGAGTATTGACTGGCAAGGACCACATCAGAACTTTGTGGCATGGGGGA 

AAATGTTCTCTGTCTTTAACTGGGTGTTACTTTACAATTATAATTATATTAAAATTTATT 

MGCTGTGCCTTTAGGTTTTTTTGCAGTATACTCTACGCAAATTTTACCTCAGTGAAGAA 

CTGTTAGCATACAACAGACAGATAACAAACACTCAAAAATGTGAAAATTGACAGAAAATA 

GGTAACAAATATTTAGCATATAA 

Sequence 3955 

CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAATTAACAGGATTTTAAAG 

GGAAATGAGGAAATCACAAAGAGCCAGTGTTAGAGGCTGAGTGAACCAGAGATCTGACCC 

CMCACACAGCACACACCCAGATATGTTGCCTAATATGTGTMGGGTTTGTTTTTTGTTT 

TAACTTCCAAACTAAAACCCCTGATGATTTCAGAACACTGTAACACTGGACAGTTTCTCA 

CAGCATGGTTGTGAGGATGAAGTAAAAAGAGAATGTAAAGAATAAGTGTTTTCTTTGTAA 

GTGTGGTCCAGGTATCACTTATGCATATGCAT 

Sequence 3956 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGGTATTTCGGGGCCCTAGGCGCGCGAGCGGTC 

AGCATCCGGAATCTGGCCCCTGCAGGCGTGGGGTTCCACGTGGGAGGAGACTTGAATGAA 

AATTCTG TGGA GAATCTTCAACAGAAAACACTTCAGGATCTGTTACATGAGCTTTCCTCC 

TGACTAGTTTTGGAAGGCATGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 3957 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGTTCTCCATTCCTGATCTAGATAGA 
CACCAGCTACCTCTGGATGACGCCTTGCTGAGCTTTGCCCACGCCAACTGCACCCTGATC 
ATCTCTGTAAGATTCACCCAGACTTCTTGGACACTGCATCAGGGAGAGTCTTCCTCTTTC 
CCTGCCCACTTCCCATCCCATAAGAGTCCTCAGTTCTAGCCCCAAGCCCTAGGGTATGCT 

TGTGGGAGAATAGGCATCTCTAATTCAGCATGGGGGAGAGCAGGGAGGGGGCTCANGAAG 

GAGCCTGACCATATAATTCACAGCTAG 

Sequence 3958 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTAACTATGTCAAAGATAGCAAATACAGTT 

CATCTGTGTCAACTTTAATCAGTTGATAGTGGCTGTCTAGCACATTGTGAATGGGGTCAA 

TCAGAAAGAATGTCATTAGATCAATTAGCTATTACTTTATATTACCTAAACTTAGTATAA 

TTTAAMTTTGATMTGAGTTTATTCAGTTTATAAAGAGTTCTGTTTTTGGCATGGCCTA 

GTAGCTCCATTGCACAATTCCTTCTGCAGAAAACTACTATAACCTATGAACAAAATAGGA 

AAAATAACTACCCGAAAGCACTGGAGA 

Sequence 3959 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTAAATTTAGTTTAGAAAATTCTGGGTT 

AATTCGATAAATATTTAAGG AACAT CAATTACATGCCAGGCTGTCTACTAGATGCAGAGT 

AAGACAGATTTATACCAGAATTTTCTTAAAGCCTCGAACAAGCTACTGTTCACAATGAGC 

ACAGTGACCATATATCCTAATTTGCTGTAGACAGCCCCAGTTTACAGGCGCTATTCCAGC 
ATTAATATCATC 

Sequence 3960 

TAGCGTGGTCGCGGCCGAGGTACCATTTTAGAGTGCAAACAACCTGCTACTTTCATTCCT 

AATAACGTCATACTTACTAAACACTAGTTCCACTCTCTATGCATGTCCCACCATTGCCAC 

ATTTCATTAAACTGCAGGGAGAAGCATGACACTGGCCAACACTGCGTCCAGCATTTGGGT 

GGCCCTCAGGATTTCCCAGTCCTCTGAAATGGCCATCCTTCTCAGTGCGAACTTGAAGAG 

TGAAAATACAGCCTTGAAG AAATG CAAAAACACTTCGTGTTAACAAACAGAAGAAATAGA 

AAMACAAGAAGAAGGTTATTTTTCATTTTTAMGTAGAAGTTTTTCAAAATAAAGTAAT 

ACATGTAAATTTTAAAAGAAATATAAGAATACAGAAATGCGCAGAGAAA I rTTTTTTTAA 

MAGTCATTCA TGATATC ATTTCACAAGCAGACAACTATTAACATTTTGGTGTGTNTGTG 

TGTGTGGGGNATTTTTTNTAGNCCTANGNATATTTTCTTTTAAACAAAAATGCCATNTGC 

AGTAANCTTGTAAAAAATATTATTTNTCCCAAAAGGNGAACATTCATAAATACATTACT 
Sequence 3961 

CCCmGAGCGGCCGCCCGGGCAGGTACCTTTAAAAATACATCTTTTAAATGAACTCTTA 

CTGAGAGMTAACTACTAMAGTTTMTTGTAGTTTTTTATTATAATATTTTGCTTTGAT 

TTTATACTAAAAACTGCCAACCAGATAACATCTAAATGTATCTTTTTCAATATGACAAAG 

TTACATAAGAAG ACTC CCCTTGCACGTAAAGAAAAATGCAATTATTTTCTATTCTGAATC 

TCCAGACTGCTGTTTTAGAAAATCATATCTGATTATTTGCTCAGCAGAAGATTATTGAGT 

TGATTTAGCTGTGATTTTACTTAACAAAGCTTCA 

Sequence 3962 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTAGGAGGTAATACTAGAAACAATTGGGTAT 

ACCCAACCCTCATACCACAATGCAAAAGTAACATTAATTAACACTGTCATGAAATGCAGT 

TCTACCAAMCAATAMGTTGTTTAGTGGAGAAMTATTTTATTTTGCTTTCATTTTTAA 

TTTTAMTTAAGTAAAATTTGAAAGTTCTTTTGCACTAGCCCACCTATCAAGTAGTCAGC 

AGCCACGTGA CTGGT ATAG TGGCTCT GGCCATCTTTTCCTCATGTGGAAGAATTTTCTAT 

CTTTAATAAACTTTTTCTTTG I I I I I I I I I I CCAAATGGAGTTTCGCTNTTGTCCCCCAG 

GCTGGAGTGGTGCANTGGCCCNATCTTCAGGTCACTGGCAACCTNTGCCTCCTGGGGTTC 

AAAACNATTNTCCTGCCTTAACCTCCCAAGTAGCTGGGGATTAACAGGGCATGCNCCNAC 
CAAGCCCAAAACAATTTTT 

Sequence 3963 

GGTAC I I 1 1 I 1 1 I 1 1 1 I I I I I 1 1 1 I NCC 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 I 1 1 1 1 1 | 
TTT^AAMNANAAAAAAAANNNTTTTNNNAANTNNAAAAAAANCNNNTAAAAAANNNN 
NAAAAAAAAANACNNNANNNNNNTTNTGTNNTTNNNTNTNAAAAAATGCANANN 
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NNNNAAAANNAAANACCCCCTTNTTNNNCCNGGGGGGNNNNNTNANNGNGGGGNNCTTCC 

CCCCCNGGGGGGGNGNCAAATTTAATTCCCCCAAGGCNANAATNNGGCNTTATNGANGGG 

NAAAANGGAANNAGAAAAAANNNTANNNCAAAAAACTTTAAAACCCTGATCAACTTAAAA 
ATG 

Sequence 3964 

CCTTACCNTGGTCGCGGCCGANGTACACAGANAAAGCTTGGGTGATGGAACTAGAATGGC 

TGATTCAACAACAATGTTATCAATAAGTGATCCAATTCATATGGTGCTAATCAAAACAGA 

CATATTTGGTGAGACGACTTTAGTAGCACCATATTTTCTGGAATGGCGATCGGTTTTGGG 

CTCANAAAATGGAGTGACCAGTCTGACTGTGGAACTTATGGGTGTAGGCACANAATCAAA 

AGTTTCTGTGGGMTTTTAAATATAAAACTTGAAATGTATCCACCACTCAATCAAACGTT 

ATCTCAAGAAGTAGTGAACACACAGCTTGCTTTGGAACGTCAGAAAACTGCAGAGAAAGA 

GCCGATTATTTCTTGTATATGCTAAGCAGTGGTGGAGAAAATATTTGCAAATTCG 
Sequence 3965 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTCTTTTAGACTAAMTGGTTTTGCTTTGA 

CCCCAATAATCAC AATTATTA TTATAACTTCGGAAAGATNTTCAATCATTCATTCACTCA 

ATCATTC AATTG GC 1 1 1 1 1 1 1 CTTAATTATCTCATCTGAACAGTGTTGCTAATGGCACTG 

TGAANGATTTTATAAMGGAGGAAATATAANCNGTTCTCTCATCAACTGTAGTAAGAATT 

GGAGAGAAAAGAAAACCTTGAAGAACTAATTGAATAATATAAATAAAATTCTGTTANCAA 

TTCTACNTTTAAGTANTGTGAANGGGAAAAAGCTATTTCTGCACAGGTANNGAAGCAGGT 

ATTAACAATTCAAATCCAACTNTTTAGGCTCANAATATAGGTTCANGATTATTNGTTGTG 

AGAAATAATGAGAATATTCAAGAATAAAGGCTAATTCTTGGAAATGGGATTTAGAAATTT 

TTCMCTTGGATTTCATNAGCAAAAACATAAGGGCNTTTCATTTCATAAANAACTTTTAA 

AAAA TGTTA A CTATG TCATCCTGGNTAAGTGATTAAATTCAACTGTCTAAAAAATTACCA 

AAATATTTTACTTTTATTGAMGGTTTATTAGTANAAATACCTTGTGTGNNGNTTTTNAA 

NGCTTGGGGGCTTGGGNGGATTTAATTNGGTGGCCCTTATTCNAACTTTTGCAATATCTT 

CCNTAGTTNGGGACATGNAANGNAATTTGGACTGGTT 

Sequence 3966 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTATGANGTTATACTANAAACAATTGGGTNT 

ACCCAACCCTNATACCACAATGCNAAAGTAACATTAATTAACACTTGTCATGAAATGCAG 

TTCTACCAAMCMTAMGTTGTTTAGTGGAGAAMTATGNTATTTTGCTTTCATTTTTA 

ATTTTAAATTMAGTAAMmGAAAAGTTCTTTTTTGCACTAGCCCACCTATCAAAGNT 

ANTCANCCANCCCACNTGGACTGGGNATAAGTTGGNTNTNGCCCATCTTTTTTCCTCCAT 

GTNGGNAANGAAANTTTTNCTTATCTTTTTAATAAACCTTTTT 

Sequence 3967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATCATTTATCAGCCAATATCATCT 

GTTTGAAAATTACCTGAGACATAGAAAACAGTTGGGGAGGAAGTCCTGAGCAACAAATAG 

AAATGTCTAAATGTGGAGATTAAGTAGACACATATGTAATACAACTAGTGGCTTAGAGAA 

GGTATTCAATAAATGATCACTATATTATTATCATCATTATTGCCTCTGTATGGCTACACA 

GAGAACCTGAAATCACTAACAAACTTATTTAGCCTTAAAGCAGATAAGAAGCAATCAGCT 

GAAATGGAGGACACATTTTGCTATAGTCAGGCCTGCTTACAATAGCAAAGAGTTACA 
Sequence 3968 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCAATTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATMTAGTTTAGACAGCAATTTTTCMTTGTTTCTCTATTTTTTCCAC 

ATTTATATCTTACTAATAGTAACACAACCATTCCCCATGAACATGCTAAACTTTGMTGT 

GTAAATATAAACAATATTGTTGTAATAGTGTTTTTATACTGTCAGCTATACTGGGTGTAA 

GTCCAAATGCAGCAATACACCAATCGCAACACGTTGATTTATTACTTTTAAATGGTCTTA 

CTAATTCTG TAAM CTCACCCCGTATAACTCTTTAAATTTTGCTAACATTGCTGCCTTTG 

CATTACTAGTTTTTAGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTNNNNNNTNNNNN 

NNNTTNNNNNTNTTTCGANGGGTAAAAAAATTTGGGTTTTATTGNTTTTGCTAAATAATN 

CTAAAAAAAMTTTCATTTTGMGGCNGGGCTTGMTTmTTAATTTGGACCATTTNTTT 

AAATTAAAAAAAAG GG AN GG GG G AAAG AAN NCNTG GCCAAAAAAATANTNTTTAACCCCC 
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NCCCC 
Sequence 3969 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGGACTGAACAAACATTTATTAAAG 

GAGTAATTGAATAAGTGTCTGGGCAACTGAATGTTACAGTAGGTAAACTGAAGGAATTCA 

AAGGAGTGGGGGAAGGGGGAGATTGAGAGAGAGTTGGAATGATTAGGTCTTTACCTGCTT 

AAGGAAAAGGTAAAGCTTATTAAAAATTGTTATCTCTGTAATAGAAGCACCTTGAGTTAA 

MACTTTCTTCTTTAAATGATTCTGAATTTTAAAAGTTTCAACATGGAACTTACATTTAA 

TGCTAGTAAAAATGATTACTTAAAAAATGCTGGCCCTCAACAAGAGCTGTTGTAAGGGTG 

AGTAGGGTTTGGATAAAGAAAA 

Sequence 3970 

TGCAGAATTCGCCCTTAG CAGTG GTCGCGGCCGAGGTACGCGGGGACTTNTAGCCTNCAA 

MCTGTGAGAMATMATGTTTTCAACCTCAGTCTGTGGTATTTTGNTGTGGCAACCCAA 

GCAGACTAATACACTGGCCATGGGCAAGACGCCCTGACCACAGTGATCTTGACAGGGGTG 

TGGGCGCAGGACATGCTGGGGCATCTTGAAGCTACTGCAGGCCCCACAGAATCTAGAGGG 

TCCAGMTAMGTCTTTATCCCTCCATGAGCTATCTCTTTNTGTTGCACATTTTTTTCTG 

CATTAAAACAGTTTGATTATTTGCCCCATGCCCATATAG 

Sequence 3971 

CCCTTAGCGTGGTC GCGG CCGAGGTACCATCCTCCGCTTTCCATTTGTGGGGAGTGGGAG 
ATTGATTMGATGCCTTTTATATGMTTGACAGTATTGGCATTTTATAATATACTTTTTT 
GTTCCCAGATATCTACTCTTTATGTTTCACATTTGCCTGGTTTCTAAGTTTTCTAGGTGT 
ATTTCTAACCAMTCAGMAACTTTATTATCCCAGGTTACCTTATCTTGGAACCAGTTTA 

TAGAATCCTGTTGAGGGAGGATGATAATTTAAATAGCTGATACTTCATGAGTATGCCCTG 

TTAGCATAAGCATGCTTCCAACA 

Sequence 3972 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACGCGGGGAGACCMCTTAACACTGAACCCATTACTTTTCCAAGACCAGAAAAAAATA 
TTACATGAACAGGAACTACTTTCCTTCAGATAAGAATTCAAGCTTTGACATTGTAAACCA 
CAGACGAATTGGAGCTTGGCATTGAAAGGAGGTGTTCTGCAATGA I 1 1 I I I I ICTTGTTT 
AGAGAAGTTTACTTCTACAAGAAGAAATCTGAAAAATGACAGGAGCAAAGAGGAAAAAGA 
AAAGCATGCTTTGGAGCAAGATGCATACCCCCCAGTGTGAAGACATTATACAGTGGTGTA 
GAAGGCGACTGCCCATTTTGGATTGGGCACCACATTACAATCTTGAAAGAAAA 
Sequence 3973 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATAACAGACTTGCCTGAGCCATTACTTACCACAATGAATTGGTATGACACTTC 

TMCMGGTCAGAAAAATCAGATTCTGTTTTCTTAATATTGAGGATCTTTCCCACTTTCC 

CTGAGCTAATGAGACACAGGTCTGTGGCAAATACATTTAGTATTTTCCTACACATGAATT 

CCTAACAA AACCA AGCAAGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTTATGTTATTTTGCTTATTGAAAAAACTGAAAAGGTAGTAAGGAAAAGATGTAATGTGG 

TAATAGCAAATTGCATCTGTGGTCTCTAATGAATAATCTCGCTTNCAGTAAAAAAAACTA 

TCAAAAGAGCTTAAACTCAAGGTAAACAAAAGGATGAAAATATTAAAATAAGAGCAGAAA 

TCAATGAAACAGAAAACAGAATNAAGAATGTCACTGAAAACAAAAGTAGGTATTTTGNAA 

AGATCAATAAAATTGTCAAACCTTTGGCCCGACTGNCCAAGAAATNAGACNCAATTTCCC 
ATTTAATT 

Sequence 3974 

CCCTTA GCGTGGTC GCGGCCGAGGNACTTCTA 1 1 I 1 1 1 1 1 NTTNTNNCTTTTTANANATT 

CATTTNCi i i 1 1 i i imCNCTGmGGNCTTGCCNNTTTTTTATNCNTNCANTTTNACN 

ATTGANCACATTTCANGCCTTTNTATTAAAAATGAAAAATGAAAAAACAAATTNAAAACC 

TATTCAAATG GGTT CTANTTCAATTTGTCTAGNATAAANTGTCATAACTGGTTTACTGAA 

MCNMCACATTTTAAAAATTGGTTTACCTGAGGATGACTTGCATAAAAAT 
Sequence 3975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTAGATTGGC7TAAATATTTAAATATCC 
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TTACAC I I I I I I I I I AAMGATATTTTCAAMTATATATTTTGAG ATTCTTTTCTATAAG 

CAGGTTGCTGCACTCTACACAAAGGTTTATTTGTTAAATAAACAGATGAGGAAACTATAG 

CCCACTGTGTTTTTGTTAGTTTTATTGAMCACAGTTT^ 

TGTATATTATCCACAGCTGCTTTCACCCTACACAGGCATAAATGAGCAGTTGTGGCANAG 

ACAGTATAGCCTACAC MTTT AAAATATTTACTCTTTGACCTTTAMGMAAGATTTGGC 

MCCCCCAGATTAAAAGTTTTAATGGCGGCCGGGCATGGTGGCTCACCCCTGTAATCCCA 

GCACTTTGGGAGGCCGAGGCGAGCAAATCACCTGAGGTCAGGAATTCGAGACCAGCCTGG 

CCAACATGGTGAAACCCCGTCTCTACTAATATACAAAAATCAGCCNGCCATGGTGGCCGG 

CCCTGTAATNCCACTACTCANGAGGCTGANGCAAGATAATTGCTTGAACTCAGGANGCAA 

AATTGCAGTGAGCCNANATCACCCCCTGCNCTCTANTTNGGCGATAAGTGAGACTTTCCC 

AAAAAAAAAAAAAA 

Sequence 3976 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTC 

ATGCAACAGGCAGTGTTCAAAGAGGCTTCMGTTCAAGGGAGCTCAGAGTTCCATTTTCC 

ACCGA AMGCTTTAMCAGACTGAATATTAGTGGACATT7TTGAATAGTTTTAAAACATA 

ATTTTACACCTGATCTTAGCCAGAAGGCTGAGAAGTGATAACAAAAGTGTCAGTATTCTG 

G AGAGAT ATTCCTCAGTT GTTATC ACTTACCACAGTAACTAACATCGATGTTGGACATGC 

TGTTTTTATAACAACATTCTTTTTTTATATTATTCTTTAATTT^ 

CACAGGCMTACMATCTGCTATGTTATTCCTTTTTGTCTCTCCTTGTAATTTACAACC 
Sequence 3977 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATCATGATCTTACCTGTTGTTTGAC 

TATGAAAMGAAATTTGATGCTGATCCAGTTGAATTATTTGAAATTCCAGTAAAAGAATT 

AACATTTGACCAACTCCAGTTGTTAAAGCTCACTCATGTGACTGCACTGAAATCTAAGGA 

TCGGAAAGAA TCTGT GGTTCAGGAGGAAAATTCCTTTTCAGAAAATCAGCCATTTCCTTC 

TCTTMNATGGTTTTAGAGTCTTTGCCAGAAGATGTAGGGTTTAACATTGAAATAAAATG 

GAT CTGCCA GCAAAGGGATGGAATGTGGGATGGTAACTTATCAACATATTTTGACATGAA 

TCTGTTTTTGGATATAATTTTAAAAACTGTTTTAAA 

Sequence 3978 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTGTAATCCAAGAAGACTGATCTCTTC 

TAGTG ATTCA GATTGGTTTTATCTTTGATTTTTAGATTTCATCTGCAm 

TACTCA TTTTG GTTTAGTTGACAGTTGAGCMAAAAAAMTTACTTTCTCCGGAGTAAAT 

CATCTGTTTTATTTATGCTTTCTATGTTGTTCTATGTTGTAGNGCAGTAGCNCATTAGGA 

GGTATCTTTGTGGAGTGMMNATTTTTGTGGCTGGACCCGGTGGTGGTTCATGCCTGTA 

ATCCCANCACTTTGGGAGGCCGAAGGCAGGTGGTTCACCTGAGGTCAGGAAGTTTGANAC 

CAGCCTGGCCAAAATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTACCCGGGCCT 

GGTGGCGGGCC 

Sequence 3979 

AGCGGCCGCCCGGGCAGGTACATMTAGGTGCATAACACATCTTAAAGTTGTTTAATAAT 

AGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGAGAAAATAG 

GAMTGAMGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAACGGCCTGA 

AT ATCAC TGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTAAAAATCTT 

MTTTTTAAMCTTT AGTAAG CTTTATTTATATTT^ 

MGGGTTTAGATTCATTTTTCTGAAAAACGATTAAAAAAACTACCAA I I I I I 1 I I 1 GAGT 

GCCCACACTTGCCGTTGTGCTGTATACATGATTTTACCTTA 

Sequence 3980 

CCCTTAGCGGCCGCCCGGGCAGGTATTAACAATGTCCCAGCATCTTCCTCTACAGCTACA 

GCTTCCACACAGACGCAGCATTCGGGAATGTCCCCGTCACCTAGCAACAGTTATGATACT 

TCCCCACAGCCTTGCACTACCAATCAAAATGGGAGGGAGAATAATGAGCGATTATCTACA 

TCCAATGGAAAGATGTCACCAACTCGCTACCATGCAAACAGCATGGGTCAGAGGTCATAC 

AGTTTTGAAGCCTCAGMGAGGACCTAGATGTAGATGATAAAGTGGAAGAATTAATGAGG 

AGGGACAGCAGTGTGATAAAAGAGGAAATCAAAGCCTTTCTTGCCAATCGGAGGATTTCC 
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CAAGCAGTTGTTGCACAGGTAACAGGTATCAGTCAGAGCCGGATCTCTCATTGGCTGTTG 
CAGCAGGGATCAGACCTGAGTGAACAGAAGAAAAGAGCATTTTACCGATGGTATCAACTT 
GAGAAGACAAACCCTGGCGCTACACTAAGTATGAGACCAGCCCCCATTGCAAT 
Sequence 3981 

CCCTTTGAGCGGCCGCCC GGGC AGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CMGCCTCTTGTAGTTCTAGAATTCTGTAGTTCTGGGAGTTTGTAAACTATTAAGTTTTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGA 

Sequence 3982 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATGTTAGTATGCATGGTGGACCTTTTTT 

GGGCCTTTTATTACTTGATTGCAMTCATTCTTCATTGTTGCCAAATTTATGGAAGGACA 

TTGCTCCCTGAGGTGCCATTTCCTTTCAGGTCTGTAACTGAACATGACTGATGGCACCAG 

AGTAACAGTTGCTTATTACAGCGTTCACTGAGCTGTGATTGCTCCAATACTTTATGTTGG 

CAGATGTGTTTCCCTAGGAACAGCATCTCTGAGACAGAGGTCATTGATCAAACCCCCTCT 

GGCTGTTCCATTATGTGCAAATTATTGCTAAAAGCAGAGAGGCTGCAAGGGAGGTGGTGT 

GTACAMAGATCTCATTGAAAATTTAAAGTCATCATAATTTGTTTGCCATAAATATGTAA 

GTGTCAATACCAAAATGTCTGAGTAACTTCTTAAATCCCTGTTCTAGCAAACTAATATTG 

GTTCATGTGCTTGGTGTATATGTAAAATCTTAAATTATG 

Sequence 3983 

CCCTTAGCGGCCGCCCGGGCAGGTACTTAACCAGAGTTCGTGGATTTTGTGGACTTTAAT 

TGGACTCAATTCACTCTGTGAGCATCCTGGATTGCATCGATGAACACTGAATTACTGTAA 

GAACATAGACAGGCTCTCACTATGACCTGGACAGTTTAAGTTGCTACACTGGTAACATTC 

TAGTATCMGGAGMTTCCATTCATCATGACATTCACATTTTACTTTTCTCAATGGAATG 

CTTGCTTCAGGCTTACCAATCACACCTAGAACTGAAGTCTGAGTGAGTGGTATTAATAAT ' 

TTTTCTGAAAGGAATAAAATTGGAATGTTTCTAAATGTGGAGAAATTCTTCAGTATCCTA 

ATAATATACCCAAATGCTTTTTCTGGGAGAGAGCATTCTTTTACAAAAGAACTTTCCCTA 

TAAAAGCATCACAGTATAATGTGMTTGGCATTAAMTCTTTGGATGCTnTGCATTATT 

MGTTCATGGAGAAATATATTCTTTTTACTATGTATGTATTAATAAAAAGTGGGCAAAGT 

AMGTTTGCAAAATTTAGTTTCTCTAAATTTTTGCACAGTGACTGCAGCTGGCTATGGGT 

CAGCTCTTAATACAACAA 

Sequence 3984 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGGCGTGAGCCCTGCACCCAGCCC 

AGACCTTCTTCTTATCAGTCACCAACTGAGCTTTCCCTGGGACCACTTCAAAAATCGGCT 

G TTCAT GAGCCCCGGTGCCAAATGCCCGGCTTCTAAGAGATACATGAAAACCCTGATTCC 

TCTTTT CATGGGGAAGACGTC TCTGTCCACCCAGTGGACAGCACAAACAGCTCCCCGCGT 

ACTTTNI 1 1 1 1 I I I 1 1 1 I I 1 1 I I I I I I IGGGN I I 1 1 1 1 1 1 1 1 1 I I GAGTTTCACATTAAC 

TGGAACTTTAT 

Sequence 3985 

ATNTGACGGCGCAGTGTGATGGATTCTGAGATCNCCTTNGACGGCGCCGGCAGGTCATAA 

TAAGANAGTATAAGNAATTTAAAGACTTTACCCAGCCGGTATATGTCTATCCTCGGCTTG 

NTAGGNCTCNCCACTTACAAACCCCAAAGAGGAGNNNCTCACTTACCTTGAAAAGGCATT 

AAAATCCATACTGATTTCAAGCCTGGTGTGTCAAGGCGAGGNCGGTGTGTGGGTGGCCCT 

TACAN CTAG ACTTTGGTNACGTNCCCTCTACCGAAGTCTTCACAAGAGGATNGCTGCTGG 

TGTMTTTTATTTATTGAGNTGTCAGTTTGNTTCTCTGTTCTATTGCTGCCTTTTT 

Sequence 3986 

CCCTTGGCCGCCCGGGCAGGTACTCAAAACAGCACAACATACAGTCTAAAATCAAGATTT 
CTGTCATTCAT TTAMC TTTGCATATATTGCCATGATGGCTTAAACATAAAATTTCTCTT 
GCACTAACMCTTTTTAAAACCGATTTCAAATCACTTCATAGT7TTATTTTTTATATTTT 
GAATTCTAGCCAGTCTTMAATCAGCTTTGGGAGGGGGGTGCATATAACATGTTTTTTGT 
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TTTGTT TTGN i i i I I GN 1 1 1 1 1 1 AAATTATTGCACTAGAATTTAGGGGTTTGGTGCCTCT 
CCCGTAI 1 1 1 I I 1 1 AAAAAATAA 
Sequence 3987 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCT 

CAAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCAT 

CTCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGG 

ATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACGTTCCTTC 

TCTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGA 

GCCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATA 

ATCTAGCACAGATTGGTATGATTATCTATACTTTTCAGATGAGAACACTGAGAGTCAAAA 

TTAAGTAGATTTGCCCAAGGCCATATAGCTGGTAGGAGCTATAAATAATTATCTCAAAGA 

AGTCATTATTACGTGGGATCATTCAAGAAATTTCTGGATTTAGAAAATAGCCTTAAAATA 

TGAAACAAATATTANCATTTGTTAATTTGAGATGTTATGTTCACAGATATTGGTAAGATA 

TCATTTTAATTTATGGGGTTTAAATTTCTTTT 

Sequence 3988 

CCCTTAGCGTGGTCGCGGCCGANGTACTATTCTCTCTCCCAGATCAAATTTTCTCCGGTG 

GCTAAMAGTTGTTTGTGGTAACTGCAGTGAGTGCTATATCTGTAATTTTTCTGGCTCAT 

CACTTTAAAAGAAAACGTGGAAAGAAGAAAGGAAAAATATTACCATAGGAACCANAGCAC 

CTCATACTTGAATACACTAAAAGAGCAGCATCAGACAAAGGTTCAAGTTGNTCCAGTAGC 

AGACAGAATTTGACATTATCTTTAAGTTCTACCAAAGACAAAGGATCTCAAGTTTGTAAC 

TATGCTAATGGAGGACTTTTCAGTAA 

Sequence 3989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTTGAAGTCAATTTTGTCTGGAAAGGA 
TTGATC TGAG GCTTTCAAGGAGAACCAGAGGAATGTATATGTGTCTCAGAAGCCAAGAGT 
TTGGAATT7TAAGATAGAGCATGATCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 
TATGAAAATGCATAT TCTCAAA CTCCACGTCAGACTTACAGAATCAGATTCTGGAAATGG 

GACCTAACAATATGATTTTTTTAAACAGTCCTTCAAATGAGTCTTTGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTA 

Sequence 3990 

CCCTTTCGAGCGGCCGCCCG'GGCAGGTACCGCGGGAGGGAATTTCATCTCTACTGATTGT 

CTCCTAAAATCTGAAAAATTGATGCTTTGCCCTAAAAAACAATCTCTCAAATGATTGAGG 

AAACAATGGAATAATTGAATACCCTCAACTTAATTCTAAATTAAGGGAGAATTTGTTGGT 

CAAGTGAAGACTGTGTAT AGCT AGAACTGTAACTGAGAATTTAGGCAGCAGATTTTTAAA 

CAATCCAAATAAAAAAAAATTTTGCCCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACT 

TGGCCCATGGTAGATAATCTAAAAATGTGATATGTGAAATTCCATGAC7TAAGACTGTAA 

AAGACTGCGTGGTATTTAGTGGACATAGCAATATTCATGGAATGAATGAATGAATGAATG 

AAAAGGTGATTGAGTGATGGCCTGTGGATATGGGAGGCTCTAATAATAAAATTCTGACAA 
TAACTG 

Sequence 3991 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCGCGGGCTAGTAGAAGAACTTAAAGAAAATAAG 

CMCACMCMTATATTTGTAATACACCTTGTCTTAGTCTATTTGCATTGCTGTAAAGGA 

ATATCTGAGGCTGGGTAATTTATAAAGAAAAGAGAGGCTGGGCATGGTGGCTTTATGCCT 

GTAATCCCAGAACTTTGGGAGGCCAAGGGAGGAGGATTGCTTGAGCCCAGTCTTGACAAC 

ATAGGAAGTTCAAGTCCAGTCTGGACAACATAGGAAGACTCTGTCTCTACAATAAATTTA 

AAAATTAGAGGGCATGGTGGCACGTGCCTCTAGTCCCAGCTACTCGGGAGGCTGAGCGGG 

GAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGTCNAGATTGCGCCACTGCACT 

CCACCCGGAGTGAGACTCCGTCTAAAAAAAAAAAAAAAAAAA 

Sequence 3992 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGGATGTTCAGTAACTGCTTCTAGGAGA 

AAAG GTAGAGTCCTATCACTAAGCCGCAGATATTTATTTGTGTGTGGCTAGAATGGGATG 

TTTTGMTCTTCTGTTACAACCTTGGGAACGTGGCTGTTIvrnTCAATTTATGAGCCAGAA 
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ATTTTCACATCCCGMACTACAAMGAGAAAAAGAGCCTTATTAAGTGTCATGCTTTCCC 

AAGACTACCTTCAAA GAAA TATGAATCAGGATAACCTGTGATCTAAATAATGTCATCTTA 

MAC TGAA GAGTTTCTTTTGACTCTTCTGCTACAATAGCTTATAAAAAAATCTGCTTGCA 

GACATTTTAGAGAGMAGGACMTGAAGTGATTTTCTGAATGGGAATGACAGACCTCTGG 

GAAGCCAGCT ACCAC TGAATCTCGGTATCAG I 1 I I Ml 1 AAAGTTTANAGTTAGAAGGGG 

TGGTCGCCTNCTTTTCACCAGATGCCGGAAGCCTAGGGACCCAGCAAGGCGGGGGTGCCC 

ACCGCTTGCCCCACTAGTTCATATCAAAAATTTGGGAAGTGGGAANGGCCACTGCCCTNC 

CCACNTTAGCAATTCCATAACCCTAACCAAAAGGACCTTAACCACCCTATCTCACTGGCC 
AGGG1 1 I I I I 

Sequence 3993 

CCCTTTCGA GCGGCCGCCCGGGCAGGTACTTMCCCTTGTTTTTAATATGAGTTACAGAT 
I 1 M I U I I ICTGG TATGTC ATTTGTCTTTTGACCTTGGNGTTTTGTTATGGATTTTTT^ 
TTTTNTNAMCTTATTTTTTNNGGOT 

CCNTNTTNAMTTTTANGGANTTTACTAGGCCAGGCNTGGTACCTNNCNCCTNTTTNTAA 

ACNNTTTGNAACCTGAGGGGGGGGCNTCCNTNGACCTTNGGANTTAAAGGCTNCAGNGAN 

CTTTAATNGCTGCCNNCCACCCNGATAAACAAAGNNANACCNGNTNTCCACTCCCCCCAA 

AMAMNTTTNTANGGMTTNTCCTNNAANGTTMTTTTAATACTTCCGGGTTNCTTTTT 

TTTNMT TAAATNNTTGGGNCGGNTTTTCCNAACGAACTGTTTGAAAAACAANCCNCTGT 

NUN! NTAAANAGCTCNCCANTTNNCCCAAAATTTTTTMGNTTTTTGNACCCCCCCG 

GMGGNGGANGCCNCTTTTNMNAATMAAANCCNATTNGGAANTGGGCCCCTTTTTCGG 

GGAATTTNGGN NTCCGGCCCTTNGAACCCCCGGGNTGGNNCGGGAAACCAATAANNCCNN 

I I I I 11 I I I I I I NAAAAG GGGNC CCCAANNAAAACCCACCTTTTTTTNAAAAAAAANNTT 

N AA AAAAA AN NTNTN N NTTTTTNTCCCC AAAN CC N AA AAAA AAAAAA 

Sequence 3994 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATCATCAAGGCAGAAACAGTTTCCCAACAG 

GTTATAT TTTCT TAATGGTAGTCATGAAGTCACCCCACCTGCTCTCAGTTAAAACAGAGC 

TTMGGCTTT TCCACA GGTGTMGATATCAAACTTTTAGCCTGCCCTGATATCCTCCGGG 

TCTTCTGCAGTTTTTTCTGTATCCACTAGAAAGTGAATGAATAATTCATTTTTTA 

ATTTTCTTTCCTGTCTCAGTATTCTTGCTGCTGCATCCCATTGTTAGATTGATTT 

Sequence 3995 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAAC 

MCAAGCACTCAGGAMCTTTAGMTTMGACATTAATAGCTTATTTCTTTTMGTTTTA 

MATTAT AGAAA AATAGTAAGTGGCATGGTATTGTTTGACTTAATTAGAATGTGAAAACT 

CTAGT GCTT TTGTAATGCTCCAAGAAGAAATCCAAATATTTGAAATAAGACATTATTATT 

GGTCATTTTAAGATACTTCATGTTTTTCTTAGATGCCTTTGAGTAATGGACAGATGGGCC 

AGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATCACCCCCCTCAGGCATCTGTGG 

CAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATGCTGAAAGTGGCCCACCAGC 

CTNCATATACACAGCCCCATTGTTCTCCTAGACAAGGCCATGAACTGGCAAAACAAGANA 

TTCGAGTGAGGGTTGAAAAGGATCCAGA 

Sequence 3996 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCCTTCTAGTGAAGGATTGTCACAGAGTTTC 

ACTGGATGAMCTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAATTATTT 

GCAAAAAAGAAGAAGAAGAGGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGAAAGAA 

AGAAAGAANGAAAGAAAGAAAGAAAGAAAGAAAAAGAAAGAAAGAATAAAAAAAAATGAT 

AACATGGCAACCACCAAACTCCCTTAAAAACAAACATTGGTGACATGGCCAATTAAGTAT 

CAGTGAGCCTCCTATCTGGGACTTATCTGTTCCTATTGTTTCAAAACCATTTCATGTACC 

TGCCCGGCGGCCGCTCGAAAGG 

Sequence 3997 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGAAATCAGTGGTAAGGAAAAAAATGGA 

CAGGTCATCTMTATGTAMCAATTTAACTTTGATGTAATCTCTTGTTTGCTGGATTTGG 

TCCTGGGGMAGTCMAGGACTTTCTTAGTTACTTAGTTGAATCTCTCACCTTTTCTCTG 
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TCTTCTCATTTMCTTCTCTTCTCTTACCTTGCAGAGCATTTTGATGATGAGTCCAGCTG 

AAMTAGTGTTGTGTCAGGAATTCAGACTTACGGCCTAACCCTTTTTCTTGTGGGGAAAT 

CTTTAGGTGTATAGGACTGTGCTAATGGTGATTTAAAGTAGAACCAGCAGAGGTTTGGTC 

TGAGGGAAGGTGAAAGCACCGTATTTTATCAAAGTTGAGAACCTGTAGAGAATTTGGTGG 

GTTCTATGmCAMCAGAGCTCMATCTTTTGAGGCTCMGTTCCATTTTGCTCTTGGC 

AAAACACAATTTCCTGGTTCAAAAGAAAATAAGCCCATAAAAAAAGGGCCCCCCAKIGCTT 

CTTGGACATCAAAGCTTACNAAGAATCCTCTTTATAAAAACAGTATTTGGGATGAA 
Sequence 3998 

GATATCTGCAGAATTGGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCAAGATCA 
CATTTATGATTATAGCMGAAAATGTGTGAGGAMTGTGCMTTTGAATTTACCTTTAGC 
CTAAAATACGTAGAATGTATGAAGTCTGAATTTCAAGATACATGGGGTATAGCACTACAA 
ACTACAATCCACTGGACATGACCTCCAATGAACTTTGGAGATTTTGGAAGCAGTCAAAAG 

MCATMGGGCCACGGGGTTCTACTTTTATTACAGCATTAGGTTGTTTGCTGCTTTTATT 
TCTCTACTTTG 1 1 I I I CTGTACCT 
Sequence 3999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 1 1 I I I I 1 1 1 I 1 1 I I I I I I M 1 1 NNNNNAC 

CTCNGGGAAGACAATGCAATAGCCTAGGCAAGGCCATAGGACAATAAAAGAAGGTGTCAT 

CATGA CMTT AC1TCACTATTGTATATCCACCCCAGAGGCTTTATCATTCTTCCATTTTC 

TTATGATTTTCATCTCATCTGGCATATTTGGGAGTAGATGATGAATAGTTTTGAAATAAT 

TATGTGGAATAACAAATAGCAAAACGTTCAAAA 

Sequence 4000 

CCCTTAGCGTGGTCGCGGCCGAGGAGCAAGAGCAAGTCTAGTGTGAGAAGCACTTTTCAG 

GCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTNACTAAGCCTAGACTCAA 

MTATGAGGGCACTGCA AAGATTC ACAGCAAAGATTCATGGCACAGGGCCTAGACACAGG 

GAGGAGTCTCTGTATTTGTTTTTTCTTTGTATTTGTTTTATCAAGTGAAAAACAAATAAG 

GATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGATTTTAGTTG 

GCCMGATGTMCTGGCATAATGMTACAACCAAATGAGAAATATTACCTTTTTTTGTTG 

ATGATGTGATTGTATACCTGTAAGAGTGGAAGGACTCCAGTAAAAAACTGGAGTGCAACA 

ATCAGTAAGAATATTTGACAAGGCTGTTGGGACTAAAAAATAAATGTAGAAAAATCAGTA 

AGTCTTCTTTATAGCCCATTCCTTCAACAAATATTTATTAAACACTCACTGAATAATAAA 

GCATTCATTCTGGTCCCTAGTACCTGCCCCG 

Sequence 4001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATTAGAAGAGACAAGCATAGACTTGTATC 

ATA GACTT ATATGCTTGTAAAGAGGAGGTATATTCAACACATAATTACATAAATATTTAC 

TCATTTTTAAAGTGGCATTTTGAAATGATTCAGTGCACAATAACCTTGTCTGGGTTGGGT 

TAAGGGGTAGTGACAGGAATGAAAATGATACCTGAAGAATGAGTAGACCAGAGTGGGAGT 

ATGTCAAACAGGTCAGCATATGCAAGGACCTTAGTTAGGGAGAAGTTTGATAACTTCCAA 

GAAGAAAAGCCATATGATACACAGTCAAACCAAAAAGAAAAAGATGTATTAAAATAATAT 

CTATAGAGATCTAAAATATTATCTCTAGAAATGTCCTGCCCGGG 

Sequence 4002 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACCAAATTCATCATTGCATTTCTCCACCTGGAA 

ATGGTAAGAAAGGAATATCTTCATCATGCTCTTAGACTTAGTATGATGGACACTGTGATA 

TTGGAATTACTCTTTCTTGGTCATATCCATCTGCTTGCATAGGACGAGACTGAAAATCTT 

TAGCAGGATTTATAAACGTCTTTGGAATGATGTAGCACAACAGTGTTTTACTGTGGGGAA 

TGGGGMTGACTATCTGAMGGGAMATTGTTTGGCATTTTATATTATTTCCAGGCAGTG 

CAAACTG TCTAGC AAGTAGAATGTTCATATATGAATCTAATATAGCAAATTTATCCCTCA 

TMTACTGTTTTTGAAACATCAAGTTTATTCTCAATGTGTGGCTCTAATGACAATTTCTT 

GGGGAACGTAATA GAACTG CAATAATGACTAATGGAAAAGACTCTAAAGCTGTATCTGAT 

GGGAAATGATTTACTTTTTAAACTCTTTCTATTTAAGGAATTAGCTTACCC 

Sequence 4003 

TATCTGCATAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAGAACAACCCCTNTCT 
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GAAAAGCTTGAGCCAAAACAGTCCCAAAGACAACAAGACCCCTCTCCCAGCCTCCACAGA 

ATGGAAGATCTAAAGGTTCTCTTGAGATGATCCAGCTAGTATGGAAGATCTAAAGGTTCT 

CTTGAGATGATCCAGCTAGTGTCCTATTCTCCTGCAGTCCCTGTTCCTAGGTTTCCTCAA 

CGAAGTTTGACAAAAATCTAAACCAACATAGCCAACGAACTTGCCTTGTTACACAAGAGT 

GGCTAAMTAGCATCTCAMTATTCTTTCAGTTCACTGTAAAAATTTTTCCCATGTACCT 
GCCCG 

Sequence 4004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGAGCA 

GCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAGAAT 

TTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAGAAC 

ACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTAAAA 

AGCATATTATGGGACAAAACAGATACATGAtGTGCAAAACACTGTCTGCAATTTAAATGT 

GATATGATGGAATTTGG 

Sequence 4005 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTTACCTGCAGCATTTGTTGAAGAAGCA 
GAATGCTACTGGGAGAGAGCCACTTGGGAACATCATATTTTCCTCTCTACAAAAACAAAG 
CATTTAAGA GATT CAGGTTCAATCAGCCTTGACACAAATTCCTTAGGTAATAACATGCTG 
GAGGTTTACTTTTAAGCTTGAANACTTCACCCAACTACAATACTTGGTAAACATTATTAA 

CTAAAAAAAATCAATTTCTTGGCTGGGCGTGGTGGCTCACACCTNAAGTCCCAGCACTTT 
GGGAGGTCA 

Sequence 4006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAACAC 

TATTGTAGAGTCTTACATGAAGCTAMTTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAAATGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTAGTCTTTTTTGTGCAAAANAAAAA 

Sequence 4007 

ACCAAACATCTGAAAATAAGAAGACAGGGCTGCAGAGCCCTACACAGTCAATGGGGCACT 

TTGGCCGAGCCTGTCTCACCTCATCTTTACAACTCTTGGAGGCAGGTCCTATTACCTCCA 

ATGAACACAGGAGAATATGAGCGTTAGAAAGGAGAGTGACTTGGGCAGGGCCACAGGGCC 

CCCAAACTGGAGAGCTGATCCTTATCCTCTGCTTCTCAACTCTTTCACTATGCCATGCTG 

CCTTTCTGACCCTGTCTTANTCTTGATTGTCTGCTGAAAACTGCTGTGAGTAAGAACATT 

CACCTTCCCCAGGTCGAGCAACGGTTGCACCTCAATCCATTCTCTGCAGGCAGCATCTGC 

TTGGTGTTATACAAAGAGCGACACATTTTCAAAACTTTATTCCC 

Sequence 4008 

CCCTTAGCGNGGTCGCGGNCGNGGGACCTATACAATTACTTGGTTGCTTNACTCCCCCCG 

CAATTNTAGCCAAGATTGAGCAGACTGGATNGAAGACTAACTTANGTGAGGTNTAAATAA 

AGAGCTTMTGTCTTAGAAAAGGCCTTTTGCACTTTTTGAATCTTCTGTATCCTTCTGGG 

TCTTAGGCCATTANT AAAG NGGGCACAATCATCCCATAATGGCTCCTTCAAACTAGGGAC 

ACAGGGCCCGTGNNTTTTAGAAGTTTCAGTGANAAAGGTAGAAATCAAGTGCATTTATGG 

GCTGTCACCACTTACTGCTNCTATGGCCCTGNTATGGGGNGACTGTGTCAAGTCAAAGAC 

TAATTGGCCACTCCTNTATGGTTACACAGGNAATGAAAAAATCCATTTA 

Sequence 4009 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 

GGAGAGAAGTTAAAGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACMCACTTCATTCCGGTTTTCATTTTCTTTGTGTTC 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTATTAGGCAGATGAGGGCTTGTTAGATCAAGATGTAAACTCTCTTT 

CTTCAGTCTGATTTTAAAATGAACTGTCATTTGTAGTAATTATTAAATGAGAAGCATAAA 
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TTAAGTATTTTACTTTTTTTATTTGNAGGAAATACAACTGGAGCACGCAAAGCAAGCCTT 

TGTGCAACGGG 

Sequence 4010 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATGTTGATGGGTCTATGTTTCTTTCCATTT 

GTTATGCTCCCACCACTGACTGGCCAATCTTCTCTCTACCAATACCTGTTATAGATCAAC 

AGATCACCATTTGCTT CTCTG AAGGCCTCCAGATGATTTCTGGATGAACCTTCCACTGTC 

TNNCTAAAGGCCCACGTTTTCCATTCTCCCACACTGCATTGATCCCCATGACACTTTATG 

CCCAGAA TGCTA CTCTCTGGCCATTCCTGTCATCCCCMACATTTTTGTTTTTAATTCCA 

ACATAACATTTTCACCTTCCAMAACCTTTATAGAGMGATGMACCTTACTTTGCCCTC 

ATGGTCTGGCAATGACATACCAATAGCTACTGATTCTCTCTAAATGTTTCCCCAAAACAC 

TTAGCCATGAAAAAAAAAAAAAAMCCATTTAATTNMAAGNANTTTTGGGANCCNNCCA 

ATTGGCNNTAAACTTTTGGANGTTTAAANNNGGGNN^ 

TTTCCCCCCTTTAMAAANTTNGTTTTTGGGGAGNAT^ 

TCMCAAAMNGGGNNNGGGGGCTNTTTTTTACCCTTNNAAAAAAGGGAAANGGCCTNTA 
NTNAAAACTTGCTTTNAAAAAAN I I I I I I I i I I I 1 I 
Sequence 401 1 

ATCTG CAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACTTCTGTGGCCTTGAGTAT 

I l l l lAAMGGCTCMCTGTMGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCACCTA 

GCCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAGAGTCATTGAGAAAC 

ATTTCTCAMCAGGAAATCCTTCTTTTACTAATGTGGACATATAGATTATTCGTATTATA 

GTTTGTAGAACTACCTAGTTCAGAATCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCTTG 

AATTTTCATAGACAATTGCAACA 

Sequence 4012 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAAATAGATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACTTTGATTAAAAMAGTATTTTCAMTATAGGATAGTGCATGTATATGAGAATACTTTT 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAMTTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTAAGC 

MCAMCATTATTCTTATCTATAATAAAGCAGATATTTCTGTCTGCCATACATATGAAAT 

^"'^3^Z^^^^"'~^^^ < ^ G AAGTAATTTTT AAGGCTAGTCTTTTTTTATAATTTC AACTT 

TTATTTTAGATTTGGGGTAGMTGTGCAGATTTGTTACATTGGCATATTGGGGTGAATGC 

TGAGGTTTAGGGTNTGAAATGGATCCCATCACCCAATAATGGAGNTTAGGNACCTGCCCC 

GGGCCGGCCCGNTCCGAAAGGGGCG 

Sequence 4013 

CCCTTAGCGTG GTCG CGGCCGAGGTACTCTTATATTTATTATTTTACATTACGATTTTAG 

GMAGAAAMTATTTTCTTTGCTTTMTMATAAATCATTGTCTGAGTGGCATTTAGCTT 

AACTGCTGTGTAAGACAAACAGGATCAGAGTGGTCAGCTAGTTTTCCATTTGGCTTTTTC 

CACTGCCMGTGGGTTTAMGGAAMCTATTTCATACTTATATTTGCTTACTTGGTTGAA 

TATTACCACCTCTGCTTACTAAACAAGTCTAAATATACCTTTCTAGGGGTAACTAAAGAG 

TATGTTACGCCTACTTAGTTACACTA 

Sequence 4014 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACGCCTTGTATTTATAAAATTAATGTAAACAT 

TAGAMTCAGG AAGAATATAATG TMCACTGCACTGTTTTCTTATTTATAGCCACTTTTC 

TAAAAATACATA I I I I I I I I I I I I AGGTCCCGATCACACAGCAAGAATCCAAAAAGGTAG 

GTGTATTACATAAGACAGGTATMGTAGTGMGTTGTCTTTTTCAMGGTAGTTTTTATA 

GATTGATTAMTGGTCCTTTMMATTTTCTTTTTTGGCTGGGCACGGTGATGCATGCTT 

GTGATCCCAGCTACTCAAGAGGCTGAGGCAGAATTGCTTGAAGCCGGGAGGCAGAGGTTG 

CAGTGAGCCAAGATAGCACCACTGCACTCCACCTGGGCAACAGAATANGACTCTGTCTTT 

CAAA 

Sequence 401 5 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I ll II I I I I I II G I I I I I I I I I I IGCCCT 
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TTA6CTTCACAGGTTTGTTCTGAAATTTATGAGGTATAAATTCTTAAGAGCAGCAAGAAA 

AATTTCGAATCTATTTGTAGAAACTGCATATGATGATGGTTCATACCAGTAGAGAGAAAG 

ATTGGATTTGGGGGTATTACTAGTAGTAAGGGGATTCACTAGTAGTAAGGGACATGCAAA 

ATAAAATCACATTGAACTAGTTCAAAATCATCACATTGGCAAAAGCATTAGAGTGCCAAT 

TACTGGAAAGATGTGGAGCAATAGGAACACTCATACGGTGCTATAGGAAGTAGTTGTGTT 

TAGCATAATTTGGCAATGTCTAGTAAAGTTGAAGATGTGAATAATCTTTGACCCAGCAAT 

TCCATGTTTAAACCTCTACATAGTCTCTCCTCGTGTTTCAAGGAGATCATATGATGGTCC 

ATTGCAGAACTGTGAGAATGAGAAGTTGAAAGCAATCTAACCATTAGGTTAAATACA 

Sequence 4016 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAAAAAGAAAGAGAGAGAAAGAAAAGGCTACTT 

GGTATTTCTCACCTCTTACTTTCAAACCATTCAGTTAAGATGACTTAGTGGCATACAAAC 

TTCATTCTATAAGAATATACCTTTCCCTGGATGCTTCATCTGGGATACCTAGGCATATTT 

CTCGGTCGAACCTTCCCGCACGTCTCAAAGCAGGGTCTAACGAGTCT 

Sequence 4017 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I I I 1 1 IC I I I I I 1 1 I I 1 1 1 1 I I 1 1 I I I I I 

" i i i 1 1 U I 1 1 1 I 1 1 TTTNI I 1 1 1 I I I 1 1 I I II 1 1 NGGGNGGNNNNAAACTNAN 

TTNNl II I I INAAAAANANNTNNTTNAAAAAAAAAAAANANAAAAAANNNCCCCCNNNTN 

TTAAAAAAAMAAAMATTNTTTTTTNTTNNAANCCCNCAAAAAAAAAAANTNGGNCCTT 

GAAAATTNNGAANGGGTGNGCCAAAAAAAAAAAAAANNTNTNGGCTGCCTGCCNCNCCGC 

NNGGGGNANGAAANNNNCCCNCANGGGGNNAACCAAAANAAAATACAATGAANACCACCC 

CAACACACACANNAAAAAAANAAACATTTNNNAAACNGNNNGACCNNGAANNGNNNAAAA 

AATTAAAGGGG 

Sequence 4018 

aatcctatagggagtcgaccccgcgtccggtaggtttgtgagagaagatgaccacggcca 

catgXggaggtgacgagcagagatgtctttgaatgtcactttactttgagcatgaaaact 

cccatgtcacgtctctatctaccaccatctttaaacataaaatttgtagatatgctgatt 

CATTTTACCTTGAAATCACGAATGTMTACAGATAAAGCAAGACATCAAACAGGAAAGAC 

TAAGGCTTGTGATAAGCAATAACAGCTTATAATCAAGACCCCATTCAATCTGTCCTAGTC 

CACTGATAAAATAAATGTGCAGTGCTGTGCTGCACAGAAGATAAAGCACATGGCCCGTCA 

TGCAGACTTTAATTTCAATAAAATCGTTACTCTCTGCAGGAGTGTACAAATGTCAAGCCT 

GTATTGCATGCACAGGTTCTGTCCTCAAACATACATTAATGATTCCAGTGTGTTGCTCAA 

ATAGTTGGCTTAGCAGCTCAACTTCCTTCCTCCCCCTCCAAAAACAAAAAACAAAAACCA 

AAAACAAACAAACCAAAAAAAACCCAGCCTAATACATTCCAGGTAGTCTATGAAGGGTAA 

AGCTGACTACCTTGG 

Sequence 4019 

AGGTGTATAAGCTAGCTTGAGTCGACCCACGCGTCCGCTGGAATATGGCGAGAAAACTGA 

AAATCAGGGAAAATGAGAAATATAGACTTTAGGACGTGAAATATGGCGAGGAAAACTGAA 

AAAGTTGGAAAATTTAGAAATGTCCACTGTAGGACGTGGAATATGGCAAGAAAACTGAAA 

ATCATGGAAAATGAGAAACATCCACTTGACGACTTGAAAAATGACGAAATCACTAAAAAA 

CGTAAAAAATGAGAAATGCACACTGAAGGACCTGGAATATGGCGAGCAAACTGAAAATCC 

AGAAAATGAGAAATACACAATTTANGACGGGAAA 

Sequence 4020 

TGAAGTGGGAGGATAAGCTTTAGNTTGGGAGTTCAAAACTGCAGTGNGCCATGATTGTGC 

CACTCTACTCCAGCCTGGGCA ACAA GAGTGAGACCCCATCTCAAAAAAATTTATTCAGTT 

NAMTCTTTAANANTMAGCANTTTTGAGTCGNATTTTGCGACATTCTNAATATAGTTTT 

CCAACTTGCATTAAAATACATTTTAAACATTTTTGMGACTAMTTMTTTTTTTAACTG 

ACATTTATGTTTCATTTGACMCCTTNCGCTGTATATTTTATGTGGACTTTTAGGTATTG 

TANNGATTCCTTTNATGAANAAATAAAATAATTGNCATTTAAAAATGCATATTATTATTA 

CCTTATGCTATAAAAATAGTTTTAAAATAGAGTATGTTTATTAAGATTTAAAAATAAGTA 

TAGTCATGCACTGCATAACAGCGTTTTAGTCAGACTGCATAAGATTACGATGGAGCTGAA 

AAATTACTGTCACACAAATACTTAC 
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Sequence 4021 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCTGTAGTAGTAGGCAAATGCTTCCCCTCCT 

GCACCCCCAACAAAGATGTCCTCATCCTAATCCCAGAGATCTTTGAATGCGCTATCTTGC 

ATGACACGTGGGATTTTGCGGATTGCCTGCTCTGAAATGCAGGAACTACACAGGAGGACT 

AGAGAGAGGCTTCTAGGAGAAAAGTCCAGCCTCTGGTTCACAGTCAGCAACAAATCTGAA 

CGTTTAGTCTTACAACTGTGAGGAAGTGAATTCAGCCAACAACCCAAAGGAGCAAGGAAA 

TGAATTCTTCCCCAGAGT 

Sequence 4022 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTAATTCCAG 

TTTGTTCTTGGCTTTCTTAGTTCTGAAAATTGAAATCTGCTTCATTTTCACTGATGCCTG 

TGTTGTAATGTGTCAGTAAACTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTCT 

GCATATCTTTGTGCTGTTCTGGMTTTGTTTTCTGTCCATCACCGCATTTACCTGCCCAT 

ACTCTGAGGCTAACATATCCAGMACTTTTAMCTTAACTTCCATTTTTCAGAACAAGCC 

ATCTGCTTTAGAATAAATGATTTCCGTTTATCCAGAGAAAAGTAACTAGGTCTTAGAGAC 

TTCGTGTATTCGTCCGTTCTCACATGTGGCAAAATATGGNNTTGGTTTTTC I I I 1 1 1 1 1 1 

TTTG AMGTGTTATTTCTTCGTCCTTTNGGGTTAAAAAGNTTTCACCGTCNTTGGTGCCC 

TTTTGTNNNGATGCNCCTTNNTAATGGGCTTTGACATTGTGCCAATNGTGAAGGGACNTG 

CNTNACCTNTAAGCCTTAAAG 

Sequence 4023 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAAACAAACCCTCTACTCGCAAGTTTTTGTG 

TAGATACT CAATCA GTTGGTATATCTGGGCAATGCCTTCCTCCGTCAGTGGGGACCCAAA 

TATCACTCCI I I I ICCTTTCGCTTGAGAGACATGAGAGACCGGAAGAATCCTGATGCTGG 

GCCAGCCCCGCCAGGCAACTTAAGGTCCACTTCCCCCATCAGCTGAGCCAACTCAGTTCC 

AGGTAAATCGATGAGCCTTGTGATATTGCTGACCACCAACTCAGTGAAAATCTCAGGTTT 

CTCATGTCGGAGTTTCTCCACAAAAAAGTCAGGATTAAAGATAATGGGCTGACCTCGAAG 

GGAAGAATCATTGCAGATCACAAAACTGCAGATGGCATCACTCCGGCCGGATTCGCGGGC 

TGGCACCTCCCCTTCACTCTGTGCCTCAGTCGCCATCTTCGTCAGCAAACTTCTTTCACC 

GCCCCACCTTACGTCCCCCCCGCGTACCTGCCCNGGCGGCGAA 

Sequence 4024 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGAAAAACGAAAATGGGCTGCTGTCCAA 

AGTTCTTAATGGTCAAGTGTCTCTCTTCTCCTCTCACANAACCATCCACACGCTCATAGC 

TGTAGCCTTTACAGAGAGGMGAAAAACAGAAATCTTAACCCTTTTCAAGTAGTCTTTGG 

GGMTAAAAAATTAAGCCCAAAACCAAAGGCCAATTTTGTCCCTTTCCATATACAGGCAC 

AGCCCTACTTTAAGCAAATCCCAAAGGGAAAAATTTAAATTAACAGGGACAATTATCATT 

TTACAAAATAACTCACCATAACATACTCCTCTGGATTTnTAAATACATGCAGTTGAAGT 

CTTTGGCACTTATGAAGTTAATACTCAGTTTTGGCTATTCTCAAGCAACCCTG 
Sequence 4025 

GCCCTCTANNGCATGCTCGACGGCCGCCAGGTGTGATGGATATCTGCCAGAATTCGCCCT 

TACGTGGTCGCGGCCGAGGTCTGATCATACTCAACAAAGATGAATGTTAAAAACATTAAA 

AGAACCAGTCACAAAAGACAACATATTGTATGATTTCACTTGCATGAAACGTCCAGAATA 

GGCAAATCTAAGAGACCAAAAAAAAGTAGATTAGTGGGGGCCCGGGAGGGAATGGAGAGA 

MTGGGGTGTCTGCTACCGGGACCAGGGTTTTTTGGGGGGTATATGTGTTTGAAAATATT 

ATACAGTTCACTGTGGTGATGGCTGCCCAACTCTATAGTATCCTAAAAATCATATCCTCT 

AAATAGGCAAACTGTATGGTATGTGAATTATATCTGGATAAAGCTGTCATTTTAAAATGG 

AGGGCTTTAATATGCTTTCATTATCGATTTCATTTTTCAAATCCATTCTTTTTTTAAC 
Sequence 4026 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGNNNGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 
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ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCAACCAACTCTTCCGAAACAGCAGCATCAAGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTCGGAAAGTAAACAGAGTTGCCATCTATGANGAATTTCTGCGGATG 

ACCCGGAATGGTACCTGCCCGGGCG 

Sequence 4027 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 1 I I 1 1 I I I I I GGGGGGGGAGAAGTTAT 

TTTGGATATATGGCTTTAATCAGGATAGACTAGTTTATATTACTGCCTGATTACTTTTGA 

AATTCCAGAAGATGTGTAATCCTAACTGCATGATCACAGTGAATCTTATATAAGGTGAAA 

AATACCACTATTACTGAATTATAATATGCTAGAAAAGCTGTTGATGGTAATGTGGTCTAT 

TTTTMTTTACTTCATTTGGACCATCACCATGAAAATAAATCTCAGGATGGTTTGAACAA 

ATGAA TAAC CCACTTGCCCAGCCTATCCTCCAAGAAAATATATTGTGGCAAATCCATTCT 

TCAGCTTTTGCTGACCCTGTTGNGTTATTCTCCCCATTCCCT 

Sequence 4026 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATAATTGATGTTTATTATGATGACT 
GAGTCATGACTTATGCTCAAGTGTGTCAGTCTGTTTTGTTCAGGGACATCATCAAGTATT 
GGGCAATGTTTCTCAAACTGTGTTCCATGAACTGTTTATAAGTATTCTACAAATGTGGTC 
GATTAAGTTTTAGAAA TACTA AAATTTATTMTTTTAGAAAATTAATAAATATATTAGAA 

ATATAGGACAGCTTCCTTTTGGGAATTCATAATACACATTAGTATATTAAATGCTTTGCA 
AC 1 1 1 1 1 ATTTCAGTAAA 

Sequence 4029 

ATTCGNCCTTAGCGTGGTCGCNGCCGAGGTNCCACACTGGGGAGACAGCATAGAAGTTAA 

GAATGAAGATCAGATTCAAGGGCTTCATCAGGCTTGTCAGCTGCCCGCACGTCGTCCTNT 

TGGCTGGGAAGAGTTTAAAGGTGGCGTNTCACCAANCCTCAGAACGACTTACATAAGGGG 

CMCAMCACTCCTNTTTNNTTCCTTCTCCNTAACTCTTCTTTTAGGNGTGACATCTAAT 

TTGT^AAAAATTTAT TNGTN TTAAATTMTNNGTTTTTAAAAATNAAGTACAGCCTTG 

GGATGGGGAAAAGGAATTTTATTATNNTATGNGNNNATTCAANANGTANTTTAAAATCCA 

MTTCMTTTTAACTAGCAGAATTCTAGAAGATACTTTGGTCTCAGTCAACCTATCCAAG 

TTGATCAATGGCANACAGCTTTGATtTTTGNCCNNCTNCTTTNTGCCTGTNNTTAAAGNT 

TTTCTCCCCACNTTATTTCNGAGTGCTTGGAAGATNTGCCCTAACTTGGANCTNTGNCTN 

CCTATTATACTTGANNTTNGGCGCNGGGAAAGAAAGCATNCNNAATCAAATCCCCCANGG 

CTG GGGGG NGATNTANCAAGGGNAAAATACNTTCNAACTTTCCTACTAAAAANAATTTAA 

ATGGTTTTAAGGCNACGCCCNCGNGCCCATNGNTTGTGGATCATTTGAAGNGAAGGAGTT 

NNNNACCANCCTGGCCAAAATGGNGTAACCCCNCCTTTACCCANAAAAAAAAAAA 

Sequence 4030 

GGTACCATAAAAATGTGCTGCTAACCTACAATACCCTTATAGAAATACAATTCAATAAGA 

AACTCAGTTG GGAA GATGTCTCAATAGAACAACATGAAAAAAATGGTCAATACAAGAATG 

ATTCACTTTACTTTTACAAGGGATTTCGATGCTACGAATAGAAATGCCTTTGGAACTTAT 

AAAA TAAAATCCAGATAAACAGA GAGTCACATTTTTAATTCTTACACATCTCTAATGTGC 

CTTTNI I 1 1 1 1 1 I I I 1 1 1 I 1 1 1 1 I I NNNNAAAAAAAAAAATNTTTTNCAAAAANNTTTTT 

TTTTNAANCCCNTTTNTNGGGGGGGGNTTNTNACCCCCCCCCCCNGGGGAAAAAAAAANT 

TTNNCNCNTGNGCCCCNNNNANNNNNANNTTTTNCCCCNNTTTTTGGGGGGGGGGGGAAA 

CAMCTTTTNNAAAAAAAAAANGTTTTNNGGGAAAAATTNCGGGAAANCTTNNAAANNNN 

TMNMGGNMN AANNTTTTTTTNT GGGTTNTTGGCCGGGANACCCNNNTNGNGGGNAGG 

GTGTTTN AAAAAA I I I I I I I I I I I 1 1 GGNAAAACCCCCNCNCCNCTTTTGGGGTNAAANG 

GGGGGGNAAGNGCCCCCCNAAANTNCCCNNAAAAAAAAA 

Sequence 4031 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGGTTAAATTTGGAG 

MTATCTTTAGAGCC TCAA TCTGGCTATTTTGGAAGATTATTTTGAAAATAATTTCAAGG 

MMTACTAGATGTCTTTTAGATMGGCTTTTCAATTTGAACTCGTTATACATGTAAATG 
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CTTTTTCTTCATCTAGATGAATTTAAAGGCCACTCNTTGCTGCAAGCTGCACGAGAAGCT 

GATGTTACTCAAAT 

Sequence 4032 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC 1 1 1) I M 1 ) 1 1 1 I J j I I I 1 1 1) 1 1 I I AACACT 

ACAGGTTTCAAATGMTACTTTTCTTATGTTGCCTTCAGAGGTTCAGGACTTCTGCTT^ 

AAAACCTGCAGCCTACCGTGGGAAACCAAAAAAGCATTCCCTATTTCCAACTGCAGTATG 

TATAAATACATATCACTACAAAATGTATAGAAAGTGTGATGAGATACATGAATGGCATTT 

TTATTGG TCATA ACATTTTGATGAMAGCATTTAMGTTTTAACm 

AMTGTGTTTITCTGAGATACATTGTTATTTATTCATATCCAGAAAAATTACAAGGATAA 

TACAGAA TATAAT AAATAATTTATCTGAGGGCAGGAAGTATCCTCTCATGCTTAATCAAG 

TTTGGGGTTTTTTAATTATAACACAGGAAACTCATAACAGGACCTGGTCAGAGAGCATCC 

CANATCCATTAAAGAT 

Sequence 4033 

CGGC C GCCCG GGCAGGTCAGTTTTATATAAAACTCTGAGACTAGAAGAAATTATTAACTT 

TTTTTCi jjii /AATTCTMTTCACTTGTTTATTTTGGGGGAGGAAGACTTTGGTATGGA 

GCAMGAAATCCAAAACTACTTTAAATGGMTAAANCCANCTTTATTCTTTTTTTCCCCC 

ATACTGGTAGATAMGCAAACTTTATAAGTGGGCTATTGAAAGAAAAGTTACAAGCTTAA 

GATCCAGAAGCATT TGTTC AAAGGATAGAAAGCATCTAAAAGTTTAGGCTCAAGATCAAT 

CTTTCCAGAT TGAT ATTTTCAGTTT^ 

CAMCTGGMTTTTCAAACAGATTATCTGTATTTAAATGTATAGACCTTGATATTTTTCC 
AATACTA I 1 1 I I IAAAA 
Sequence 4034 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTATGGTGGGAATGCAGTGGTAGAGTTA 

GTCACTGTCAAGTCATTTGACACCTCCCTCATTAGGAAGACAAGGACTATCCTTGAGGCA 

GAACAAGCGAAGAACCCAGCAAGTCCCTATAACCTTGCATATAAGTATAATTTTGMTAT 

TCCGTGGTTTTCAACATGGTACAGCCTCCTGAAATGATTGGGCCTATGCGGCCCGAGCAG 

TTCAGTGATGAAGTGGAACCAGCAACACCTGAAGAAGGGGAACCAGCAACTCAACGTCAG 

GATCCTGCAGCTGCTCAGGAGGGAGAGGATGAGGGAGCATCTGCAGGTCAAGGGCCGAAG 

CCTGAAGCTCATAGCCAGGAA 

Sequence 4035 

CCCTTGCACTGTGACAAGCTGCACCACGCCCACCAGGCGGGTATGATTGAGCACCCATTT 

T AGTG ACTTGCCGTAGCCTTGTTGCAGGGCTACCAACATGCGACCAAAACCACGCAGTCG 

CTTTTGCTCGCGCGGCTTGCTGGCTCTCAGCATCCAGCCACACATCATTGGCGTTAATGT 

CAGAGAAACCGGCAACGATATACCAATGGCGACAGAAAGCGTCACGGCAAATTCGCGTAA 

CAGTCGGCCCGGCAATCCGCCCATCAACAGCAGCGGCAGGAACACCGCCACCAGTGACAG 

ACTCATCGACAGCACCGTAAAACCGACTTCGCGAGTACCTTGCAGTGCGGCTTGCAACGG 

TTTCATTCCCGCT7TCCAGATGACGTGCAATGT7TTCCAAGCACCACGATGGCGTNATCC 

ACCACGAAACCAGTAGCGATGGTGAGCGCCATTAACGAAAGGTTATTGAGACTGAATCCG 

CACAGGTACATCGCCGCAAACCGTACCAATTAAGCGGAAACCGGCACCGAAACGGCGGGG 

AATAATAGTTGGCGCGAACCGGAGCGCANGGAATNAAAAACACCCACCAGAAATTCAACC 

AGCCGCCAACCGANGANTAAATCAANNNTTTTGGCTTCGMTTTCTTTTCCAGCGAAGGC 

GCCCAAATTGGTTGGGGGGAAGCCGANTCCCTGGGGGCAMTTTTTGCAANGCCCAATTC 

NGCCCGCCCGGGAATGGNNTTCCTTGCANACTTNCGGGTAAATTT 

Sequence 4036 

GGTACACACTAGAAATCATCTGAGGGGCTTATAAAAACACAAATTGCTGGGCACCACCCC 

CAGAGTTTCTGGCTGAGTGGATGTGGGGTAGAGCCAAAAATCCGTATGTCTAAGTTCCCA 

GGTGAATCTGATGCTGCTGGTGAAGGAATCATATATTGAGAACACTTCTCTATGATCCTG 

TGACMCCTCAGCGCTMTATTCACCCAAATGCATTATATAAAGTCAGCCCTCTGTTTTC 

TTAGATTCAATCAATAGCAGATTGAAAATATTCAGAAAATAAACAATAAAAATAACAATA 

CAGCAATAAAGATAATACAAACAAAATACAACACAGTATAACAGCTATTTAAATAGCATT 

TACTTTGTGTTAGGTATTATACATAATCTACAGATTAAAGTATATGGGAGGATATGTGTA 
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GGTTATATGCMATACTACACTATTTTATATCAGGAACCTGAGCATCATAAATTTTGCTA 

TCTTGGGGGTCCTGGAACCAATCACTTGTGAATATC 

Sequence 4037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAGTTAACTTAGCAATTAGGCCTGGGCA 

GGGCATAM GTCCT CCTCAGCMGAGTTCTTTATCATAAAAGATTGGGGACTTAAATCTC 

AACAAGTAMTTTTAACCGTGATCATAGTTTCTCTTTTTCCAACTTTGGAAATTCTAGAC 

TGGACAGGACCCCAAAAAAAAAAAAAAAAAAAAAAAAANGTNCACCTCTGATTCTCACTA 

GTTGAATGCAAGAACTTGAAAGGTTCAGGTAAGTGTTTTGAMMTTTTGACTTTCCAAA 

CTTTTGCCACTT 

Sequence 4038 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCCAGGTAGCAGCACTCGAAAACTTGGATATT 

CMGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTGCTAATTGCACAGACGATAACA 

TCTAGATGTTT AATAT GACTGGGTTGMGACTTCTCCAGTGGCTATTTTCAATGGACACC 

AGAACTCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACCAGTTTTTAGTCAGTG 

GCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGGCAAACCTCCTACT 

GTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATCTGACTTCACA 

AAGATTGCTACCTGTTCTGATGACAAATACACTAAAAATCTGGCGCTTGAATAAGAGGCT 

TAGAGGAGAAACCAGGAGGTGATAAAACTTTCCACGGTGGGTTNGGGCCTCTCAAGAAGA 
AA 

Sequence 4039 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTATGCCTTGGCAGAGGGGAGACTCCA 

AAAGAGTCATCGCAGGAAGAAGTTAAGAACACTGAACATCAGAACAGTCTACCAAGAAGG 

ACATTGGCATCCTGGGAAAGTCCGCCTTTTCCCTTGACCACTATAGGGTGTATAAATCGT 

GTTTGCAAMTGTGTTATGATGTGTTTATATTCTAAAACTATTACAGAGCTATGTAAAGG 

GACTTAGGAGAAAATGCTGAATGTMGATGGTCCCATTTCAATTTCCACCATGGGAGAGC 

CTAAAAATAAATTATGGCATTTAGTATCTAAGGTTAGAAAACCACGCCCACATGCTAAAA 

TGGGTGTTGAAMCTAGGTTACTTATMTGCMGGAATCAGGAAACTTTAGTTATTTATA 

GTATAATCACCATTATCTGTTTAMGGATCCATTTAGTTAAAATCGGGCACTCTATATTC 

ATTAAGGTTTATGAATTAAAAAGAMGCTTTATGTAGTTATGCNATGTCAGTTTGCTATT 

TTAAMTGGTGTG ACAG TGTTTGTCATATTMGAGTGMTTTGGCAGGAAATTNCCAAGA 

ATGGACATTGGGCTTTTAAACTTAGAAACTTGTAMGAACATTATGTGAATATNCCTTTG 

CCCAI Mill 

Sequence 4040 

CCCTTAGCGTGGTCNCGGCCGANGTACNCAGGGATTTGAAGTCAATTTTGTCTGGAAAGG 

ATTGAT CTGA GGCTTTCAAGGAGAACCAGAGGAATGTATAGTGTCTNAGAAGCCAAGAGT 

TTGGAATTTTAAGATAGAGCATGANCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 

TATGAAAATGCATAT TCTCAAA CTCCACNTTAGACTTACAGAATNAGATTCTGGAAATGG 

GACCTAACMTATGATTTTTTTAAACAGNCCTNNAAATGAGTNTTNGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTAACATGTTAAGAAATTGTTATGGAATGAGGACTGAAAGA 

ATACTGTTMGGGTGGCATTTMGGTGGTMGAGTGGCATTTAAGGTGTTTAGTGACCAT 

TGGCATGGTATNGGAAAGTTAAAGGTCTGCCAAATAGTTGAAAGATATTCAATAAGGTAA 

ATTCAAATMGCTTGCAGTTAANAGAAAAGCTTTTCTTGGGTAAGAAGGAACCCAGTTAA 

GAGGGATAGAATNNAGGAAGGATTGAAAAATNANGGTGAGGCTATTNAACAAATCNCNGA 

AGGTGGGAAT 

Sequence 4041 

GGTACGCGGATGTTGGGAACACCATCATTTTCTGAGGCTGMTTTGGTCTGGGTTTCTGA 

GGATGCCTGMATGGCATCGCTGAAAATAAATCACCCCAATCACATATGTGCTTTTAATT 

TTGTCCACATTGCATTTCAGAAAATTGTGAGTAACGTGAACATAAACTTCTAACTAAGAA 

AMGGGTMCTGATGATCTTGCTTTCTTMCAAATATACTGTCTTTTTAATCATAGTTCT 

ATTCTAGACCTATATATAAATAAGCTGTATTCCACTGTAATCATACTGTGATGTTTGGCT 

TTATTCAAAAACTATGTATTGTAAGTATCATTCCTGTGACTACAGACTTCATATTTATCA 
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TTTTAGTGACTGCATAATATTCCACTGAGAGGATATACTCCTTATGGCCCTGTTAGTGGA 

CATTTGGTTTATTTGGTTTTTATTTTAAA 

Sequence 4042 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I II I I I I 1 1 1 1 1 1 I I I GCAGAATTGTTA 
GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCATCAGTAGAGGAATGGCCAAATAA 
ATTATGATATACTCATAATATATAATATCAAGTATCTGTTAAAATAATGCAGTAGTTTAT 
TCTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTACI I II I I I I I 1 1 II I I 
1 1 1 ) l IGGGN CCCAGA AATACTNTATAAAACCGGGTGATCAAAACAAAACTTATGTCATG 
AATTTTAAGAGTTTTTAGCAAAAAAGATATTTTTGAACTGGCNCAGCAAAAGCAAAGTTG 
AACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAA 
CACTMGCTCATGACTGACATTCTCMTATATACCACTGATTTTTTTAAGCCATGGNGGG 

GTAGGATNTAGTTCAAGGNCNCCCATTCTAAGATATAAGTAGCCNCCTCAAAGGGTACAT 
ATACTATTACI 1 1 I IGGG 

. Sequence 4043 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATAGGTGCATAACACATCTTAAAGTTGT 

TTAATAATAGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGA 

GAAAATAGGAAATGAAAGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAA 

CGGCCTGAA TATCA CTGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTA 

AAMTCTTAATTTTTAAMCTTTAGTAAGCTTTATTTATATTTTTTAGGATTTTCTGAAC 
ATAG 

Sequence 4044 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGAAACAGTCATGTATAAACATTCGTGCAG 

AAGCACTTACAAACATACACTGTGCATAAAGTTGGTTAAGAAGATGCTTGTTAGAAATGA 

TTTATGTAGGTGAACTAAGAATTTGAAATAACTTAATACCATTGAAGACATCATACACAT 

ACAACTTTG GACATT ATGCATTCTTCTGGGGATGAACCATTGACAACTTCTGGACTTCAT 

TGCTAGCTA 1 1 1 1 I lACATTGAGGTGGGAAACCAAAGAAGTGCAGAACAGAAGCMTCTA 

CTAGGCACAAAGCTCCCTGGTTACTGCCCAGATAGACTGTTTCCACTCATCAAATTGAAG 

TACATACTTAATTTAGGAAGGGCAGACCAGTGCAAAAGCTACTGATAGTGAACTGGAGGG 

CCCGGTTTCCATCCCTTACTCTGCCCACTCCAAAGTTCGATCTTCTGTAAGTCACTCTAA 

AmATGGCCTTTAGATTTATTGCCTCTATTAAAAANGGCATTGCAACAAGTGACTTAAA 

CCTNCCCCTTTTTTATTCTCAAGGATT 

Sequence 4045 

TACT ATAGG GAGTCGACCCACGCGTCCGACGCACTCCGCACCAACCATTAAGCTGAAAAC 

AAGCi I I 1 1 CTAGTGCGTCCTTCCCTTCACCTGCATTTACATTCCATGGAGTTAGTGACA 

ACCCCACGCCATTCCAGGCCGTGGACTGTTTTATCTGTATATCGGAATTATAATGCTTTG 

CGGT TGGT TA AGTGA MTAGTGTTTATACCTCTTACTGATTTTTAAAAATCATGTGGTAA 

ATATATTTTCATTTTTATCCT MTGA TATTTCTCTTTTGTTGATTTATTTTTGTTGT^ 

TGTTGGGGTTTTGTTTCTGGTTTTTGGTACAGGTAACTGGACCCAGAGCCTTGCTCATTG 

TAAGCATGCACT GGACT GTCATATGCCCCTAGACCCTAATTAACTTATTGGTTTTAACTC 

TMGCCATGGTGTTTTTAAATTTGTTAGAATAGAATTGTATTCATGTAGTTGGGCAGCCC 

ATTGGATAGGTATCAMGAAAAMGMAMTGGGGTCMTTTTTTAAGCGTTTGGCCATG 

GATAAGGTTMTTTGAAAAAGCCAAACAAGAATTGGTAAAGG 

Sequence 4046 

CCCTTTCCAGCGGCCGCCCNGGCNGGACCCGGGGGAAATAGGGTGTTTTCTTCCCGAGAG 

AGGACTGNTNATAGGGGGTTAANGGGGGACNATGTNAAGGATANAACCTGCGGTCCTTCA 

NAAGGCCANNAANAAAGAAAGGGGAAGCNTTNAAGAAAGGGACGGATATACTGGGACAGG 

GAGAAAAAAGTTGTGGANANTAGCTTTTAAGGANTCATTTGNTGGCCATGGATCCAACGT 

GCTCTTCTGAGTGCGTTTATAACCTCATACCCAGTGACTTGAAGGAGCCTCCCCAGCCTC 

CTANAAAAAAACTTTGATCGGAACGTGCCCAAAAAGCCTGCTGTGCCATTGAAGACTGAT 

CATCCTGTCATGGGAATACAGAGTGGAAAAAATTTTATAAATACAAATGCAGCTGATATT 

CATCATGGGAGTTGGCTAAAAAAGCCTAAACCAATTTATGTTGA 
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Sequence 4047 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCACAAACAAAGGCTTAGAATTCCACATG 

AAAGTCCACATGAGGTAAGTGTGCATTCATGAGCATGTGTGCACTCTGGGCAAACCAACA 

GAAGATAAACAGCAAGGAAGAGCAGTTGTTTTGTGAAAAATAATCATCTGTTAGCTGTAA 

ATCAGMATATTGGCCAAATCAGAATTCTTGTTTCTAAAATGAGGCTTCTAAAATTTTCA 

CATMCTGCCMACTCTTATTTGTAATTC7TAAATATGCCCTAAAGATCATCTTTCTCTT 

TTATAGACATTTAGTGTATACAGTCCACATAAATGCATATACTGATTACCTACAGACAAT 

AATGAGACTTCAGAAAGAATCAAAAGCAATAGTGATGGTGGAATTTTTAAATAATATTCA 

GCTGGGGGGAAATAAGACTGAGTTTGTGTGATTTCAGGT 

Sequence 4048 

CCCTTAGCGTGGTCGCGGCCGAGGNAC I 1 1 1 I I I I 1 1 1 1 1 I 1 1 I I I I 1 1 1 I GCTACAGCA 

GGANAAGCGTGCGTGCTACAGGCATCTGTCACCAAGGCCAGAGCAACTTCCCAGNGTGGC 

AACTGCACAGACAGCTTCAAAATGACATTTTAGAAAGTATAAAATTCTTCAAGAANAAAA 

GAAGTCTTCATATAAGAAAAGGCAAGAGAAGGCTACAAAAGTAATATAAAGCATTACTNT 

TTGCACCCCATAAAATTCCATTCCCTGATCCCTCTTGGTAGATGGAAGAGGAAATATAAT 

GCTGAAAAAAAATACAACTTCTGACAAGATATTTTATTTGGCTT 

Sequence 4049 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATTCATACTTGCATCATCTCTTGTGCTGGAG 

AAGCTTGCTCAGGCATATGGGGTGTCACAGGAGCTGCGGCACCTGCCTTCCAGGAGCCTG 

TATATAACGTATATCCTCGTGTTACTGCTTTAAAATCAGGCCCTGGAGCTGGGAGGACTC 

TCAAGAGACGACCCTGTCCTCTGGGCCAGTCCTGACCCACTCTGGCAGCGAGTCTACCGC 

AGCCTGCTGGAGCACTATTTCACCCTGGCAGTCAGAGGGTTCCACTGCAGCCATTTCTGC 

CAAAAACCTCTCCCAGGATGGGCCCAGATCCCGAACAGAAAAGGACTTTGTTCTTTCACT 

TCTTGATGCCCTCTTCAAAGGAGTCAGAGGCATCAAGTGTCACCTGGGACTGGAAAGAAG 

GGAAAGGGGAGGGGATGAGTTGGAATGAGACTCAAGCCCAAGGCTTGATGGGAANGGATG 
GGGG 

Sequence 4050 

TGGACTCCGGGAGCCGGNGCACCGTGCANGATGGTGGAATAGTGCATGATACTAGACTAA 

NCAGATCTCCTTCTCCCTATGANGGCGCTCGGGCTCCGCGGGGCCACGGGAAGAGCNAAC 

CTTATANATATGTGTTGTAATTGTCTTTATATTTACTTTTTTANAAAAMNTGGTTTTTA 

TATNGTATTATTTATGTATTTTTTANANANANAAGNCCATTTNGGTNANAAAATATAGGT 

CATTANCCTTGGCNAAGNTTGNGTCNCNGTNGTTACNATTGNGNCCANTTTTGTGTAACC 

AAGG G GGAC CCAATTANANTNGGTTAAAAAAAACCAATTAAAAANAAGGTTGNCCAAAAN 

TTTTGGTTTTMCCANCCTTTNAACCAATTAAATTNNGAATTANGGGTTGGGGAAAAATT 

G GGGG CCAANAACCNGCTTTGGAACCCCCAAA A I I I I 1 1 1 I 1 1 GGTTTNNTTCCAAAAGG 

GTTTTAAAAAAAAMTTAACCCCCAAAAMAAAAMCCCTTMTTTTTANCCAAAGGNTN 

GGNTTCCTTTMCCC TTGGG GGGGMTTTTTTNMTTGGGTTACCTTTAATTAATTTGGN 

AAC CAAAAA AMTTCCTTTTTGGGAATTAACCCTTGGGCCAANTTCCCCAACCCAAAAAC 

CAA 1 1 1 1 1 I AACCC TTTGGGGGCCCGGTTGGCCC I 1 1 I 1 1 1 1 1 1 1 I GGGGCNTTTTTTTG 

GGNCNI 1 1 1 1 I I I I G GGTGGGTGGGCCCI 1 1 I I I 1 1 1 1 GGNTGGGNTGGGGTNCCTTTGG 

CCCCCTTNMTTTTTAAAMTTMCCCGGTTCXJCCCCGGCCmGGCCNTmTrTTTTGG 

GTTCCCTTTGGNGGGGGTCCCTTTANCCACTTAAACCCAACCCAANTTTCNATTTTTAAA 

ATTAAACCCTTAA I 1 1 1 1 

Sequence 4051 

CCCTTAGCGTGGTCGCGGCCGAGGTGCACTGTCAGATCCTTTGGCATCCGGAGAAATGAA 

AAGATTGCTGTCCACTGCACAGTTCGAGGGGCCAAGGCAGAAGAAATCTTGGAGAAGGGT 

CTAAAGGTGAGCCTAATCCCCTAATGGAGTGATATTGATCAGCACTCCTTTAGTAACACA 

TGTAGATAAGT TACAT TTAATGTTCTGTTCTTTGGTGTCTTGATATTTATTTACTTAAGC 

TTCTAAMGGCTTTTTCTACAATCAGCAGGGTTAAACTGTTCTTGGTGGTTTAAAAGATG 

CTTGAGGCTGGGCACGGTGGCTCAACGCCTGTAATCCCAACACT7TGGGAGGCCAAGGCG 

GTTGGATCATTTGTGGCCAGGAGTTCGAGACCATCCTGGCCAACATGGTGAAACACCATC 
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TCTACTAAAAAAAGATAAAAATTANCCGGGCTTGGTGGCGGGCTCC 
Sequence 4052 

GCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAC 

GTGGTCGCGGCCGAGGTACAGTCTTTTGGGGGTGGGGAGAGAATATGAAAATGTTGTAAC 

ATTGATTGTGATGGTTGCACACTCTGTGACTATACTAAAAATCACTGAATGGCACTTTCA 

GTGGGTGAATTAGATGGTATGTGAATTATATTGCAGTAAAGCTGTTAAATACACACCCAC 

TCACACACACACGCCCGCACACACACGTAACTCTTCTCTGCATCACCTTCAATGGTTCAG 

CGCACATTCTGTGCTTCGGTCATCATCTATTAAGGCGGGTTCTTCTGTAATCAAGGTATG 

CANACTTAATCTGTTATTACATTTCTTCATGCCANCCCTTATTGGCTTAAAATATATCTT 

CCACACTCATGTCNATCTTTCANAATCCTTAACAAAACGCATGGATAACTCCCTGGTATT 

TTCNCAAGNTGNTGAAACACTTAAAANTAAACCACCTAGGC 

Sequence 4053 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTAAATATGCAGATTTTATGGTATTAAATT 

ATATCTTTTAAAMTTATTATATATGTTCTAAAAAGACTAATAACAAAATTAAAAGAAAC 

CACAGACTATGAGGAAATGTCCACGTATCATATATTTGATAAATTAAGGACTTGTAAGCC 

AGAGATTATTAAGAACTCATTTAACTCAATAAAATGAGAAGACAAGACAGACAACCCAAA 

TTAAAAATGAGCMATGATTTGTATACATTTCACCAAACAAAGTCAAACAAATGGCCAAT 

AAGCACATAAAAAAAGCTCAACCTAATTAGATATTATGGAAATGCAAATTAAAACCACCA 

TGAGATGCCACTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4054 

CCCTT AGCGT GGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAA ATAG ATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACT7TGATTMMMAGTATTTTCAMW 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAMTTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTMGC 
AAC 

Sequence 4055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGACTTTCTGGAAGAAAAGGCTTGTAG 

GAGGAAACTTCAGAATTCTATTAAATGGTGTAAATGATGAAATTATAGTTGATATATGCT 

AGAGCATCAGTGCTGGGTATTTTAGAAGGGATGGAGTCATCATTGGCTAATGTTCCCAGT 

GAAGGATTGAGGGAGGAACATTGTGCTGAAGGATCAACAGAGTCTGGATGTGCTCTGAGC 

AGGAGCACATGGGCTTTGCAGGCCACGAAACAGCAAGAGTAAGGACAAGGTGAACACGAT 

AGGTTGATGCAGTGCATTAATGCGCATGAGCGGTTTAGAGAAGCAGTCAGAGATGAGAGG 

ATGGCAGCTAGCTGAAAGATAAGGACAGACAATGGAAGACCTTGAGTGGCTGGATGTAGA 

TCGAGTGACATTGCATAGGTTGMCCAGGTGTTTTATACAGTTAATGAAATCCATTTTTG 

TTTTGTTMCTTTTAGCATTTT 

Sequence 4056 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGTCCTATTTCCTGATAAACTTTTTAGACT 

AGTGTTATT TTGC AGAGATAGTTAATATCATGACCGTMCCTTTTACCAGGAGTTTTTCA 

GTAAAATMTTTTMGMCCTGCGGAAAAATACAMATGAMCATAATTTMTTGATTTT 

TACTCATGTAGCACMTAMTCACTTCATTTCGAGAGGACCTCTGAGCACTTATTTCTCC 

CAAATGGGATCCTCACCAATTAGTGGAATGAATACGGGTCTAGTTTCTGTTAATGAAAAC 

TCATTGACATGATMATACMGGCCTMCTTGTGTGATAMGTTTACTTGATAAGCAGAA 

ACCMCATGAATTTAGAGGAGMAAACAGACGAGAMTGAMGACCTTTTMTTTMGTT 

ATACTG ATATT GCTGMGT TAATT GTTTATnTAGGACGCCAGGAGAAGAAAATCACACT 

GTTACCTTTTTCTTTCCTTCT7TTACTTTCATCTAAGCTGAAAGGTATCACTGATACTAT 

TAGCCCCT 

Sequence 4057 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAGGATGTTAAATGAAGGGGTGGTATTGCA 

GGAGA GCATT TTAAATGGCAGAAGTAAAAAGTTATAATATTTATMTTTTGATGGGTTTA 

AGTTTATTTTTGTAGGGMGATTTTTCTCCCCTAMATAGTTTCTAGMTGGCAAMTTG 
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TTTCCATTATTAAAAATTGAAGTTATTAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAACAAAA 

AAAAAAAAA AAAAAA NNNNNCCCCCCCCCCCCCCCCNGGGGGGGGNNCCCCCNCNTNNTT 

MGNNATNNTTTTTTNNNNNCCCCNCCNTNGNGGNNANNMNACCNNTTNTTTTTCNCNN 

GAGGGGGGGGGGGISIGGNNTTTTGNNGNNNCCCCCCCCANNAANGGGGGCCGGGGGGGGGG 

NNCC CCGNTTNNTNTNTTTTNTNNCANANNANAGGGGGCCCCCCCCCCCCCCCCCTTTTT 

TTTTNCNNC NCGGG GGGGGGNGN I M 1 1 I 1 1 1 TAAAAAAAAAAANCNCCCCNCCCNCANA 

NANA AAANA I I I I I NGGGNGNNNNCTNTTTTNNAAAAAANNNCNCNTNNTNTCCCCCCCC 

NCTNl I I I INGGGGGGGGGGGGGGGNAAAAGAGAGNGNNAAAAANCCCCCCCCCNCGGGN 

GCGNCGNTTATNTANANNNACCCCCCCCCCCC 

Sequence 4058 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTACCTCCCCACAATGTGGACTGCAAAATGCTG 

GCTGGCTGTGTTGCTTGGTAGCAAAAGGGGTTGCATGCTGCTCAGCTCTCTGTTTCTCTC 

C AACCCA AGCATTTGGATGTGGGACTGTGCCCCGCCTGGTGTCTGGGGCTCTGGGANGGG 

CATTTTTACTTNCCTGTTTACAAGAAGGGTNACATNCTATTCCAAGTCCAAAGGTGGACA 

CTTTGTTCCTTTGCTCAAGCATCCCATGCAGACTCAGCAAGGTTNCCCCGCTTCCCCTGG 

GAAGGTGGCTGTGGCC AAGCAC TTGCTTCCATGGGACCTACACCCCGGGNTGGNCATTGG 

GAMCAAGCATAACAGNTTTTTTGCCCCTCCACTTTTTNGGGAAAAGGGGGCCTAAANAT 

GGTTT ANMG TTATNACCCATTCCCTTTNAATGGAAAMTNCCAACTCTTTGTTTTNNAA 

GGGGGTTTTGNTGGGGGGAATGCCAANAATNCCTAAANANGGGGGCCAANAAACTTGNCC 

TTMNAAAMATTGNAATNCCCTTTCTNAATGGGGNNNCTAAATTTGGGGGTCTTCCCCT 

TAAAAAATTAANTGNTTGGCAAAGGNTATGGAAAAANAAAAAAAAAAA 

Sequence 4059 

GAGCGGCCGCCCGGGCAGGTACCCAMTTACCTTGATTTAAACCCCAGCTCGCCCATTTA 

TTAGCCGTATGACCTTGGACAAGTTATAGAATCTCTTTGGGTCTGTTGTAACATGGTAAT 

AATAATACCTACCTACCTAACACACAGGGTGGTTGTGAAGATTAAAGGAGTTGCCACATG 

TTGGAAGCATGCTTATGCTAACAGGCATACTCATGAAGTATCAGCTATTTAAATTATCAT 

CCTCCCTCAACAGGATTCTATAAACTGGTTCCAAGATAAGGTAACCTGGGATAATAAAGT 

TTTCTGATTTGGTTAGAAATACACCTAGAAAACTTAGAAACCAGGCAAATGTGAAACATA 

AAGAGTAGATATCTGGGAACAAAAAAGTATATTATAAAATGCCAATACTGTCAATTCATA 

TAAAAAGGCATCTTAATCAATCTCCCACTCCCCACAAATGGAAAG 

Sequence 4060 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAAACAGAATATCTATTAGATATGTTCACMGGGTTTTAT 

CMT1TTGAMTCCMGTGTATAATCCCCAAATGCTGTMGGACTTAMTTTTATAGCCA 

AMCMTTAACACATAAAATGCTATTTCATCTCTGTAGCTGAATACATAAATAGTATCTT 

TMGTAAAAGATGCATACTTGCATTTCATTGCTMGCAATTCATAATATATTTAAATGCT 

GGTAAMCCTACMTGGCATCTGCTTCACTTCTACCTTTACTAGAGAAGTAACAAAATAC 

ACTGAGCAAAGGATATGTCCAAAAAACTAAACTGAAAAACAGTTTCTAAATAAAGTCCAC 

AGACCATTCAGATMGCTAGTAAAATAGTTTTTCTTTAAAGTACCTGCCCGGGCGGG 

Sequence 4061 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGTGTTATTTCTAAMCCCTGCCCGCTTTT 

TCCA TCCCC GCACATGCACAACAACGGATGCMTCCTGGACATTTTAAAAAGTTGATAGT 

TTTCATTTTCGCTCCTCAAAGGAGCCTGGGGTAGGAGGAATCCGCAGTGGGAGCTAACGA 

TCCTMGCGTTGTTTCTCTGTTCTTCTTTTCTTCTATAGAACATTATAAACATCACTGGT 

TCCCAGAAAAGCCATGCAAGGGATCGGGTTACCGTTGTATTCGCATCAACCATAAAATGG 

ATCCTCTGATTGGACAGGCAGCACAGCGGATTGGACTGAGCAGTCAGGAGCTGTTCAGGC 

TTCTCCCAAGTGAACTCACACTCTGGGTTGACCCCTATGAAGTGTCCTACAGAATTGGAG 

AGGATGGCTCCATCTGTGTGCTGTATGAAGCCTCACCAGCAGGAGGTAGCACTCAAAACA 
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GCACCAACGTGCAAATGGTAGACAAGCCGAATCAGCTGTAAGGANGAACTTCTCTTGGGC 
AGAACGAGCCCTTTCAAAAACTACAATATGATGACTGGTATCAGGTTAAGAATATAGTCT 
GTGGATGGATCATCTGATGATGATGGGATAAATTTGGATTTTTGCTTT 
Sequence 4062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I I I III I I M I I 1 1 I I I I GCTTTTT 

TTTTMTTTMCTCTTCTTTGCTCTGACTTCTTTATGTCTGTGCCCTATCTACACCCTTT 

ATAACTTAGGAAAAACCTGTATATAAACATNGGGAACATTCTGTATTTTCTGNGTATAAC 

AAGTTCTANATAAGTCAAAGGTATGATAACAAGTAGAAACAAAACTAATTTATTGCTAAG 

GACCTTTTGGGGAAATCNAATCATTTACCMATCAGTATNTTTCTTTCTTTCTTTCTTTT 

G 

Sequence 4063 

GCCGCCCGGGCAGGTAC CCGGG TGGAAAAGTATACAGATTAACAAAAGAACCTTGGTTAA 

AAGAGGAAATACAAATCAATTTTTATAAGAAATTCATAGTGCATCTGCTGGGTGTAGGAG 

AG GAGGC AAAAAAACAGTGGAAGCACTCTAGGTATCTCTGGTAGAAAAACAGCTTTGATT 

GGTTTTTGATTTGCATTGGCAGGGAAACCTAAACGTTAGTCTTCAAAAATCAAACATTTC 

TCAGGTGTGAGCMCtTTACTTATTTCTTCCCCATCTTTTACMTTTTCTTCAATATTGG 

TAMTAAMTGGATTACTATCAGGCTTTAAAAACTCTTCCTTTTGCCAAGTTATTCTGAA 

ATAACTTCTTANACTCTAAAGAAATTANCCTTGCTCTGGGACTTGGAGAGAGAGGAGCCT 

TCAGTAAGTAATAAATAACCTATCCNGGTTGGAAAGGGAGGGGCCACCTCCAGCGTGAAT 

CACAGGCNGAATCAAAACCTCTGNGAGGAACTTACCCACCT 

Sequence 4064 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAAACTATGTATAGGMTTCCAMGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAAACTTGGGAGGCGGATTGGGTG 

GGTT GGAATCTCTGGTCTGCCCTTTTATTAATCATGNGAGGTGAGTTTGGGACTTAATNT 

TTTTMCTTMTTTCCCATTTGNAAAATNGGATAATAAAATTCCGGCTTNNAAAAGGTTT 

GG GNGNA CA ATTAA AMGCNTTTTAANNNNGNAAATNGNTTTTNNANNGGGNAAAAANCA 

AAAI 1 1 l lAAATTTTNG GNCC NTNNANNTTTTNNAAAANNGNTNANNNNCCNTTNNGGGG 

AMNNCCCCCNNNNNNTTTTAANNAAAAANGGGNTTTTTNCCNAAAAANTTT 

Sequence 4065 

CCCTTGGCCGCCCGGGCAGGTACTCATTAATCTTAAGTATGTTCTTAAGGTTATCGGGTG 

ATCTTACTGTGCTTCCTGAGTCTATATGATACTTTCTCCTCTCTCCTTAAACACTCAGTG 

CCTCTGTCTACACCCTCACTCTCAGATGATGGCCATGCTTCCTATTCACTGATAAAATGG 

AGAACATCAGAAAGGAACTTCCATTGACACTCACTGCCACATCTATCCATCTACCAGCAC 

CTGCTCCCACATMTCTACCTCCTTTCAAGTTTTCTCACAGAGCCCTGGTGGAATTTCAA 

CAAGTTGTATCTTAGTAGAATGCAATGTAGAAATGGGTAAATGCAATTTGCCAATGAAAA 

AGACTATTCCCTTAGACCTAGAACTTCTATTTTTATTTATTTAACCTTAGGAAATAATCT 

GGGTTTCAGTCAAMATTTATATAMGGAAGTTTCTTTGAATACTGTAAAAATTAGAAAC 

MTACATCTGCCCAAAGATGGGAMAAAGCATGTTTATCATCATTAAAMGCATTTTTTT 

TAAAGAATAACCTATTTGATAAGGTA 

Sequence 4066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCCCTACCTGTTTTTTAAGCAAAGTTT 

TATTGGAACACAGCCATGCTCTCTTGTTTATGTATTGTCTATGGCTGCTTTCTCACTGTA 

ATGGCAGTTGTTAGTTGT TAGT AGTTGTTACAGAGAAAGTATGACCTGCAAAGCCAAAAA 

TATTTACTATCTGTAAATATTTTGGCTACATTATGCTACTTCTGTGAACCTCCACAGACT 

TCTAATTCTACGACTCAGTTATTCTAAGACTTTAGTTGGAGGAGAGTGACACAGCACAAG 

CTAGGTTTTGAAAACCTACTTTCTTCTATACTAACAAGAAATGAGGGCAGCTCTAGTGCT 

ACTTAGCTAAAGCAGATTTCAAAAAGTCCTAGGGAGAGCTGGGTGTGGTGTCATGTGACT 

GTAGTGCAGCTACTTGGGAGGCTGAGGCAGGAGGATCACTTGAACCC 

Sequence 4067 

CCCTTTCNAGCGGCCGCCCNGGCNGGNNCTCNAAAAAGNANGTNTNAGCAAGCCCCATTC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

201/599 . 

ACAAATGTGGAGGTAAAAACTNAGANAATGTTNAGGTTAAGTCACACNCTTAAAAATAGA 

AGGCAACNTATAAATCAAGTTAGTCTGATTTCANAATTGAGTGTTGGCCTTGAGAAAGCA 

GGAATGACAGATGCAAAGATAAAGCACTAGAGAGAGGACCAGCCTATCTGGAGGGTTGGA 

TTGATTGTATGAGTCTTTCGGNAGTACCTNGGCCGCCACCACNCTAAGGGnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCGGTNCCNAGNTTGGCGNAANCATGG 

NCATANCTGTTNCNTGATGAAGAGTATCTGGGCTGGAAAATTTTGCAAAGCTGGTTTACA 

TGMGGTGTTTTGTCCCCMTTTCAGACMTTTCCCTCCMCCATTGNCATTTTTTTGGG 

TATAAAACTGGGTTTAACTTAATGGTNNGAAAAGCCAAANGAAAANCAAGGACCCNT 
Sequence 4068 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGACATAGGAAGATCTATTGCAAAGAGAAAAAT 

GCTAACAGCAGAAGGGTTG TCTCA TATGGTCAAAGTGCTAAAACATACTTTAGGAAAAAA 

CTGAT GMTATGCT GTTGA CTTTTTCTGGGGGAMGGGATTTTAATTATGGGGGACTTTA 

A"nTTCTACATTATGTTTTTAAATAATGTTTACACTTACATMGTCTMTGTTTTAAAGT 

CATAAAAGCGATAGATTTMTTTTCATTTTTTAAAGTAGTAGGATCTCATTTACAATAGT 

NACCACACTAAAAAAATNACCTATACTAGAAAAGATAGGCTGATAAACATAAAACATAAA 

TTTACTGAAANGG TTAAA TAT TATAAA GATGTTAGTCCTCTTGTGTAAAATATGTAAATT 

TTACCTCMTCCAATTTTCTMTTTTTCTAMCATAAAAATTACCTCAAACTTCTTTTTG 
GG 

Sequence 4069 

CCCTTAGCGTGGTCGCGGCCGAGGTCACAACTTCACCtTAAAATTAAGAATCCTTGTCAA 

AATGTTTAACCTAAAACAAATCATTAAAAACAATGAGACAGATCTAAAATGTGGAAGGCT 

TGTATTCTTCCAAACCTCACTGACAGGACAAACAAAAAGAAGGGGACCCATTCTAGATTA 

AGACAGACTAAGAGAAATATCAAACCACCTGCGATTCATAAATCATTTGGGGATGTTACA 

TTAGAACCGGCGGGGTGGGACCTCCAGAAGANATTTTTGGGACAAGTTTCAATATGGCCT 

ATAAAGTAGCTGACATGAGATTCCTGCTAATTTTCTTAAGTGTGATAAAATCGTGGTTAT 

GTATGTGAATGTTCTCATTCTTANGAAATTCATGCTGAATACCTAAGAGATAAAGTATAA 

TATCTCCAATGGTTCTGGAAAAGNNTATTTATAGAAAANGCAAAGAACAGCAGGCAATGT 

TAATAGTCATCTAGGGAAAAGTAATAGGGGTTGCCTACTCTTACTTAATCTTTCTGGGGG 
GTNAATTTT 

Sequence 4070 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATCAATAAAAAGGATTATGGTGTCACACCTG 

AATACATATGTAAGCGAAACGAGGAAATAAAGAAAGCCCAAGAAGACTATGATCGTTATA 

TCCAGGAAAACCTTAAGAAAGCAGCTATGAAAAGGCTCTCCGATGAAGAAAGGGAGGCAG 

TTTTGCAGGGGCTGAAAAAGAACTGGGGAGAGGTGCATAAAGAATTCCAGTCCCTCTCGG 

TCTTTATAGATTCTATACCAAAGAAGATCCGCAAGCAGAGGCTGGAAGAAGAAATGAAAC 

AACTAGAACACGACATTGGCATAATTGAAAAGCACAAGATTATTTATATTGCCAATAAGT 

AAGAATGGATCTTTAAAGTATAACCAATTTCAATGTAGGGGAAAAAAACATGGAAAATTN 

TAAAAAACCTCCAAGTTTT 

Sequence 4071 

CCCTTAGCGGCCGCCCGGGCAGGTA C I 1 1 I I 1 1 I I I 1 1 I I 1 1 1 1 1 I I I I I 1 1 I AGGGGTT 

ATAT ATTTACATGCCAATATTTAGGGCACCAAAATTAATTCTGTAAGATGCTTCTCTGTC 

TTTTCCTCTTTCATCTAACAGCCACAGAATGCAGCTATACTTACCCCAGGGTGAGGAGGT 

AGTCCCTGGAAGGATAATACTACATTTAGTTAAGAAGGCTCCCAAGGTTAAGTAGAGTTA 

CTTGGTCCCAATTTGGCTCATCTCTCTGCCTTTGAACAGTGTGTGTATCTGCCTCCCATG 
CCTCTTTTCTTCTCCCT 

Sequence 4072 

CGAGCGGCCCGCCAGTGTGGATGGATNTCTGCAGMTTCGCCCTTAGCGTGGTCGGCGGC 

CGAGGTACNGCCGGGAACATATTGTTTTTATATCTCTTGCATATNCCCAAGAGTGAAATT 

GCTTGGGTCAGGTGGGTTAAAGGCCGTANAGAAGTTTCTTTTTTATTGGCCAGNGCACCA 

GTGGGCNTCATGCCCTATTAAATCCCAAGAACTTTTTGGGGAAGGCCCAAGGGGCCGGGG 

GCCTTGGATCAACCCTGGAAGGGTTTGGGGGGAAGTTTTTGGAAGAACCCAAGCCCTTGA 
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CTTGACCCCAAACCATTGGGGAAGAAAAACCTCTTGTCCTTCTTACCTTAAANAAAAAAT 

ACCAAAAAAATTTAGCCTTGGGGGGTTGGTAAGTGGACCCGCCACCAACCCTGGTTNAAT 

TCCCCAAGCCTACCTTCCGGGGGAAGGGGCTTTGAANGGCCAAGGGAAGAAAATTTTGCC 

TTTTGGAATCCCCCCGGGGAAGGGGTGGGGAAA 

Sequence 4073 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTGAATTTCGTTTATTCCCTTGTCTTGGCTC 

CATTCTGGGACGGA GAGGAAA GACAGGTGCCTGAGAGCGGAGCCCGCGTACCTCAGCTGC 

GCAGCCTGTATCCAGTTTTTTTAATGTAAAAGTAAGAATGCCACCTTAACCTACCCTGCA 

NATAAAAGCTAACTTTTATTAATACCACCCTGAATAATGGGCACTAATCCACACTCTTCC 

TTAAAGTGATGCTGGAAAAATAAAATCAGGGGCTTCAAATTAAAAAAAAAAAACNAAATA 

ACNAAAAACAAAAACCAAACCTTTGCCTGGCCCTGAAGGTCTGTTTGCAAAACTTCTTTG 

TAMT CTAATT T CTNM CACTCACTGCTTCATTTCTATTTCCTCCCTNGTTGCAAGGAAA 

AAATTui 1 1 1 iCCTTTTNTCTCAAAACCTCTTACCNCAAAATAATCTNGCCCCACCTTNA 

ACCCT TCCCA AATGTTTGGGAATTGCCAGGAATTGAACCCACCCCACCCCAACCCTTTNT 

TCCCTATTTTNAAAACATATATTCCCAAAATCATTTTCCCCAATANAATCCCACTTAATC 

TNATTACTTTTAATAAMCNNCTCANTTAAMATAGGMMTATTTTTTTCAATTTCCTT 

AAAAAAAAAAAAAATACCTGGTNGGTTCTNCCCTTTTAAAAAAGTAAAATTTCCCAAAAA 
AA 

Sequence 4074 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAATATTATGTCATTTATTTGGTTCCTAGTAT 

ACTTGCCCTCCACTTTATATAAAACTMTTTATGAAMTCTGGATTTATTTTAAAAAGAT 

ATCTTGCCATGAAGGTATTTGTTTTATAGAAATATTTACCTCCAGATTTCTTTCTCTAAT 

MGATGGTGMTTTAMACACTGTGTTATTTAGAMCACTGCATTTACACTTCATTTATT 

GTATAAAGCAAATTGCATTGAATCTTCGCCACTTGACCCAAAGGCCAAAAATTGACATGA 

GAACAATTTGGA 

Sequence 4075 

CCCTTAGCGGCCGCCGGGCAGGTACNCCGGGGGGCGACNGCGATGGGACCCCAGCGAGAG 

ATCTGCAGCTAGGCTGGCTGCACTTGCTCCACGGGTCAAGGGGATCGGAGGGGGATTGAA 

GAATGCGCCATTAAAAGGAAAGATCAAGGAGTAAACCAGAAGAAGAAGAAAAAGAGGACT 

TCAAAGCTGGGAAGGATGAATTCTTGC 

Sequence 4076 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAGATTGCAGCAAAAGTNAACTATCTGCAGT 

MCATGTGANATTGMTTGTTNTATTACMTTATTTTMTACAGNTTCATTTTGAAATTN 

ATCATAATGTATAAAGTTGACTAAAAATAAAAAGCCTAAAGGGGGAAATAATTAACCAGN 

AGATTAAANCAATCCACCCCCAGGNATCACCATTACAACTTCCCCTCAACCACCACCANC 

MTGGCCAAMCCACCACCMTTTTTTACCTTAAAATAATTGCCAATTGGCAACCAACAA 

CCANCCAACNNN CTCCAAAC CAATTAACCAATTGNCCNACCAACCGNCCAATTAACCAAG 

GGGNGGAATTGN I I 1 1 I I TTGGGGTTANNGAAAAAGTTTATAAAAAAACCTTGGAAGGGG 

AACC AATTA AGGGI 1 1 1 I CCCCCCAATTCCC C I I 1 1 I I I I I I I CCTTTTTTTNCAAATTG 

GTTMTTTTGGGGMTTNGGMTTTTTTNTTAAGGGGNTNAATTAATTAMTTTTTTNCC 

TTTCCTTMCCCCCCTTTTNAAAAGGCCTTTGGGNAAAAGNGCCNTAACCGGTTTGGTTT 
TCCCC 

Sequence 4077 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCAAGTCATGTTGCAAAATCCTTTTCAACAT 

GCTTGAAATAMGAMGCTCTTAAAGTTMTTTTCCCTTGAGAAATTCGCAMTTCAGAG 

GCATCTACAGCTCTGAATCAAACATGGGGTATGAGAGAGGATCAGATCAAAACTTGTAAT 

TTTTTAGTATAAGGTTCACTCTGGCAGGGAGAAAGAAAAGTTTAAAAGAGGGAGAAGAGG 

TAAAGTGAGAGAAGGAGAAAGATGTGAAAAATTTGCACATATTGAACTTCATAAGATTTG 

TATATTTMCATGGAMTAAATTGMTATATTATCTTATTTGTCACATAAAGAGAATTTT 

AAGTATCTTCTANAAAGG ATTTC ATTTGTAATGGCTGGCCAAACACAGACTNTGATTNAA 

GAATAAACCTGGNGTATCTTTTGTATCACCCTGGTGCATTTCTCTNTTCNTTTTAAAACC 
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ATGC CCT NATGGA AATTTATTTTTTAAAAATAATATTAAATTGGTGAAAAATGGCCGGAA 
TTTTAATC 1 1 I I I I 

Sequence 4078 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCTGGGATGCCTACTGGGACCGCAA 

CGACCCGCTCCGGGATGTCGATGAGGCAGCCGTGCCTGTGCTGTGTATCTGCAGTGCTGA 

CGACCCCGTGTGTGGACCCCCAGACCACACTCTGACAACTGAACTCTTCCACAGCAACCC 

CTACTTCTTCCTCCTGCTCAGTCGCCACGGAGGCCACTGTGGCTTCCTGCGCCAGGAGCC 

CTTGCCAGCCTGGAGCCATGAGGTCATCTTGGAGTCCTTCCGGGCCTTGACTGAGTTCTT 

CCGAACNGAGGAGAGGATTAAAGGGCTTGAGCAGGCACAGAACTTCTTTCTTGGGGGGCC 
C 

Sequence 4079 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 

GTACy'^AAATAACATCATAAATAACATAAATGAGAAGTTTTCAAGTATTTCAATGTGCCTT 

GAAAAGTTTCAAACAGTAATTCTCACAATTGGTTAGACAATC A I I 1 1 1 1 1 1 CTTTTCTTT 

TCCTCTCATTTAAGTCTCAGAGCCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGAT 

GCTTGGAATGAAATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAA 

ATTGTGAAMTTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGGTTTATAAA 

TATGGGCATATAGCCCAGAGCCATTATAAAAGAAAAAACAACCAACCACAATAAACTAAN 

GAGCCCTCATCTTGATGGGCTAAAGTTCTCAAGGAAAAAATGAANAAGAGCACCTTGATC 

AGGAAANGGAAA 

Sequence 4080 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAGTAAGCTTCTGCCTTCCCAGCTGCTG 

TCTGG TTAG TGGAACTAACAATTTCCTTGATGGAAATTGAATAAGGTAATCCAAAAAGAA 

GGCTCTTTTAGATGAAAAAACATGGATAGATTATTAAGCGCCAAGTTTTCTCTTCAACCT 

ACTGCTCACCAGTGCTCC CTCCTC AGCTCCAAGGCTGTGGAGGGCTCATGAAGTCACAAT 

GTTCTACTGAGAATTTAGCI I I 1 1 1 1 1 1 1 I I I GGAGTGGGTATACCATTTTGTAATTCCA 

CTTGATAATG 

Sequence 4081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCCCAACCTGAAAATGGAACAAGGATTT 

TAAACTCTTTCCAGTGGTTCCTCTCTTATAAACAATTAAAAGCTAAAAATAAAAGCTAGA 

TATTAAGGAGAAAAAAAGAACAAAAAGATGAAAGAGGGGTGGTTTTCT7TTAATGCTTCC 

AATACCATAGACTGAATGAGGATCTGAGTTTTGATGCACAGTCGTAGTCTAGACTTGATC 

TTGTTATATATAAAAAGAAGAACATCTGCAGGACAGCTCTAGAAGTCACAAGGAAACCGG 

TCTGATCTTGGCTCTGCAATTTATCAACCATGTGGCCTCAGGGAAGTGATTTAAGCCTTG 

GTTTTCTCATGTGGTAAATNGGGG 

Sequence 4082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTTTTAAAAGCCCCACAGAAGTTTATAA 

TACGTTTAAAAACCCATATTAAAATTTGAAAACTTAAAAAAAAAACTAAGAAAACAATGG 

GATATATTCCTTTTNTTAMCCCGTGMGTCCA7TACTTTTTGTTCTTGTTATATTCTGC 

CAAAAATGGGATGGGGTGGGAGAGATGCATANAAATTGTTTTATCTGCCTTGTTAACAAA 

GTGMCTCMGGACCAGCTTTTCTTTTCTTTCTTCTTTTCT 

Sequence 4083 

CCCTTAGCGTGGTC GGGCC GAGGTACCCTTTCAGACACAGTATGCTTTAATATTTAAGAT 

CTCATTCAAAAAAAATTTTTCTGATTTCCCTCATACCCTCTCTGTCTGAAATATTTAAGA 

TCTMGGMTAGTTGAGCTGCTTATTTTACATAGAGGCACTATTCTTTTAACTCCTACAT 

TCTGAATGCTGAAGTCAGTGTTAATTTACGTTAGGCCAGATTGATTGGGCTGCATTGGCC 

CAAGCTTGGATTGCCCAAAGAGAAGCTTCAGGACAGCAAAGCATGGTAGAACAACCACCA 

GGAATGATGCCAAATGGACAAGATATGTCTACAATGGAATCTGGTCCAAACAATCATGGG 

AATTTCCAAGGGGATTCA 

Sequence 4084 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCAGAGGGCAACAGTNATAGCCAACAACCAG 
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ACMACTAGTTGMGTTAAACTGTGANTTGATGATTTTNTTGAATACCTTANTATNCCAA 
MTTNAMGGCCNNGAMGNTTAGTTmCCTTTTNTCMNANMTNCCCCTTTTTTTNG 
NCNNNAAANCATTTAACCCA AI 1 1 I I 1 1 1 CTTTTTTCCCCC 
Sequence 4085 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGCGCTGGCACCTCCTCTTACAGCTT 

TACTCCTGCCAGCTTGGGAAAAGGCCGGAGAAGGTGAAATTCTGTGTGCTCCCTCCGGCG 

AGAGACTTTGTCAGCTCCCGCACAGTMCGTMGTTTTCTTGTATTCTTAGTGTAGTTTC 

GTTACCGGAAGGGGGTCTCGATCCAGACCCCAAGAGAGGGTTCTTGGATCTTGCACAGGA 

AAGAATTCAGGGTGAGTCCGCATAGCAAAGCAAAAGCAAGTTTATTAAGTACCTGCCCGG 
GCGGCCGC 

Sequence 4086 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGGGACTAAGAGCCCTNTGGCACAAATGG 

AAGAAGAAAGAAGGGAGCATGTNGCTAAAATGAAGAAGATGGAGATGGAGATGGAGCAGG 

TGTTTGAGATGAAGGTCAAAGAAAAAAGTTTCAAAAAACTGGAAAGGACTTCTTGAAAAG 

CTTGAAGGNTTCCAAGCCGGGCGGNCCAATTGNAGGCCAAAATTGNAAAAAAAAAGAAAT 

TTTTTGGGGAAAGGCCNCCAGGCCAACCAAAAANNAAAATTTTGGGGAAGNGGNAAAAAA 

AAACCGNTNCCGGTTCTAAGGTTTTCCGGAAGGNGGANTTGNAANAAAAAAAAGGCCAAA 

AAANCNTTGGGGNGGAAAAGGGCNTTTCAAAANCCAAANCCCGNTTAA I 1 1 1 I 1 1 1 1 1 AG 

GGAAAACCAAAAC 

Sequence 4087 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGTCGAGGAAGAGTAAGGAGAAGGAGCAC 

ATCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTAATGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CMTCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGAGTCTGGAAATCT 

CAACCACTCTCCCTTCGATTTGCCTCACTTCATCAAACAAGCTGTCATTTCACCAATTAA 

GCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTTT 

GCCATCTCCCCACG TTCC CMTTCAGGTTGTGTTTCMGCCAAMTTTTTTCTGGACGTT 

CTTCAGTGGCAGGGTTTTCnCAGAGTCTTTTGAMGGACTTTGTGAAACTTTCTCAGAA 

GATGTGGAATCTCTTGGCTTTGGATTTGGNT 

Sequence 4088 

CCCTTAGCGTGGTCGCGGCCGATGTAAAGTGAAAGCGCACACATATCTGTAAGCTCTGAG 

CTCAGGATTTCACGTGAGGTCCTTTGTTCGGGAGGCAGGGGGGTTCTCCCTGTTGCTGGC 

TGAGGTCACTGCATTCATAGTGTGACAGGAGACAGCACCATTTCAGCAAAGCAGCTGGAG 

GGATTGCCTTGTANAGTGGAAGACCTTCCGCAGAACAGAACGCTTCTCTGTCCTGTTCTG 

CTGGAAGAATGAAAAGGGATGGGTGGC 

Sequence 4089 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 1 I I 1 1 1 I I I I I I 1 1 I I I 1 1 I ATGGAA 
AAATTGCCATCTGACAAATGAATCATAGTAAGGATTAACATCAGTGGTGATGAAGGAACG 
ACGCCAGTCTACCTTCAAACCCATTCTTTTTAAATCCTGAATAGCCAGTGGCGGGAAATA 
ATCAAGCCAATGTTCTGCTTCANAAAATTTTACTATCTCTTCATCAGACAGGCCAAGGGA 

TTTCATMTGCCCCACTGGTATTTTAAMGAATCCAGCTTTAGCAACAGCTTTACTCTTT 

TTTCCTTTAGCTTTATCCTTAATT 

Sequence 4090 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCTGAAAGCTGCTGAAAGCTACAGGCCAATG 

GGGCTCTGCTTTACTTCTGCCTTCCATATCTTGTGTCCTGCATCTTAATGGTGGAATCAG 

ATTTGTATCCAGMTACTAGCTATAMGGAGTCTGGAAAAGACAGTTTTTAGTTTTCCAA 

CTTCTGCGTTTCAGGAAGGCATACTACAAGGAGGAAGTCGCTGAGTGATGGCTGATCCTT 

TCCCAGGCACTCATCTTCTTAAACATAGTATATTAATTACAATTTAGCCCATTCTTGATG 

GCTCATTGTCATTTCTGTGAGCTTCTCTTTTCATAATGGCCTGTAGTTGGAATAATCATA 

GGGGCCMGGGATTTTAACATCTGTAGTAACTTTTTGTCCTAGGTTAGCTTGTATCTCTC 

CCACCTTCCATAACTGCTGCTGAGACATCTATGTTTGATATCATTTGACGTCAACCTCCC 
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CTGCAAGCCACAAGCAGGGAGAGCACCTTACCCAAAGCAACCAAGTTATTTGGCTGGTCA 
ACAACCTGGNGATTTCTGGAGCTTAAAAAGAATNGGGGGGGCTTAATTGTCTTTTGAACT 
ANGACAAAAAANGGAGAGGAAATTTCCAATTGG 
Sequence 4091 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACNCCGGGGACCACAAAGAACATGTGAGTCTTG 

TGAACAAGGAATGTTGTTTTGTTCAGCGCTACCAAGAGCCGCGGCAACCGAGAAAACACG 

GAGTCGCCCCTAGTGGCGAAAGTGCGGATGCGAAACCGCTGGCTCGGCGTAAGAGCAGAG 

CCGCGGAAGAGAACCCTAGCGGCGGGGAACTAGCTCGCCTTCAGTGCTCACGGGAGAAGG 

CAAGTTAGAAAGAACCTGAGACGTTGACACTGAAAATTCAGTAGAAGAAATACNCCACAT 
TTATTCTACCG 

Sequence 4092 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGACAATAGGTGTCAAGCAGCTGGC 

TCTGGAGCTGGGAAGTCCAAGGCCTCTTAGTGGGAAAGTGAGGCAGGGTCTTGCAGAGCC 

CACTCTACACACGGCCAGATACAAATGGCTGTAGAGGTCTTAGATAACACCTTCTCGGTC 

AmATTTGCACCTCAGMGMGCCAGGGCTTCGGTTTTCTGTTTGTTTCATCACAGTTG 

ACAGGTTAAAAGCATTCACTGCAGCGATAGCTGTTAATCCCAGCAC7TTGGGAGGCCAAG 
Sequence 4093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAAGCATATCTGAAAGGAAAGATTGAGCGC 

ACCMCTATTTGCAGAAACGAGCTGCAGCCATTCAATTACAAGCTGCTTTTAGGAGACTG 

AAAGCTCATAATTTATGTANA CAAATT ANAGCTGCTTGTGTTATTCAATCATACTGGAGA 

ATGAGACAAGACAGAGTTCGATTmAAACCTTAAAAANACTATTATCAAATTTCAAGCA 

CATGTAAAAAAACATCAACCACCACANAAATNTTANNAAGATNAANAAAGCCCTTGTTAT 

MTTCAMCTCATTTCCCMCTTATATTTTTNCCATAAAAATTCTAACCTCTTACCAAAA 

AACACCCTCTTCTATCATTTGTCCTGCAANCTGCTTATANAAGGATTCCAACCCCAANAA 

AAAATTNTTNTTCACATTCCTCNCA I I I I I I I I 1 1 AAAAAATTCAACCCTATTATTCCCN 

CCTTATNTTTCTTNAAAAMNAAATTTTTTNACCCCTAAAAAAANACTTTCCATTAAAAA 

ATTCCANTCCNCCTT TTTAAAAA NTAAACCMCCCCCTTAACCAATNTTTTCCATTTAAA 

MCCACCTTCCNCTThrrTTTTTTCCCCCNTTTTTNCCCCTTCCCAAAAAAATAACTTNCC 
CCAAAAAAAAAAAAAA 

Sequence 4094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGGTTGCAGTGTGCTTAGCAGAATGTTTGA 

GGCATTACATGTTGTCCATGTTGGACAACATGGACAACATGAACCATGTTGTCCAAAACA 

ATGGCTACCAGGCACATATGGCCAATTAAGCMTTGCAATGTCCCTTAGTAAGAAATGGG 

ATGGGCTTACAGAGTATAA TACACATC AGATTTCAAAGACTTCGCAGGAAAAAAAAGAAT 

GTAAMTATTTCACTAATMTTTTTTTTATCGATCGCAGGTTGAAATGATGCTATTGCAG 

A GATAATG AGTTGMTAAAATAAACMCTMATGTAATTTMTTTCACCTTTTTCTTTTT 

ACTTTTTTAGTATTGACCACTAGAAAAT 

Sequence 4095 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGAGAGTGCACTGGACTCTCCATTCTCTGGC 

ACCCACACACTGCGGGGGCCAATGACCTGGGTCTCACTCCTGAATCAGGTGGGAGATAGG 

GTTAGCAGGAATAACTTCTTGGGCTTCCCTGCCTCAGAGCTCCAGGCCCGGATTCGAACT 

TACAATCAGCATTACAACAACCTGCTACGGGGTGCAGTGAGCCAGCGGCTGTATATTCTC 

CTCCCATTGGACTGTGGGGTGCCTGATAACCTGAGTATGGCTGACCCCAACATTCGCTTC 
CTGGATAA 

Sequence 4096 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAC 

TTCTAGCTTCTGCCTTGGCGCTTACGACTTCAGCTTTTACACTTACGACTTAAGCT7TTA 

AAAAATCAAAATGTGATTCTCAAGTAGAGTGTTGATGAATAATGAAATAAAATGTTTATA 

TATGGACTMTTTAGGTTGAAGATTATTAAGTAAAAATACAGTTTGTTGTTATCAGGTGA 

ATGGTAGGAAGTGAACACTGTCAACTTTTTGGTGAGCTCTGGTTTGAGAAGTATATAATT 

CATGATAMGATGATTTATTTGGAATATCCTATCCAGATCTTTTAAGTGGAAAAGTGAAG 
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CATGAGTCTAAACTCATACCANGTCCCATCTCAAGTTGGTATTAAAGACTAAGCCTGGCC 

NGGCGCAANGGCTCACGCCTGTAAATCCCACCACTTTGGGGATGCCAAGGCAGGTGGGAT 

CATGAAGTCAAAGGGATCCGAGACCATTCTGGCCAACATGGGGGAAACCCTGTCTNTACT 

AAAAATCCAAAAAATGGGTGGGTGTGGTGGGTCCCACCTGTAATTCCACTTCCTCNGGAA 

GCTGAGCCAGGAAAAATCGTTGGACCTGGGAAGCAAANGTTGCAAGGAGCCCAAAATGNN 

CNCTACACTCCAACCTNGTGACAGAACNAAGACTGGGTTTTNAAAAAAAAAA 
Sequence 4097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I I 1 1 1 1 1 1 I I I 1 1 1 1 I I I CCGNAGGC 

GCATACAAATTAAACCATGCTGCTAAACTAAAAAAAAAAAAATCATCATCATCATCATCT 

GNGCATTTNTTTGGCANATGAANAATCTGATTCCAAAACAAATGATrTNTAAGGTCCTAG 

GGMNAACAAAACACATCCCTTCACTAAGTATTATTAATACTTTTTGANAAAAACTTCAC 

CATAAGTAAAATTTGAACGAAGTCAAATAACAATAGAAGTTAAGCTTCAACTGATCAATT 

ACTAGTCACTNTTTGTCAGTTACTATACACATGACACTTGATAGAATAATCATTTGTAAG 
TTAA 

Sequence 4098 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGGCAGACATCA 

CTAATCCATCACAGCATGCCTTCCCACTGATCACAGATGTAGCTTCAGGGCATTCGAGTT 

ACCACTTAAGATGGATATGAGTGACCCTTCCTTATCTCACTCTTCTCCTCCTTTCACAGA 

AGCAGGATTTGAGGCCCAGAGAGGGAAAGCTA 

Sequence 4099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGACAGTTTTCCTGAGGAGGAAGAGGAA 

GATGAAGAGGAAGAAGGTGAAGAGGATGAAGAAGGTGAAGGGGATGATGGTTATGAACAA 

ATTTCCAGTGATGAAGATGGAATTGCTGACTTGGAACGTGAAACATTTAAGTATCCAAAC 

TTTGATGTTGAATACACTGCTGAAGACTTAGCTTCAGTTCCTCCTATGACATATGATCCA 

TATGACAGGGAGCTTGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 41 00 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGTGCTATAGGCAAGTATTCATGTTGAAGT 

TAGTATTAAGACCAAAATTATAATGCTTTTCTTAATGGGGGAACCCTAAGGCTACTCACT 

CAGTCCATTGAGGGGATAAGAGAGATGGCTCATTCCCATCCAGTTTTGTTTACAAACGAT 

GTTGCTCAAATTTAGGTGACTGGCTACTAGGGAAATAAATGAATGTGGAATTGAGGATGG 

AACAAAGAATTCAATGCTTTACAATAAATGGACTGTATTTGAGAGTTCAAGAGAGGATTG 

GAGAAAATAACTGAGTATGTAAAAAATGGTAAGTTTCTGATTGTTCAGTTGAAGGCAAGT 

GGCTGGCTCCGATGAAATGACATAACTGATAAGTTTTCATCTTGTGACCCTGATATCTTA 

GCCTCTATC TCAN GMTTTGAGAAMTGAGCCAGAGTTTATCAAGAAAGGAATnTCATT 

GCTGGTATCTTTTGNGGTGTGCATGATGTATAGTACCTG 

Sequence 4101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCAAGACGCTAGCCTCAGCCTTGCACG 

AGAGAGGCCACCATACAGTGTTCCTCCTCTCTGAAGGCAGAGACATCGCCCCATCTAATC 

ATTACAGCCTCCAGCGCTACCCAGGGATCTTTAACAGTACCAAGAAGACACCTGCTATGG 

CGATGCGGGCAGTGCCTTTGCCGTTCACGACCTGGAGGAGGACACCTGGTATGCGACTGG 

GATCTTAAGCTTTGATAAGAGCTGTGCTGTGGCTGANTATGGNGTGTATGTGAAGGTGAC 

TTCCATCCAGGACTGGGTTCAGAAGACCATAGCTGAGAACTAATGCAAGGCTGGCCGGAA 
GCCCTT 

Sequence 4102 

CCCTTAGCGGCCGCCCGGGCAGGTACATATAGAATAGTATAAATACAATAAATGTTTGAA 

TTATCGTATAACTTGAGTCTAAATTTTAAGTTAGTATCCTGTATTAAGAACTGGGTTGAT 

CAAATGGTTCTTTCTTTGCACATATCAAGGCTTTCGACTATTCCCAATCAGGTCTTCCCA 

AATTTGGGCATATTCCTGCCTCTGCCTACCCTGTTCTAATTTGGCACTCTAAAGATAGTT 

CATAAAAAGCAAGCCAAAGATAGAAAAGAGAGCTAAGGCTCAGGAGGAATTTACTCTTTA 

CATTTGGGGGAAGGAAAATGAGGCTTGTCTACAGCAGGGACTGGCTGTCTTCCANAAATG 

GmccCAAGGTGTTCCCTACCTCTCTTTTTCTTGGATATCTTTTTGCATTATAG 
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Sequence 41 03 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 1 I I I I I 1 1 1 1 I 1 1 1 I I I GCCGTTAAAAG 

AAAAAGCAGAAAATAATAAAGTNATATAATGNGGTCTTGCAAAAAACAGTCTGAGATCTT 

ACATTTCAAAACATGTNTTGCCCGTTCCCGGCACCTACAAGGCCANATGAGCTACCTGCT 

CCATCCTTCCCATTCTCCCTGCACGTCCCATTCAAGCTCTTCTGCAAGTGGCCATGTTAA 

AAATTTATAAAAATATCCGAGTCTGCCTGGCACGCTCAGAGATTCTCATGACAAGTTCTT 

CCCTNACTGAGCACTTCCCTGACCACCCAAAATAATCACCCCCTCCATNTACCTACACAC 

ATNTGCACGTGC 

Sequence 4104 

CCCTTGCGGCCCGCCCGGGCAGGTA C I I I I 1 1 1 I 1 1 IGI I I 1 1 1 1 1 I 1 1 1 I ICTATAAGG 

TAGAGTGGATATTCAGGCTCAGATTTTAGCTAAATTAAGAAGGACCTTTCTCTGTCCAGA 

ATAGTATCACAAAATTAAGACTGGCTCTGGAAGAGAGACAGAGGATGCCCTCTTTTCATT 

GTCATACACCATTTGMTTGTATTTGATAAATTTATATTGTGACCTTGAAAATGAAACCA 

CTCAGAAATCCTGGTTAATTTCTGCCCCATGCGTCAGTCTCAAAGGGGAGACCTGCCTTT 

GCCAACAGACCATTCAGTAAGAAACAAAAATATTAAAACTCCACAATCACAACTTATATG 

GTCAATAATGGTTTCAAAAATTAAAAAAATTGATCCTGGCATATTTACAAGCAATTATAT 

ATAMTACAGGAACATGTATATTATGAATTTTCTTTAAACTATTTGCCTGCATTGATTAT 

AGAGAGAATGAACCTCCAATGAAATCTGATTGAATAAAT 

Sequence 41 05 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTCTTTTCTCGGGACGGGAGAGGCCGT 

GTAGCGTCGCCGTTACTCCGAGGAGATACCAGTCGGTAGAGGAGAAGTCGAGGTTAGAGG 

GAACTGGGAGGCACTTTGCTGTCTGCAATCGAAGTTGAGGTATCTCATTTGCCATGAAAC 

TGCTACACCTGCTCATGGCGTTTAAAATCCTTACAACTTTTTGAGAAAACGACGTTGCAC 

TATGTGGCMGAGTCACAGGATAGATTCTATTTTTAAGAATTTATCCTATGGAAATAATT 
AA 

Sequence 4106 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGNAAGGGTTTAGCTCATCCTCAGGAACCCC 

AGCCATGGTCAAGAGTCGAGCCACTTCCTCTCCAGGCTGGCAGTAGCGCCCACTAGCTAC 

AGGTGCATTCCCCTGCCTATTAATATTCTGCTTGACCCAAGGCAACTCCAGCCAGCCCCA 

CTGAACTATTCTTACCAGCCGCTGCCATGGCCTGCTATCTCTCAGCAGAGTCAAGCAACG 

CTGCAAGGCTGGAGAATCCAGCCAAGAGAAGAGCCAGGTAGCCTTATCCCTCCAGCCTAA 

CCGGTCACCTAGTCCCACCAGAAACCGCCATCCCAACTGTAGAAAGCCCAAAMGAGGGC 

CAGAGCCAGGAGCAGCAAAGCACCCAGCAGCTTAAGAAAACGAGTAAACAGTCCTACTCC 

ACAGTAAAACCCCTGGCTTAGAAACTGAAACATGACCTGGGCCCAACCCCCTAACCGCCC 

TGTCCACACTTCCATCAAACTTCGAAAAAG 

Sequence 41 07 

CCCTTAGC GTGGT CGCGGCCGAGGTACAGTAATCCTGTGAGAAAGACAGGACAGAAACCA 

CTGTGCCTATTTTACAGATACGAAAACTGAGACACAGGTAAAGGGGCTTGTCTGTAGTCC 

CATAGCTAGCAGATGGCTGGAGCCAAGACTGAGGCTCGTTCTTCAATGCTGAGCCAGGGC 

TCCTTCCGCTGCACCACAAGAACGCTAGTCCACTCGCCACCAGCCTTCTCATTCCCTCTT 

CCTCCATTCTAATCATTTCTAGCTGGCTGGCCTCCACAGAGCATAGGAAAACAG 

Sequence 4108 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTTCTATGGATTATAGAGGTAGGGAGGCACCTC 

ATATGAACTACAGAGACAGGGATGCTCACGCTGTTGACTTCAGAGGTAGGGATGCTCCTC 

CATCTGACTTCAGGGGCCNGGGGCCACTTATTGATTTTAAAATTTTTAGAAGGGCCCGGG 

GGMT GGGGA TCCCCC ATGGCCA GMTTTTTTAGGGGGGGNAAAGGGGGGATTTTTATTC 

NAGNAAI I I I IG GGNAATTT TTTTAAGGGGGGCCCANGGAAGAAAACCAAGGTCCCCCGG 

TT TNCCTT GGNATTTT TTTTNAGG GGGAAATTTATGGMGGMTTGGTTNATTTCTTTGG 

AAi i 1 1 1 IGGGGAACCI I I I 1 1 1 INGNAAGGNACCAATANANGGAACCCGNGNANANCCA 

ACCAAMTGGTTAAAGAAACCTTTTTTTANAGNAGGGGNNCCCTGNAGGGGGTTTTCNAA 

GGGGTTACCCCCTTTCTGGGGCCCGCGGTNGAAACCCNACCGNCCTTTANAAGGGGGGCC 
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Sequence 4109 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATCCCCCCAGCCCTGGGAGCAAGAGGA 

CAGCGAGACTTCAAGCCTTCACACCTTAGCACAAAGTGTGTCAGTCCCCACACATCACTC 

CTGTGAGAACTCTAGGACCCAGCATACTAGGAATATCTTATGGATCAGAGCTGTCACCAC 

AACGGTATCCATTATGGTAATGTGGAAATCATAATTGGCTTGTGAGGTTAGGAGAGAGAA 

GMAGTTACTGTATTTGAAGTTCAAGGGAGCAGTATTTGCTTCTAAATTGCTATACCAAA 

GCAGGGAGGAAAAGACMATGCTATCCTTTTTGTTTTAAATCTGTAAAGAACTAAAGAAA 

TGGAGCAGTATTTTGATTTATCCTTTTTATCTGATTACAGGGAAAGGCAAGACTACAAGT 

TACTGAGCACCTCCCTGAGAAAAT 

Sequence 4110 

CCCTTAGCGTG GTCG CGGCCGAGGTACTATGCTCTTGCATTCTTTTTTCTTGTCTCTTCT 

AATCTGCTTTGATTTTCTATTATACATCAGATAAATTGCCTTCCATAGAAGCAAGGGACT 

AGTGTAATTTGAAAGCAAGAATTTACCATTAAATTGCATTAAATTGTATAGGAAATTGTT 

GAGATAAAGTAGTTAAGGTATTTATATTAATGTGACCTTGATAGAACTTTAGAGAAACAA 

AGTAATCAGAGTGGGCAATACTACTTCTGAATTTCCACTCTGAGTTAAAAGCGAGGTTAA 

GCTTTATTTCTMTATAMTTTGTTTTTTCCTGCTGTTTGTATGATTATAAATTATATTA 

AGAATCGTGTTTCTTAGGATTTACCCAAAAGAGTTATATTGTTATTNAGAAAGTCTCTGG 

G GTTAAATTGCTTGTGTCTATTAATTCTTTAAATATG ATTTT 

Sequence 41 11 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTATTCCTTTTACCTAGCCCCTTATATTTTTA 

TAGCACTTTCCCTAAT ATCAC ATATGTATTTGTTGACTTTCTTCTCTGGCAGAAGGTAAG 

TTCCATGAMGCAGAGTTTTGTTTGGTTCATTTGCCTGTTCCAAGTACGCGGGGGTAGAT 

CTTCMTTTGGATATTTGGAGGAGTGAACATCGTTGTTTTGCTGGAGGGAAGATCTTGAT 

GGTGTTTCTTTCCCCAAAAATTGACTTAGATATTAAAATTTGGTGCTTATAAGAGAGAGT 

TAAAAAAAAATAGGATTGCTT 

Sequence 41 12 

CCCTTAGCGTGGTCGCGGC CGAG GTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGACAGAAGTAGTATAAGAAAAGGAAATCAAACA 

MGTCMACATTTTAAGTGTAGCTCTTGGTGCACTTTAAAAAATTATTAAATTGAAGCTG 

TAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATTAAA 

TTCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGGA 

CTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGTTGATACATAAAGCC 

AGTGAGTGCTATTTGGTAAGGATATATTTATATTTAAAGGTCTTCATACCGGTTATTAAC 

TAGCTCCCMTATTACTGGAAATGGATTTTCTCCCAAAATATCCTATTATTTAAATTATC 

ATGCCTGGCAAAATTTAATTAATNACCTTTGGGTTTTGAAAAA 

Sequence 41 13 

CCCTT TGAGC GGCCGCCCGGGCAGGTACATGATTGTTTTGGTTATAATTTATTTATAGAA 

TGTATCTTTTCTATATTACATTCTTMTATTCGCCAGATATTATATTGACCATTCTCTTT 

MCTTCTTAATGTGGCATATTTCAACTCTCCTTTCCCACAAACAGCTTCATCTGTCTCCA 

AGGTTMCATTCTGAAGCTGGAGAGTCCTTGGAGAAACTCTGCTCAGCTTTTTTGTGACA 

TnTAGAAAAATGCATTTGGTATTCTCCAAACCAGAATGATACATTGTCTCAAAATCTGTT 

AGACAGCTGATGGGTGTTTTTGAGCAAC 

Sequence 41 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATACATCATATGAAATAGAGAAANCTAACTAT 

AAACCAGTATATTACAAATCCTTGATACCGTTCTCAAATTGATTAATTCAGTGGTCTTCA 

AATACTAGGTCTTGTATGACCCTCACATATATTTAAGTTGCCATCTAAAACTTTATCATA 

AGCTTCCTAGTTATAAAACATGGAGTTTCCTGTGTACAAAGCAGACTGCCCGCAAATCGA 

CCGGTGGTAAAGCACCCAGGAAGCAACTGGCTACAAAAGCCGCTCGCAAGAGTGCGCCCT 

CTACTGNGAGGGGTGAAGAAACCTTATCGTTACAGGCCTGGTACCTTGCCCGGGCGGCCG 
CTCGAA 

Sequence 4115 
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CCCTTTCG AGCGG CCGCCCGGGCAGGTACGCGGGATAAAGGATAATTTATATCTTATTAC 

AGACTGATATTTTGCCTTTTCATGTGTCATCATACTGTCAGTATATTAAAAGAAATTACA 

GCCTAAAACTTAACATATACCATACATATATATTAAGGTGTCAAATAGCTATTCTCACTC 

ATCTTACAAATATTGTAAGAGCAATAAAAATTAATTGAGGAATTATAAGCCTACAGGTCA 

TCAGCCTTGAGGTGATTACTGATGATTTGGGCTTACACACATGTCANCAAGATAGGGAGT 

GTGGATAGGGGAGGGCTGGTAGCTAACAAGGGGCCTCACAGAGAAATATTAGTGACTTTA 

ACCAGGTTTCAGAATCTGGGCCTTACCTTTACAGGTTCAACAAAAGAATGGCATCAATAG 
AG 

Sequence 4116 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGTTCACTAACCTATAATAAATCCTTAGAA 
GCTATCAAAAAGAGATTACTCTTTTAAAGGTCCCATCTGGAGTAAAATTCCATGACTACA 
ATAG TCATT CTCGCTACGCTTTCTTATAATTTCTAAAGTAAATCTAGTAGTTACTCAAAT 
AACATTTTTCCTCTTTGAG 1 1 I I 1 1 I I I I I I I 
Sequence 41 17 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTTTGTTCGAGAATAAAGACTATACAA 

TTAGTTTGMCTTCT GTTATG TTTTTTAATTAGGACATGGAAAGGAATATAGGGTAAGGT 

CAATAAGCCTCGCTGTTTTTGATCTCAATGAAAAATTCTAGGGCCAGGCGCAGTGGCTCA 

CGCCTGTAATCCCAGCATTTTGGGAAGCTGAGGGAGGCGGATCACAAGGTCAGGAGTTCG 

AGACCAGCCTGGCTAACACAGTGAAACCCTGTCTCTAGTAAAAATACAAAAAATTAGCCA 

GGTATGGTGGCGGGCGCCCGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAANAATGGC 

GTGAACCCGGGGAGGTGGAAGGTTTGCAA 

Sequence 41 18 

CCCTTCGAGCGGCCGCCCGGGGAGGTACAAGTTGTGACATTCGTTCAAGTTGCTGCTACA 

TGGGTATTCTGAGCTGGCTACCAGGAAGGACTCCTGCGTTTCCGAGAGCCAGGTCAGCGT 

CTCTAGGAGCCGTGGTGCAGGTGCATGGTGCCCAGCACGGCACTGTCGTACCACCTCAAG 

TGCCTCCCCAGCTCAATCTCCTTGTTACAGTAACCAGTCAGATGACGGCTCAGATACAGA 

GATGGCTTCTGGTTCTAACAGAACACCAGTTTTTTCCTTTTTAGATCTCACTTACTGGAA 
AAGA 

Sequence 41 19 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGATGCCACTTGTCAGCAGCAGGATACTT 

TTTGCAACACGAAAGCATAATTATTTTAGAAGAAGAGAGTAGAAGGGCAGAATAGAATTC 

AACTTACAGAAGCAC GGAG TAGTGTGTGGTTGGCTGTTATCTGTCCCCCTGGGAGGAGGA 

CTGTTTTGCTCCCTTGTTTTGATGTTAAACAGTAGCTTAAAGGCTTTCCCCCCCATACCA 

ACTNA CAGCCAAATGACAAAAGAACCGTGGGGGTTTCAACAGAATTCTACAAAACATGCA 
I 1 1 1 1 CCCTTT 

Sequence 4120 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATCCTGTATGTGGGGTCCATGCCTCTTAAGA 

ACTCCTTTCGAGGAACTATCCGGTAAGAAGTATCCTTTTCACATATACCTTAGCAACTGG 

MT AAGAT TAGG ATAGAC TAGGACACCAGAATTTTTGAGCAACAGTTACAATTCCTATTT 

TTTCTTTTGCCCGTTTTTCTTTCTTCTTTGTGCTTTGATTCTCCCCTAGTAGTATCCAAA 

AAATACATGGATGATCTAGGACAAAAGGAAAATATTAACGAGAGGGTTTAAAAGTAAAGC 

AAAGGCTGGGCCGCGGTGGCTCACGCCTGTTATCCTAGCACTTTGAGAAGCTGAGGCGGG 

TGGATCTCTTGAGAATCAGGAGTTTGAGACCAGCCTAGCCAACATGGTGAAACC 
Sequence 4121 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGGCGCGGGCCTGTGAGCCAGTTG 

GAGTTGCGGCGGCGGGAACGATTGGGCTGAGCAGAGGACGACATGTTGCTTTTCGTGGAG 

CAGGTAGCATCTAAAGGAACTGGTTTAAATCCTAATGCCAAAAGTATGGCAAGAAATTTG 

CTCCTGGAAATACTGATGCCACCCCAGTAACTCATGGAACTGAAAGCTNTTGGCATGAAA 

TAGCAGCTACATCAGGTGCTCATCCTGAGGGTAATGCAGAGCTNTCAGAAGATATATGTA 

AAGAATATGAAGTAATGTATTCTTCATCTTGTGAAACCACAAGAAATACTACAGGCATTG 

AAGAATCAACTGATGGGATGATTTTAGGACCAGAAGATCTGAGTTGCCAAATATATGATG 
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TTTCC 

Sequence 4122 

GCAGAATTCGCCCTTTNGAGCGGNCGTNCGGGCAGGTACCTGATTTTATTTCCAGTTTTN 

NTCCGAATTCACTGGGGMTGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTA 

ATCCTGAAAGTCTTGTGAGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGG 

CGGAGAAAGGAAGAGCCCCGCGTACGCGGGCAGAAAGAGCTGAACACTCTGTGCAGCGAG 

TTACATGTTGAGCCATTTCAGGAAGAAGGAGAGACGACCATCTTGCAACTAGAAAAAGAT 

TTGCGCACCCAAGTGGAATTGATGCGAAAACAGAAAAAGGAGAGAAAACAGGAACTGAA 
Sequence 4123 

CCCTTAGC GTGGT CGCGGCCGAGGTACTCTTCTGACTTTTCCCCCACAAGCTGCTAAAAA 

GATCATTGCTTTTCGTTATATTTTGGACTGGTATACCTGGCTAATCAGCATTCACTGGCA 

AACAGCACTGTGAGGAAGACAGCTGCCTAAGGCCTGTTTGTCACCCTGGAAGGGAAGCAG 

CAGAGAGGTAGAAGTATCCTGAGAGAAGAAAATAGCGTCAAAGAGGGAGAAAGCAGCAGC 

TCCATCAAGCCCTTACCACATGCTGTGCCTGGACTTTGGTATCTCATCACTTTGGGTG 
Sequence 4124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGTCCGGGACCCTTGGCGACAGAAGACAG 

CCTCCGAGAGCGCGGGCTTCCTGTATAAATGCCTACTTGTCTGGCAATAAAGCAGCTCCC 

AC TAACC CCAACCCAGGCCTTAAGACTGGTTGGATGACTGATTTAAGCCTCCATTGAGCT 

TTATTTTCGCACCTGTTTAATGGGAAAATAATAAAAGCTTAGATTTATTGAGCACTCCCT 

GTATATTTGMGCATGGTGCTMGCATTTAATACATATTtTGTCATTTAATTCTCATTAA 

ACCAAATGAGATAGGGATAATTATTTTGGCC 

Sequence 4125 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACTTTTTGAGGCTGCAAGATTAAATGAGA 

TGATGTTTGTAAGGCCCCTAATAAAATTGGTGTAAGCCAAGCCCTCATCAAGTGGTATTG 

ATACCA TGTTGG AGATGATGGAGGAGAACAACTTATGTTAATTGTCTTTAAAATGCCTTA 

ACTTCAA 1 1 1 1 IGGGAAATTTAGCATATTTCAAACAGAAATAAGATGTAAATATATATTC 

AACACTTTAGTAACAGGATAATTATTCCAACAACATATTAGTTGATCTTAGGTATCAAGG 

ATAAA AGGAATACATTGTAAGTGTGATAATATAAATAAATGTAAATTCTTTAAAAAAATT 

TTTTTAATTT7TAACTTTTGTG 

Sequence 4126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTTGTGTCTAGTTTTAACCTTTTGATCCCAG 

GTCCTGCCATGACCTTCAACATGGGGGCCAGGTCTTCAGCATAGCGGCACATAGGACCAG 

TGCACAGAAACAACTCTTGGGCTCCCACAGCCAAGGGAAACTGACCTTTGTTGGGAACCA 

CACCTGGAGAAGGCTTGTGTCCAAATATACCATTGAAGAAAGCAGGCATTCGAATGCTAC 

CACCAATATCAGAGCCCACACCAATAACTGAGCAGGCAGCTGCCAGTGTGCAGCCCTCAC 

CACCAGAACTTCCACCTACAATATGCTGTAAATCATATGGGTTGTTTGATCGGCCATAGA 

TCTTGTTACTGGATTAATACCACATACAC 

Sequence 4127 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGACAAACAGTGTGCACCCAGGTGCCA 

CTCAGATCAGTGGTGCATGATCGGCCATGCAGACCAGAGCTGCTGGGGTTAGAACATTCT 

TACTTTGTTT CCTCCC CATATTCTCCATTCAAGGAGGGGTCTTTCTCCTGGCATGATTAC 

AAAGGATAGA I I 1 1 iGCCTGTTTATGGGGAAATCACAACCAGAAATATTCAACTTGAGAA 

GAAACTAATGGGCCTAGCAACTTAATATAGAGCAGACTCACACCAGAACTACATTCCCTG 

GCCCTCTGCCTGTGTGCTTCTGGCCAGGCCTTGGTTGGCAAGTCTGACCCGAGAAAAGGA 

TCTGCAGAAMTCAGACTATGGGATCACTTTGTTTGTGCATTGGGAATGACATTCTTTCC 

CACCCCAGGAAAACCTTTGGGACTTTCAGAGACATTGTGGCTAGCCAACCACATGGTCAG 

CCTCAAAGTTGAGAGGCTCAGTAACCCTCCTATCCCTAGAGAATTCCAAAGTGTGGATGT 

AATTTAACTAGAAAGCCATTGGGGACTATCTTGTGATCCTTTGGAAAGTATGCTATGGTN 

GGGGATATCTTTGCATCCCAAGCCAGAGGGAACCCCAATGACTAGTAAAAACCGGNGGGC 

TCMTGCCCCACTTANCCCTCTGNCCTTTGAATTTTGANCATTANTGGCGTTTCAACCTG 
ATAAAACCGGGGAANA 
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Sequence 4128 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACTAATTGCACTTAACACAATGAACCTTTAGTT 

TCCMCCAGTTTTCATTCTCTGCAGACCCGGGCTTTCTTTTTATAMAACTGCTTTCAAA 

GGGCATAGAGACACCACACATGGTCCACAGTAAATTCAAATAGAGAGGTGCAATAGTTGC 

AGTGGTA MCAC ACAAAMAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAG 

CATGTGCCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAATTAA 

GTTACAT GCATAATG CTAAAAGAATGTGAGCAATCCTATAACCAGCTTTAAGCCATCTGC 
TTGATTTC I I I I I I ! 

Sequence 4129 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTANAG 

TTGATCTACTCCANCGACTNTTTCGACTTCTTTGCGGCCACCATATGTCTTACCTGAATT 

ACTGCMCAGCCTCTTAATTTGTCCCCCATTGCTMTCTTATTTCATATCCTTCAAATTC 

GTGTCCATAGTTTAGCTAAAATGATCTTTCTAGAATGTATGTGTGATCTGTCTAGAGCAC 

CATTTMGCCTCCCAGTGCTTrCCTTGTCTCTCTAGCTTTTATCCGTCACCAAGCCCAAA 

CTCCACATTCTGACCATAATACGTGCTTTCTAAGTTCCACCATGCCATGATCTCCTGCTT 

TCAATACATGCCCCTTTGGCTCTTCTTTAMCCTCNCCTACTTGTTTTNCTGNTATCTCA 

NGTGGTATTAAATGANANGAAGGAAATAAAATTGNAAA 

Sequence 41 30 

NNGCNCTTCGGANCGGNCGTCNNGGNTATGTGCTCMTTCCCCTTTCGAGCGGCCGCCGG 

GGCANGNNCTTTACTNCTCCTTATTTTGNGGGNGGGAANGCANCNCGGAAATGCCCTGTG 

ACTGGCAGCGGAAAAGGCGACCACCNCTTGTGTATCTTCACTTTAGATCTTGCAGGCATA 

T CAACT GTGGTTCTAAATGGCTATGATGTNNTAAAGGAATGCCTTGTTCATCAAAGCGAA 

Am M IGCAGACAGACCATGCCTTCCTTTATTNATGAANATGACAAAAATGGGAGATGAG 

ATGGATCMGGTNAAAATGACCCATCATCTACTTTCTCCAMGAAAACCTMTTTTCTCA 

GTGGGTGAACTCATCATTGCTGGAACTGAAACTACAACCAATGTGCTACGGTGGGCGATT 

CTTTTCATGGCCC 

Sequence 4131 

CCCTTTCGAGCGGCCGCGCGGGCAGGTACMTATTGTAGCTATCTGTTTACCTGTCTTTA 

TTCCCCATCCAACTCTAAGCTCGGAGAAGACGGGAACACTGGAATCTCCACAATCTAGCA 

GAGTGACTGGCATACAGCACAGTAAAGGCTTCACAGCTAGTTGCTGAGGAATAAAATGAT 

GCCTA MGTA AAGACTTTTCAACAAMAATMTTMTTTAATGTTTTAGAAAGCCCTCCA 

TGTMCTTTTGTAMTCATATTTMTCCTCTCMAATACAAAGAACTTTGATATTTTCTT 

CTGTTTCTTTCAAMTTCMTAAAAAGGCTTTAACTTAM 

TATAAACATGCNCAACTCAAAAAAAAGTTNAAATCCCCANAATACTAAAATCAAAAAGGA 

GATACTTTACTGGCTTAAGTGAAAAATTCTAMGTCTTGCCATGTGAAAAACTCTTTCTA 

TCCTMTCATMCMAATCMGGCTTACTMTTTAMCMATTCTTGGMAGTATTTCTA 

CCTTATNGANMCMN CCAAACC CCCATKITTTIsrrTTCMCAAAMTATGGTATTG 

ATTMCTCTCCACATCCTTTTTTTGGTTATTCTCAAMAATTTTAAMCCCTTTAAAAM 
AAA 

Sequence 4132 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGATTGTATTTTCMTTTrTATTGAAAT 

CTGTCCTTTGCCCACAGTCGGGTTTCTTTTCAGCCTGGCCCMTCTCTTTCAGTTCCTGG 

GCTTGAAGGCCTGTGCTAATCTGTATCAGACATCAAGGCAGATAATTGAAGGGAGAACTC 

TCAGGGGGAGAGGGAAAGGGAAGGTCACCTCAATCTGTCCCACTTAACTAGGGAAAAATT 

TCTAGATGAMTTTGTGAAATGTTCAAATTACAAAAGGGGGAAGATGAAGATGGTTTGGG 

TCTGAAAGAAAAGTAT 

Sequence 4133 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACCACTGTGCCTGCTTTGAATCCTTTACGAAG 
AGAAAAAAAAAATTAAAGAMGCCTTTANATTTATCCAATGTTTACTACTGGGATTGCTT 
AAAGTGAGGCCCCTCCAACACCAGGGGGTTAATTCCTGTGATTGTGAAAGGGGCTACTTC 
CAAGGCATNTTCATGCAGGCAGCCCCTTGGGAGGGCACCTGAAAGCTGGTANAGTCTGAA 
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ATTAGGGATGTGAGCCTCGTGGTTACTGAGTAAGGTAAAATTGCATCCACCATTGTTTGT 
GATACCTTAGGGAATTGCTTGGACCTGGTGACAAGGGCTCCTGTTCAATAA 
Sequence 4134 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCGTGTAATTCCACCTACCCAGAC 
AGGAATGGCACAAGTGATTATACCTCAGGGGCAACTTGTGGATGTNGAAATAGTCCTCGG 
GATGTCCCTGAAGAGAAACCCAGTNACAGAAACTTA 
Sequence 41 35 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTCTATATTCTAACTGTAGCCNTTCCTG 

TGTTCCTGGTTATCCNNTATCTGCTGTTCTGGAAAGAAACAGACCAGTGGTATGGAGNAT 

AAGAAAAACTGATGCACCTCAACCCGGGATTGTTGAAGGGAAGAGGGAANAAGANTAAGG 

GAAGNAGGGAA ATTGG GACCAAGGGGAATATTNAAGGGAGGGAAGNGAAAGGGGAGGAAA 

NNAGNAANACCCTTTTGAAGNGAGNAAAAACCANGNAAAAANAGGTTGAATTGCCTTGGA 

MGNAAAMAATTGGNGTTGGGGCCACCTTTGTTCCANGGTCCAAANGAAGGGGNAGGGG 

AAANGNAACANNGGAAAAANAACCCTAAAAAAAGTCNAAGTAAGGGGAAGGGGAATTGGA 
AAAAATTT 

Sequence 4136 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCAATGTGGGAAAGGTATAGAATCAATCTC 

CAAGCCTTGAATAGAGCCTGATGAAATAAACGCGTTCTTATTTATCAGGCTFTATTACTA 

GCGATCAAATATAGCACAGAGAAGGATTAGTAGAGGAAGACATTCTGACATGAAGGGACA 

TCTGAAAAGGCTGGAGATAGGAAGACTAAAAACTAAAAAGGCTATTTAGTGTTAGCGCAA 

ATGTTTTACTATCTCACCTCAAAATTTAATGAAGTATTTTAAATATATTGTGACAAAGTG 

TGATAAGTAATCTTAAGTTAAAGTCTTTAAGAATGATTTAACACCGATATTCACTTTCTC 

TATTTNAAAANGCAAATAGCTGGACGTGGGTGGCACACGCCTGTAATCCCAGCTACTTTG 

GAAGCTGGGGCCGGG AAGGA TCACTTTGACCCCAAAATTTGAAACCCACCCCGGGCNATA 

TAACGAGGAACCCGTCTTTTTAAAAAAAAAAAAAA 

Sequence 41 37 

N GTNCA NCTTTCTATTTTTAGCCTATATTTGGAMGAMGCACTTAACATTTTAGGAATT 

CTTTTTAAAGCTGCTTGCAMGTGTTGGTGATTTTACTGAAMCTTTTGAGATCTTCATT 

TTACAGGCAGACCTGTCTAACTACAAGCCAGACTTGGGTTTTCTCCTGTAGTTTGAANAC 

ACACTGACTCCTGACAAAATGCAGCCTGCAACTTNCTGGANAACAACTCANTGTCACATT 

AMGTTTATTATGTATTTMTGATACACTGTTTMTTGACAGTTTTGCATAGTTTGTCTA 

ACTTTAGAG AATTAA GAGCCTCTCAACTGAGCAGTAAAGGTAAGGAGAGCTCAATCTGCA 

CAGAGCCAGTTTTTAGTGTTCGATGGAAATAAGATCATCATGCCCACTTGAGACTTCAGA 
TTA 

Sequence 4138 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACTAGAGTGGGGAAAAAGAAGAAGAAAACAA 

AGGGACCAGATGCTGCCAGCAAACTGCCACTGGTGACACCTNACACTCANGTGCCCGGGT 

AAAAAATTAACTTGAANTTAGAAGAAGAAATTAAAAGACTNTCTTCTNATGGGAGNGAAG 
AATTC 

Sequence 4139 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTTTATTGMTTGATGMTTGATTTTTTTT 

TAGTMTCACATAAATTTCTGTAAGATTTGTTATACATTGTTTACTGTCACAGAATCATG 

TTTTATATCTTCAAGCTCAMGCMGCTTTCAAACTTGAATTTAGTTCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGTTGATCTTTATATATACAAGGAAAACGCANAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAGCATTTCTATAAAATAACAAT 

TAAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTTGATTGGATGGAAAGGAAGCAAA 
AATATT 

Sequence 4140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCATCGCGGTGCTCATAGACGAACTCCGCA 
ATGAGGACGTTCAGCTTNGCCTCAACAGCATCAAGAAGCTGTCCACCATCGCCTTGGCCC 
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TTGGGGTTGAAAGGACCCGAAGTGAGCTTCTGCCTTTCCTTACAGATACCATCTATGATG 

AAGATGAGGTCCTCCTGGCCCTGGCAGAACAGCTGGGAACCTTCACTACCCTGGTGGGAG 

GCCCAGAGTACAAAGGCATGGGGCTGTCCATGGGCACCATGATCTGTGGCTGGGATAANA 

GAGGCCCTGGCCTCTACTACGTGGACAGTGAAGGGAACCGGATTTCAGGGGCCACCTTCT 

CTGTAGGTTCTGGCTCTGTGTATGCATATGGGGTCATGGATCGGGGCTATTCCTATGACC 

TGGAAGTGGAGCAGGCCTATGATCTGGCCCGTCGAGCCATCTACCANGCCACCTACAGAG 

ATGCCTACTCAGGANGTGCAGTCAACCTCTACCACGTGCCGGGAAGGAT 

Sequence 4141 

CCCTTTCGAGCGGCCGCCCGGGCAGGCAACACATTAAGTTACTTCCTATTATAGCCCTTA 

TGCCTTTGCCTATGTCAGCTATCCCMTGGTCTCTAAACATTTTTGATCAAGCATCCTTA 

CTACTMAAAAATTTGTAACACACCCTGAAAAGTTATATGTATTATATCCACTTTCTTAT 

GTATTTACATAATAAATACATAGTATACACACTAATATATAATGTATGTAATACTAAAGT 
ATTACA 

Sequence 4142 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACAGCTCATAGGAGAAGGGGGAAAAAATTA 

AAAAAATTAAAAAAAGCTCTGGGCAGCAGGCAGCCAATCAAAACGCCAGAGCCCGTAATG 

AGGGCGATTGATGGCTGTTTGGCTTTTACTGCAGGGTAATGAACTAGAATCCAGTCTGAG 

GAGG GGGAAAAATATGAATATTCATGAGACTGTGCTCCTGCCTTTGATGATTAAAGAAAT 

TTTTAATATTCAAATAAGCGCTTGCCAAGTGATTAACAAAGAACAAGCACGCAGAAATAT 

GGAAATGGGAGCCGGGAAAGATTTGAGAGGCGAACGTACCTGTGGAAGTTACTTCAACCC 

TGGGAAGTAGGGACTTTCCAGCAGTCCCATATTCTGGATGGGATTTAATGATGGTAAATG 

TAAAACTGGAAGTGGAGAT 

Sequence 4143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGG 

TATCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAA 

CAMGTCAAACATTTTAAGTGTAGCTCTTGGTGCACTTTTAAAAAATTATTAAATTGAAG 

CTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATT 

AAATTCATAATATTACAATTCTGAATTCCT 

Sequence 4144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAAACTGAATGCTCATGTTTCCACCTGC 

TTCTCGAGAAAGACAAGACAGAAGCGTGATCTCGGATGGCTGCAAGACAGGTATAACCCC 

CCCGCGTACCTCGGCCCGCGACCACGCTAAGGGCGAAATnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnCGAAGCTCNGTACCAAGCTTGGGCGTAATCAATGGTCANTAGCCTGT 

TTTNCTGTGTGGAAANTTGTTATCCCGNTCACAATTTCCACACAACAATACCGAAGCCCN 

GAAAGCCATAAAAGGTGTAAAAAGCCCTTG 

Sequence 4145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAGAGGATCACGTAATTGCAGGAAATGTA 

GAAGAATTTCGTAAAGATTTCATTTNTAGAATATGGCTGACCTACAGGGAAGAATTCCCT 

CAAATAGAAGGCTCAACTTTGACAACAGACTGTGGGTGGGGCTGCACATTGAGAACTGGC 

CAGGATGCTNTTGGCTCAAGGACTCATACTACACTTTCTTGGTAGAGCTTGGACCTGGCC 

TGATGCTTTGAATATTGAAAATTCAGACTCTTGAATCATGGACTTCCCACACTGTCAAAA 

AATTTACTGCATCATTTGAAGCATCACTTTCAGGGGGAAAGGAGAATTCAAAAACCCCCA 

ACAAATTTCTTCTGAAGGAAACAATTTGGG 

Sequence 4146 

GATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 I 1 1 1 1 1 1 1 I I 

' AAACAGATGGTCATTTCAGCTCCTGGCTAAGGCCACAAAGCAAAGTGTCCTT 

TATTCACTGATTGTTGTTTGAGCAAGGGTGCCCTCCTCCCCCTTGCCAGGCTGCTGGGAG 
TGAGACAGATACAGCCTTGGCAGCAGTGTCTTGGAGTGATTGTGAATAAGGGATGTTTTC 
TCTCCTGTCTCTCTCCCAGTGTCTGGATGCCAGCCGCCCATGGCTNTGCTATTGGATCCT 
GCACAGCTTGGAACTGCTAGATGAACCCATCCCCCANATAGTGGTTACAGAGTGAGTCTG 
TCTTTGGGAAATCTGGGGTGTTCTCTGAAATTGT^^TTTGAGTTTGGGATTTTG■^TATG 
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ATNCT GTTTTGGTNGTNNGGGAATGGAAAAAAAACAGTGCCACAAANAAAATCTTTGCTC 

TTTTTAATGACCTCCG 

Sequence 4147 

CCCTTTCGAGCGGCCGCCC GGGC AGGTACCTTAATTACTACTGTATTTGCAAATTAAGGG 

AMmAGGTCATCATTATGATTTTCTGAAATCTAAAAGGAACTGACCATCATTACCAAG 

TCmCTAGATMTC MGGGG TTAGATGGCCTGTTTTTAATGGTAGGGAAATTTAAATGG 

T A GGGC A mcCCT GCTTmNCAGGGTTmNAGGTATGGAMTTCANMGGCCMTTA 

A 1 1 1 i i i AAATTTTTNGCNTAGGTTGCCAAAAATGGGNANCCCCANTTAAAATTTGNGTA 

AAGGGGGCCTTATTGTTAAAACTTATCCACCAAGNTTNTTGGCNATCNACCCCAACNAGG 

NCCCANTTGG CCCCCA GTTTGGTTCCANCCAAGGMTTTCCCTTCTTTTTGGTNNGCCAA 

TTTTCCANTCC I 1 1 1 1 1 CCTTTTAAAAAAAAAACCACCAATTTNAANAAAGGGGCCNTGG 

CCCATTAAANAAAAGTCCTTCCAATNAAAAAAAAAANCCTTAAAAANTTTGGAAAAGGGN 

AACCAAGNGNTNGGGGATTTCCGGCCCCTTNGAAGGNGTTTTGGGGGNAA 

Sequence 4148 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGATCGATGATGACTATAAAAAAAATGGAT 

CTCATCGGAATCTGAACAAAATGAGTGACCAAATCATTTCTGTGCCACTTCTGTGAGCTG 

AGGTCCAGCACTGGGACCATGCCAGGCAAGCATGAGGAGGGAGTTTACAGGGACTAGGGT 

ATTGGAAAACTAACCTACCCATATATATTAGAGCAAATGAATTGTTCTCAGTTCTGTAAA 

TATCCAGCTGTGGTTTGACATAGCMCTCTCTTTGTATTTGCTTGGCAGCATTTATAGAA 

ACAGCTGGTAGACCCTGGGGAACCAGGGCATAGTGAGATTCGTGGGACCGTTATTTCACC 

TACTCTTGAGCCATTCACACATTTGAGCTCCAGAATTATCTGGTCAATGAGCAGTCTCTT 

GAGGGTAATGAGATGGTCMCATNCAAATNCAAAGATACTAATGGAGATTTACTTTTTTT 

TTTGAGATGGAGTCTCANTCTGNTGNCCAGCTGGAGTGCCATGGCATAATCTTGGNTTAA 

TGGAACCTTCACCTTCTGGGGTCAAGAANAATTTTCCCGCCCAACATTCCTGGGGTAGCT 

NGGGATTACAGGCGCCCCGCCACCACCCTGGGTAAATTTTTGGGGTTGGA 

Sequence 4149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGAGAAGCATGAAAAAGGTGCTCAGAAA 

ACAGATTGTCAAAAAACTTGGGAACCGTGGGTGCTGTTGCTTGGACTGCAAAGGGAATGT 

AGCCTACGCAACCTCCACAGGCGGTATCGTTAATAAAATGGTCGGCCGCGTTGGGGACTC 

ACCGTGTCTAGGAGCTGGAGGTT 

Sequence 4150 

CCCTTCGGCCGCCCGGGCAGGTAC 1 1 I I I 1 1 1 I I I 1 1 I I I I I 1 1 I 1 1 I I I I 1 1 CTTTAAA 

TACTATTTTCCTTATATTGTTATCCACTCACTTTCTAAAAATTCATTAAGTCATTTAACA 

TAAATCTGAGCACCAATCATATGCCAATTNTATATTGGCAATACCAAATTGAATAAGACA 

TAGTGTATCTTCCA AGTAA TTAGAGAAGATGTTAACCTACAAAATACTGTATAGCGCTAT 

MTTGGCTAGAATATTTTTAGTCATTAGGTAATGAATGCAAATCACTGCATATCATTGTT 

AMTCTACTTTGGGATATTTTATGTTTTAATAGAAAAA 

Sequence 4151 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCC 

CGGCTGGTTATGGAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAA 

TGACTGTTTCCAAGTTCATGGCAATTNAGAAGGCCCTTNAGCCAGACTGGTTCCAGTGCC 

TCTCCGATGGAGAA GTATC TTGTAAGGAAGCAACTTCCATAAAAAGGGTCAGAAAGTCTG 

TTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAGTCATGAAGTT 

CTTCANAAGAGTGTGATCATTGGAGTGATTGA 

Sequence 41 52 

CCCTTTCGAGCGGCCGCCCCGGGCAGGTACCCCGGGGATACCTCTTTACGGACTCCACTT 

ATGACTCCCTAAAGCCCATGTCGAACCCCCATCGCTGGGTAATAATTATGCTTTGTTGTT 

TGGATATATGGAGGATGGGGATTATTGCTAGGATGAGGATGGATAGTAATAGGGCAAGGA 

CCCCTNCTAGTTTGTTAAGGGACGGATCGGANAGTTGTGTAGGCGAATAGGAAATATCAT 

TCCGGCTTGATGTGGGGAGGGGTGTT 

Sequence 4153 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTGTAGCCAGGCGCCATCTTTGACGC 

TGGCAGTCTTGGTTTTCTGCTAGTGCTGCTGCGCTGGGGGGACGACGGACGGCAGCGGCC 

AAGCAAGAAGAAAGACGTGGCANCAAGCGGGAGTCGGGGATAGTGTCATCGGTTCGGTAA 

AGTTTCTGTTCTCTGATTTGGGGATATTCCCTGCCCAAAAAATTNCTGGAAAATTGACTA 

GTATTAAGTGTGAGTAAAAGGNGTCCACI I I 1 1 1 I I AMGTTTTGATTTTAGNTTTGNCT 

TGGATAGTATTTGGCAAGAATAACCTAAAAATTATGTAGTTTTATTACATAAGAATCAAA 

AAA TGCTTTG GTACTGGGCTGGGTTCAAMGTTTANAACTCATTTNTATGTATTAAAAAN 
NGGI I I 1 1 1 1 GGGTTTGAA 1 1 I I 1 1 1 1 I I I AAAATN 
Sequence 41 54 

CCCTTTCGAGCGGCCGCC CGGGCA GGTACATGTGCACAATGTGCAGGTTAGTTACATATG 

TATACATGTNCCATTTTATATTTTTTGTANAGACCTNATTTCATCATGTTCCCCANNCTA 

NTCTCAAACTTCTAAACTTTAAACAATCCTCCTATCTCAACCTCCAATTACAAAACATAA 

ACCACCTTACCTMTCA CATCT ATTTTATTTCNATTTTTACTTTTTNAAAAMTTTTCCA 

NMCATMTNCACTNCATTTTTCCAAACATCCAATATCAAAATAAAAAAATTTTTATAAT 

ATMTCTAMTCAATACCAAAAACCATTCCATTMCATTTATTAAATNAAATTTCTTTCT 

TTMCCTTCCCTAAAMCCTTTNAAMTTTCNATTTTTAAAAAAATCTTNAAAATTCCTA 

AAAAAATANi i M I I I CCCATATAAMTAACCCCAAACCTTTNATTTCATTTTTTCTTTT 

Sequence 4155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACACTACTAGATGTTAAAACTATATGAT 

TATTGGCATATA CTGAC TGACTGCAATATTTGTAGTAAATAGGGAAAATAAGTATTTAGT 

TGGAGG GGATAAT TTTGAA TCNAAT CACCTTGAAATGTTNNTATGGNAAATGGTAAAAAN 

TATTTT CC C^NGCTTTTTCCTTTGGNGGNTAAAAAGGGNTAATAATAAATTT 

NCC TMTT TTNNCTNANTGGGAAMTTTCCTTTMTTTTCCAAAANTTAACCNAGGTTTC 

CTTATTTTAAAAAANGNAG GGTTNAT TNACCCTTCCCTTTATTTTTGGNNAATGGGAAAA 

AAAAA AAAC AACCC CTTN A 1 1 1 I 1 1 1 1 1 1 GGNAAAANTAAGGGTCNANGTTNTTNGNCCA 

NNNCCTTTTGGATCTTTTGGT GAANT AAAAAAATTANCTTTAAAAAAANANAAANTAATT 

TCT CTTTA AATCCANGNNAATN 1 1 1 1 1 1 1 I I 1 1 CCCCCCCCCTTTTAAAAAAAANTTGGA 

AAAATTTTAAATTCCTT 

Sequence 4156 

CCCTTTCGAGCGGCCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGG 

GGCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCAGAAGTTCAGAAGAATGCAAAG 

GATCTCAGTGGGAACGCGGACAGGAGAGCCCCAAACCAACACATGCTAGGGCTCTCTAGG 

CCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACT 

GAGGAAACGAAAGTTTCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGACCTT 

GTCCCCTTTTGTTTTCTTTGACTTAAAACAAAAAGAAAATCAC 

Sequence 4157 

CCCTTA GCGT GGTCGCGGCCGAGGTACGCGGGGAAGGTTCTTTTCCCTCAACACTGTGGC 

CAGTTGTTTTMCTTCACTACTTGGGATGGTMTTGGCATTAGGCGTTTTACCAAGTTCT 

TTA AGCC TTTCTTAATATAACATCTGAATTGGGAGATAGCTCATTGTGGCCTGGGTGCTG 

GACTTTTCATATTAAGTCCTGTCTTAGCCAAGGGAGAAGAATGTAAGGATAGGACCACCA 

ATATCACAGGGGCTGTCTGAGCCTTTACCTGTGATTTTCTACCACTCTGTGGCCTTCTGG 

AGCAATGGACAACCAAGTCAGCTATGCAGTTNATAAAAAGTGGGACCTGGTTATATGTCA 

TCCAACAGCATATGGGCCCTGCAAGCCTGT 

Sequence 4158 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTAGCTTTTATTCAT 

TTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTG 

TTCTA^MTMGCATATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTA 

CTAGT TTTA ATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGA 

AAATGTTTTCATTTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTC 

TGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAAGCCATATACTTTNCATGCTGGGC 

ACAGCAAGGTGTGGGTAGGTAGAAAATATAAGATGACTCCCAAGATTTTTGCACCCTGGC 
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ATACACATATGCCTTTCCAGTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTT 
TGTAGATGTGAATAATGTTCCAAATCAAGTGGGCCTTAAGATAGAAAGATGATCCTGGAT 
GGGCCAAGAATCTTATCAANTTGAGTCCTTAAAGGGAA 
Sequence 41 59 

CCCTT TCGAG CGCCGCCCGGGCAGGTACGCGGGTGATAAAAAAAAAAAAAAAAAAAATGA 

CTGCATTTTTAAGGCCTANCGCTTCAAAGGCTATATTGTCTTATGTGTCTGACTTTGGCA 

TCTGCCCTTTCTGACTTTTGACCCTGCAGCCTTCAGCATGCCGGAAGTGAATGTGGACTA 

TAATGCCAGCTCAAANACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGT 

GGTNTGGGCATCCCAAGTTGACCAGGGAGCCAAGTTNTCGGAAGTNTNCAATACCAGNTT 

TGAGCTGAACTCTGANAATGTGACCATGAAGGTTGTGTCTGTGCTCTACAATGTTACGAT 
CAAC 

Sequence 41 60 

CCCTTAGCGTGGTCGCCGGCCGAGGTACATACAATATAATGAAAACATGAAGAGATTCAA 

AAGCTTCAATCATATCTCAATATATAAAATATCTTCAGAACGTAAAATATTAAAGCAAAA 

AAGTNGG AGAAAA TAATTNTATAAATGATCCAAAAATAGGAAAGCATGAATAACCATCTC 

MCCACCATTTT TAAA AAAAAANCATGNTTCCAANAAAATTACNAGCCATAAACCCCTTT 

CCAATAC7TTACTTTTGGTGGAACCTTAAACCTTCCAAAAAACCTTGGNTTTAATTAANT 

CCCCAMTTMTTTTCCTTNCATTTAAGTTGGCCCTTTAAA7TTGGGTTTNAATTTTTTA 

CNTNGGMTTAAAGATAATTAANCTTTCCCCCAAAGGCCGGTTTAATTTCAANCAAAAAT 

TGGCCTTTAMTTTTCCAACCAACCCTTTTMGGCCTTCCCTTCCTTTTCTCCAACCTTA 

AAAAANCC7TGGGTTAAAMNGTNTTCNTTTTNTTGGGAGGGGNTCCAAANGGGGAACCN 
CAAT 

Sequence 41 61 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 

> 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | | M I 1 1 1 NGCACAATGAAATACATTACCTCTTCAAAAAAATTT 

TTGTGAATTAATCAAAACCAAGTTTGATATGAAAATAAGAATAACACACTAAAATGATAT 

GCAGCAGACAGGTCGCAAACTTGGAGTGATATTTACAATTCAAAAACCTAAATGATTAAT 

GTCAAAATACATAAAAGACTCCTACAAATCAGTGAAAGAAAGCAATCCAGTGGTGAGGTG 

GAAATGAACAAGAGATGCACATACATTTCACTGATGATCAACAATCAATAAACATGAAAT 

AATACTAAACTTATTAATCAGCAGAGTGAAAAGTAAAA 

Sequence 41 62 

CCCTTAGCGTGGTCGCGGCCG AGGTA CCATTCATAAAATGCCCAAAAGAGAGTTGGAATG 

GmTACTATATGATGTGTTTTGTTmGTTTTCAATGAAATTATAAATGAAAATGAAAA 

CAAAT TATGC AAAAATTTATAGAATGCAGCTGAAGCAGTGCTCAGAAGGAGATTTTACAG 

QCCTAT TTTTAAAAAGAAGAAAGATGGCAAATCAATAATGCAGCCTTCAATCTTATGAAT 

1 1 1 1 1 1 AAATAAAAAAACATACTAAACCTGGAGCATGTATTAGTAATAATACATACTAAT 

ACATATTAATACACAAGGAACAAGC 

Sequence 4163 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 I I 1 1 1 1 1 1 I 1 1 1 I 1 1 I l I CTGTTCCCC 

AGCANAAGAAAAGAAAATCTAATAAAGGATTTCACAACCTACCATCGGGATGATCTTGGT 

CACGCACAGMTGATCTGTCACTTCACCGCCTTTTGTMTAT7TTCATCCTTTGCAAAAT 

CTMCAACAAACMGCMMCCTTTGGTCAGCATTTTTAACTTGGAAACAGAGCAGCTTT 

CAGCACTMCATGATANATTTATGTTTGAGGAAAAATANAATTTATTCGTTTTAAAAATA 

ACCACTCAAATACATATGTTTGCCAAT 

Sequence 4164 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACATAAGAAATAAATTCAAGCAGAAGAGCATAA 

TATTTTTATTCTTCATGMTACAGTGTATATGTAMCTACT7TTGTTTGGTCTCCTAGTT 

TTAAAAAAGCACTTTTGGCTTTCACTCAGTAACACTCCAAGTACAAGACTCAAGTAAATA 

GAAAGGCAGCTTTCAATCGCAMTCAGTTTTTCAGATTTTACTGTGGAAGCATATTTAAT 

GCACACATITGAATGTTACACATAAATAATTTTAACGATGGAGTCCAAGTTCTGGATTTT 

ACATTAGATCTGCATATATAAGACACTTGTGGTCAAATTTCAAGATTGGTAAAGCCAGTT 
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TCAAGCTGCTTATATT 
Sequence 4165 

CCCTTAGCGTGGTCGCGGCCGA6GTACTTCCACTCTTGTTTCCAATTCACCCCAGGTCAT 

TCAACTCTATAGCCACTCCTAATGCCTCTCCTGAGGTAGGCAAAAGTGGGCTTCCCAAAC 

CAAAAAGATTCACAGATCCATGAAGAAACTGAACATTCACTTCAAATTTCCTCCTCTGAT 

CTTGGCAACTGCAGGAAATGAAAGCATTTGTCCAGATCTCTGGCAAAGATGGCACTGTGG 

TGTTTTCTCTGGGGCCAGGTTGTGCAAAACCTTATAGAAGAGAAGGCTGATCTCATTGCT 

TCAGACTTGGGCCAAAATTCCACAGAAGGAAGACCCACTACATTATCTGAGACAATGGGG 

GAMGCTGACGTATGG GCTT ATTCGAAACTCCTGGAATTTTCAAGTTTCCATATCCACTT 

CTTACCAAATGTTTGGATTTTGGTTGGAGGGACTTCCACTGGCAAACCTGCCAAACCCCT 
GCC 

Sequence 4166 

GATATCTGCAG AATTC GCCCTTGGTCGCGGCCGAGGTACCAAGCATTCTGCTTGGTATTG 

ATGTGCATTATCTTTTACAACT ATTAT CTCCATTTTACAGATCAGGACATAACGGTATAG 

AGAAATTAGACAGAGGACCAGTTTTCCAACAGAGTGCTATGTAGCTTCCACTAAGACCAA 

AAGCC TCCTT CTACTGAGCACTTAATAAGTATGTAGGGCCGAGCTAAGCACTTTTCAAAT 

ATTATCTTTTCTACTGTAGGGTAAMTGTTACCTTTTCTAAACTAGTCTTAATAGTTTTC 

TAAGGAAGCTGTTAAGCTGGATATATATAAACTAAAGTAAAACTCCTGGTAATTATCTAA 

TGAAAATAAGATTCTCAACATAAATATGITTTGAACTTCGGGGCTGAAAAATTATAAACA 

TMTCTNAACCTGCATTATTTTTTCCATTTCCTTTAAAATATAACCCA 

Sequence 4167 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTAAAMAATTTTAACCTGGGAATATTTTAA 

CTCTCA GCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTAC 

ATTTTTMTG TTGACTT TGGAGTTGGCACACTGGAAAAGAATTAGAGGTAAGATGACTTG 

ATAMGMGCTTTTTTGCTGCTTACAGAACTAAATCCCTTCATATTGAGCCTAGAGTTGG 

TCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 

Sequence 4168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATGTTAATAGATATTCCTGAAATAAATAA 

AGGAATTAGGATGGTTAGGAACGTCCTTCCAGAANAAATGCAAGGCTGGCCATGAAAGGT 

GACTATATCGTAATAGGCAGAAGGTGGCAGCGCAGGTATGGGTCGTAAGAAGAACCTTAT 

AGGAAAGGAGGTCAACTTGCCCCAGTGCCATGAGCTCAGCACTACAACCTGGTGCAGGAC 

TTCGAAGTAATAGAAAGCGAGGCTGCAAAGGTGGACAGGGACCTGAAGACAGAGGGCCAG 

GTTAGTGAGAGCAGACTTACCACGGGCATA 

Sequence 41 69 

CCCTTAGCGTGGTCGCGGC CGAG GTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

MGTCAAACATTTTAAGNGGTAAGCTCTTGGNGCACTTTTAAAAAAAATTATTAAATTGA 

AGCTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTCTAGCTTTTGGAA 

ATTAAATTCATAATATTACAATTCTTGAATTCCTATGTATGTATATGTTAAGNAATCCTT 

TTAATGGGGGACTTGACTTTCATATGGTGTGTTGGCTGCATTCTG 

Sequence 41 70 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 

TMCCTCTATCCCTMTGGTGTTTAMTTTTGGTAMGMMATTCATTTTTTCTTTATT 

TTCCAAGAAATG GTAA GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 

GTCTCTGATGTCTTTTGTGTGAGACAAGATTTTAGGAAATAAATAAGTGGTGCAGGGAAT 

TGTGAGATTMTTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATAATCTTTATCTCT 

GCTTCTAACAATCTCCTTATCAGAATTTCTAACATATGTAATGATNAGAGAGAGAAAAAC 

TGCCACCACAGGATCAAATTTCATTTCTTAATCTGGAGAAACAGGAGTCTAGTTTTTCCA 
Sequence 41 71 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATCAGAAACTTCTCCATAAGGAAAGAAAAC 
TGACTCTCTCTTGAACTAGTGTTGATAAAATACACTAATGTCTTTCTTMTTTTATTTTA 
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TTAGGAGAAAMTCAGMTATTAAATTTGCAAACTTTTGAACAGCAGTAATAGCTCCTTA 

GACACTCAGTAT CTTTCTT CCCTATCTTTCAAGCACATTTAATTTCTTTCCCCTGGTATT 

TGTTTGCTTTGTGI I I I I I CAATATTTTGTTTG CTAAAG A ACAATAAC AAC AAC AA AG CT 

GGTCCAGCCCTGACACCTACTTTTGCTTTTTTTCTTTCTTTCTTTTAATTTGTTGAACTA 

TAGGTTTCTTTCTGAGATGTATTTTTCATTCTTCCMTMTGCTCTCTTTTTCATTTCAA 

AACCATTACCACTTTCAATATGTAATTAACATCCTCATTCATCAGAAAGCTGGTAAGTCC 

ACACAGCATTTGTGCAGTATNCCTTCTGTGTNAAATGGTAAAGGCTTTAAGATGAAAGAA 

AAAAA GAACTT TCTGCAAAAGACAAAAGCATCATACTAAATAAAATGGATGACATATGGC 

CTTGAI I 1 1 I ICTTAATGGAGGTCACANTGGCATTTAAGAAGGTAAAAAAAT 

Sequence 4172 

GCTCNAGCGGCC GCCAG TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGC 

CCGGGCAGGTACATnTATTGTGGCCGGTGGCCAGGGGGGAGTGGGGGCGGTAGTCTTTT 

GCATTT ACTAACTCCTTATTTAGACATTACTCCTCCAGGTTTAGAAAAAAAAAGCCATAA 

1 1 1 1 I l ATGTCAGCAACTGCTATTGATAACAACAACAGTAATAATAGTAGTAGCTATCTT 

TTATAAGATGCCAACTACATGTCAGTCACTATATTGGGTGTTTTTGGCTGCCCGGATTCC 

TTTCTGGAATAAGAGCTCTGTAGACTGTTTTTAATATAAGTAAGTGACAGAGAAAGGAGG 

CAAACCAGCTTGTCTACTTCTTAAACTATGCCTTCAGTATTTATTANGAACCTCGATATG 

CTTGAAGTAGATGATACATTTTCCCCAGCATTCAGACTCTTGAACAACTTGTGAAATCTA 

CCCAAGTGAATTAT AATT AACTGCGTCACATTTATCATTATACTGACCTTTGAGCATTCC 

CCCAACTCACANTATTTTGTTTCTTAANTATGGGATATTCGCTTGCTTTGTGAAAAACAT 

GAAMTGGTAAGCAGMCTCANTGCTTTCCCCACCANAAGGCATTTGNGGGAAGTTTTCA 

AGGATCCmGGMTTTGNCMTTGGCCAATACCCMmNTTTTGAAAACCTTGNATTT 

TCCAGTTAATATTGCNCCATTTACATTAAANAAAAATGGGCCCAAAATTTCCGGAATCCG 

GTCTGGGAAACAAAANCTNGNCGGCGGGNNAANGGTTAAATTACTTTTGGTTAANNGGNT 

ANCCGGAAAANGGGNTNAAAAAAAATCCNT 

Sequence 4173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAACAAAGAAGCAGGTCTTATGGCCT 

AATCATCTCATAAAAGCACCACCTCTTAATACTATCACATTGGCAATACCTTGATTTTGG 

AGGGGACACATTTCAAACCATAGCAGAGACCACTAAGTATAGGGAAGACTAAACCCGAGA 

ACCAAGT GGCC AGAAGCCTGCACTAGCTCAGCTGATTCTGCTATTACACTTAGATAAAGT 

ATGAGCCTTTTGCTACTGAATCAACAGAAAGGCTGCCCGAAAGCAGTGAGTCTCAGATGC 

CTCCCATGAAGTTCACACATCACACCAGGGACTTCTACTCATACGTGGAAAAGCTAGAGA 

ATCATGGTTTTAGGTAGGCAAGGG 

Sequence 41 74 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTC 

TGTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTC 

ACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCA 

CTCTGAMTCAATGTGAATTTAACTTCAGTTCCATACAGAMCTTTTTTTCCACAGGAGT 

TTAAGCCCA AGCTG GAGTGCGATGGTGCAATCCCAACTCACTGCAACCTCTGCCTCCCAG 

GTTCAAGCTATTTTCCTGGCTTAGCCTCCCGGAGTAGCTNGAATTACAGGATGTGCCGCC 
CCCAT 

Sequence 4175 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACTGAAGATAAAGGGCCTTCTTATATAGTCTCC 

CAATTCTATCTGGGCCATTTTGAAGATAGATATTGGAATGTTCCCTGCAAAGAAAAACAA 

GACAACTCTATCAGAAGCCATCATTTCTAGGGATGACATTATCATTATANTTCAATAACA 

TTATNATTAGAGAAATTAANGAGCACATCACATTGAATGTTNGCCTGTNGNAGGGATGCC 

TCCNAMTTGAANTGGAGGGCTGGTAGTTAGCCCTGTTATTTTAATGATGTGAGGCTTTC 

CATATCAGGTNTATTGTCAGAGAACCATCTGCGAAGGCATCATAGAAATGTAGGTGCATC 

TTACTGAAGTATTTTCTCCATGATTTTT 

Sequence 4176 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTT NI I 1 1 I I I I 1 1 1 1 I I I I 1 1 1 1 1 GCACAAT 
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GMATACATTACCTCTTCAAAAMATTTTTGTGAATTAATCAAAACCAAGTTTGATATGA 

AAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATAT 

TTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCAG 

TGAAAGAAAGCAATCCAGTGGTGAGGTGGAAATGAACAAGAGATGCACATACATTTCACT 

GATGATCAACAATCAATAAACATGAAATAATACTAAACTTATTAATCAGCAGAGTGAAAA 

GTAA 

Sequence 4177 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTCACATGGGGCCAATCTGTCTTTG 

CAAAAAAGAAGTGAGAAAGGAATCCTTGATACTTTCCCCTAGAAGTCCAGCATCTGCTTG 

TTTAAATACATATCTCATGTAAAACGGGAAAGATAAAAAATATTGAAAAGTGAAGTTTTA 

AAACCTTATACTAAAGATCTTTATACTGCAGTCTGTCTCACACAATATATCATTGTCTGG 

CTTTCAACAACAAAAAATTACTAGGCGTTCTAAAAGACAAATAAGTCACAGTTTGAAGAA 

ACAGAGCAAGCATTAGAACCAG 

Sequence 4178 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGACCGTTCATTTAGCAAACTCAAATCCAGCC 

CACCCTTACCGTTTCCACCGCAGCCAGCTGGAGCTCTGTGACAGCAGCATACAATTCTTT 

CTTTGAAAGCCGATTCTGGTGATAAATGTCACAAAGGAAATCTGCACTAGGCTGCTGAGA 

ATAC7TCTCTAACCGGTTGTCGATACAAGCTTTGACTATTAGAGCAGAGAAGAAAGAGAG 

GAAGTCAGCTGAAAATTGGGATGAGGAAAATCACAGAAGAAAACCTGAGTCCAAACTCCT 

TCTTGCAATATCTAAATAGTCTTTTCAGGAACACTGACAATTTGCTACACACACTAATTA 

TATTATTGCCTTCTTGTCAAGTCGGCAAGGATTTTTCAATACCGACATGAGCAAGGCTTC 

TCAAACTTTAATGTGGATAGGAGTCACCTAGGCATCTTCTCAAAATGCAGAATCTGAATC 

ANGGCTTGGGTAGGCCTGGAACTCTGCATTCCTAATAAAGCTTCTAGGTGATGCTTGATG 

CCACTGGGCTGCAGGTCATAGTTTTGAGTAGTAAGAAGTTTAGATCTTGGGAGAAAAAAG 

TGTAAAAGAAGGTAGGANTTG 

Sequence 4179 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATTGGTTTTATTTATGGAATTGTTT 

TATAGTG CATAC AMTCAGCGATCAGCCAGCAAATATTTTTCTTTGAGCTTGTGAAAGCT 

CTGTGTTCTTTTGCCTTCAATCTGTTGTCTTCAAAACAAACAAACAAAAAAAGCTTCTTG 

CGCCTTTCCCTCCCCTGTTTTCTTCCTTTTTCTTTTTGCTTGCATGCACAAGGTAGGACT 

TACTTCGTAAGAAACAAAATGCCAGTATTTTCTTAAGCCATGATGTGAAACCAATGACCC 

TGTGACCACATGGCACAGAACA 

Sequence 4180 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAACCATG 

CACACTACTATAACCACCCTAACCCTGACTTCCCTAATTCCCCCCATCCTTACCACCCTC 

GTTAACCCTAACAAAAAAAACTCATACCCCCATTATGTAAAATCCATTTGCCACTCCACC 

ATCCCCCCATTTCCAGAGCTTGTTTGAAATTGCTCATCTAATGGTATCTCTCCTCCAATT 

TT CTTT GTTCTTAAMATACACATAmAAMTATTTTTTAAAAATAACTCAGTGCTTAT 

TATTTTGGTGGCATCTTGGGCATAGAGGGAGGAACTAAAGGAGCATCGTAAATATGCCAT 

GATGAGGTGCAAGTGATATTAAAGACACTGCAATTTTTGAATGAAAAGCAGTTTATCCAG 

CTGGTTAATAATTAATATCTTGTAATAATGTCGAAATGATAGTATTTGGAAATTGTAAGG 

GMGTATACTTAAAGGATATGCTCTTTCCATGTTTTGCTTATTAGAATCCACTGATGTTT 

TACCAAATGAGAAGAAGCATAGCATTCTTAANAAATATGAGAATCCNTNAAAAACAACAT 

TTCCAGGATTTTATCTGGTATT 

Sequence 4181 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTTA 1 1 I I 1 1 1 1 1 1 1 I I I 1 1 NTTNNGAAATGAA 

CAMTATTTATTTATCTTTTATAACAAGTAAGGCAATGTTGCTTAAAGGAAGACAAACAA 

ACATAAAAGATTCCNGTTGACMTGCATTTTTTCATCTGTTCGGCACAATGCTTTTGTCA 

TAATGGAGATGTGACAGCAAACTTTCCAGGACATTCAGTCTTCGGCGGCAGCACTTAGGG 

CAGATGACTNGCCGCTCANATTCTCTATCTTTGTTTCAGGACAGTGGAA 

Sequence 4182 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACACTT 

AGTTTTGTAAGATATATTAATTTGATCACTTGCACGTGTAGTGAATTATTGCAAAGAATT 

GTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACACTGC 

ATCATATGATATAGAGGTTGTATCTTMTTTAGCATGGTCCTACTGGATTTGCTTTTTAT 

TACTAAATTACTAAATAACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAATTAGG 

GGGTATTGTCTTTAGCCTCTAGGGTTGTGGTAAATCTGGGCATCGTCTCACTGGATTCTC 

GACTCAGGATCTCATAAGGCTAAACTCAAGGTGTTGGCTTGGTTGCATCCTCATCTGGCA 

TTCAAAAGTTCCTTT 

Sequence 4183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGTCCTGAGTGAGTTGGAATTTAAAACCTT 

GGTCTCAGGTTCGTAACCTTGGTGCTCCAGGATTAGATTAGGCTTTTCTGAGTGGAATAC 

TACCATTTCAACCATTCTAAGGAGTCAACGTTCTTATATGATTAACTACAGAAATGACTT 

TCAAGAGCTGGTGTGATCAGTCTAACCCTCTTGCTTAATGACCAAATCACTTTTACTATT 

TAATTCTGTTCTTCTGGGGGTGAGTTAAATGATAAAATATCTTAAGANGGAAATCTTATT 

GMCAAATATTATCTTGGCAAAACATTTGTCACAAATAGGTGAGTTTATCCTGGCTTCTT 

AGGGAAAGGAGGCTTGGMTATATTTAATNGTGTTAAGATMGCTATTTGCTTCTTTTCC 

CmCTACTGNATTCCCATTTGNAAATTTGGTCCCCAAACCATGCCAGCTTTTACATTCA 

MGGATACATATTTCACTCTCCTTTTTCCCCCTTNTGCTAGTGGCCTAAATCAGGATCCT 

ATTCGCTNTCATTCTGATCTATAAAAAAAA 

Sequence 4184 

CCCTTTC GAGC GGCCCGCCCGGGCAGGTACGCGGGTATTCAGACTTAAGAAACATCAGGC 

CTTAGACTTTTGAAAAACCACATCTTTAAATTCTGTAGCAGTGAAAGTCCAGAGCTCTCA 

CACAAGCTCTGCTCTTGTCTTAAAGAAGGGAAAGAAAAATATATCTCACTTTTACCAGTG 

AGCTTACAACTGAGGAAACAAGACAAAACTTATTCCTCAGTCAGATTACTCGGCCCCACA 

AATGTTGAGTAGAAATTGGTAAAGTATCAAAGATCAATAAGATGAAAGAAGGCAACACAC 

ACACACACACACACACACACACACAC 

Sequence 4185 

CC CTTTCGA GCGGCCGCCCGGGCAGGTACAAAACTTGTGGATCCATCAATGAGGCATCTG 

CCA i 1 1 1 i iCTTTCTTCCCCTCTATATTACAAGTTCTGGAATGCCTGTTCTAATTCTCCA 

AGGAGAATTAGAAAATAAAAGGCAGAGTCTAGAGCCATGTCAATATCCTCCCACAGAATG 

TGTATGGAGAATATTCCACTGGGAACCATGATAGATAAAAACTTACCAGGAAGAGCAAAA 

CATCAAGAGAGTCTGACAAAAGCTCTGCCCTCCTCTGTAACCCAGCAGCCTCTGCAGAAT 

CATCCTTTCTTCATTGTT 

Sequence 4186 

CCCTTTCGAGCGGNCGC CCGG GCAGGTNCAAGTGCATACAAGGGGATGATAACCNACTGN 

NCCATATGCMNAGTTTGTTTTCCCTAANTAAACAATAAATGTGCTGGNGCAAATNTTTT 

GTTNTTTGTTNTTTAAAAAATCTTCTTCTTNCATNTAAAAATTGTTAAAAAAAAAAAATC 

TCTTTATTTNTNTATCACANCCCANACATTTCAAAAAACTATCTATAATAATAAACATAT 

TTTTNANNTTTCCAATCCAACCCNAAAATATAATCAAAATAAATATTCCATTCCACATTA 

ACAATTCCMTTTAAANMTTCTTTACAAAAAAAATTTTTTAATAAACCTCNTTAACNCA 

ATAT ATTNT CCTTATAAAAAACCCTAAANTCTTTATTAAACATCCAAACCTNNCTNTATA 

ATNCTTITrNCAATTNMNACCTTCNACMCTCCCCCCCCTTCATTAAAAAATTTTAACN 

AAATTCTTCANCTATTTAACACATTCCNTAACCANNAATATACTCCTCTTNTTNNCACCN 

CTTACMMGTTTAAMNMCTTTNTMTATTTCCTCCAAAAAATTNACCCCACTNTTTT 

TTTTNAAATTAAACATTTTTTATTGCAAA I I I I I 1 1 1 1 I I 

Sequence 4187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGGACCGGCAAGATGGCGGCGCGGACAGCG 

TTCGGTGCTGTGTGCCGGCGCCTCTGGCAGGGATTGGGGAATTTTTCTGTAAACACTTCT 

AAGGGCAATACAGCCAAAAATGGTGGCTTGCTTCTCAGTACATACATACATTTAGGATTT 

CCATGTCTTCTTGGAGAATTTATAATGTGTCCTGTTGGTTCGCAATAATACTTCTTATTC 

TGAAGTCTCCTTTATCTGAAATTAATATAGCCACTCTAGCTTTCCACACTCACCTAAATT 
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CAGCCTTTATTAGTTCATTAAAMTTATTATTTTAATCTTCCTACTGATTTGTATGGCAT 
TTGGTGGCATCAATCCAAATAAGCAGATGCATAGGTCCTGTTTCTCCCTTCAAGTTCCTN 
TCTCCCTACAGATTTCAA 
Sequence 4188 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTCTACTTGGTATATGAAAATAATATATG 

TTTGATGTATTCAGTGAAATTCCAGTTAACTCATAACTCTTTGAGGCCATGGATGGAGAG 

GTGGCATTATTAGTCTCTACCTCCAGTGCCTCACACAATTCCTGGGCACAGAAAGAGACA 

TACAATTCATGTTGGGTCAATCAAAGAATGATTGATCATTGGCACCTCCTGATTCTATTT 

GGTGGTCAGAG AAAGT GGCAGGACTTAAGTTATTTTACATATAAACATTTCTTGCAAAAT 

TTGGAGAGGATGTTTTGATGGCTTGAGATCTTTTMTTTCTTTGAGTTACTTTCATTGTC 

CTTCCCACCCCCCAATTAAAGGCAAACAATGGGCACTTTGCTCTTGCTTAACCTAGATTG 

TCTTCAAAAAACTATTAAAAATGTTAAAAGGCTTAACANAAAAAACAAAAAAGACGTTTA 

ACAGATGTCAAAAAAGCTTCCTTANTGTTTGAAAAATAAATGCTTAAAACCAAAAGA 

Sequence 4189 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGG 

TACAAAAAGGTATACAGAGTGACATAATGGACACTAGAGACTCAAAGTGGGGAGGGTAAG 

AGGGGGGCAAGGTATAAAAAACCACATATTGGGTACGCGGACTTGTGGCAATTCTCTTGT 

CTTGCTG CMCT GTTATTGAAGCCTTACTTCCAATTTCACTTTGAAAAGCACATAATAAT 

GGCATTMTTTTGCTTTGA TCTGA GGCTTTCTCTGATGACTGAATACTATAATTTGCCCA 

ATGCGCTGACTTTGAT ATGT TTTTCTTGATTAAGCTTACATAGGTATTGCATGTCACAAC 

TGGTGGGCTATAATAATTTTATAGTTGACTGAATGTCAAATTAAAAATGTGTATGAGATA 

AGTTMGGATCCTATCCCAGTTMTTATTCACATGGGATTCCTAAAATTTTGTGTTAATG 

AGCTGAAACATTCTGAAAGACCAAATGCCTGNAATGTTTTAAAAGGGAGAA 

Sequence 4190 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAATATCCAAAGTCTGAAGGCTTAAGCTGT 

CATCACAGAGTTACTAGAGGACACTTATCTTTGACATGATCTGATATCAGAAACGAGTGT 

AGACTTGTAGTCATTTAGAACTCAAAAGAGATCTTAGAGTCTTCTAGATCAGTGGCTCCT 

AAAAGCTACTCAAGAATAGGGCTCATGTTTTTAATGGGGAACTTT 

Sequence 41 91 

CCCTTCGGCCGCCCGGGCAGGTACCCCTTCACATACTCAAGGNCAAGATGGGTTTGCAGA 

AATCAT ATCTG ACCATCTGGCCTCTGCTAGTAGATATGGCCCCATCCCAGCATTTTTAAG 

AAGATGTTTTNTGTTTGTATTTATTTTCCCCCAATGGGGGGTATAAAAATCTACCAAATA 

AGGGAATTATTAAATTGAAATTCCAANGANATTAAAAAATACANTCTTCTACCTTCCACC 

MNAGNMAAACCGNTT TCCT TTAGGGNGTTTAAAATGGNGTNTTTTTTTAAGATTTNGG 

CCTGGGAANCCCTTTAATTTTCCNAGTCCANCMTTTTNATlvrrTTTAAAAAAAAGGNTNG 

GGCCAAAAAAAAATNTTCCAAGNGGGNNCAAANTTCCTTGNAANNAAAATTTCCAAAAAA 

AAGGATNGGGGCCGGGGCCCCAACCAAGGGTTTTTTTGGGGGTATNGGGAACCAACCTAC 

CAATTIMCCAATTACCAAAANCCCCCCCCATTT 

Sequence 41 92 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAGAACTATTGGGAAGGTCACACAAGAGATA 

TGACCCAGGCTTAAAAGGAAACATGCATCAAGGATACATTAATATAAAACTTGGAATCTA 

GTAAGAAAG GAAAAA GGAAAGTGGTATATTCTTAAAGTAATGACAGATTGTTGGAAGAGA 

TGATACAAACi I I I I AAAAAAAAATGCCTTTTAACAAATATTAAAACCTGCAAAATGGCA 

CTTGTGGTGATTATTCTGGAGAATAAACAGATTACATAAGATTTTGTCAGGTGACAAATG 

TACAACTCGGACTAAATCTGGTGAAAAGTGTTTAATTGGACAAATAACTGATAAGCTTAA 

AGATAACCCAGCACAATTTCACAAGAGAACCAGCTCACCCAACTAAAAATTTCTTAATAG 

CAATTGACACTGAAGTTGTATTAAGTGTATAAATTAGTTGATGAAACTGAACAAATAGAA 

AACCCATTCCTCCNTTTCCT 

Sequence 41 93 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 
CTGi i 1 1 ICTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTTGGAACACAGGA 
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AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 

AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 

AGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAAC 

AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAG 

AACCAAATCAAAGACAAGAGAATCCACATCTTCTGAGAAAGTTTCACAGAGTCCTTCAAA 

AGACTTTGAAGAAAACCCTGCCACTGAAGAACGTNCAGAAAAAATTTTGGCTGAAACCCA 

ACCTGAATTGGGAACCGTGGGGAGAATGGCAAAAGGCGA 

Sequence 41 94 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAMMATTTTAACCTGGGAATATTTTA 
ACTCTCAGCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTA 
CATTTTTAATG TTGACTT TGGAGTTGGCACACTGGAAAAGAATTAGAGGTAAGATGACTT 
GATAAAGAAGC I I 1 1 I I GCTG CTTACAG AACTAAATCCCTTCATATTG AGCCTAGAGTTG 

GTCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 
GCAAATTGTTCAAACA 

Sequence 41 95 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTA C I I I I I I I 1 1 I I Id 1 1 1 I I 1 1 I I I I IGTGG 

TATATGTATATAATTCCGTGGGCATGAATATAGGCATATGTTAATAACAAAACAGTATAT 

TCCATCAGTAATGCTGTGTCATTCTTCTTCCTTTCCCCACTATTCACAAGTAACAGTAAC 

AACTACCATTTATCAATCATAGGTAGATGCTAAGGGGCtTTTATGCATTATCTGATTAAT 

AACTCTATGAGGACAGTTCTATTATCCGGATAAGGA 

Sequence 41 96 

CCCTTAGCGTGGTCGCGGCCGANGTACCTGCTGCCTATCCGCTGCATCTGAAAGGGTAGC 

TTATCTAAGAAGTTGAATGAAACAGACTTCAAATGATAAACAGAAAGTTATTTCATCAGT 

CTTTAACACTTCCACCTAAAGGTTCACAGAAGAAATAAAAGTCATAGAGACTAGCCTCAA 

GTmCCTCTTTTCTTGTTAMGGTCTGTGGGAGAGMGGTAAMATMTCAAAACATTT 

TTCTTTTAATT CAGTT ATTCATGTTCTTTCTATTTTAAATTGTTGAAGATNAGCTAGCTG 

TAGGTTTAT TGTTTTAMT CACAGCTCTGACTTGACATACTGTTTTTAAAACTTGNGGAT 

GTGTGTGNG 1 1 I I I I 1 1 I ATAAAGAAANGAGAAGTCATTACTTTGATTTTATATTCATCA 

TAGTCATTGAAACTCCTGACCTCANGGTGATCNGCCCACNCTTGGCCTNCCANAGTGCTG 

GGATTAATAGGCATAAGCCATTGCACCCTGGCCCCA 

Sequence 4197 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTTTGTTTGTTTGTTTGTITTTCA 

AGTAGAGGAGTGACATTTCAACAGAATCACTGTGCAGTGGTGAGAATAGACTGAAGGGAG 

AAAGGGACAACAGGAGGCTGTTTGATAATCTAGGCAAGAAATGATGGTGGCTTGGGCTAG 

GGTCGTAACATTGGTAGGGATGAGAAACAGTAGAATGCTGGAATACTTTGAGGGTTGAGC 

CAAAGAGATTTGCTGCTGGATTGGATGTCATATGTGACAAGTGGAATAGTCAAGGGTGAC 

TCCAAGGTTTTTGACCTGAGCTTCTAGAAA 

Sequence 41 98 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGTCATGTTCATCATTTTATCTGAAG 

TTCTTATCMCAAAGTAGCTTTCAGTAAATATTTATTAAATGAAGATAAAAATTTTAAGA 

GCCATCTGCAATGTCAAATGTAGCCCACAGTTGAATGAATATGAGGACAGGGAAGTGTCC 

CTTGATTTTGGTGTTAAGCAGCTGATTGCCACCTTCTGTAGAACAGCTTCAGTGGAGTCT 

CCATAATAGAAATAAATGCCA GGTT GCTGAGGACTAAGCGTGGATATTTGTTGAGAGTGG 

AGACAGTMGTGCAMCATTCTTTTCAGAMGCTTTGCTCTTTTTGAAGCTTTGCTCATA 

GGGAGATACAAGATAGTAG 

Sequence 4199 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGTGGACACCTGTCCTGCCTCTTAGAGTTT 
CTACTTGGATGTGGCCTCTGTCATGTCTGCTTTTGTTCCTTTGGTCAAAGCCAAAAGCCG 
ATGGGACAGGGATGCATGGGCCTCCCACTGGGGACATAGAAAGCTGCATGGCAGTGGGCA 
GGAATGCACTCCTCTTACAGGGAGAGGGGTGGTGTCAGGTTTTAACTGGGGTCCGAGGGG 
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AGTTGGTGGGGTGAGTGGCGGGTAGCTGGAGAAACACTCAAGGAATCGTANACAGTTTTG 
ACA 

Sequence 4200 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 I I I I I I AAAGAAAGCGCTTTAAAGTAT 

GGAAGGCCCACAGACTGTGCATTTAATTACTGTTCATATTTCATGCAGTCAAACTGAATT 

TCATTT GAAAAGA AAATGATTTACCTATCTTTAAAAAGCCTTMTGTTCTGCTTTGTTTT 

GTTTTGI I 1 1 I I ICTTCCAGGGTTATATATTTACAAATAGAAAAACTAAATTTATCTCTA 

GAATTTGGAAAATCACAGGACATATATGTTAAATAAAGATTCTGAATATTACAGTGATTG 

AAMGACA7TTACCCGCACTTAATGCMTMTTTGAACCAGAAAAGCCTTGCATTTTGAA 

AAAGTTTAGAAATCTTTCTTTTAGGTTTACMAGAAAAAGCGGCCTTCATTTTATCCCTT 

AGACTTCTGTGTCCTCCACCTGCTACATTACACTTCAAGAAATTTAACTTATATCAATCA 
AAATT 

Sequence 4201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGACTGCANCAGTTTATTCTAGGGGAGTT 

GGGGAAGACTTTNAAGGTAAGACATCCAAGCTGNCTCTTGAANNANGAAAGATTCATCAG 

TTAAAATGTTGTGGAAGAAGGACATCCAAAAGGGAGAGCTTGCACTGAANCANGGAGGCA 

TAAGAAATCCTGATGAGTCAAGGAAATGGGGTTTTAGGATGAATGGACTTNTGAGTGTGA 

GATAGANAAAGGCTAGAGACTGGNGTGTTGGA 

Sequence 4202 

CCCTTTCG AGCGG CCGCCCGGGCAGGTAC 1 1 1 1 I 1 1 I I I I 1 1 I I I I M I I 1 1 I I GGGGGG 

AATACAAGCi I I I I ATTTAATTACAGGGTTCCTCCAGAGGTAGCAGCTGTTGCGATTCTN 

TCAAGTTGC CANA CCATCAGTTTCTCTACTCCTTCAAAGCTCTTCTGAGAATGAACTACT 

ACCAGAAGATTTTAAGGGCAGACAGGCAGTCTGCCCAGGAGACAGTAATATTCCTACCTT 

GACATCTAGCTTGGCCAAGTGCTGTAAAACCCAGATGCGATGGGACCAAGCATTATAGTT 

GCTTGGGTATCTCCCTGCTGCTTCACCACAGACCTCCATCTCTTCTTGTATGAGTCGCTG 

TGCCCTTTCTGTGGGAATTGTTCCCAAGTTTCCTTTGGTCACAAAGGAAGGCAAGGAGGT 

TTCCTGAATTANCTGTTGTAGCACCCATCGCCTGTGAATCCATGTTTCTGGACTCTTTGG 

A AACTTGGTT AAG GCG AGTTTTCCAGATGTAAATCCTTAATT 

Sequence 4203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTCTGCACCGAGGAGAGCGGCCTGT 

CGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCCAAAGGGAATAAA 

CATCTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCA 

GCTTACAATGAAAAATCAGAG ACTG GTGCTCTTGGAGAAAACTATAGTTGGCAAATTCCN 

ATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTNAGCTGTGTGAAGTCCTC 

CAGAATAAGTTAGGCTGTATCTCTACCCTGGCTCTCCAGTTCAGGAAGGCAACAGCAAAT 

CTCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGGATAGAGTTATCAAGTCTGGAAAGAT 

GACCTCACCACACATGCTGTTGATGCTGTGGTGAATGCANCCAATGAAGATCTTNTGCAT 

GGGGGAGGCCTGGCCCTGGCCCTGGTAAAMGCTTGGTGGATTTG 

Sequence 4204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGGGAAAAGCATGTATGTGCAAGGGCCTG 

TGGCAGAAAGACCCAATGTGCTGAAATTTTGAAGGCCAGCTTGACTGGAATATAGACAAT 

G AAAGGG AGCCTGGCACAGGATGTGGCCCAGACCACACAAGACTTTGTAGCCATGATAAT 

GATTTTTACTTTTAGCTTAAGAGCAAAGGGAAGCCACAAGTCAAGAGAATGACATGATGA 

ACmGATTTTGATTCTGACTTCTGCGTGCAGAATGAATTGTAGAGGAGCAAGAGTGGAA 

GCAGGAACAGCT 

Sequence 4205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGCAGAGGATAATACTCAAGATGTTCT 

CCAAGGCCAACTAGTCATCAGTTTATTCATGTTTCTGGGATTGGATTCATGAACTCATCC 

TTTGAACTATTTCAACAAGCTTCTTCATGTAACTAATCTGCGGAAGGTAGAAAGGGGAAA 

ACTGTTGGGTGCTAAAATGACAACTGGTTCAAGACCCAAGTAGGTGTTGACAGTCAGTCC 

TGCAGGAAGAGATTAGAGGATCTAGTTACCCAGGAATCATCTCCATTCCTTCCAACTGAA 
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AGGGAAACAAACAAGGAGGAGCACG 
Sequence 4206 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATCAGAATCGGA7TGTCATCATA7TCACTTCAT 

CATAGAGTTGATCATAAATCTTCCACTCCTGTAAAACTGACTGCATGGAGGTTTTGAGCT 

GATTGACCTGAGTGAGAACACTGCTTCTCTTTTGAAATAACTCATCAATTCGGGATGCTG 

TATCTTCTAACAATGGCACTGCCCCACTCTCCAAAGTCAGATAACTTTGTTTCAACTCAT 

CTAGTGCTTTGGATTTAATTGCAAGTTGATTTTCTATATCCTGACAGTCCAGGAGCAGCT 

TCTGCACTGAGATCACACTTTCMGTTTTTGTAAAGTTTTCAAGTCTCTCTTCTTGNGCT 

TCCAGCCAGTTGTNCMGATCTGTATTTTATTTTCACTCTCAGTGATACTTTCTAGAAAG 

TTGGGTCTAAATGGTTGGATCTTTCTATTCAGCAATTCCCATGTACTGAAAGGGAANAAA 

GMGAGGTCTGGGGAAACAGCTTTCACMTTGGTATTTTACTCATCAACCACTTATTTCC 

TGGNNTGGNCCTTTCCTGGTTGNAGCAAAAGNCCTTTTGCAACTGGCAATCCTTGTAGGA 

CA CAAA CACCCCCCCAGGTCTTGGGTCAACCGGTGAAAAAAANCCTTCCAGCATCANNGG 

GCTTTTNTCTTCNACCTTTCNTTTGANGCGGCCAACTTGCTTTGGGTGGGACCAAGCCCC 

GATAGNCCCCCTTCCNTGATGGGGCGG 

Sequence 4207 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTGAAGACAAANGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCATGACTGAAATCTGAAAACTTCATGAAACAGGGATCATTACAAATATCC 

CAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAAT 

TTAATCATGACATTGCAATGGACTA1 AGGAAGAGTCAATAAAACACTGATAGTGGAGCAA 

AAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTGT 

TCTATGTTGTCTATAGCGGCTTTCACACAGAAACTGCACAGTTGAGTCATTGTGACAAAA 

GACTGTATATCCCACAAAGCTTAAAATATTTACMTTTGGGCCTTTTAGAGAAAAAGTTT 

TTATGACCCTTGCAATATTANACACAGAAATCTCAGAGATGCTGTCTTCTTCCTAAACTT 

TAATATTTAATTTCTGATTGNGGGATTGANATTAGATTTCTCCAACT 

Sequence 4208 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAAATTGTGGCATTATCCTAGGGGGTAA 

ACTGGGTAAGACTGCAGATCAGGTCTCCTCACCCTCGGCCCCAGGTTCTTTTCTTTCAAC 

mGmAGTGAGAATTTAAGTAAAAATGTCCTGGTGTTGATTTAGAATTGGATATTATA 

GATTAMTTTATGCAGGTATCTCTTACCTGTTTATCTTATTTTCTGTCTCTTACCTGTGT 

TCMTTAMTTGMCTTGATATTMTCTTTTTCCTCAGGATACTTATGCACTANNCCNAA 

AACTATAGNTGNTTGGAGAGAATTCAATATTCAGTGACAATAAATACATCCCCATATCCT 

TTTACCTATTGATAAAACTTAGTACCCTTTCAAAAATTTAAAACAAGAATCCACTGNTTG 

CTACTGAAAGGCAAA 

Sequence 4209 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTGTAGTCGGGTATGAGAACGATTG 

CAAGCAAAAGCAGTTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAA 

TACTTGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGG 

TTTTCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTC 

CTCCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGG 

ACAAAATGAGATCATCCACATAAGCCGTGAACCCTGTTCCTGGTMGGAAATGAATAACA 

TGAAGTGAAGTCTTCGTC TCCA TTCCCAACAGTCCCCATTCTACTTGCAGAAAGGTTGCT 

TACACTGAAMTCMTTTATTTTCCCCTGGTGCAAAAAACAGTCGTTTCTCCAAAACTGA 

AGCTGGAAATTATCTGAAATATCAGGTCCTTCGGAAAAAGGGACGCGAAACCCCCTT 

Sequence 4210 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I II I I 1 1 1 I 1 1 1 I I I I I I 1 1 I I 1 1 I I 

AAAGGAGAGACCAGACAGTCCTACATAGCATAATGGGTCAGGACAAGATGACTAGATACA 

GCAAAATGTTGCTGGGAAGCANAGTGGAAAACGCAATTGTNANAGGGGGTCACACGGATG 

GGTGGGAGGAGGCCCTGCTAAAAGGAATCCCCCGAGGGCAGGTGAGCAGAGCTNTGGACT 

ACCAAAATCAACAGCATGCAGACAGACACAAATCAGCGTCCAGGGCATTCCCTGGACTTG 

GGCTAGCCTAGGTTCACTGAGGCAAGGTCTTNCTTGGCGGTCAAAAGCCACCTANTTTCC 
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AAGGAAAATGAGAATCAGATNCGCACGTGATAATCCTGGACTCTGGAAGTGGGCTCAAAC 
CTNTGCGTTCTTACCTGTTTTTGTTTTCCANTTTTGCMTAMCCTGNCTTTTGTNGTTT 
GTNGGCANCAAAAGTTAAAGCTCAAGTCAGTGGGGAGGANCAANTTTAAAAGTGGGGAAN 
GTGGGGGANAAAAG I I I 1 1 1 I 1 1 I 1 1 
Sequence 421 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGATGTGAATAATACCACATTTGTAAGTT 

GACTTAAAATTCTGAAATGATGCTTCATCAGACAGGGTTCTTGTATAAAAGAGAGTTTAA 

CCTCGAGTTATGAGCCTGGGAGGGAAAAAAATAAGGGACAGTGAAGAAGGATTAGTAGCG 

TTGGTGAGTCATTACCACCCTTCAGGCTGACCAGTCCAAGGAGAGTTGAAATCATGAAGG 

AGAGTCTATCTGGAGAGAGCTGTAGTTTTGAGGGTTGCAAAGACTTAGGATGGAGTTGGT 

GGGTGTGGGTTAGTCTCTAAGGTTG 

Sequence 4212 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTGAGTAGATGCATTGAGCCTCTCAGTAA 

TGTGAAAGCAGGCTGCAGAGATCACCATCCCAGCAACAGGATTATTCTGTTTGATATCTG 

TTGCCAACAGCCACATTTCCCAGCATCTTGGATGCAAAAGGGGGTTTACTGACAAAGCAA 

AGCTTTTACATTGGGCCTTACAGGCACAGGAAAATCACCAGCTACCTCAATGCACAGTCC 

CACGGTAGCATTCCTCCGGTCACTCTTAGAAAAGGCCCAAGTCATCTGGGCGCCTGGACT 

CACCCGCCCCAAGCAGAGTGGCCCTCATCCTTCAGAATGTGGATCTGCCGAATTGAAGAG 

GCCTGATTTCAGCTCCACCAGATGCAGATTTGTGTTTTGTTTTCTTGTTATCACTGTCAC 

ACAAGCTTATAACATGTATGCTTTTCAGAATACAGTTGTCTAGCCAAGCCATCAAGTGTC 

TGAMTTCAATATTGGTTTATGCAAATACAGCAAACTTTTATTTAAGTAGATAGGAAAAT 

ATGTTTAAMTATTANGAATNCTAMCCATATTTTCAAGTCATTTTAACAGCTAGGATTC 

TTAAAATGGAAGTGTTATATATAATATGTTAAAAAACANTTTGCNTTCCTGGCTNAATAN 

TTGANCCCTTTAAAAT 

Sequence 4213 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTG CTTTCATTG CACATGCTGTTAACTTCTTATG AACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAMTTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAMTGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATA 

Sequence 4214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGGAATATCTTTACAGCAGCAGTGG 

TTAC ATGAC TTTATATCACTATATATCT7TGTCAAAGCTCAGAATTGTATAGCTAGAAGG 

TTATATTTTACTGTATGTAAACAATATCTCAACAAACCTGACTTTGAAAAATAATAAAAA 

GAAAAGAACTAGGCTCAATAGTGAATTAGACTGAAATTACCTCATGAACAGGCAAGCACA 

CTGATTATGTAAAMTCTTTCTGATGTTTACTTTTGAATTGTTTATTCTCCATTTTTCTA 

CATTAAAGTATTAANATTAAATGTGTTA 

Sequence 4215 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCTATTTCAGATTTCCTCAAAGCTGGGCAG 

TTGTTAGCGAGAATGACCAATTTCGCTTTGCCTTGTCTGATGATCTTCAGAGTCTGCTTG 

TACAGTATAGTCACTTAGAGAAGCTTTCAAAACAAAACAAACATAAACCAATGTCCAAGA 

TCCAGGTTAGAAGAGGGGTCCAGAGAAGCTGACCAACAAAGTTGGGAAGCTCTGAGTTCT 

CTTCTCCTGGGACCCACCACCCTTAGTATATTCAGTAGGAGGGTGGTGATGGCTGCAGGC 

AGTGGTC ATGGCA GCCGTGACATTTTGGCTTCACCATAACTAAACTGGCCAACAGATCAG 

ACTGCAAG 1 1 1 1 I ATTATCCTTTATTGG ATG CTTACATCTG AAATGACAAAATG AGATAG 

TTCGAMGMTATATTTGATCTTTTTTTCTAGTTACAGATATCATCATTGTTCACAGGAG 

AAMCTTTGGAAACACACGAAGAGAAAGTTAAATTCATGCCCGTTATATCACCGCCATTG 

CTNATCACTTAGTAAATGTTCAGCC 

Sequence 4216 

GTATGTATATGTATATGTGGNGATCGTGGGTAGGGGGAAGAATTCAGAGGGAAGAAGCTT 
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GTGGCGTCTTTGCCTGGACGATTTCTAAAAACTAGCTGACTCGTCATCTTTAAAACAACA 

ACMTAAMGCT ATCATA TGCATATGTTACTTTGTTTAATATTTACAACAACCCTTTGTG 

GTAMTATTTTCATTTTTCAGATGAGGAAATTCAGGCACAGAATGATTAATAATTTGCTA 

NTGMGTCACANCAGTGATGGGGATGTTGGAGATTTAAATCAATGCATTTTGAGTTGCCT 

GAGCAMGMT TCCAA AATTTAGGAAGTCACTATTTCTGTATTTCCTTCTAAGGAAAACC 

ATCTAMGTATATTTTTATCTCCAGTAGGCNGTGGNCATTGTCAAGAGAAGGAAAGGTTG 

GTGATTTTA TTTGG GGTGATGGGATTGGGACTTMTTTTCTCTTTTGCTTTTTGCTGTGT 

ANTTCCAGATTTTANNTAGTGAMCTTAATTTTAAAAACNCAACCAANTTTNATGTTTGA 

TGTATAAATTTATAT 

Sequence 4217 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTAATATTTTTTTCAAGTTTTGGTAAAGT 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

AMTTGTTTGMGCCTCAGTTTCCTCAACCTAAAAATAGGAATTATAACTTTTTGAATTG 

TTCTGTTGTATGAGA TAATGA CAGTGAAATATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTTGATCTTTCAGCAAGCCAGCTATAGTAGCTTTTCCTATAT 

AAACACAGTATGAATTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGAAGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCAATTTAAACTTCTTTCAAAACAACTGGCAGTAGTTTTTTAAAAAAGAAAACAGG 

CTACTCTTCAMTTAAAAAAMTTGTCTTGCmAGGAAAAATGTTCTTCTGTCTTTrCC 

AATTATCTTATTTCTTCTGC 

Sequence 4218 

CCCTTAGCGTGGTCGCGGCCGAGGTACG7TTATATGAAGGCAAACGTTTCCAGGAGCCAT 

CTTCACATTTCTTCATAAACTGGTCAAAGAGCAGTCTTAGGTCCTTGTTCCAGCTGGGGT 

TGGGGACAGAACAGTCCTTAAGAATGACTTCCTCAGAAGAAAATGACCTTTAGCAGCAAG 

AATCCAAAGTATCTTTGGTGTCTGTTGTCTTCCCATGTTGTGCGTGCAGATGGAGGCACG 

AGCATAACGTAAATCTCTTCCATTTATAAGAAAACTGAATGTCAGCGTGATGCTAGCTGC 

TTTMTATTTCTTGCTGAATTTTTCTTGGATTTGTTGTCCGTAGGTCTCACTCTTGGAAA 

GGATGTATTCTTGAATTGNTATCCATGGGGGCAAG 

Sequence 4219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAACTTCACCTATCTCCTTAAAGCTGGGATT 

AAGGGAAAAAGAATCAGTCAACAAGAAGGTAAGTTCACAGAATTATCAGCCATAATAGTG 

TAMTTTGCCATTAAMTTAGAAAMTAAATAGATGAAATTTTTTTCATTCAAATTTTCA 

TAMTTTTCTGATGCATATGMCTTTCAAAGTTAATTAAAATGCTATGAACTTATATTTT 

T AMMCTTACTCT GCAGACTCMCAAAATMTTAAAATTGNATTTTCTCTTAAGCACTG 

CI 1 1 I 1 1 1 1 1 1 1 | I AAGGTACATTCTAAGAGCAAGTGTGGTTAAACTCTCCAGTTTTCTA 

TGACAGTATGpTGNTTAGTTTAACCTACTAATTCMTCAGGCATTTTTTTGATTCCCCGG 

GAAMGGGGATACAACCAGMCATTTTTMGMGGNCANTTTTANCAGTTTTANTTCACC 

AGATGCCATAAAATTAACTTCNTTTAGGGAAAAA 

Sequence 4220 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCAAACACAGATCAGCCTTATC 

TAGCGAACCATCACTCTGCTCTTGAATTTTCTTTTGGCCTCAAACTCTAGAGCTATAACA 

TGTT MCGGT TTAACACCAGAGGAGAAAGCTATTCTTAAACTACTCAAACATGGTTTTTT 

TTTCTATTTTTCAGACTCCTGAMCAGACTACTCTTTGCCTTTTTGCTGCAGTTGGAGAA 

GAAGCTGAATTTGAAAAATGTNTGTTATGCAATGCTGGAGACATGGTGAAATAGGCCAAA 

GATTTCTTCTTCGTTCAAGATGMTTCTGTTCACAGNNGGAGTATGGTGTTCGGCAAAAG 

GACCTCCACCMGACTGAMGMACTMTTTATTTCTGTTTCTGGGGAGTTTCCATTATT 

TCTACTGCTTACACTTTAGANTGTTATTTTATGGGGACTAANGGATTAGGAGTGTGAACT 

AAAAGGGAACATTTCCACTCTCAAGTNTTCTACTTTGCCTTTGACNGAAAATA 

Sequence 4221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 
AAATAATGGACACCTATGTATCTGCAAATACGCATTCAGTTGTCTTTAATAATCCTTTGC 

i 

i 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

227/599 



TAATCTTGCTTCAGATGGATTAAGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTAC 

AGATTAGMCTTAGGTCCTCTGGATTCACMCCCCGAATCCCATTTGTTTTTCTTCCTTT 

CCAAAGTTGTCATTATCGTGAATTTGGTGTTTAGCTATCCCATGCATATTTTTACACTAC 

TGCTATMCATATGTAGTTATMAATAGCATTGGTTTGTATGCTTTAAAACTTTATTTAA 

ATGGGACCMCTGTTTATATNATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGT 

GATTTATCTGTGATGGTTCCATATAGGTCAAATTCTT^ 

TTTCATCATATGAAAMNAATCANGGATTTATTTATCTATTTCCCCTATTGCTAGAAATG 

CATGTCATTTTAAAACCTTTTTA 

Sequence 4222 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTTTTGCAMATTTAGATGGCTTTATA 

ATCACAATMTACAMAGAMGTGACCCTCGAMTGGGTTTTACCACTAATTTTCGATTC 

TTGMGA TCATTT CGAMCATTACCAGCCCAMCATTTTTACTGCTCCTCAGAATACATA 

ACACCTGTTTTTTGATACTACTTTTGTAATCATGGTAATAACAGAGTATGGATATGTATC 

ATTCTTGTGCMTTTACMTGTATTGGACTGATTTTCT7TCTGACTTTGGGCTTGGGGTA 

ACATATAGCTTT 

Sequence 4223 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACTTTGTGTATGTTCCAGCAAAACAAGGGTTCC 

TCCAGTTTTGGTGGTGGAAATGTCACAGACATCAAGCATTGGTAGTGCAGAATCTTTAAT 

TTCACTGGAGAGAAAAAAAGAAAAAAATATCAACAGAGATATAACCTGCAGGAAAGATTT 

GCCCTCAAGAACCTCAAATGTAGAGAGAAAAGCATCTCAGCAACAATGGGGTCGGGGCAA 

CTTTACAGAAGGAAAAGTTCCTCACATAAGGATTGAGAATGGAGCTGCTATTGAGGAAAT 

CTATACCTTTGGAAGAATATTGGGAAAAGGGAGCTTTGGAATAGTCATTGAAGCGACAGA 

CAAGGAAACAGAAACCAAAGTGGGCAATTAAAAAAGTGAACAAAGAAAAG 

Sequence 4224 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGT 

TTGCAAGGGAAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAGGAC 

CCTACTGTTGCTGCCTTTAAAGCTGCTTCAGAATTCATCCTAGGGAAGAGTGAGCTGGGA 

CMGAMCCACCCCTTCTTTCAATGCAATGGTCGTGAACAACCTGACCCTTCAGATTGTC 

CAGGGCCACATTGAATGGCAGACGGCAGATGTAATTGTTAATTCTGTAAACCCACATGAT 

ATTACAGGTTGGACCTGTGGCAAAAGTCAATTCTACAACAAGCAGGAGTTGAAAATGAA 

Sequence 4225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTAT^ 

ATTGCTTTCATTGCACATGCTGTTAACTTCTTATGMCTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAMTTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAMATGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGMMTATACATTCTGAGTTGAAAAGCTTT ' 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAMTATAAGATGACTCCCAAGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGMACACTMTTTAGGTGCTGCTGGGMGGGATTTTGTAGATGTGAATMTGTT 

CCAAATCAGTTGGCCTTAAGAAAGAAAGATGAACCTGGATGGGCCAGATCTTATCAGNTG 

AGTCCCTTAA 

Sequence 4226 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCCTGAGCCATCAACCTTGCTCTCCAGTCCC 
TTCTTAGTATCCCTTTCTGGCTCTTTTTACTACTCCTGACACACAGACATTTTCTAAGAT 
TCTGCCCTTGGTCATCTTCTCTTCTGACTTTCCAATTCCCGTAGTTATGTTCTGATCACT 
TGATTTTGATCTCCAMTCTTCTAGCACMTATTTTTTC^ 

TAACCTCTTGTAGTTACTGNCACATATCTATTCTACTGCCACCTCAAATGTAAATTTCCA 

AATGGCTATCTCTTACTCTGCCT 

Sequence 4227 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAACCAAGACAATATCAGGGTGACAGGTGAA 
TGMCTTAMTTCTCAGTTCTTGTCTATTCACCAAAAMGTATACCTGCCTGTTTTTTCT 
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TTAATNTATTCAMGGGTTNMTNGMCTTTTTTAANGGGAAACAATTGGTTTC^ 
ACCCCGGTNAI I I I I I I I I I I ANAATTTTAAAAAAGGNCAAAAGGTGGCCCCTTTGGNAN 
TNGTTTAAAI I I 1 I CCCNANTTGGNTTAANMAATTTCAMTTTTNGGCTTTTTAAAACC 
T CCCCN TTCNTTTTAANTGGGGGNGTAATTGGNAAGTGGNAATTNGTAATGNCTNATTAA 
ATTTTTAANANTTGGTTAAATTTTTGGGCCMTGGTCCCCCTTAMCNTNTGGGNNAAM 
AAMGGGGTNAGIsrTGGGGGGNGGNAMGGNTTTTTGGGGGNTTTTMNMTTAANGNTCC 
CAANGTMNTTMNCCTTTTTTNTTCCTTTTTNCNTAMGAAAAAAM 
Sequence 4228 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATTATCAAATGCTGTGAGTTCAGAAAAG 

ATGTTTCTGAGTAA7TAAGGGATTGGGGAGGAGGGAANACCTTGAAAAAACCCCGTGTGG 

GGNATCATTTAGMGCTACCMAGCATTGTTAGAAATGAAAGAGNATTCCGGGTTGTTAA 

GTCTCAATTCTTAACAAAATTAAAGGGTMGGTTTAMTTTCTTATTCCAAAAAAACTGG 

GCCA GTTGTTAAAT TGGTTTGGMGNCAAAGTTTTACCTTANCCCTTMGGGNCCCT^ 

TAAC NI I 1 1 I M II ICAA AGGGGAAGGGCCTTGGGGAATTTNCTTGGAATNCCTAATTNG 

MGGTTTTAA TTTTTTT CCCCACCCCAAGGAAAANACCCCTTTTTTCNM 

GGGGGGMGTTTTTTNGGGCCTTGGCCCANCMGGTTCCMCNTTGGNTTTTNCCCAAAA 

AAATTAACCAAGGAAAAACNTGNTTGGGGGGGGTTTT 

Sequence 4229 

CCGGGCAGGTACTGACACATGATGTCCCCTACCATGATTACTTCTATACCGTGAACAGAT 

ACTGTATCATCCGATCTTCAMACAGAAATGCAGGCTMGAGTTTCCACAGATTTGAAAT 

ACAGAAAACAGCCATGGGGCCTTGTCAAATCTTTAATTGAAAAGAATTCCTGGAGTTCTT 

TGGAGGACTATTTCAMCAGCTTGMTCACATTTGTTNAATGAAGAATCTGTATTAAATC 

AGGCCGTTGAATGACCCTGNAAAACTTACTGGCCTACGAANGAGAANGCCGAACCCTTCA 

NCCCGNACAGNAGAAACAGTTNCTAAACTTTTCCTTTCAGCATTCCTCTGGAGATGTGGG 

CTTAGGTGCCAAAGGGGATNTTACAAGGAAAAGA 

Sequence 4230 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTTCGGAGGATGGATTTCTGATTTCCAAC 

AATGACAATTCCTCTACTTGAGGACTAATCATGGTTTATCTTAAGAATATAGATGCGATA 

GGTTATATCTGCTCGGTTATATAGAGTTTTTTCTGTCTTTATTATCTCTTMGTGCATTG 

TC TGTGA TCCACATCACATATTTGTTTGAGGCTTATTCACTMTAAAACCATTTTTCTTT 

TCTTTTTCTTCCTTAGCTGGGGAGCTTTGTTTG 

AATTACCCGCCGTACCCT 

Sequence 4231 

NGCCCTTAGCGTGGNCGCGGCCGAGGTAC I I I I I I I I I I I I I NATAAATTTTTCTTTGGA 

ATCTMTTTNATNTTTCANGGATCCATTMGCATTTTCAAGGAATACACTGACATTACTA 

MTTGTTCANCAATGCACANAATTTGAAMTACACTTGAAMATAGAACTTTGATATAAA 

CTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCATTCCCCT 

ATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAGAAAGTTA 

AGGMGAACATATAGAMAGGATTGTTTTGCGCAAACATCTGGCTTTGCTTCCCCAAAGC 

TACTGAATACAAAATTTA 

Sequence 4232 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTTATAAATACCA 

GCTTCTGTTATTGATAAGTAGAAAGATGAATGGAAAACAAAAATACGTATAATCAATAGG 

CAACAGCTAGTTTTTTGAAAAGACCAATATGATACAGAAAACTCAGGAAAAAGGAGTAAT 

MAMTCM TATGC TAAAAATGAAACAGAGATATAACMTAGTGATTTTTTTGGGGAAAA 

ATGGAAAGGTTTTACATGAAAMATATAATTACTCTTACCGAAGAATAAAGAGGAACTTG 

AATTGACCATGAAACAATTTGAGTTCATAACTAAAAAAAGAGATATGGGCCAGGCGCTGT 

GGCTCATGCCTGTAATCCGTGCACTTTGAGAGGCCAAGTTGGGAGATTGCTTGAGGCCAG 

GAGTTCGAGACTAGCCTGGGCAACATGGTGAAGATCCTGTCCCTAATACAAAATAAAA 

Sequence 4233 

ATNTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCACATTGTATT 
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GAGTTTTGTGTATAAAAGCTACAGATGAGTCTAAATAAAATAAAAA7TGTAATTTAGCCC 

AAATGCTGAACTAAGTCAGATACCTCTAGTCCTATAATGGAATAAGCTCTATGATATGTG 

TTAGTATTGCATATGGTATGATTGTAAGGTTTTTGGAAAGCAGTTTAATATGCCAGTCTT 

GCATGTGAGCAGATGAGTTTTCTCCTTGAGCTGGATGTCTCTTTGAAAACTATCAGTCAC 

CTAGAAAATATATTTGTCCTCATATGGGAAACTAGGTCTAGGAAAGCAGGGTGTAGGGAG 

AGGTCTTAGATTCTTGGGTTAACAATTTAACAAAGGAGATTTGGCTATCACAGTCATCTA 

GTGAAAGTAGAATAGGACAGAAAAGACCTTGTAACTTGGG 

Sequence 4234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAAGT 

CTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACAAT 

ATCCCAAAATAATAAAAGCTCAGAACTAAAACTTTAGGAAGTATAGGAGAAAGGAAGAAT 

GGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAGAA 

AGGCTATTAAAATGGACGMGTTGTAGTCCTATCCCTGACATTTTATGTCCTTGGGTTAA 

TGTGCTTAGCCATCTTGTGCnTCAGAAATGTCCTCTATCTGTTCAAACCTGTAATTTTTG 

AAGGTTTAAACCATGATT7TCTGATAATCTCAAACTGCTCACATCTCCTTGTTAGAACTA 

GTATCTTAGAAATGCTAAAACGATTAGNTCTGAAATCACATTGCTNCTAAAAGAACTAAA 

■ 1 1 N l IGNATTATCTTCGGCTTACTATTCCCTTTCACTTTTTATAAAGTCACAAGAGAG 

GMGCCCTTAAGGGTAAAAATGAATGCTATGGTTTGAGGTTTTTTACCCATATTTTTAAC 

CTTAGAGCCTAAA TTTT ACCCTTTCAAAACCTGTAGNTTTTCCATACCCTGTCAACCTCC 

TAAATTGGTGGTNTTTTATACTGNGAGCCTCACTTGGGTATTCCGGAACACCACCCCCTG 

AAAAAGCC7TAACCNGANGTAGCNCAATGGGAAGAAACCAANCCAACCCCCAAACCAAAA 
CCAANGCCCAAAAATT 

Sequence 4235 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 

TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 

TGTTAAAAAAAAAAAAAAAAAAAAAGTTGAATAAATAGATCAGTGATATCCAGACCCTGG 

GATTTCGTGGCTCAATTAAAAACTGTGGGGTTACCATACATAGTATCTGACTGCTTATTT 

TGTCMGTAAAGACATATACAGGCATACCTTGTTTTTTTTGCATTTCACTTTGTTGTACA 

TATCAAGTATGATTAACGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTCGT 

TTCATTTGTTG AAACA TATAATTCAAAAAGCATTGATGAAGTTGTCCAAAAAAGANAGCA 

ATGCMGTCCATTTTACTTATTATGAACAACAAAGCTTGGTAAGTTTATTAAGTGTAAAT 

AGGCTCTCTATGCCAGTGTATTCCCTGGGGATAAACTANGTGATTGAGATGGGTCGTTTA 
ACTT 

Sequence 4236 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAACCTTTCACAACCTGGAGAATGGCAATAA 

GACATTGCTGAAAGTAGTCTACAGATATGTTACTTCCCAACAATTACAGTAATCGAGAGT 

GTTGCATAGTTTGCAMGTACTTCATGAGTTCTTTTAATTAGCAAAACAAGGTATTGGCT 

AGGMGAAMGTTATTA7TATTTTCATTTTATAGATGAGAAAACAGAACCACAGAAACTG 

AGGGAGTTACCCAAGGTTACGTGGCAAAGGAGTGACGGTGGCACATCTAGAATCCAAGTC 

CACTGACTCTCATCATAATGGCCTTTTTATATCATGCTTCTCTTGAACTATGACTTGNCT 

TCTAGTATATGTAGATATCGTTTATACTTAAAAATTTGCCTAATACTATCTCATAATGAT 

GCTMGATTATTAAMTGGGMATTAAAGTTTGTAGATATCGNTTATACTTAAATATTTG 

CCTAATACTATCTTATAAATGATGCTAAGATTATTAAAATGGAAATTAAAGTTTGGTAAC 

AGTNGTTACTTTAAAAATT 

Sequence 4237 

CCCUAGCGTGGTCGCGGCCCGAGGTACCTGGCTATCMUCCACUGGTCATGAGGm 

G^nTTMTACAGT GCTGA ATTTGATTTCCCAGTATTTTGTMGGATGTTTGCATCTGTGT 

l I 1 1 GAAATTTATC I I I 1 1 AMTTGATAAACTAAGACTTAATATACATTTATTGTGTGGA 

ACATGTTGTTTTGAATCTATGTTMTGATTAATACAGATCTTTTGATTTCCTTGTAATAT 

TTTTGGTTTTATTTCAGGCTAATGATGGCTACTTAGAATGAGTTGGGAAGTATTCTCTTT 

TCTGTTTTCTGGAACTGTTTGTGTAGACTTATTCCTTACATGTrTGGTTGAAGTTCACTA 
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GTGM GTCA TCTCTTTTTGGMGGGTTTAAAACTGTGAMGCATTTTGGTTAATAGATAC 

AGGTCTTTTATTGGTACCTCTTTCTTCTTGMGTGMGTTTGGGAAGTTTGGNCTTNCAA 

AAGGAATTTGTCCCCTTTTATCNTAAAGTTGGNCTAAGTTTACTATTATTAAAANATGGT 

TATTMTAGGGMGTTMNAMTTTCNCAATGGTATCCCTTTATTGGGCTGGNANCCATG 

GGACTG G NTTTNAC ATCTTCCTCTTNTCGNTNCCTGANACTGGATMNTTNGGGGGCTTT 

I 1 1 I I l iCCTTTTTTCTTGACNANCNTGGCCTAGGANNTTANTAATGGNNGNNGACCTTT 

GCAAAAAAAAAAAAAAAAA 

Sequence 4238 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTAAGAGCTTTACATGCACCCGCTCTTTAAATA 

ACCCTATGAGCTATGCTTATTATCCTCATTTTACAAATTAGGACCCTGAAGCTGTGGAAG 

ATTMCC TACTT AACTGTCTGGAGTCTCTCAATAAATATCAGGCAGGATCTTATTTGCTA 

AMTTGTATTTTATTTCTATMGTGATGTTTTGAAAGATATAAAMMTTTTATGCCTAT 

CATGAATAACCATTAAATGGTGCAATAAACATAACATTGTATACAGTAATTGTTTAAATG 

AAAGAACTTCT 

Sequence 4239 

GATATCTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCATTCATTTAAAGGC 

ATAAATGTCCAATGGGTCATAAAGGTCAAAGCTAATAGACAAAAAAAGCTTCAGCATGGA 

TGATGAGCAAATTAGATGCCTCTCTGCTCAGCATGAGGTTTTTTCAGCTGCAAAAGTAAA 

ATGAATCAACCATGGAATTACCCCAATGCACTAATAGCTACCGCTGTAGTGGTAGATCGT 

TATATATCTGGGCAATTAMTTTTAAATGCTAACTGTGAGACCAAGTCAGCAAATTCTAA 

TTGAGACACGTTCTACAAAAACACCTGACCACTACTCCTGAAACAGTCAAGGTCTTCAGA 

AATAAAGAAGGTTTAAAAAAATTATTACAGTCAAGATACACGGCAACTAAATGTGATGTG 

GTATACCGTATGGGATACAGAAACTGAAAAAGGACATTAGGGCCATCTTGTGATACATGC 

ACTGTCCAGGAAAAGTTTNCAGGAAAAGTCAAGCCAGGGCTTCACAGAAGATCAAAAGAA 

AGAGACCAGGAGAAGCTAAGTGTATTAGTCAGGATCTTCTAAGGGACCGAACTTAATNGA 

ATNTTTNTNCCCCNCCAACCCCCCCCCCCCCCNCCI I I I 1 I I ICCCTTTT 

Sequence 4240 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGAAACATTAAGAGAGCAAGCGAGCCTC 

ATTTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAAAGCATTTCATGTTCCAAGAC 

CCTGCCTTTGTTAAAACATAGATGCA I I I I I 1 1 I I CTTTGGGGATGTTCAGAGCCTTCCA 

GAATTATGCTTTCCCAGGAGAGATAACAACAGTCACACAGCCAAACGTCTAGCAGTGCTT 

CTGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATT 

CTGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGA 

GAGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGA 

GGGCGAGCTGGTAGAATTTCTCTCAATGCTCAAGACCGAGGAGTTTATCATTCCCTTGAC 

CCCTGGGCTTTAGCTAGAAATGTCCAGAACTCCCCCATCCTAACTGAGAANGGCAGTTGC 

TTGCCCCAAACCCCAAAGACTA A I MINIM 

Sequence 4241 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAACTGGGGCATAAAAATGGCCTATATCTG 

MA AT A ACTCC AA A A ATTTATTATT AA A ATT AATTTC ATTTG CTTCTTTTT A A A I M M I 

TCATGTGGCTACTAGAAAAATTAAAATGACAGATGTGGCTCACATTATATGGCTACTGGA 

CAGCACTGATATAAATTATGCTITTCATGGTTTTATCATAAAGGGGACCAGAAGATGGGA 

TGGTAGCTGGTGGTGMGTGGGGTAAAGAGMACTTTTTTCCCCTGAAATGGGAGAATTG 

CAGCATGTTTGTATGTGGGAATAATATAGTCAAAAGTAGAAGTTGGTGATGCAGCAGAAG 

AGACAGGGGACAAATGATGTCCTGGAGTAGGTGAGTGCATTTGGGTTCCAGCGCATANGT 

GGAGGGGTGGCCGAAGGGTTATGGACTGTTCATACAGAGTGACAGGAGAGGAAGCCGAAT 

GTGAGGGTTGCAAACAAANGNGAGTATTTATGGACATGGGAGTGCCTTGGAAGTCCCTNT 

TTTGGAATCTTAAGGGCCTAAGGGAGCCANNTNTTANCTGAAAAAANAAGGATGGGGGGN 

A 

Sequence 4242 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 
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AAATAATGGACACCTATGTATCTGCAAATACGCATTCAGTTGCTTTAATAATCCTTTGCT 

AATCTTGCTTCAGATGGATTAAGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTACA 

GATTANAACTTAGGTCCTCTGGATTCACAACCCCGAATCCCATTTGTTTTTCTTCCTTTC 

CAMGTTGTCATTATCGTGAATTTGGTGTTTAGCTATCCCATGCATATTTTTACACTACT 

GCTATMCATATGTAGTTATAAMTAGCATTGTTTTGTATGCTTTAAAACTTTATTTAAA 

TGGGACCAACTGTTTATATTATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGTG 

AmATCTGTGATGTTCCATATAGGTCAMTTCmCATTmATTGCTTTATAATATTT 

CATCATATGAAAATATCATGATTTATTTATCTATTTCCCTATTGCTAGAAAATGCATGGT 

CATTTTAAACCTTTTTACTATTAT 

Sequence 4243 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAATAATTTTTTGTGGCTACTCAAATTTTCAT 
AATTAATCTAGATTTAAAATCAAGGAATATTCTTACTTGTAGTTGGCAATCAATATGACA 
TGCCAAAATTATATGTMGTATTTTATTGTTGGTGAGGATATAAGAAATTTACCATCAAA 
AGAGAGACGATAATCTATGCTTGCAGACTCCGGAAAGCTGCCTCTCACATAAGAATTTGC 

AATrTCTGGGGGAAAAGAAAAAGTTGATTGTGCAAATAAACATTACCATGGAGTCTTCTC 

TATGGCAACATCAAAAATGA 

Sequence 4244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTTCATTG CACATGCTGTTAACTTCTTATG AACTCTTTGTTCT AATAAAT AAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CA7TGCCACTAAMTGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

TTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCT 

Sequence 4245 

CCCTTA GCGTG GTCGCGGCCGAGGTACGCGGGATTGTGCATTTTCCTCAGAAAATTACTG 

AMGGATTTTTGCCTTTCTTGGMTTCCTTTGTCTCCTGCTAGTTTAAACCAAATATTGT 

TTGCCACCTCTACAAACCTTTTTTACCTTCCCTATGAAGGGGAAATATCACCAACTAATA 

CTAATGTTTGGAAACAGAACTTGCCTAGAGATGAAATTAAACTAATTGAAAACATCTGCT 

GGACTCTGATGGATCGCCTAGGATATCCAAAGTTTATGGACTAAATGCTGCAGGTCAGCA 

GAAATTTGCACTAATAATACTTACCAACCCACTTTGTGGATATGAATCAGAAGAGTTTGT 

TTATTCTTTAGTGTGTdTGTGTGTGTGTGCACGCGTGTATGTGTTCAAGTGTTGTTTGCA 

CAGAGAGATTGTTTTAAAAAATGGGCACCATATTTGGCCTACAGGATTTATTTTTATGTC 

ATCACCTCCCTTGCCTTTGTTTCTGAAAATTTGGCTGCTAAAAAGTTTCTGCTTCAGAGN 

GGTAGAATGAAAGTTATATCATGGGGGGCAGGGGGAGAAGGGAAAAATT 

Sequence 4246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I GGTGGGGGTAG 

GGTGGCAAACAAAAATTAAATTAGTATTAACATGCTTAACATTGCTAAGCTTCTCTTTGG 

ATCCCATGTTTCTGGTTCTCCAATGCCACTAATGGAAAAAGAGTATGGCCACAATAACTA 

GTCTTTGGCATATAATCCTTACCAAGATAAGTGGAAAGATTCAAAACCTCACTAATCTAT 

i 1 1 1 1 i CTGTT CTAAGAATATCCACAGTTTCCCAAATGTGATTATGCATCCCCCTCACAT 

TTTCCCTTTTCACTAATGTCACCTAAATATTCGGCTCTATCCTATTCAGGAAACCAAAGT 

TCAGAGACATAAACAAAAGAAAAAAAACCCACAAAACTTCCTCAAGTCATAGGTCCAGTA 

ATMGGTMGCTGGGMTTTAACTCACATTTTCTGACACTAAAACTATTGGTCATTCTCC 

TGCACTAAGCTTCTACCATAATTTATACACAATGGACTTTACCTAANGGTAATAT 

Sequence 4247 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAGTCATCCATCATAGAGATTTTAGCATG 

AGAGGATATTAAGAAAATACATGTAATTCTGAATAAACATATATGGAATTAATGTGTCTC 

CATGAGAGTGTGTGCCTGTGTGTGTGTATAATTCCAATATTAATAAAAATGTTATC7TCT 

TTGAAACCATCAGTGCTGACTCTATCCAGCCTCTCTCCACACAGTATAAAATGTGGAAAA 

TGTAAGTATTATGGTATGGAATTGACTCTTGCTCATATGTTGCACACCTAGGTGCTATTT 

CTAmTGGAGAACTAGMTTATATMmAAGTTTAATTGTGCCCCCTTTTCCCCAAAG 

TTCATGTGTATTTATGCCATCTGTTTGGCCTTGTTTATTTTGGTATCACAGATAAAATAG 
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MGTTMMATCTGMTTMCCGTGCTGATATGTTTCATGGNGATAAAATATAATTGCTT 

ATATACATATGCAGGTATTTAAGTCTATAGCCTGNGTGGGTGTGTGTGGGNGAAAACCTA 

TGACCCTGTGCACATTGGTCTGGGGGTATTTTTTGGAATATGGAANTGGAGTTGGGACAN 

ANATNCNGCTCACAGCTTATGAATTACTTANCCCNTNCNTGTNTTGGTCTTAAAACATTA 
AAA 

Sequence 4248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTGGCTTTCAGCTCTGAAGGC 

TGTCAGCTCCCTGATCCCACTCTGCACTCTATTTCTGTGTCTGCTTTAATTCTTCTAGTG 

CTGCTGGGTTAGGGTCTTCACGACCGAACTGGTCTCGGCAGTGGAAGAACATGGAAACAC 

TAGGCTGACTTAGTCTCCCAGCCTACATCTTTCTCCCATGCTGGACGCTGCCTGCCCTCA 

MCATCAGACTGCMGTTCTTCAGCTTTTGGACTCTTGGACTTACACCAGTGATTTGCCA 

G GAGCT CTCAGGCCTTCAGCMCAGACTGMGGCTGTGCTGTCGGCTTCCCTACTTTTGA 

AGTTTTGGGACTCAGACTGGCTTCCTGGCTCTTCAGCTTGCAGATGGCCTATTGTGGGAC 

TTCACCTTGTGATCATGTGAAGTCAATACTCCTAAATAAACTCCCCTTCATGTATACATC 

TAT CCTA TTAAGTTCTGGCCCCCTAGAAAAACNCCGACTMTNCAAAAAGGATTGNATTA 

MGTTTTACCGGTGGTATTTTTTNCNANMGGTTTANAAMTAGCNCC 

TTANCCGCAAGTTCCAAGT 

Sequence 4249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTCCACTGAATTGGCCAGCCTTTATAAAT 

GATTGTGAATCATCTCAAGGTTCAACAGGTGGGAATGGTTAAGAATAGTATAGATGCAAG 

AMTGMCAATTCAGTAAACACAATCCTTATGATAAMTTTATTTAATAAAATGAAAAAT 

GCTTACAAAAAATAAAAGTAACATGCTCAGCATGCTACCTAGAATTTAGTAAGCATTCAG 

TAATTATTMCTTACAAAATAGAAATGTAAAGTAGATAAAATTCTGTTTGGGGTAATCAG 

CACCTMTCAMTGAAAATTTCATTAAAGCAGTMCMGGACTGTTTTGTTCATAACTGT 

ATGTTCAATACCTAGCCCAGTGCTTGACGGCAAGTAGGCATATATTAAATATTGTTGGAG 

GAAGGCAGGCAGGTAAGAAGAANGAATGCAGGAAGAAAGGGAAAGAAGGGAGAAAGGGAA 

TTTCTAACAAACAGAAAGTGAATTGTCTTGAAGAAATATNCTCTTTCATACCAAGGAGAA 
A 

Sequence 4250 

CCCTTTGGAG CGGC CGCCCGGGCAGGTACCAAGTTTTTGGTCCAAATTTTGTAGGATAAG 

TTAMCTTAA ATriT ACTCTATTAACCAATATGAGTGTATTTCTGAAAGCATAGTTACGT 

TGAMTAMG TTTTA AAAAGAGAAAATATGAAAGAAGAATCAGTATGAAAAATATCTATA 

CTTTATGTATATTTTATATATGCATGGCCACTCTAGGMTGTTTTAATAAGGCAGAATTT 

TGTTTMTCATGATATGTGTTATGATAAAATATTTGCTCTCAACCAATTCTAAAACATAA 

AAGGAMTTTCTCACTTTCTATATTAAAAGTCAAAATATAAAATAACAAAAGAAAGAGTT 

AAAATTAAGCAAAAAATATGATACATGACCAAACCGTGTAACAATTATATATACCCAACT 

TTAGTMTATATTTGTTACATTTATTGNGCACTCTCTATGTGTGAGAAATTATATGGAAA 

ATTATATG7T 

Sequence 4251 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGTTTATO 

TAGTMTCACATAAATTTCTGTAAGATTTGTTATACATTGTACTGTCACAGAATCATGTT 

TTATATCTTCMGCTCAMGCAAGCT7TCAAACTTGMTTTAAGTTCTTGCATAAATATG 

GATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAGG 

TGGGTTTCATGACCTMGTGTTATTGTTGATCTTTATATATACAAGGAAAACGCAGAGTC 

ATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCMGCATTTCTATAMATAACAATT 

AAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGGATGGAAGGAAGCAAAATA 

TTAATCCTGAGTGTGTCTGTGAGGGTGTTGCCAAAGGAGATAAACATTTGAGTCAGTGTG 

CTGGGAAAGGCANACCCCCCCTTAATCTGGGTGGGG 

Sequence 4252 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTTATTTTTC AI I M I I I I I I A I I I I I I A 
CTTTAMCGTTGGGATCATTTGTTGGTTT1TACTGTTATTCCAAAATGAATTTCATAGCA 
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CTGAAAGGAACTGTGTATTTTCTCCATCAGATTCAACCAATTGAAGTATGTTGCTGTTAT 
G AAAAATGCTCACAG CTAAG CTTTG AAAAAGTTAGTAAAAAACCCACCCCAATACTTACT 

TTGATCAGTGCTCTGTAMTCTCTAAGCTGATCTAGTTGATCTTTTTAAAACTACCTTTA 
AAAAA 

Sequence 4253 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTTGTAGTTGTTTCCAGGTTTGGCTAATAAT 

CATTCCTTAACCTAGAATTCAGATGATCCTGGAATTAAGGCAGGTCAGAGGACTGTAATG 

ATAGAATTAAATTAGTGTCACTAAAAACTGTCCCAAAGTGCTGCTTCCTAATAGGMTTC 

ATTAACCTAAAACAAGATGTTACTATTATATCGATAGACTATGAATGCTATTTCTAGAAA 

MGTCTAGTGCCAMTTTGTCTTATTAAATAAAAACCAATGTAGGAGCAGCTTTTCTTCT 

AGTTTGATGTCATTTAAGAATTACTAACACAGTGGCAGTGTTAGATGAAGATGCTGTCTA 

CMGGTAGATAATATACTGTTTGATACTCAAMCATTTTTCATTTTGTTAAAGTAGAAGT 

TACATAATTCTATATTTTMGGTCTTGGGGTAAAAAAGTAGTTTTACATTTTATA 

Sequence 4254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTATATATTAAAGTTCAATAATTATGATC 

CTTATTATMTTATTAATTCATCATTATTACATCAATTTAAATAGAAATTTCCCAGTATT 

AGTCTTAATTGTAATATTGAGCCCACATGGAACTGTCCCTAATATAGAATCTACATTCCT 

ATATTGCATATTGCATGTGGTTTGAATCTATTGTAAGTTTCAATATGGTCACAAAAAACT 

CATTAACACCCTAATAATGAGAAATCAGGCATTGCAATGGACTGTTTGTGTCTCTCACAA 

ATTTATATGTTGAAGCCTTAATTCTCAAGGTGATAGTATTAGGAAGTGGGGTCTTTGGGA 

GCTAGTTATATCATGAGGATGGAGCCCTCACAATTAGGATTAGCACCTTTATAAGAAGAG 

AAGTTTGTTCCCCTCTCTCTGCTCTCCATCATGTGAGGATATGAGAAGCAGACCATTTGC 

AAAA GANG AAGCTGATCCTCACCACCCCATTGAGTTTGCCGGCCCTTGGTCTCGGATTTA 

CCAGTTTTCAGACTAAGAGAAATAAA 

Sequence 4255 

CCCTTAGCGTGGTCG CG GCCGAGGTACTTTATTMTATTTTTTTCAAGTTTTGGTAAAGT 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

MATTGTTTGMGCCTCAGTTTCCTCAACCTAAAMTAGGAATTATMCTTTTTGAATTG 

TTCTGTTGTATGAGA TAATGA CAGTGAAATATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTrGATCTTTCAGCAAGCCAGCTATAGTAGCTTTTCCTATAT 

AAACACAGTATGAATTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGAAGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCMTTTAAMCTTCTTTCAMACAACTGGCAGTAAGTTTTTTAAAAAAGAAAACA 

GGCTACTCTTTAAATTAAAAAAA 

Sequence 4256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTCTGTTCATTTCCCTATTTATTTATATCA 
GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 
ACCCTGGGATACCTTCAGAGAAAACAGAAAAGACACTGCAGACTTTTT 
Sequence 4257 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTTCTGCCCTTGATATTCTAATAAAAAACTA 

TAGNGACAGCTTGACAGCTGCCATGATTGATGCAGTTCTAGATGAGCTCCCACCTCTTAT 

CAGCCG AAAANGGTGNA TATNGC CANTTGNTTTTCCAACAAAAATGGGCCCAATCCNAGT 

I l 1 1 1 1 NTTTTM CCCAACTTTTTTGGGCCAAANAAAGGTTAATTATTCCCCCTTTCCCT 

TCCCNCi 1 1 1 1 I C CAAAA AAGGAATTAAAAGNNTGGGGAATNCCCAATTTTTCCTTTCAA 

MTTG GGAA A ACCTT TTMNTTTTGGGGMCCTTTTGGGTTGGGAAGGAAATTNCAANCC 

CCCCCTTTTMTTTTNGGCCAAGGGGGGGGGGGGGGGAAGGNCCCTTCCTTTTAAGNTTN 

GGGCC CCAANT TGGCCCTTAAGGGAAACC I I I 1 1 I I I I 1 1 I CCCCAAAAGGCCTTTCCTT 

GGGGGI I 1 1 1 1 GGTTTCNAACCCNTTGGGGGAAAACCCMANMTTTAAMTTTTTTTAA 

NGGGGAAATTAACCAATTTGGGGGAANTTTTT 

Sequence 4258 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTGGTGGCGGAGGCAATGGCCG 
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GCAACCAGCTGTAAGCGGGGCACGGAAGACATATGCTTGTGAGACAAAGGTGTCTCTGAA 
ACTA TGGATG GGNACACATTNACATNGGTATTTGNAATAAAAGAATTGGAAAATTGGGAT 
AAAGi 1 1 1 1 ICATGGCCAAATCTNATTGCACAANATACNACNCATTCTTTTAGNAGTATA 

ATGGTCAGTTTATCATTTCGTTAACAGCTGTGTTTAGACAGNTGGCTCTTGCTTTG 
Sequence 4259 

GATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA C I I 1 1 I I I I I 1 1 1 1 I I I 

mil I AAGNAAAGACGGAGTTTCACCATGTTGGCCAGCTGGTCTTGAACTCCTGACCTT 

AAGTGATCTG CCTG CCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCATAC 

CTAGCTGACCTnTGTTTAAMGCATTTGTTTCTAAGATCATAATTCAATTGACAGGAAA 

ATACCAGGTAATGATTGCCTCTAAGAAAATCAAGTCCCTAAACTTGTCCCATCTCTAGCT 

CACTGAGGGCATAATCCCCAGTGTAGACCCAATATGAGATCACTGACCTTCCCTTCATTT 

TACTCTTGAAAAGAAAGACAGAAGTTATGAAGAAATAGTCATTCCCTGAGGGACACGCAG 

AGGMTAACTAGCCCAMACTCTTTANGGGAATTCTATGTGGAAAGTGTTTACTTGGATT 

AATAAGCGCCTTTGGTAAAAAGGCAATTATNTGAAAGTAATGGAAATATATTGGGGCTGN 

CAGTCATTCACACTTTAATATGAATTANATCAAATCATAATGTTTTCCTCTAACCAACTA 

NAATGAGCTCAGTGTCTCTTCAGGAAATGAAGACTATCGATGGCAAAAAANGGGAGCCAN 

AGGGCATTTACGTANCAAMGGTTTCANGNGGGGACAANGCCAGGAAGAANGTTTTTGGN 
AAA 

Sequence 4260 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT . 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCAACCAACTCTTCCGAAACAGCAGCATCAAGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTTCGGAAAGTANACAGAGTTGCCATCTATGAGGAATTTCTGCGGAT 

GACCCGGAATGGTA 

Sequence 4261 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATGCTC 

AGTAA ATCAG AACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGATATT 

TCACCTTTTTATCTGTA GTGCTCT GCTTAAGAACAAAGGAAAAAACAGCTTCTTGCATGA 

TTCAG CTTTTAGCTTMTTTTTTTCCTTTAGGCATAGTGMTTGGGGTCCCAGGTTTTTA 

TTTTTCTTTCACAMTTAAMCTGATATTTAGACTATTTCTCGGTCCACTAMTTTCTCT 

CATCCTAAACTCCTGCTAACCACATGTAGTCTCTCTGTTCATTTCCCTATTTATATCAGC 

ATTTCCTTCTTGTTGCCAACTTCAGTGCCACATAAGGGAAAAACAACAGAAATCTAACAC 

CCTGGGAT ACCTT CAGAGAAAACAGAAMGACACTGCAGACTTCTTTTTGGGAGAAACTC 

C TGTGTT TATTTTTGTTTGTTTGNTTGGACGGTTGGGTTTTTTTGNGGG I I 1 1 I I I I GGG 
G 'l 1 1 1 1 1 

Sequence 4262 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTTGTGACAAAGACTGTATATCCCACAA 

AGCTTAMATATTTACMTTTGGCCTTTTAGAGAAAAAGTTTTATGACCCTTGCAATATA 

MCACAGAMTCTCAGAGATGCTGTCTTCTTCCTAAACTTTAATATTTAATTCTGATTGT 

GGATGAGATTAGATTCTCCMCTTTCCATGTTTAAGACTCATTCAAAAAATTCATAAATC 

TCAAAATATTAGAAATGCAGGATATTGCCTGATGACTTGTCAATTACATGATAAATTATC 

TTMCTATAGMTTAATATGCTGGATTAAGAAATGACCCTTGTTTATGCCTAAGCTTCTA 

GGGCAAGAAAAAAATGATCAGAAGGAGGAAGGTAGTTCCCCTCCACCTCAAGAGAAACCC 

TATTGTCATCTACATGTCTCTGGAAMCATTTTTTGAACAAATATGCCANCTAACCAAAA 

GG ATG AACATAAG AAAAG ACCCAGA 
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Sequence 4263 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 I 1 1 I 1 1 1 I I 1 1 1 1 1 1 1 I I GGGTAGAGAT 

GAGTTCTTGCTATGTTGCCCAGAATGGTCTTCAACTCCTGGCCTCAAGCGATCTTCCTAC 

CTCAGCCTCCTGAAGTGCTGGGATTATAGGCATGAGCTACCAAGCCTAGCCTATATGGTG 

TA7TTCATCAAACCTAAGACACTGTTGATCCTAAGATGCACCCAGGTTTTAGAGATGTTA 

AMTGCACCTCCACCTCCACAAMMGTATGCTTTTTAGAAATGAAAATAACCACTACCT 

ACTCAGAATCTTTAGATAAAAAATGTTGTCAGGCCACAAGCAGAGGGGCTTCCCTGCCTC 

TGACCTTCTTCACACGGGGGTTTGTTGAAGGTGCTGGTGAGACCCGC7TACAGAGCCATC 

CTTTTGGGAGGCTACCCACACCCCAGATTTCTAGTCAAGGGGGAACCANAGACCATNCCC 

TTGAGGCAAAACTAAAATGAACCGCTGGTTAACTCTGGCAGTCACAGCATTTACAGGGCT 

NTGAAAGNGGCAGAAAAGCTAGTGATGGGTGGAAA 

Sequence 4264 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGGCCTGGCTCTGGGTTTCAGGAAGCAGTTTGACTAAAGGCAGCAAGCTG 

CTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAATT 

GTCTACAGCTTMGATCMCAMAATCCTTTTTCATTAATTATAAATTCACAGAGAATAT 

AAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGCC 

CAACTGATTCCCAATGGTGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAAGCCAG 

AACTGGTTAACATCATGGAAAGTAGATGGAAGTCCCTACCTTGGATATTATCAAAAAGAA 
TGGNG 

Sequence 4265 

G AT ATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTGTGGCCTTGAG 

TAi i M i I AAAAGGCTCAACTGTAAGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCAC 

CTACCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAGAGCCATTGAGAA 

ACATTTCTCAMCAGGAAATCCTTCTTTTACTAATGTGGACATATAGATTATTCGTATTA 

T AGT TTGT AGMCTACCTAGTTCAGMTCTTGACTGCCAGTmCTTGGTTTCTTAGGCT 

TGMTTTTCATAGACAATTGCAACAGTTTAGATGCCTTTTGAAAGGAATGCAATGAAGAT 

TCAGCATCTGACTATATGTGTGTCTATCCTGAAATAATAATGGAGAGTATACTGTAGATT 

ACATGTTTACCCATCAAATCTGACTTAAAAGGGTAAATGGAAGGTTTTATAGGTAANGTA 
ATTGAT 

Sequence 4266 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGACCTGAAGTAAGTCAGTATTCTTTG 

GMCTGGAGGTGCTGTATGATGGATCACTTGAGTGATTTCCTCAGTCTTTTTCACATAAT 

CATAMTATTATCTGGTAAACTTGGTTCCTTGAGATTTTGTCAGATGTAGTGAGTTCACC 

TGGCACTTATTTGGCACCATAAACCACGCTGGACTAGAGACTGAGATATCCTTACATAGT 

GGTCCATGGACATGGCCCCTTCCTGGCACTGCCAGGCATTTGGAAACTATTACTTTCCTT 

GAGTATATTTGCCTCCTCAGCTGGGGTTTCTCGTCTGAAATCACAGAACATAGAAAATGA 

mGAGGGACTCTTCTGGAGGGCACCTGACTTTTCTCTATACATATTTCTTGAATGATAC 

TAGGTAATTTATTACATACAAGAGATGCCTAAGGAATTAGGGGGTTAATTCTTTCCATGA 

AACCTTGGTTTAGAAGGCCCAGTGTCCATACTATGTCCAGCCAAATAGATGCACAAAATT 

CCAA TCCCAG TAAAAGACCTTTTAGTTATACAGTTTTTTTAAAAACTATAGTTTAAGTTA 

TAGGi i i 1 1 rAA AACTATGTAGAAAAATGATTCATTTATNGGCTGGCNAATTGCCCCAGA 

CTTTGTC I 1 1 I ICA 

Sequence 4267 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATGAGTGTCAACTGCAAAATCTATGCA 

TTATGTAGTGATTTGAATCMTTAGTCTTTCTTGATACTCCMAATTCCCTTTTTCGAGT 

GTCTTTATCAGAAATTTGATAAATCGGAACTTTCCTGTCTATTCATAAACAAGAGTGGTG 

ACTTAGAAAGACACGCACTCCAGAGTGGGGCTTCTGCGTCTCCCTTGTCGTGCCCCTTTG 

TGAGTAATGCTTTCCCCAGAGAACTGCAGAAAATGATCCTGCTGAGCTACAGGGTTTCCC 

ATTCATTGGGTTCCATTCCAGTCCTTGCAAGTTCAACAGCATCTCAGAACATTCTAGTAA 

GCTTGCTAMCGGCGTGTGMAGGTTGATCTTCTCATCTAMGCTTTTMATTTTTAAAA 
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TCGACCATGTGCAGTGGGCTCACACATGTAAATCCCAGCACTTTTGGGAGGCTGAGGTGG 
GTGGATCACCTGAGGTCAGGAGTTCAAGATCAGCCTGGTCACATGGTGAAACCCTGGCTC 
TACTAAAAATTCAAAAAAATTTACCTGGGTGTGGNGGTGTGCACCTATAATCCCAACTGC 
TTGGGAGGCTGAGGTAGGGAGAATCTTTTGAACCTAGGTGGGTGGAANGTTNNCAATTGA 

GCCCCNAAATGGNACCACTTTTACCTNCAGCCCTGGATTGACANAGNGGNGATTNCCTCT 

TAAAAAAAATAAATAAA 

Sequence 4268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGTGCCCCCTCCTGGCTGCTGCTTCCTGA 

CGCAGCTGGTCAAATGTAATTTCAGMGTTTTGCTAAAACCTTCTCTGAAGGTGTnTTA 

GCTACAGGTGAAAGGATGAAACATCAGGAACTTTGGCAGGGTTGTGCAGAGACAAAGGAA 

GGGAAGGATTGGCCCTAGTGTGTGAGCTGTGAGCTGCTATTAGCCCAGAGTTTTGTTTAG 

TGGATACTTAACCTGT GTGA GGATAAATAATGCACAGTTTGACAGGATAAACTGAAGTCA 

ACATGGTAGCTTCTTCTTTTAGGGTTCTCCTTTAMAATTTTCTTCTATTCCCCATTTTC 

TTTM CCAC TCT GCGTT CATTTTCCCGTTTTTCCCCATCTCCCTCTTTTTCCTCTGTTCC 

TGTCCTTTTGTGTTTTTGGACCCCMCCCATGTTGCCCTCTTTTTTATTTGGTTTATTTC 

TTCTTTCTACATTMTTCTCTTTTTTCCTTTCTTTMTTTMGTCCTTTCTTTCT 

Sequence 4269 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTGCGCTCTGCACGGTCCAGGAGCTGTGATGTGGCTGTGGTCTAGGGGAATCCTGCCTGC 

CCCATGGAGTTGC GCAGCACAACC CCGGCTCCAATTGCCAGAAGGCTCTTTTTAATGCTG 

AACCAAAATGTGCC 1 1 I I I 1 1 1 I I IGAGATGGAGTTTCACTCTTGTTGCCCAGGCTGGAG 

TGCAATGGCGCGATCTCAGCTCACTGCAGCCACTGCCTCCCAGGTTCAAGTGATTCTCCT 

G CCTCAG CCTCCCGAGTAGCTGGGATTACAGGCATGCGCTAACACACCCAGCTAATTTTG 

TATTTTTAGTAGAGACGAGGTTTCTCCATGTTCGACAGGCTGGTCTCGAACTCCCACCTC 

AGCCTCCCAAACTGCTGGGATTACAGGTGTGAGCCACCCGTGACCAGCCAATGTGCCTTC 

TTATAGTGTCTACTCATTGGTCTTTGTTCTGCCCAGTGATAACAATGGGATAACGCCTGC 

TACACATCTTCATTGTGAAACCCTTNCCCTGTGCTGAGATTAAATGAACTCTAAGATTAT 

TAMTAGTATATTTTCCTTTGACAGCCTANCCGTTGATGAATTTTNAAAGCCTTATGTNT 

TAAATAAAACCAAAGGAAGGTAAGCNNGTCATATTGCTTAAATTTGCTAACTCCTATTTA 

TTGGAATGGNGAAATTTTTAAAAANTTT 

Sequence 4270 

CCCTTAGCGTGGTCGCGGCCGAGGTACI I I 1 1 1 I I I A I 1 1 1 1 I 1 1 1 I 1 1 1 I I I I | A ACAG 

A AGGNA ACAGCCACAGTTAGGCACTTTGGGGTAACATGTGCAACTGAACAAAATACTTCC 

AATTTTGAAAAATNTGGATTCTGTNTNTTGCCAGGGCANAAAACTTTACTGCTCCTGAAC 

TCCCGTAACAGTTTGCATGGACATNATGGCACTCATCANATCCTACTCTGGCTTTTTGNN 

ACTGGGGCACATAAAGTCTCCTCCTACCCAAAGTTTAANCACAGAANCCCCGTGCATGGA 
GGC 

Sequence 4271 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGT7TATTGAATTGATGAATTGATTTTTTT 

TTAGTAATCACATAAATTTCTGTAAGATTTGTTATCATTGTTTACTGTCACAGAATCATG 

TTTTATATCTTCMGCTCAAAGCAAGCTTTCAAACTTGAATTTAGTrCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGNTGATCTTTATATATACAAGGAAAACGCAGAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAAGCATTTCTATAAAATAACAA 

TTAAGCTTAAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGG 

Sequence 4272 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACCTGACAGGGACGGAGGCCAACGCCGGGA 

TCGGAGGGCAATGAGGCTTGCCAGGAACAGTGGCGTCGGCTTCAATCCAGAGCCGAAGAG 

TTCTGATTTGATCTGATGTGATAGGCAAATGGGAAACTGCTTTGTAAACAGGGCCATGAT 

GTGAGGAAATGGTATTCTCAGAAAGACTGACCTGGCCACAGTGGTGTGCAAGACAGGCTG 

CAAGGGAGAGAAAGAATAGTCTGGAAGGCTGGCTGGGGAGGCCAACCCAAGCTAGGTTGC 
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CAAGGAGTAATGAGGGTGGCCTGGATGTTAATGCANAGGGAGGGAGAGGAGCGGAAGGTG 
GCCCANGGGATGAGTCTAAGAAAACCCCCGGCTGGCAGTGCTGAGGGAGGCAGAAGCCCG 
CGCTGGTCAGGTGGCAGGTGTGGGGGCCAATGTACCT 
Sequence 4273 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTCACAAAATTTTTTTAAGTAAAAATTAGGGTA 

GTGGGAAAAAAAAAAAATTCTTCCCGTTGGCTTCATGGGGTAAGATCCTTCTCATTATTC 

AGGTCTCAGCTTAAATATCACTTCCTCAAAGGAATCTTCCTGGTCACTTTATCTAATGTG 

CTTATAGCCTCAGATGGCMTAACTTTCCACTTTCTTCCCCTAATTTTCTTTATAGCACT 

TACCAGTTGTGAMTGCTCTTGCCTATTTAGAATTTAAGCTCTACAGTAGCAAAGATGTA 

TGTTNGCCACCATATTTCTGGAGACTGAAATGGGTTA 

Sequence 4274 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTATCAGAACAAATACATAAAATAACTTCCCATA 

GAGAACAGGATATAGCAATAATAGCTCCTTAGATACTCAGTGGTTCTGACTCCAATCAAG 

GTCTTGTTGATATTATATAGTAAAAATAAAACCAAAAATAAATATTATTCAAGTGGCTCT 

TCT MGCA TGTGMTCATGMGCACTGAMTATGTATTTTMTGATGATCTTATTTATTC 

CCATTTTTGCCCTTAGTTMCATTTACTGGTGCTCACCTAGGATTGGCTATTCTGAGGGA 

TTGCATAGAAACCAAGCTCCACTTGCTGTCCTTGGGGAGGTTATAACTGAATGCAGCTCT 

TTATTTGGACTAAAGTGTCAGGATATGCATTAGATTCTCTCCTGAACCAAAAACACAACA 

GTCATTATCTGTGAACCATAATTTAAAAATCTTTCTAGAATAACAACAGCAGACTCCACT 

CTTGTTTGTCTAAAAGAGCCCTACTGGGTATGGATCATTCTGATGACAGATTTATACAAA 

ATGATTCAAACCAGTAACTTANTAAAATTG 

Sequence 4275 

CCCT TAGCG TGGTCGCGGCCGAGGTACTAGGACCACAGGCATAAGCCAGCACAACCGGCC 

TAAMTTTTCTAGAAAAGTAGATCTTATGTTAC7TCTTACCACAAATAGTAACAGTGGGG 

GNNGGAAGAAAANCTTTNGGGGAGGGNGAAAAAGANATGGTNTATGGGCNCTTGATGNGT 

GGTGGATGGTTTCACAGGTGTATACTTAACACCAAATTTCATCAAAT 

Sequence 4276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTCTCTGTTGCTAAACAGAGAATAATA 

T AATT AAT A AATG GT AAAAG G AATTTTTTT AATTTT AC I I I I I I CTATTATGAATTTCCA 

CTTCTAATGATAGTGCATTGTCAAGTCAGGAGGATAAGGGTATCTTTGAGTCACGAAACT 

CMCATCMTTAAAAAGAATTTATTTCTTAATCTTCTCTGAAGTCAGGAGGTTCTATTTA 

GTGAAGTTCATGTCCTATCACATTTCAAAGAAATAAGTCTTACATGTGGAAAATATTCAA 

GCATATATGTATATATTCAGCTTTGAACTCCCAAAGAGCTGGCTGGAAATTATATTAATA 

GTAACTCCCAGCTGGGAGTCACTGGTAAGCTGGCTTCCAATTATTTAACACAATCGGATA 

AMTGCGCAGTCCTACCTGCCCTAGCTTTGCTTGATGTGGGTGCAAATAAAGTCTAGTTT 

CAAACTAACATATCACCATAGGAAATTGGCTTGNGGGTCTACTGATTGCTCAGAAAAAAA 

MATTCTCTGAMCTTGCTTGATTAAAAATTCTGTCTCTGGAAATGGACTCCTGCATTAA 

CTGGATTCACTTTAGGGATNGGTGGAMGGAGAAGTCTTCANATATTTATTAGAATCCCT 

TTTGCCAAAATACCCCGMTGGTTTTGGTTTCTAGAANAATNCAGCCTCAMCCTTTTAA 

ACACCCGGGGTCAGGCAAAAAAAAAAAAAAAAAAAAGTC 

Sequence 4277 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTCCGGCTGGGGCACTACCACGAGCCCAGA 

TGTGACCTTTCCCTCTGACCTCATGTGCGTGGATGTCAAGCTCATCTCCCCCCAGGACTG 

CACGAAGGTTTACAAGGACTTACTGGAAAATTCCATGCTGTGCGCTGGCATCCCCGACTC 

CAAGAAAAACGCCTGCGATGGTGACTCAGGGGGACCGTTGGTGTGCAGAGGTACACTTGG 

MGAGGGCCMGTGGGCMCTTGAGAGGTTAMCTGCATGGTTTGAGTTTTGATTTGAGG 

TTTTACGTGTTGGCATGCATTCAGGGGCTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCG 

GGTAGGAGGGAAGAATCCACCTGAGCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGC 

ACMGTGTGTTTATGGGMGTTGTGCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGT 

CGAGTGTTTCTAGAGGMGGTCATAGACTAATAGTCTMTMGTCTATGACCTTTAISITCA 

TACTAGTGCACATGCCTGAGCCCACTCCCTGTGAACCCCCAAAATTTGAGACAGGTCTTA 
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AATTAATTTAA 
Sequence 4278 

CCCTTTGGTCGCGGCCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCTTTAC 

CTTG7TCTCAATTTTAGGAAGACATAGATTTTTGTGTAGATGGCCTGCATCCTATGAGGA 

GTCTTCAT TTTATC CCTGGTTTTGTGAGGGCTTTTAATCATGACTCMTGTTGGGTTTTA 

CTMGTGCTTTTTCTA TTAAGA TGATCATATGCATTTTTCTTTTTAGTCCACTAATATGG 

TAMGTTCATTTATTGATT TTTGA ATGTTAAATCAACTTTATCTTCCTGCAATAAAGTAC 

MCTTTMTGCTATATGMTTTTGCCATTTTGCTAACACTGGTATGCTCCGGGCATCCAC 

CATCCCACTGGAATTATTTATTCCGTTCATATTAATTTTTGTTACAAAATCTAACTGACG 

GAGGAGCTTCTGGGTATTTAGGTCCCATTCTACTTTCAGGCTATATATTCTGTTTTCAAT 

AATTNGTCCTTGGGTGGCCCAATAATCGTGCCTGTCCACCTTNGAAGGTGTCATAATCTT 

CAATCATCTTTCAAGGCCCCAGCTAACTGGNCCTGATTGNAATCTTTTCAAAATATCTTG 

TTGAAAATAAATTTCCTNCTTTTAAAAATTACCAGGAAAAAA 

Sequence 4279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGTCAACAGTGAACCTTATTAGATTCAGG 

GTGTCATCGAACTTATAGCANGNTTAAANTCAATCAGTAGGAATGTCATTTTAAAAAGTA 

AAATAGTGGGACGGTTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGACTGAGG 

TGGGTGGATCATTTGAGGTCAGGATTTCGAAACCCGCCTGGCCAACATGGTGAAACCTCA 

CCTCAACTAAAAATACAAAAATCAGCCAGGCATGCTGGAGGGCACCTTGTAGTCCCAGCT 

ATTTGGGAGGCTGAGGTAGGAGAATCGCTTGATCCCAGGGGGCGGAGGTTGCACTGAGCT 

GAGATCACACCACTGCACTCCAGCCTGGGCAACACAGCAAGACGCTATCTCAAACAAAAA 

MGGA AGTCMA TAGAGCTTTAAACCTGAATCATTTACATCTTTACTTTATAAAATGTAA 

AACTACi 1 1 1 1 lAC CCAAGACTTAAAATATAGAATTATGTAACTTCTACTTTAAACAAAA 

TGAAAMTGTTTTGAGTTTCAMCCAGTATATTATCTACCTTGGTAGACAGCATTTTTAT 

TTAACACTGCCACTGGGTTAGTA 

Sequence 4280 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGAAGGGGCTTTCTCGTGT 

GGATAGCTGTTCMTTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 

ATTTGGTCGTCTTGCTCCACCTCATTTCCTGACATAGAATTTTTGGTTGGAGATACTTTT 

CMCTGGMTTTTGMTGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 

TATCTGATGCCTGTTTATCTTAATTTGGGTTTCACCAAAAGCTATGCTTAGTANATGACG 

AGCTGAGAAAAGGACTTGGGTGCAAGTAATTCATTTGGGAATTGACCTCGGAAATTAGGG 

GCAGGTAAGACATAAGGATGAGAAAAGTCAATAAGGAAGGATATTATTGAAAAAGTTACT 

CCTGTGGGCAACTGCACTCAGTCCTGCTGGGACCCTTTCAGACCNATGAAACACACCTTA 

AAATTGTTCNCATGCANGATCAAGGGAAACTGGGATGTCTGTCTNCCAATTACTGCCCTT 

TTGTTGCTTGAGGGT 

Sequence 4281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGTCTACACAGGTAGAATGGCCTTA 

CATC ACTGTTCA GACACCTTGGCCTCATTGTATAGGAAAATCTTAACTCTGTTTTTTTGT 

TTTCGI I I I I I IMTTCTTGTCAGTCAAAGAAATAGCTTCCCTGGTTTAATACTGCTTTT 

CTTCATAGACTGAMCAMTMTACAGCTTTCCTTTTAGTCCTTGTTCAGCCACACAACA 

CMACCAGTATGGCCTTTGGCATTTTACTGCMGCTTTCCATTCGATTATTAATGTTTCC 

GGTGCCCATGATCMGCATGGAGMGACCTATMTTAATTGACTTTTCCTTTCCTTTAGG 

TGCAGTCGCTTTCAATCTGAAATCAAA 

Sequence 4282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATATTAGCATGTGGCAATGATGATTGCAG 

AATTCACATATTTGCTCAACAAAATGATCAGTTTCAGAAAGTCTTTCTCTCTGTGGACAT 

GAGGATTGGATTAGAGGAATGGAATGGGCAGCCTTTGGTAGAGATCTTTTCCTAGCAAGC 

TGTTCACAAGATTGCCTGATAAGAATATGGAAGCTGTATATAAAGTCAACATCTTTAGAA 

ACTCAGGATGACGATAACATAAGACTGAAAGAAAATACTTTTACCATAGAAAATGAAAGT 

GTTAAAATAGCATTTGCTGTTACTCTGGAGACAGTGCTAGCCGGTCATGAAAACTGGGTA 
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AATGCAGTTCACTGGCAACCTGTGTTTTACAAAGATGGTGTCCTACAGCAGCCAGTGAGA 

TTATTATCTGCTTCCATGGATAAAACCATGATTCTCTGGGCTCCAGATGAAGAGTCAGGA 

GTTTGGCTAGAACAGGTTCGAGTAGGTGAAAGTAGGTGGGAATACTTTGGGATTT 
Sequence 4283 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGAAGGGGCTTTCTCGTGT 

GGATAGCTGTTCAATTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 

AmGGTCGTCTTGCTCCACCTCATTTCCTGACATAGAATTTTTGGTTGGAGATACTTTT 

CMCTGGMTTTTGAATGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 

TATCTGATGCCTGTTTATCTTAATTTGGGTTTCACCAAAAGCTATGCTTAGTAGAT 
Sequence 4284 

CCCTTTCGAGCGGCC GCCCG GGCAGGTACGCGGGTGAATAAGGCTGTCAAATGATTTAGT 

ATAGATTMTGACATCTTTTTTAGAAATATTAAAGTGAGTATTCCTCATTATGTCATCAT 

TTCTGATMTTAGAGTGCTAATTTGAATGTTAGATAATGTTTCCACATCTATACCTATTT 

CTTTCTAGGGCACTTCTGGCCCTGGGGCTTGGGGATGGCCTTTAGGCCACAGTAGTGTCT 

GTGTTAAGTTCACTAAA TGTGT ATTTAATGAGAAACATTCCTATGTAAAAATGTGTGTAT 

GTGAACGTATGCATACATTTTTATTGTGCACCTGTACACTAGGTAATAAAACTGATTCAT 

ACAGTCTAATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTA 

TGACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGGTCATTGAAATGTT 

TTCAATCATTGCCTTCCCATTGATCCTTCTAACATGCNGNTGGACATCACACCTAATATT 

CAANAGGGAATGGGCCAAGGTATGANGGGAAGGAAATTAAAAAATTAAATTAATTAAAAT 
TGAATGGCCCCAAT 

Sequence 4285 

GATATCTGCAGAATTCGCCCTTAGCNNNGNCCCGNCCGACGTNCTCAAANNCCNGAATNN 

CCAATNGCCTGCTTTNGATGATGNNTACAGGAANATGCTGNCTGAGCTGAACACATTTGC 

CCAATNTCANGNGTGCACAGAAAACCGAGAATATNNANAATTCCAAATTTNTTTCTTAGG 

AGCNNGAATATAATGCGGACCTAAAGGNGGNNAGTNGNNGGGNAAGGGGTNNTGNGCTGT 

CCATCAGGATTATAAGGTGTTCCTTGACTTACTGCTCGGTTGGACTGGTCTATCATGGGC 

TGCACTATTCTTCTCCGGGCATTAATAAACCAATTGTTCACTTGAAGGATGGTGAGTCCC 

CGTGTCTTGTGCCAACTGCTTTTTCTGTTCTTCANAAAGGGTAAGGGTGTGTTAGATGCT 

GGAACAGCCACGCCGTCATGATATTTTGGGGCTACTT 

Sequence 4286 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCGCAGACAGCTCACTGGAGCCTCGACC 

TCCTGGGCTCAAGTGAT CCTCC CGCCTCAGCCTTCGAGTAGCTGGGACCACACACATGTG 

CCACCATGCCGGCTACGTTTTTGTAGAGATGGGGTCTTGCCTTGTTGCCCAGGGTTTCAT 

CAGCTGTTGAGTGCGTCGGGGTGAGAGGCGCCTGCTGTTCTCGTTGTAAGAGGGAAGTAG 

TTCCTGACAGAGCCCATCTTACCCTGACACAGGCCTCCTTTTCTTTTCCTTGTnTAGCC 

ATTGCACCTTTGTCATAGAAGCGTTGAAGTCTTTGCCATCAGATGTGGAAGAGCCGAGAC 

CGCCAGGCCCGATGCATATGGTTTCTGGATACCCTCATCAAATTTCGAGCTCATAGGGTA 

AGTTMGCGGMMGTAAAGTCTATGATAAACATTTTATTCTTAATTGTTTCCAAGTATA 

TTATTTGTCTGTAATTCTTAGATGAAGTTCTGATGAAAAGAAGAAAATGGATATGTCTTG 

TCCAAAGTCTTTACTGTC AACTG GGAAGAATTCATTCTTGGTACAAAAATGATGTCCGTT 

TTTGANGGMTTTAMGTATTTTMAATTGCTTCTAGGCTAAAATTATTNAANTTTCTTA 

MTMMTAACTGGTTTAAACATTNATTTGGAGTTTAANAAAAAAACCTTAAAGGCAAAA 

AACAACCCCG AAAAAAAAAAAA AAAAAAAA 

Sequence 4287 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGAATACAGAGGTGATGGGCAGGAAAATTCCCGGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGAAGAAAACTGAGAGAGAGGGTTAACATAGATCAAATATTAGAGAAAATTTTA 

TTGAGGAGGGGACATTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCTGCATAGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 
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TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGTTCCAGCTACTAGGTACACTGCCA 

TGTTATAGTAAATTATCAATAACTAAAGGTGTCAACATTGTATTTAAGCCATCTTTCTAT 

CTCTCANGGCCCCCAGTGGAGTCTCTTACATAGTAGTATGTGCTCAGACTGTAATCAATT 

TCAAATGAAATT 

Sequence 4288 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGCAATTATGTAA 

GAGTGTTCAAATAGTTAAATAGTGAATCAGATTGCATTTGAACATTAAGAGTGTGGTAGC 

TAGCTAMTAGAGGAATAGCTGGGTCCTTTCTTGTGAAAAGTGAGTTTTTGATAATCCGT 

GAGTCCTAGTCGTAGGTAATGCAAAATGAGGTAGCGAGGAGCCTTATTTAGATGAGTTAT 

AAMTCCACAAATTATTTTGAATATAACACACTTGGTTTCAGTGCCCAATATTTCACTTG 

TTCAAGAANGGAAAAAGTATCTCTATGAATCTAAGAAGCAGATNGACTGACACCAAACTC 

TTCAATGTGATCCAAAATNGACACTTAAAATACAGAATCTTCTCAGGTCCCAACGTAGTA 

TACCTGCAGTGCCTGAATATGGCCCTGTAGTACCTGCCCG 

Sequence 4289 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 111111 1 11111 1 1 11111 I GGAACTTAG 

ATCCTTCTAAAAGTAAAGGAAGTTTTATTGCANTGACGGGGTTTGAGTTGGGAGAAATAA 

CATTTTAAACGTGTATTCAAAGGCAAGATGTAGAAGGTAAAGGAATGAAAACAAATTTGG 

AGGCCTGCCTACTA GGCC ATCTTAAATAAGAATCGATTCCAGCCTAGCACCCAGCTAGTA 

ACTTACGGACGGTCTTTTGTCCATATTTTGGCCAGTTATTCACAGCACTGTTGAGGGCAA 

TAATAATCCTTTCAATCCACAAGTAATTAAAAAACATGTATCTTAAGCCTGGTGCAAGTG 

GCTTACACCTGTAAACCCTGCACTTTGGGAGGCTTAGGTNGGCAAAACACCTGAGGTCAG 

GAGTTTGAGACCAACCTGGCCAACATTGANGAAACCCCATCTTTNCTTAAAATACNAAAA 

ATTTGCTGGGTGTGGNGGCACCTGCCCTGTAATNCCAACTTCCCCGGAGTCTTANGGANG 

ANAAATTCTTGNACCCTGAAGCAAAAGGCTTTCATNAACCCCAAAAAACCCCACTTGGAC 

TTCAACCTNGGGGACAAAAGGGGGAACTCCCTNTTAAAAAAAA 

Sequence 4290 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATCTGTTAA ACTGA CMTGCCACTGTAAATTAATTGTAACCTATTTTCAAAGAAGATTT 

CAGAGAGCCCTTTTAAAAATATTAAGACATAGTTGCTAAACAAAAGCACTTATTGGATTC 

MGTANGCTATTTAATGACACCAATATTTGATCTTTGTGTCCAGGGTCCCATGAGCCTAC 

GTGGCATATTGCAAATATAATAAAACCCTCCTTTTCTCTCCCCAGCCATTACAACACAAG 

CTAGCATGGAGTTTCGACGGAAAGGGGCACCAAATGTNCACAGACACCATGGTTTCCAAT 

CCTATGTTTGATGCAAG TGAATT TNCTGATAACTATGAAGCAGGAAGAGCTGAGGCTTGT 

GGGACACTGTGTANGGA TTTTTT GTAGCAAGAAGACTGGAGAAGAGATTCTGCCAGCTTA 

TTTATCCAGGTCTTGGMTTTTTGTTTGTTTTTTNCATTTATATAGCTTTGATAGTGAAA 

GCCATTGGNTGGNTGGGCCGACTGAACCCGATGAGTGATGTTTGGT 

Sequence 4291 

GATATCTG CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTA I I 1 1 1 1 HI I 

I I 1 1 1 1 I I IGTTTCCCTNAGGGGTTATATGTTTCTAACAATCAATGGCATTTTANATTTG 

ATGAAATAGGGTATAAATATAATCCANATTAATAATGCTTGTCTATGGCTGGTGATTGAA 

GTTGCCTAACACACTGAGTATAAAACTTTCAACTGGCCATCATGGGTCCACACAGTAGAA 

TCCCAACTACACTTMCAGTCTTCTCTCTCACTCGCTACCATTTTTCTACTCCTGCTGNG 

AGCAATAAACTATTCACAATGCCCTGAACATTGACTCCATCTACTTGCCTTANAAGTTTC 

TNATGGTCTGTTTCTGCTAGGACTCATTATCCTCACACTGCTCTAGATTTTGCTCTAGAG 

TCTTTATTTATCCT 

Sequence 4292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTGTCATTATTTAGCATGTATTAAGCACC 

CCACAGCACATGCGGTGCACAAGGAAAGCATAGTTCCAACCCCATGCTACAACAAGGCAG 

GACACAGAAACTGGGCCCCCTGACATTCAGTAACTACACTGGCAGAAAAAAAAATGTGAA 

AATGAAGA AAAG GGAAACAAGATGAGTGGGGTGGGTTGAGGATACTTCANCATTCAGCTC 

CTCTGAGCTTTTGCCAAAGACGATTAGGACAGACAGCTGTGCCACCTGGGCTGNGCCTTC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

241/599 

CCT7TCTCCTCCATAGCTGGGAAGTGATGGGGACAAGTGACAAGACTTGACCCCAGAAGC 
CTTGCCC 

Sequence 4293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGACATNTTTGTGGTTTTATACACACACA 

CATATATATATTTAACATAAGCTGTCTAAAATAAGTCACAAAACTTGCAGATTANAAAAG 

GMGCACATTTTGGCTGTTTTGGTGTCAGCATCTTAATTAAGTAGAAAATATTATGGACC 

TA TAAAT TGAACTTGCGACTGTTCACTCACTAGAGAGAACAATTTCCAGGGAGTTAGAAT 

AGTTTTTCCTGAAGGA GAGTCA AATAAATTTGGGAAATAAGGGTGCTCTTGTAAAACAGT 

MTAGATTTAGCTTTTATTTTTTAATGATAAGAACATTAAATGTCTTCTAAGTCAGAATC 

AGAGTATATCTTTGNTAACTGAGCTCACCAAGAGAAAAGTGATAATAACACATAACTGTG 

GNTTTTGGTAGTlvn'MTCAATTTACAATGTTTNATTGTCATGTTAGTTGATTTTCTGNCN 

mmGNAT mCA CNTATNCTGGTNATAGGAGACTTTTAAAAATCTATGANTTAAAAT 

MNGTGGNGTTTTTCCCCCNTAGGGGCTTTTGAAGTACCAGTGGAACTTTTTTGCTTACC 

CTCATCCACCAGAATGGGATNAANAATAGAATTTGACTGNNGTGCTTTTTCCAGGNGGAG 

GMTTTNNAATATTCNGGAACNAGGAANGGCCANTAACTTCCACCNNGNTTGAAATCCNC 

TGGGTTTACAAAAAAANACCCTTNGCNCTGGANAAAAAAAAAAA 

Sequence 4294 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGATTAGAAGTCCGTCTTCCGTCTCATAGGGA 

AGTGTTAGAGATGGATAATGTTTCTGTGTAGCAGAAGTAGTCATTATGTCCCCTTAAATT 

CGGTCACCTTTTGACCTGGCAGGTAATAANCTTTNTTTAGTGGAGCAGTCTGTTGATGGA 

GTATACTTTCGGAGAAGCTCATGGTGGGGGAAACCTGGAAT7TATCTAAATATTTCATTT 

CmGATAAATTACATTAAAAAATTAATAAGAGTATCTATTTGGTGAAATCATTTTCCTC 

CACCGTGACCAAATGAGAMTTTAGTGAMGATTTAAAATCATTTTTTCTGACTTTTTTC 

CACATTAGTTTGGGGAAG 

Sequence 4295 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTNCTCTTACATTAATGTTTGCGTTCT 

AATTACAAAGTTAGCTATTAGATCCTCATCAGATGGCTCCCAGGATGATTGAGAAAGGAA 

TTGGTTTCTGGGAGTTGTTATATATTCAGAAGAATGTTTGAAAATCGGGGAAATCCAAAA 

GGTATTCAATATACTTTATTTTAAAGTGGTAATTCCCAGCCTTGAATGAGTAATGTAAAT 

ATTATGCAAATAATATGCATCACACAGAAACCAGCACTTTATCTATGCACCTTATCTCGC 

TCCAGGCTTGCTTGGATTGCCCGACACTTTACTTGAGTGTTTTGATGTGTGTAGTAAGAG 

GAGGMAGTAGATGTTCATTTACCCTTGTGMtTTTGTGGGTAGGGGTTTAAAATTCTAA 

NGCATGT GATTGC ATGGGTGTGGGGGTTGGAATATNAAANTATTAACCCANTCATGGTTT 

TATTTGGGI I I ITAACCNGGAAAAAAACCCCANAAAAAAAA 

Sequence 4296 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACGATAATTAAAGAGT 

AMGTTGTGCTCAACGCTGTTTACTTCTMTTATTTCCTGATTCACAMTTAATTTTTGC 

AATTCCAACTTCAAGAATACTTGGACTATTGGATTCAATCCATAGTAATCTGCAAAAGAA 

GAGAAGCAGAATTATACCTAGAAGTCTACTAATGGGACAGTTAGTCACCCACCTACATTT 

GAGATTCCTGACATTCAGACAACTGACTTGTAACTGACTTATAACTGACTTGTAATNCAC 

TGCTACTATATCAAACCGACANTGAATTGGAATTGAAAAACCAAAGAGTGCTACATTACC 

ACCACTGGTATCCTAAAAGCCAGCCACCTTTTTTTGCACCAGTCTTTAANAAACCAAATT 

ACCACAACATCTCAGAG7TCTTTCAGCTATCCTGGAAGTAACCAAGAAGCATGCATGTAT 
CCCGGTA 

Sequence 4297 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTTMTGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CAATCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGGGTCTGGAAATCT 

CAACCACTCTCCCTTCGATTTGCCTCACTTCATCAAACAAGCTGTTCATTTCACCAATTA 

GTCGCTGATmCCTGTTCAAACATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTT 
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TGCCATCTCCCCACGTTCCCMTTCAGGTTGTGTTTCMCCAMATTTTTTTCTGGACGT 

TCTTCAGTGGCAGGGTTTTCTTCAGAGTCTTTTTGAAGGACTCTGTGAMCTTTCTCANA 

AGAAGGGGGATTCTCTTGGCCTTTGGTATTTGGGTTCTGGTTCCAAGCTTAAAATAAATC 
TTT 

Sequence 4298 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTTTCACAGCAACCAGCTTAGTGCTATCATTGA 

CTTGGTCTGTTCCACTTTGGGGATGAAGATTGTAATAAGCCAAGCTCCTTGAGCAGGATG 

MGACAATCTTCACACAGGAAATTTTTACTGAGCAGGTTGTCACAGCATGGTGGCTGGGC 

CCAGGCAATTTCCTGCAACCAGAGGTCCAAGAGACCAGCACAGATGTTATCAGGCATCTT 

CCGACCTGGGGAAGGGGACCTGAGTGTTTGCACCTGTTTTGTTATCCATGGGAAGTATCT 

ATCAGCACACCCATCCCAGGGCTGTTAGAATGAAATGAGGAAATGCTTGTAAGGCACTCA 

GCACTTTCTTAACACATTATACATCCCCAGTCACTGACTATTTGTTATTTATTAATGAAG 

CATGTGGGGAGGCTGTGACCTTGTGCTTGGCCTTC 

Sequence 4299 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 I I II 11 I I II I 11 1 AGACAAAGGGTAT 
CTTTAGTTTCTTCAGTATAAMCAGTTACTCTTT^ 

GCATATATAAATACGTATAAAGCAGACTTGCTTTAAAATGTTCTGMTCTGAAAATTTTA 

GTATGTTTGTATTATAAAACTTTGAGTATAAAATATTGMGGATACACACCTGAGATTTT 

TCTCATAGGTATATCCTTGTMGGTCAGGTCTATGAGATCTTTTTAATGAAAGTTAATAG 

CTAMTMCAC ATGCCCTNA GGCAAAGAATAATTAGCCNGTTCTTGAATTATTTCTGCTG 

TAGTTCAAAGC I I I I 1 1 I I INGATTACTNGTTNNMTAMTCCACTATTTTTGCAAATTA 

TMC MTCTT GGGAAAAANCCAAACACCAGTGANTACCANTTGGCCTTTNAATTGGNGAA 

ATNATATTTTCNTTANCTTMGCAAAATAGTTCCTTTGTTAAANGGGTAAATGGGGANTA 

AATTTATTNANGGCCTNANAANGNTNNNTNGCCGGCCTAAAATTNAAAANAATNTNTTGG 

GNTTGGNMGNTCCACTTNCNTAANATTATTTCNTTAMAAAANAAAAAGGAAATTNTTC 

TTTTGGNTCCCCCGAAGATCCCATGAANTTTTAAACC I I I I I I H A 

Sequence 4300 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCNCGAGGTACACAAGTCACGATTAT 
ACAGTTTANTGAGTAAACACTGATCACACCCATATAAACCACTGCCCAGGCCAATAAGTA 
AAATATTACMGCMCCCMAAAAAACTCTAGGCCTCTACCTTTAGAATGCGTTTGCAGT 
ATTTAAG ACTATTGTAG NTCC AAAATTACTAAAA 
Sequence 4301 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCAGGAAGCTGTTCGTGAAGGATCTCCAGCA 

AACTGGAAAAGAAAAGAGAAGTTGCCTCAGGTTACGAGGTCTTGGCACAATTATATGTGT 

AATGTMGTAACCCTCATTCTCTTTACAAAAATGTTACAGGCTTTTTGCATGACTATTAA 

AAMG TTATATATA GGCTGTAMTCCTTGANTAAAATATGGGCAGTTTATATTTTCAAGC 

TCTTTAI I I I I I I I ATTA CTAAATACATTTTGAANATTAAATANAACATGATCTCANGGT 

CACACTCTATATTTTTTAATGATATTTTACTAACCAAAAAMCTTTTCTNGNGAAAAGCA 

TGCTTTTCATACTTNGCCCAMCMATCTNTACAAAATTACTACATACTCACTTTGGATT 

ACTATGGTNAGACCTGGAAMGGAATTTTNNTTTTATACTATTCTTAMCCATTTTTT 

NCTTAAAAAAAATGGTTTTTAAGGTTTTNTAAAANCCCT^ 

TTCTATTCCCCAACATCAATTCANCAATATTCAAAAAAANTTN I I I I I I I I ICAAAACAA 

AGGMCCCCTTAAMMTTCTNTTTTNCTNAAAACCCATCTNTTAMCATTTNGCTTACT 

NATTGGGGAAAAAAG 

Sequence 4302 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCMGCATTMCTGTTCTTCATTTTCCTGCCT 

TT TATGG GCATCAGTTTTGATTGATTCCTTGGCTTTCGGAAAAAAAAAGGAAAAAAAAAA 

ACTTTTTAAAGCTTACATAAAATTAAATTCATCTTT^ 

CAMTNCATATMTCATGTAACCATTNCCAAAATATACAATTTAATTACTCCCAAAACCT 

CCCACATGA CCCTT TAMGTTCMCTCCCAAGCAGCCACAMTCTCTTTTCTGTTCCCCA 

MGTTTTGCCTTTTCMGAATGTCACATAMTGGAATCCAAAATACATAGCTGCTTGNTT 
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GGGCTCTT 
Sequence 4303 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGAAGAGCTCAAGTTCACATAACGAGGTTTTC 

CTGCCGGGATCACGTGGCCCTCGGCGAAGGAAATCCAAACAACATTTTGTGGAAAAAAAC 

AAGCTCACTTTGGGATTACCCACCCCGAAAACGGACTCTTATCTTCAACTTCACAATAAA 

AAAAGAGGGGAATCTCATCCAGAACTGGTCATTTTGAGAGTAAATTCTCTCCCACGTGAT 

GGATTCAMACCTTTTGGAGCCAGTAAACTTAGTTCCATTTCACAGGTGCACATAAAGAC 

CTTCCTGCCCACCTCCTATGGACATGTCCAGGGATACAGGACAAGAGTGGGGTTAGAATG 

G GTAGA GTCCACCACTCTTACTGGAAAGAGCTTGAGATTTATCACCTGCTAATGTGAGGN 

CATTTTCAAATCCAMGGAGAGGGTTTTATGTTAAATGNTGGNTGCCCTTAGACCTATTN 

CAAATNCCAACTGGNA I I 1 1 1 1 1 1 

Sequence 4304 

CGAGGTACAGTTACCTCCAGTCTCTGTGTATCTGGAAATGCACTTACATGCTATTCAAGT 

TCCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATCCATGGGGACTGAGACAG 

AGCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACACTGATCCATGGTCACAG 

TTTGGAATGTGCTGAGAAGCTTCCATCTACAATCAAGTTTCTCAGTAAGAAGTCCCCGCA 

GAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGCNAATTCCAGCA 
CACTGGCGG 

Sequence 4305 

CCCTTAGCGTGGTCG CGGC CGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 

GTCTTCCATGTTCMGTTTTATGAATTTCCATTCCTGTATTCTTGAATGGAAACATTTCT 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACAACACCATTTTGAATGGTGTTTCTCCATC 

TTTTTCAAATATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAA TGAG T ATGT GTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTMGTTTTCTTTTGAGGTAACCGGGTAAATCATGCAGTTAAATGACAATGCTGTGTGA 

ATGCACTGCTAGCTAACTGGCCTTCATCAACTCATGAGGGTATTTCTCTTCCTGGCATCT 

CTTAAAAGATGTCAACTAGCAGCAGAGCAGAGGAAGAATAGAGTGGTTAAGAGAATGGCC 

TCCGGTGCTAGACTGMTTTGACTTCCAGCTCTAGAGTTTACTAGTGGTGGCACTTT 
Sequence 4306 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCTTAATATCGTTAAGAGATGGCAGCCAAG 

GGTAAAACTGAGTCTTCTTGGGCTGACTATGATGAAAATGCCAAGTGTAATCTGAGCACA 

GCCCTGAACTTGGGCTGGTAGCCCTTCTGTCCACTTTATCTACTGGGAACTCTTGGGACA 

CCCTG CAGAA GGAGCTCGGGCTGGAAGCAGAAACAACCCATCTGAGCTAAGAGAAAGAAT 

TTMCCTTTTTAAAGGCAGCCTGTTATGCCTGACAGAATAAACTTACCTTTCCTCACTAA 

MCTGTCTATCCTTCACATTCCANGAATCCCTTCTAAAAAACATATTCCATGCCCTTTTT 

CAAGAGAATCCAGCCAATCATTTCAGCTCAGACATCTCTCCCATGTAAATGCTGGAAGCT 

ATCCTCCAAGCCTTTCCI 1 1 1 ICTAT 

Sequence 4307 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTCTTTGAAAGTATCTTAACTG 

GTTCTTTTCCCCTTATGTCACACCCAAGCAGAAGAGGTCAGTAGCACTGGCTCCCTGGTA 

GATATAATGGGTTTAAGGTCAGTCTAGGAATATTCATTCAAGGAGGATAAGATAAAGCGG 

AAATTAGAGAATGTAAACACAAGATGCTGTAAAGAAACATATTGGCCACTAATATAGCTA 

CTACATTTATCATGCTTTCAAATTATTAGAAAAATTGACTTGCTTTCTTGCTAGGCTCAT 

TGAGAAAATGTTGAAATGATA 

Sequence 4308 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACTAAGATTCCACGAACAACTGAAC 

TAGCAAAGACAACTCAGGCGCCACACAGATTTTATACTACTGTGAGGCCCAGAACATCTG 

ACAAGCCACACATCAGACCTGTTCTGAATAGGACAACTACAAGACCTACTAGGCCCAAAC 

CCAGTGGGATGCCCAGTGGGAATGGAGTGGGAACAGGGGTCAAGCAAGCACCCAGGCCAT 

CAGGTGCTGATAGAAATGTATCAAGTGGACTCTACCGACCCCACTAAAAAGCCAGGGACT 

CGCCGCCACCCTTGCCACCCAGACCTACACACCCACGAAGAAAACCTTTACCACCAAATA 
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ATGTCACTGGAAAGCCAGGAAGTGCAGGAATCATTTCATCAGGCCCAATAACTACACCAC 

CCCTGAGGTCAACACCCAGGCCTACTGGAACTCCCTTGGAGAGAATAGAGACAGATNTAA 

AACAACCAACAGTTCCTGCCTCTGGAGAAGAACTGGAAAATATAACTGACTTTAGCTCA 
Sequence 4309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGAGGAAACTGAGGCACAGAAAGAGATT 

ATGTAACATGTCCAGAGTTACACAGCTAGTGAGTGCAGCACTAGGATTTGAACCTGGGTA 

GTCTAGCTCCAAAACCTATGCTTTTAACCACTCTTCTGCATTGCCAAAGCAGAAAGAATT 

TAMGGAATAAGACATATTTACATTGTCCTCAGAATATCTTTTTTGACTGTCACAGCATT 

GGAACTGTMTATATTCTCTCCATTCATTTCTGTGTTCATTATTTTGTAAGAATTATAGT 

GGCTCCATATGTAAGTTAGAGTGCTAGGCCTTGTTCGGCAGACAAAAAGAATCAACAGTC 

AGGAGCCCGGCCAAAAGAGTGCAGAGTCTTTAAGAGGGAAAGTGAGAGCTATTCAGAAAT 

GCAAAGTAGAAGTCAGTATGAGTTAACAAAAGTAAACTAGATAGAAGTTCACTAGTAGAA 

AAAGTATTCATGAGTCAAGAAGGCTTACTAGAAGTGTGGAATTATAATTGGATTTTMAT 

AATGTTATATTTAAATATGTGAATGGTATATTTAA 

Sequence 4310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I 1 1 1 1 I 1 1 1 1 I 1 1 A GAATATAAGATT 

TGACCATATATTAGTCATGTTAACTTGTTTTTCTTTAATGAAGCGCATTACAGTAAGAGT 

CAATNTATGCTT ACAC ATAGTTACAGCTCTGACAAATTANATATCTAATNGGGGTCATAT 

CTCTGAAAAGCATTTTAAAACCAGGGGCAAATAGCCTGTGTATCAACATGGCAAGCACCC 

TTTGTCCCAAGATAGGTAAGTCAGTTGGTAAAT 

Sequence 4311 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTTAATTGTCCTCCATCTGAGTGGACTGAA 

GGAGACTCACATACTAGGCTACTGGCAATTTGGCCAGCACAACAGGTGCACCAGGTTCCT 

CCTAAGGTGGAAAAATTTGGGTCAAAATTAATGATAAATGAAAAAAAAAGAGATAATACC 

TGAATGCAAAGTGTGGAATATATGGACACTGTTGAAGGGAATATCCAGCACTATATCAAG 

TGCCTTGAGAGTTCCTCAGAGCAAGAGAATAATGTTTTCTCTCAGCTTAAATTCCAGATG 

TTCAGAGGGGGACCGTAATACTTTTGCTAACGTTTGCACCAATTCTGAAATCTTACTAAG 

TANAAAGGCAACCAGCATCCCTAAGTGCCATCTCTTCAGGGGACACATTTCTTCCATGTT 

GGGCTAAAGAAA AAGGG AACAATTCCTGATGAAGTAAGCAGGACT C I I 1 1 1 1 1 1 1 I CTTT 

CCMTGCCAAACATTTTAATAGGNAGTCCAAATATACCGTTATTAAGAAATATNGTTAAA 

TATCACGTANTAAAAATTGGGTTTACCACATTAGAATGATTCTNNTGAAAATAAAAACCC 

CAAATTCACCCCATTGGCCNATACCCCCTGCAGGTCCAAAATACCCCCCCCCNNTTCCCN 

CCAAATTNCAAACCCCNTTTTTAAAAAAAA 

Sequence 4312 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGTGTATTTTTATTCTATGGGATTGAAAGATTT 

TTTAGGGCCAGGMTTATGTCTTACCTGATTCCATATCTCATTTCTATCATTGATTTTCA 

TTTTGCTCAAGTAACCAACTCAAATTGGCTTGAAAATAACTAAAACAACTAAGGATTTTG 

ACATTAGT GGGT TCTTTGCAACCTGGTATGGGACCTGTAAATGTTTGAGAAATGAAAGTA 

ATGCCTTATTTTCCMGAAGTTTGCATTATGCTCACAGGTTAATTTTATATCTTCTTTCT 

TAGGAAAACTA CATCT CAGACCCAACTATCTTATGGAGGGCTTATCCCCATAACCTGATG 

ACCGTMGTCATTTTTAGCAGCCCTTTCTTTGTTAAGGACCATGGTCATGTCACTATTAA 

TCAGAATTCATTCTTGNTATTCTCTTTAGGACCTTAGGCAAATGCATAAAATAGATGAAA 

ATATGTCTTTGACAGTCCCACTGCCGTAAAGAAAAA 

Sequence 4313 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTGGAACCTGTNNCTATACAAGAGAAGGTT 

TTGACCTGTMGCCMACANTTCTTTTTTGTTAATCGNNATGGAGTATAATTGTTTCATT 

TGAAACTGTCAGTTTCTTCAAGTCACTTCTCTGAAAAAAATTGTGATAGATTGATAGCCT 

GCCAGAAAATAGTAATTTCTAAGGTGCTGCCATCCACACTTACTTATTGTGAAATATGAA 

AATCCAGAGTGGTTTGTATGAGAGGGGGAATACTGGCTCTAAGCTTTCTACAGAAAACAG 

GAAATTCATGCTGTTGTTGACATMTTTTAAAGGAAACTTTTAACAAGAAAATTCATGAG 

GGATACAATCAAACATAGTTAATCTCTTGAGTGCTAATCATTTGAGTATAGTCCACATCA 
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Q G^GTm ATGAGGTTGAAMCmACmGAMTATTTAATTGGGAGACTAGACCATT 

TCTTTTTCCAAAGTCATTCTGATTTATTGNCCTANTAAATGTATGTGTATGCATATATAC 

TGATGGATTGACTGAATGGTGTGTGTGTGTGTGTGCCCCGTGTAAATCTGTTTTCATANG 

GAACATACATTGGATGGCTCCCANTCTATTTTATACTAAAACCTAA 

Sequence 4314 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCNAGCGGCCGCCCGGGCN 

GGNNCANATGCTGGCATGTNCTGCCTGGGGCCANCTGAGTGTACCCTGTCACGGNCTTGC 

TTACTCTTCCTCTGAGGTTACAGNTCCTANTGAGCCATGGNGAAGAGGGTNTTTNACACT 

GANCCCTCACTGTTTATGGCAACTGCCTCGAACAGTCATTGATTTCAAGCTTGCCTACAG 

GCACNAATGTATCCCAGAAAGCCAAGGATTNTGTTAATGTTTACAGGCCTTTGTAGATCC 

NCACAGGANAGCTNAAATAGTAATCCTGAAAATGACAGTAGGGGTGACCCCTTACCCACT 

CTGGGGCTNAAACCTATGGCTCAGGAGGCTTTTGGTGGCTGCCACANAATTAAGAATAAA 

ATGGGAAAGGTCAAGTNTAAAAGTCAAGAATATATTTCACTGA 

Sequence 4315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGACATGCGCAGACAAATAAAGATGAAAA 

ACAAACACATCTTCTTTACCAAAGAGTCAGAAAAACCATTTTTAAGAAAAGCAAAATTCT 

GAGTAAGGTAGAAAAATTCCTCACATGGGTTAATAAACCAATGGATGAAGAAGCATCACA 

GGAATCATCTTCTCATGACAATGTGCACGACGCTTCCACAAGTAGTGATTCAGAGGAACA 

AGACATGTCTGTTAAAAAAGGTGATGACCTACTGGAGACTAATAATCCAGAACCTGAAAA 

GTGTCAGAGCGTATCTTCAGCTGGTGAACTTGAAACAGAAAACTATGAAAGAGACAGCTT 

GCTAGCAACTGTTCCAGATGAGCAGGGATTGTGTTACTCAAGAAGTGCCAGACTCCCGCC 

AGGCAGAAACTGAAGCTGAAGTGAAAAAAAAAAAAAAAAAAAA 

Sequence 4316 

CGCCAGTGTGATGGGAT ATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

1 1 1 1 I I 1 1 1 1 I IGGCTATATACCCAGAAGTGAAAGTGTTGGATCATATGATAT 

GTTACTTTTTCAAATAAGAACAAGTATAAAACAGCAAAGTAGAAATGAGAATAAATATTA 

TTAAAATTACGTTGTCTCCTGCTTCTTACACCTAACTTGCACACACTAGATTTTCAGTGG 

CTGGATAAAAGGT GGTTT AGCTGAAGACAGCAAAATCTCATTCCCGCCATTACTGAAGAG 

CTCTTCACTATGTCTTTTACGTCATACACACTTGAACCATGGAAACTATCAAAACAATAA 

^^^AAAAACAAMTGMGTMTTTTTTTCCTTTTTACTATTTTCCTACTTACTTAAA 

TAGGAATAAGGCAACAAAAGCATATAAAGTATAAAGATCAGAAAGGAAGAAATAAAACCG 

GAGCATTTACAGATAATTTAACTATTTACATAGAAATCCCCANAGAATCTAAAAATAAAG 

AAGAATAAATTTAGCAGAGTCACAAGATGCAAGGTTCATATGCAAAAATCAACTGTATTC 

TTATAGACTAGCCAGGGATAATCAAAAATAAAATTTTTT 

Sequence 4317 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAACAACTCTCAGCAGAATAAGGAGAAG 

GTGTATATCATAGCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCA 

ATGAGAGAA TACT ATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTGATGTCATT 

GCAGGACAATTTTATGGACACACTCACAGAGACAGCATTATGGTTCTTTCAGATAAAAAA 

GGAAGTCCAGTAMTTCTTTGTTTGTGGCTCCTGCTGTTACACCAGTGAAGAGTG 
Sequence 4318 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I 1 1 1 1 I I I 1 1 I 1 1 I I I I I I I I NCCAGGAA 

CCATGTTTAACATAGGGTTCATAAGCCAGTAAATTCACGCAGGCCTTTGCACTTGCTATG 

CANACCTAGGGTAAACGTTCAGGCCTGCAATTAGCTCACCATAGTGGAACTGATNTGTAT 

TANACCTCCTTAGNGGGGAAATCACAATTGAAATTTGTATATATTGACACACTGACAANA 

GTCTGGCGCCTGAGGAAAGAGATTCATGGATGGCATGTGCTGA7TACAANAAGAAAAATA 

ATGACCTCTGACTTGCTGTTCGTCTCCAAATATTCTACATAATAAATGATTAGCAGCCTT 

AGAAATAATCTCAGCCTTTTCTTTAAAATGTCTAA 

Sequence 4319 

CCCTTANCAGCGGCCGNNCCGACGGGCNCAGANCTCCNATGGGTGAAACCANTGACATAG 
AGACTGTCCCTGTCCAGTGAGTANGGGCCCANCTCAGNGATGCTGAGGGTCAGCTGGCTC 
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AANTCCAAATNCANCTGCTCTNTGTCCANCCCACGGCCTGNGGGGTCATGGCNGCGGGTG 

CAGATNGCACTNCACTCCNGAGGCTTNCCCATCTTTATNTGGCCTGAGCAANGTCAAGCC 

TGCNACCAGGAATACAGANGGCCAACACTGGTGCTCTTGAACAAAGGCTTGAGCACACCC 

TGCAGAACACTCTNCGTGATGTTGAACTTCCTGGAGCCAGNGTGACCCATGTTCTCCTCA 

TACTGTAAGNTANTGATGNTGAAGTTTATTGTGAATGGNATCACGAGAGGGCCGGTGGCT 

TGTAGTTTCAGGGAGGGAAGGTGGGATCCCAGAGGTTCCCAGGTTCAACTATGGAGGTCC 

CAGGAGTGCTGGNGGTTGGTATGGN 

Sequence 4320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATACTGTAGAACTCCAGTCAAACTTCAGTGC 

ACTGCTTTCTTACAGGAAGACAACTCAGAACACACAGCCATAATCTGCTTTGGTGTCAGT 

CACATCACAGTGGTTATACATTTGTCCTGAATGGTGATTCATTCCTTTCCATCTAACTTC 

CTTGTGACAMTAGCATTTACTATTGAAATAGTCTTAAAATAGGGAAAAGAGTGAAAGTT 

ACTCTTATGCATGGGAGTGGGCTTAAAGGGTTGACTTCCACCAGCTGAGTACCTGCCC 
Sequence 4321 

CC CTTAGC GTGGTCGCGGCCGAGGTACTGAACATGGTTGTCTCTTAAAGATGTGAAGATT 

TTGi i ii IGTCGATTCTGCTTTGCTTTTGTTCTCTTCCTTTAGAGAGTGCTGAACTTTGT 

TTTGGC AAGTA GGAACTTGTGCATCACCTTGACATAAATTAACTGAGTAGCTCACGGGTG 

GGTGGATTTTTATAGGGGACATATTTGAAAACAAAGGTTGCAGCTGCTTTTCATAGCTAC 

MAGAATTTATCATCTCATTGAAAAAAATTCTACTTCTACACTAATTTATCTATTCTGTA 

ATTTATTCATTAATTCATTCATTACCTACTAAATACC I 1 1 1 1 1 I 1 1 GTTCAAGGAACTAT 

GCTGGACACACGATGATATATCTTATTTTCCTTCTCATCCTACCAAACCTGGAGATGGAA 

CGCTTAMGCTTCTAGCTGACMCACMTCCTTTTATTAGGAACTTAACTTTGCTCCCTA 

ACTCTTTGATACACTGAAACTGGMGGAGTTCCTTTGTTTATTACCAGGGTTTATTATTA 

TGGGAGTCTGGGTATGACTCTGGACTTTTAATTACCACCTGTCCTGTGTCTCAAAAAAAA 
TTAACC 

Sequence 4322 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 II 1 1 1 I 1 1 1 1 1 I 1 1 1 1 CTNGTTAG 

ATTCTACCATATTGGTCTTGMCATTAAGACCCAGTAACGAAGGACACAGAACATCCAGT 

CTTTCCACAACCTNTANAGAGTTAAGGGTTAAGCATGTGTGATGCCCTCGAAGCAGTTTT 

CCTGAACCTGCTGANAGTGAAATGTGAGGAGGAAGCACCCTGTCCCTTTGGTATTAAAAC 

TCTGTAGGGGAAGGGAGAAGGTGGAAACTGCTAANAGAATTTGGGGGACTGCCTAAGCAN 

AAGTGATTCTTGTCTCAAATCCTAATGTCCAGCTCAAANAAAGGGCACATTTCTAGGANA 

AGCAGGGTCTTGAAGTGAGGGAGGCGATGGTGAATG 

Sequence 4323 

CCCTTAGCGTGTCGCGGCCGAGGTACTGCATGCCTCCTTGCAGAGTGTTGTGCACAAGGA 

AGAAAGCCTGGGGCC CAAGAG ACAGAAAGTTGGATTCCTGGGATGATTTGCACATCAACT 

GCTCMCTGTGGATTGTTTTTTACTTTTCCTTTTAMCCGGTTCGTATATATTTTTCTTC 

GCTGTTACGMTTTACAGCAGCATTTGTACCTTCTCAGAAAAGAATGTTTGCAATGTTGG 

CCCTCTGTCCAGCCACAGTAGTAGTGGGTCTAAGGTTGTAATTCAGCCTGATGACTCCTG 

TTGTTAGGAGTTTCACAAGTGTGTGGTTTTTCTTATAGTAGGTATTTAGAAATTTGCTGT 

GGTMCCAGGCCCTGAGCCCTCMCCAAAGGGTMCTTTGTTTTATTAACCTTAGGGCCT 

ATCTTMCTGTAAMGGGCATCTACTTTTGGTGTCCCAAGATCACATTTTNCTGCCNCAA 

AGCATTTGTANGGGGGACTTAAAAAAAAAAA 

Sequence 4324 

CCCmCGAGCGGCCCGCCCGGGCAGGTACCACTTAATGGGCAAGTTTATGMCTTTTAA 

CTGTCTTCATGGACTGGATTTCGGATCATCATCTTAGCAAAGTGAAACATGAAGAACCTG 

GAATGGATGGT AAAAA ACCACAACTCAAATTTGCTTCCCAGAGAAATGATATTCAGGAGA 

AGTGTGTAAAGCTTTT GCCT CTAATGACAGAGCAGCTACAGTGGATGCCATTTGTGAATA 

TCAMCTTCACGAGCCTTTTGTAAAATTTATATATTGGTCCCTAAGGCAGCTAGATGCTG 

GAGCACAGCACTCGACTATGACATCAACATTGAGGAGATTGGGTGAAGACATTTTTAAAG 

GAGTGGTAACTAAAGGAATTCAGGATAATTCTCCACAGCATTCTGTGGAGAATAAACCAA 
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AGACAGCTGCTTTCTTTMGAGCTCCMTTT6CCATTGAGATTTTTATCAACCNTAATTG 
TTCTCAMCAGTCACTCMAGCTGATTACCTGGCTCAAGCATTTGATTCTNTTTGGTTGG 
ACTTGAAGGNCNGAANAANGGAAAAACCC 
Sequence 4325 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAAGCTTGGACCGCATCCTATCTCGC 

CGACTCACACAAGGCAGGTGGGTGAGGAAATCCAAGAGTTTGCCATAGGAGAAANATTCC 

AGNTGTAMNCNAATTCThn'GNCTNCATTNNNGGGGCNCTTNTTTATTNAACNATTTTNT 

TGGACCCNATTAGAATANCCNAACAAGNTTTNAATANACTCTTTGGGTAGGCCTCAANAA 

ATAAAGTNGGATCNAACCATAATANGTGTAACNTTNCTTTTCNNNNANCNCCCCAAAAAA 

ACTAT TGGNCNCCTACCCNAANATAANCTCNCCCTTTCTTTANTCTAAAGATAAGTGGTT 

TTTTTGTGTNGTGGATTGNTAACCNCNAAAAACCNTTTCTAATTNTCNTTGGTGGTAACC 

GTTTCTAAGGAAACCNATTTAMTTTGTAAATAAGNAAANAAAGNGCCCTTCCTTTAAAT 
TT 

Sequence 4326 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAANNATNAAATNAAANGNANAACCGAGGGAGGAAGCTTAATTGTATTANTTCAAG 

GATTCTNTAANGGACATGAACTAATTAGAATATTATATNCACACACAAACACACACACAC 

ACACATATATATNCATAAATTfAAAGGGAGTTTATTAAGGAGTATTAACTNACACAATCA 

CAAGGTCCCACAACAGGCCCGGG 

Sequence 4327 

CCCTTAG CGTG GTCGCGGCCGAGGTA C I I I 1 1 I I I 1 1 I I 1 1 I II 1 1 I I I GGNGCTAAGTA 

NTANCCATT TTAAGCCA AAATAAAGTCCAAATTTCTTGTANACTGATNTGCATACCTGAT 

CATTATATCA I I I I I I I ICCCANAGTTTTCTTAAAACTCAAATATTGAATACCTAATCTT 

TCTAAGCTAAAAGGTTGGAATTNTGGGGAACCCGTTTATAAAAATGAAAAGGGGTNTTAA 

TNACATCAACATGCTGGCCATAAGGNAAAAAACATTCACAATTTTCCCCCTCATAATTTA 

TGAACNTTTTATNCACANGGATNGAAAACCT 

Sequence 4328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCAGCAGGCCCAGAGGCCACCAGAGGGCA 

GAGGGCTTNTGTAACANIMTCAAGCCTCTGGCTGACCCAGGGACTGGCTGCTTCACACTTG 

CCCCCATGGCTCCGAAGTGGTAGGAGACAGGTTCCCTCACACCGGAGGCAGATTCCAGCT 

CCAGCTATGCCCGCACACCTGGGTCTGAGCCACAGTCTCCACCTCTCTCCTCCAACCTCT 

GCATCATTMTACTGCTCTGGGGTCTGAGAAMTACCTGCTTTTTCAGGCAGAGGTCACA 

CACAGCCACATGACACACACGCCAAACCCTGACAGTGTTGCCCACGCAACCACTTCAAAT 

CCCGTGGCACATACACCACAGTTCACTTGACTCTGATATGACAGCATAATACACA 

Sequence 4329 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAATATAAAATAATACATATGAAGCCACAAT 

ATTC MTTA CAGTTCAMCTAGAAATTACTAACTACATGTAGCTGCTTCATTTTTCGTTT 

TGCATTTTGGCCCCTAATTCATTATTTACAACTGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAMCTTTGTAT GTTTTG TGGAGGGTGCACAATTTCTTCTAATATATCTTCAGGTGT 

TTTAAAATTTMTTTGTTTTTMTCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

MCAATTTTATTCTTTCTCCTAMGATTGTGATTTTATTATTCCAAGATCTTATGCTTGA 

ATTACTTANCAAGAAGGCATGATTATGCANAATACAGGGAAATGAAGAAGAAAAGAGCGG 

GAA TATAC GAAAATGAAGCTTCCTTAACAGAGTTCATGGTGGAGATGGTAGACACTGGTG 

GAGTTTTTATCCAAGACTTAAAACTTAGGAAACGCCTATGATGCCCACTTTAACTGGAAG 

TAATGGAGACATCTGGATTCCAAATTCACATTTTAA 

Sequence 4330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTTTCCTTGTAGTTCTTTTCCTTCAGAGA 
TGAGTAGGGAAATGGAGATCAGCACATACCATTTGTAATTATACATGTTATAAAACATTA 
T1TCCMAGCCATATGTTACAATMCTTATGTCAGATTTCTTACATTTCTATTCACTTTT 
GATGAGCCCATCTTTATCCAAATCCTTATATTTTCTAAAGAGAATAAATAAGTGGTTACT 
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GAAMTTAATATCACAATMGTCTTTMTMCATTTTATTAATAAGTGCTTAATTACATT 

TCAGAGTATTCTTAGGTTATTGGCAAGTATCCCTCTTCTTGCATATATGTCTTCAAAATA 

AT^CAAACCATTATTCATATATATCTGNTTTATGCTTTTGGGGGCTTTCTCCCTMTTT 

TATCTGNGCCTATTTATTGAACTACTTATTATACAGATTGAGCATCCCTAATTAGAAAAT 
NCAAAATGCTCCA 

Sequence 4331 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTATACTTAAA 
AAMTAGTAGTTTCATT ACTTCCTT TAGACTTTTCCAACCTTTCCTCTTTCTAAATGTGT 
CCAATATAGTTACAGTA I I 1 1 1 I I I AAGTTTTAATATGTAAAAATTTCAAACACACAGAG 
AGAAATAATAGCGCAATGAACTACCATATACCAACTACCTAGATTGAAGTTATTATTATC 
TCATATTTACTT AATTG CTTTCTTTTCTTCTGTGTCCTTATTTTTTCTCTCTCTCCCTTT 

CTGTTTCTCCCCTTTTCTCCTTTTTCTCTCTTTATATTTTGGTGNTGGTGGTG 
Sequence 4332 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACTGTCTGAACATCAACACATACCCAATGAAGA 

AMCTTGTMTGTTTTCATCAACATAAAATGGGTGACATTTGTATGTGAGGCTGCATCCT 

ATTAAGAGTTCAGAGACTCCAGATCCATAGCAATGAAGTCGCCTCTAGGGACAGGTTCTT 

CCATTMGTGGTMGAMAMGTAGCTTTTGTTGCTTTTAAAAGGTTATTTAACACTTGG 

ATATTTCTAGCACCGTCMTTCTGAGGAACTCTACATATTTCAAAGCAAGTGGCTTTTGA 

TCCTATGAATAGGTTCACTTCTAATTCAGCATCCTTCAGAAGAGCCCATTACTGGCTCTA 

GAAAGCTGTCAATGTCCAGAGCAACACATTATTACTCTGTAAACTCAGTGATTTAGGTGG 

AGAMTAATATCCACATTTTAAGTAACAAAAACCCCGAGGCAGCTTAAATGACTTNTTCA 

AGCGACCTGGTGACTCTAGGACATTTATCTTCACTGCTGGTGCTTAAAATCCATCANAAA 

ATAGCTCTNGACAGTGGAATAAACATCCCCACCATGGAATGAGCCCAGGAGACCTGCANA 

GCCCCCTTTTAATTTTAAGAACCCCATGTGTNCCCCACCCCCCCCCNCTTCCTTCCCC 
Sequence 4333 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCCCCTCGGAATGGTAGGCAGCTGCCATTT 

AGAACTCTGTGATGAATAAAGAAAAATCTATATGGAAACAGAAATACTATAGAAATATTA 

TACCTCTTCNAGGCNAA AAAAA AAAAAGGTGGGGGGTNGAATTTGGATGGGCCAAAAATG 

GCCACCCCGT ATTAA MTnTTGGGGGGGTTCCAAGGGGGAAGGAAAACCACCTTTTGGT 

TTCTTGGAAAATTTTANCCAACCAAGGGAAANAAAATTGGTNTTTNTTCCAATTAAAACC 

NCCTTTTCCAAAACC I I I I 1 1 1 1 1 1 1 AAAANTTCCANCCAAGGGAANAAACCCAATTGGG 

CCAACCTTAAATTTAATTGGGCCAAAAANAAAACCNAAAANGGTTGGTTTGGAACCCANG 

GNAMNTTCCAATTTGGGGGGGMTTNANAAAAAAAGNTTNAN7TTTTTTAANCCTTTTG 

GGAMAAAMGGGGGTTNCCTTMAAAAAMTTTANTTTNCAATTTCCAAAAAAAGGGTT 

NCCTTMCCCCCAATTTCCTTTAACCTCCCCAAAATTAAATTTTNTTTTAA 

Sequence 4334 

CCCTTTCGACGGCCGCCCGGGCAGGTACTTAGTGCTAACAGAAGCAGTGAAAAACCCCGG 

TGGGCAAGCAGGAAGAGTGAAGCTGAGCAGCCTAAGAGGATCTTTCATGGGCAATGATGT 

GTCAMTTTAGGATCAAATACCTATAMCATAAGTAAAATGTTTACTTCTTAAGTTTTAT 

TAAAAATTACAACTTGGCTGGGTGCGGTAGCTCACGAI I 1 1 I I 1 1 I I I 1 1 1 1 I AGCTCAT 

CAGCTATTGTTAGTGTTAGTGTATTTTATGTGTGGTCCAAGACAATTCTTCTTNCATTGG 

GGACCAGGGAAGCCAAAAGATTGGACACCCCTGTCTAGGGCAAGGATTCCAAAAGTATGT 

TCTGTATAAAACTTGCATAGAGATTCCAGGAACACTTGTTCAAATGCAAATTNCTGGTCC 

AGATNTCAAAGATCAAGCTCTGCACGTTTGGGACATTTTTAACAAGCAACCCTCATGATT 

TTTATGATNCTTAAGTTTGACAATTTCTAGGGCCTTNGNCTTCAAAATNGCACATGCATA 

CCCTTTGAGAACCACACCAACATTTTCCCATGGGGGGTAAGGGATACATGCCTNAGCTTT 

ATTGGAAACCCANTTAAAGANNGCCCATTTCCTTATNNGTTGGCCTAAAAAATGTGCCTT 

GNNTGAGGCCCCTTNANAANTACCCATTNCTTTTTACCCTCCTTTAAAAAACANGCTTAC 

TCCTTATTCTTCCAAAAAAAAAAA 

Sequence 4335 

CCCTTTCGAGCGGCCGCCGGCAGGTACAAAAAAAACCTAAAAATTGTTTCAGGAATGTAG 
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AGAAATATCCAACTTAAATAGCGAAAAAGTGCACCATACCCGCGTACGCGGGAATGAAAC 

AGATTTATATACAGAGAAGTGTTATTTATAATCACAAAAAGAAAATAGAAAATATGCCAA 

GTGTTATGGGAGTGTTTAATTATMTTTGTAGAGACAATGAMTATTTGACTACCAATTA 

AMTGATATTTMGGATTTTTATGATATGGGAAATATTTGTGACATATGCTAAGCCAAAT 

GCAGGATACAAA 

Sequence 4336 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTGCAAAAAGTCGACTGTGACTGTGTAGCA 
TTATGTTCTGTAGMTTT7TTTC 

AAGGTTCCGATATCCTCACAAATCATTTATGCCAAACATCTGAGGGCAAAATTTAGCCGG 

TGTTATTTACTAGATTCTTCCCTTTGAACTCACAGACTCAAGAGACAGACCAAGAGTTCT 

TATATACTCACCACAGCGGACCMTCCMGTGGCATTTTTAGGAAAGGTTGCAGCATTTA 

ATGCCATGTGGTACCG TCTG TTCGTCAAGTGGGTGGCAAGGGAATATCCAAGCTGGCATT 

TTGGATATGATGGGCCTTTTACTTTCCTGAGTGACATGCCACATGTCAAGAAATACTGCT 

CCCCCCCCCCCACTCCCATCACATTTACGTGMCMTTTTCATTTAGTTATTTCCCGTTC 

CATATGGTGTTAAMCAGTCGTATTAMTAAAGATTATTTCTAGTTTTCAAGTGGTA 

Sequence 4337 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTNTAAAATTCTAAGTNTCTANGATTAAAA 

GTCCAAAMTAATCATTCMTTTTTAAAAAGTAATTTTATGACCTTCATAAGGGAGAGAC 

CTCTAACCTCCCGCAGTTGAGCAAATACACTCTGAGAGACATTANGGACTGTGGCAAAAA 

GCAGGCAATCCATGTGTGTCACTTAAGCCTTGAGCACAGTTCANTAGGCAACAAACCAGN 

AACTGTCCTGGCAGATAAAACAGACTGTGCANGGCATNGTCATCGGGATGGGAAGGGCAT 

TATTA 

Sequence 4338 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I II I 1 I 1 1 1 I 1 I » 1 1 I 1 11 M I GGCAGATT 

CCTTGTCATGAAATAGTTTTGTATTTTMTTAGATTCATGGCATTTTTATTACTTATGAA 

AGTAAGTTGTGGTTCATGTGTTCAGCACTATTCTGTTTTGTTTTTCAGCGTTCCMCATT 

CCAG AGCCTTCCTG AAGAG ATCCTCAGCAAGCTTGCTGATGTCCTTGAAGAGGTAATTGT 

TTTTAGCCTTTGAACTTTTTGAGATGGGATCCAGCCTC 

TGTGTGATGAGGAATCACAAACTGCAGAGATCTTTAAAAAATTTCTAAGCTCTGGGATGA 

GCTATATATTTGGCTTCGTATAGAAAGCAGCTTATCATGTCTGACATTTATATGCAGAAA 

GGTGCAAATCAACCTMTTATAGAGGGAGACAAACTTTTTGTTGTGATAAATCCATGTTA 

CTTTGACTTACTAGMTAGGAACTGGCATATTTCTCTTATTTAACTAGTGTAAAAGTAAA 

ATTGNAGTTA TCACCA CTCTGAMCTTCAGATTACAATTTACAACTANGGATTAGTAGNT 

GGGGCACATATTT TTATT CCCTATMGTyvn'GTTTGGMCACATAATTTTNTGNCTGAAM 

GNGGAAAGCCCCCTTTTANTTGN 1 1 I I i I 1 1 NAACCCCCAANCTTTNGTTTTGNGAAAAN 

AGGNGAAACNCCCC 

Sequence 4339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAATGGGAGGAAATAAGGTAAAAAAAAAAGA 

TATGACATACAGAAAAGAAATAAATAATAAAAAAAGTAAAGTAAGTCT7TCTATATTAGT 

MTTACTTTCATGATAMTGGGTTAAATTCCCCAATCAAAAGTCATACATTTGCAGAATG 

MTTAAMAATGGATTAMTTATACGCAGTTTGCTAGAGGATMTTTTGATCTAAAAGAT 

GAGTGGGTTGAAAAA AATA AATAATGATATAACATGCAAATAGTAAACAAAAGAGAGCAG 

GGGCGGCTATACTTATTTTAGACAAAATAAACTCTAAATCAAAAACTGGTATAAGAACCA 

MGMMATATTATACTTTGATAAAAGAGTCAAATCCCAAAAAGGTATTAAAATTATTAA 

CATATATNCNCCAAAACTCAGAGCTTGGAAATGTATGAANGGAACATTGGCNTTATGAAA 

CATNGAMTTCACAGCTCCCAGTAAGTCANAAACTTCATTATCTCATTTGCCATAGTGGA 

TTAMCCACCNGACTTACNTTTATTAGGNAATNGAGGACTCCGCCGANATAATTGAGTTT 

TTAAACCAT 

Sequence 4340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCACCACGTCCAGCTMTTTTTGTATTT 
TTAGTAGAGATGGGGTTTCAGCATGTTGGCCAGGCTGGTCTCAACTCCTGATCTCAGGTG 
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ATCCGCCCACCTNAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCAGC 

CTCAGAATGGTTTCTTTTAACTGCTTTTAGTAAAGTGCAAGAAGAGAGAAACTATTTACA 

CAGATGGMTTTATAATTTAAAAATAAGCAGAATATAAAGGTTAGTGATTTATTAAAACT 

ACATGTCTTATCTGTTGCCAGCATCATGTAGGCACAACTCAAAAATGGGACATGAACAAG 

AGCATAAGCTTCAAGAGAGCGTTTGAACAACTACAGATGATCACTACACACTCAGTAGAT 

TTTAMCCGTGTTCTTCTCATTGGTCATTTATTTTGGGGATTGAATTGAAGCATTTCCTT 

TCTTGMTACTTTCMGTTCCAATGGGCAGCAAAMTATTACTTGGATTTTGGGGTTCCC 

AACCTACAMATTCTMCCCATTTTTCAAGGTGACAGAAAAAAACCATTTGTACCCCGGC 

ATTG GGAAA MATTT CCTTGAGGCCTTTAACAACCACATAGAAAAANGGGCTTTGATTCT 

TTTTCCAMACTTTTAGCCCTAGGGTCTTTTATTGACNGGGGATAGTAAATGGAAATTGG 

NAAATTTTAGATGAAAAG 

Sequence 4341 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCTGCAGAAAGCAGAAGACTATATGA 

AAACAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAAACCAT 

GCTTGGAAGCAGATAAACCAGTTGAAGACATACTGACGTATGAGGAATTTCATCCTTTCT 

TGTTT TCTC AACATTCACAATGTCCATATATAGAATTTGAATCATTTGACAAGGCGGTGG 

ATGAATTTTATTCCAAGATAGAAGGCCAGAAAATTGACTTAAAAGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTT 

Sequence 4342 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCACAACAAAGAATTATCTGGCCCC 

AAAGGACAATAATGCTCAGATTGAGAAACCCTTGGCTATCAGGTAAACACAGGCTCTGGA 

ACTAGATTTCCTGGGTTGTAAGCTGCATAATATTGGAAGCTCTGTTTGGATGGACACGTG 

GGGGTGATCTGGGACATAGAAACCTGGAAAAGCTGATGAAAGCTGATTTTCCCTTGAAGA 

AGACATTTGGMTGMGCAATGTGACCTTTAATCACCCTCAGACCTCTT7TTGTTCTTGT 

TCCANGACATTCTGGGTTTTAAGCCAGATGATACCAAAATGACCCCAGAACCAGAAGATG 

GCAGAGCCACAAAAGTGAAAAATCTTGGGTCTCTGAATCATAGCTTGGAGGAGGGCTTNC 

TGGAAAACCATCCAACAGAGACATNCGCATTAAACTTTGTGTNAACAAAAAATAAATCTT 

TCTTGTGGTAGGCCACT GAGA TTTAAATTGCTTCAGCAGCTTACCGATCTGCCAATCAAC 

ANANMCTTCTTCAGTGCTTTTAAGTGGTTTACAGACCCCTTAATTNTTAAATGGTNGGA 

ACTTTTGGACCCAAAAAACCTTTCACTGGAATGATGCCAACCAATCTTGGTTGNGGGAGT 

CAAA CCTGA AAAGTTNGGAATNCCTAAAATGGCCTCCAACCTTTANTTCTATTACANAGC 

TTTGATTTTACCGGTCGGTTTAGGAANCNTNTTTCTNTTTGANAAAACTTGTTGGGGGCC 

TAATTTN ATG AAAACCN AAAG G CCTTAAAAAAAAAT 

Sequence 4343 

TGAATTCGCCCTTT CGAGC GGCCGCCCGGGCAGGTACCTTGCCCATCACAAATGTAAAAG 

CACMACATACTTGTTTTTGTTTCTGACCTCATGGTTGCAGGAAGCTGGCTGAGAACAGG 

AGAGAATGGCTTGGGGGAAAAAAAAGCTCTTTCAAGTTGGCCACCCCAAATCACCCAGAT 

GGGTGTC CAGG CAAATCAGGGCCTCTAGACACTTGCTCTTCTTTTCCTCTTCTACTTGGC 

TGGTATTGTTTTGAGAGGTGMTTTCTAGGAGGGCAAGATTTTTGTGTGTGTGTGAAACA 

AGAGAAAGGTTATCTGCTTAACCTAGCTCCCTGAGGAAC7TAATCAAGTCACTCCCATTC 

TGGCATTTGGGTGGGTCCAGGCAGCACCCAAGAGTCCAGGACCTNACCAGGTCCAGCTCA 

ATGACAGACTTTGTATGGGAAGAACTGGGAAGGAGAAAAAAAGTAAGCATGGATTCCTGT 

TTATTTTGCCC 

Sequence 4344 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CTCCCTATTCCTTTGATAAGCCATTGCAAAGCCTGTCTAAAACAAAGCTATTTGCTTCAT 

TAGCTAAGACTACGACTATTTTTCAACATGTCTGAGGAACGAGACCAGGCTTCTCTACTT 

TTCAAAACTCCTCAGGTGATTCTTAGCAACCAGATTAGCATCAGTCCTTAGAACAACCTC 

AGACACCCACTAACACATGCCCTAGAGAGGCTAAGTAACCCGAAGGTCACAGAACCACAG 

AGTTAATTAACAACGACAACAAATCACCCTTGGTGTTCCTGATTTCCGTCAAATAGCCCG 

CC7TGCTGAGTCAGCACAACAAAAGATTTCATAACAAGGTAAAGTCGTCTTAGTAATGCC 
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CCCTTTCTAAGAAGTTACNAATATTT 
Sequence 4345 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAGTGGAGTCATCAAGTTTATCAACC 

AACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATA 

TTCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGA 

GGATGCGCTCAACCMCTCTTCCGAAACAAGCAGCATCAAGAGTTATTTTTCTGACTGTC 

AAGTTTCAACATTCAGGTCTGTCCCAACCGGCACCACAC 

Sequence 4346 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTCTTTCCCAGGCCGCACCATTTCTG 

TCACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAA 

GAGTTCCAAGTTGAAGGGAAA CAMG AAGTGTTTGATGGTGCCAGAGAGGGGCTGCTCTC 

CAGAAGGCTAAAATTTMTTTCTTTTTTCCTCTGAGTTCTGTACGCGGGTATGGTAGTTT 

TACATTACTTACTGGACATTGTGGGTGATAGATTTTAAAGTTTATCTCCCACTAAAGAAT 

GTTGMTTTTGTCAAGATTGGCAGATCATCTTGATCCTATGGATGCTAGGTTTTAGGACA 

CGTTAGGGTGGGCCTACTTCTGTTCTGCCCTTAGTCCGATGACACAAATCTTANTCATGG 

GATAGGGCTCTTATTCCCAAGATGTGACCCTTCTAGGGGTTCAA 

Sequence 4347 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGATATTCCAATGCCTTTAGTTAGCTCAG 

GAGTAGAGCATGGTAACCTGAGAGAGCTGGCACTTGCAAGAATGAAAGACCTCGGAATAC 

AGTTGTCCANGATGTTAAGAAACCANAATAAAGTTTGGAANTCCCAANNAAATTTNATCA 

CAAAAAGTNACCCAGGGGGTTTTAATNGTATACCACTTTAAGNATTTTGGGGGGGAAATG 

GCAAAAAGGGGAAAGGGGTTGACTTGTTTAGMTTTCCTTTGGAAATGTCTGTGCACATT 

ACAACCGTCCCACGGAGCCAAAATTTCCTTCCAAACTGATGAGCAAGCTCTTTGATTCTT 

GANGTCATGATGTTATTTTTCCTTCTTAATTT 

Sequence 4348 

CCCTTTCGAGCGGCCCGCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGMTACAGAGGTGATGGGCAGGAAAATTCCCTGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGAAGAAAACTGAGAGAGAGGGTTAACATAGATCAAATATTAGAGAAAATTTTA 

TTGAGGAGGGGACATTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCTGCATAGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 

TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGGTCCAGCTACTAGGCACACTGCCA 

TGTTATAGTAAATTATCAATAACTAAAGGTGTCAACATTGTATTTAAGCCATCTTTCTAT 

CTCTCAGGGCCC CCAGTG GAGNCTCTTACATAGTAGTATGGTGCTCAGACTGTAATCAAT 

TTCAMTGAMTTATTTTTACTGATGTAGAMCTCATCGGATTAGCTGNTTATTTT 
Sequence 4349 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGAGGTTATCTGTGTTGTGCTTAAAAGGNNTCT 

CTACATAGACCGGAMAMNGACTTTTGTGAAATTGTTATANNNTAACATTTATCATTCA 

GAGAAAATATTCTGTAMTGTTGATTTAATGTAATAGTTTCCCTTAAAATAGAATTTATA 

GAGMTTTGAAAAGMMCCACAAGTTAATTCACTTTTTAAAAAACTTCATGTCATCTGA 

ATACTTMGCTGCTTTGTTTGGAMGTGTCTTTTTAAAGAAAATAGTTAATAAAATTACA 

AGTAAGATAATTGTCACAAAATAAAAATCTTAGGTGGCCCAGNTGTGTATTACAGAGATT 

TGGGTTTTAACAGTTATACMGTTATTTMGGTGGGAMCCATTAATATTAAATTTTAAT 

TAAAGAAAAAATTTTNGCCACCNAAAAAATCTNNCCTTTCACTTAAGAATATAAAAATGG 

TATTAGCTGGACCCCCAGCCAGGTTGGCNACTGGNGGATNACNATGGTTTTNCCC 
Sequence 4350 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 
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TMOCTCTATCCCTMTGGTGTTTAMTTTTGGTAM 

TTCCMGMATG GTM GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 

GTCTCTGATGTCTTTTGTGTGAGACAAGATTTTAGGAAATAAATAAGTGGTGCANGGAAT 

TGTGAGATTACATTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATAATCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAG 

Sequence 4351 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTAAAAATGTAACTTATAAACACAGGGA 

AAMCAAMGGTAGACCTTTCCACAGATTGCTAGACTACTTTATGCATGAAAAAAGTCTG 

TTTCACTGATATGAAATGTTAATGCACTATTTAA 1 1 I 1 1 I I CTCTTTGTTGCTTCAAAAT 

GAGGTTGGTTTAAGATAATAATAGGACATCTGCAGATAAGTCATCCTCTACATGAAGGTG 

ACAGACTGTTGGCAGTTTCAAAATAATCAAGAAGAGAAATATCCTTAGCAAAGAGATGAC 

TTTGGGGATCATTTGAGGAATACTAACTCTGTTGCATTAATGCTTCAAAAAATCATCAAA 

TGATTCATGGGGGCCCGATTTGCATTTGAAAAATGTTTGMATTAGAGTCTCATTTGTTT 

CANGMTGCAGCTACCTGAGTTTTTTGTCTTGGCAAAAGTCACAAAGCCCATATACTCCA 

TTGTGTGTCTATATTTGCCMTTAATTCTAMCTTCTANGAAATATGCCCTCTCTTAAAG 

GAGAAI I I 1 1 

Sequence 4352 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAGGATCCCCAAGCCCTTCAGGCCCGAGATCA 

GAGCCAGATCAGCCTTAAGTCACCTCCCATCCAAGAACTTGGCCTAAAAATACTCCCCTA 

TTTTTNAMCCCCTTNANNGMCNGGGATTCTTGNANTTATTTAAAATGGCCTTCCCCCT 

TGGGGN MGGNAA AAGGGGNTTGGCNTTTTTCCCCCCNCTCCCNCTTAAGGANGGGTTGG 

CCNCNCMT TTTTC CCAATTAACCCCCCNTGGNGTGNATGAAANCTTGGTNANNGNAAGT 

MGNNCNANTTTTNGNGTCTTTGNNAMGGNCNACTCMGATTTTCCCCCTTTTTTNCCC 

CCAATTNCCCCAATTTCTCCCCCCTAAAACCCTTCCTCCAAAAATTAAAAATNTCCCCTC 

CCCCCMCNTTNCCACTTTCGNGCNAMGGGGNTTNCTTTTCTAAGGGTTNGGTATCTAA 

NTNGGCCNTTGGNTTCCNTTTTGGNGNGNGNCCAAGGNGGGGNTTNGNAAAAAAN 

Sequence 4353 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACGCGGGGCCACTCAGAAGACCTTCACCAGATA 

CTGAGCCTTGATTTTGGACTTCTCAGCCTCCAGMCTGTGAGAAAATAMTTTCAGTTTT 

TATAMTTGCACAGGCTGTGATATTCTGTTTCAACAACACAAAATGGGACTAAAACAGCC 

TCTTAMGCTCAACGTCCCTGGTGGGTGGTCAGCCTTGTGCTGTTTGGCCCTGCAAAGCC 

AGTTAGTTCACTAATGCCATGAATGGGACAGAAAGTAAAGATCAAGATGCCCTTGGGAAT 

TTGTMGCTTTGGTGCTTTTTTCTGCCTCTTGAGAGAAACACCTCTCTGAGTTAACAATA 

TMNCTCTCTTTTTAACACTTTAAAATMTTATTACTGGGCGGGTGAAGMTTTTAGTTT 

GATTCTAAMCATCGGGATTTGAGACTTTCTTAACTGGMATCCAGAGGTMGTTTT 

Sequence 4354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTATATTAACGAACTTTATAAACCAGCAAA 

ATATGCAATAGGAAMTGATTTAMAGATTATGGTAAATATTTTTAGTAGGTTAATAAAG 

AGGTTGAGAATGAATTCTGAGAACCCCTGACTATTAGATTATGAGTTGCCTCTAGCTCCC 

TTGATCAAAGA GAAAC AGGCTTTCATGTGCATACTTGGCATAATCCCTGGAGAGAAGTAT 

ATTMGAAAATGTTTTGAAATGCTTCTTTTTMTTAAMAAACACACCCGCGTACTTCCA 

CTGCTG1TTTAAATTTCCCAATGTATGGAATCTGGAGATCAATTCTCAGAAACCTCTACA 

MTGTTCA GATTA TGAGAAAATACTGCACAGCCTTGAAACAACAATAAACATTTGATCTC 

TCACACAATTTTTGTGCATCAGAMTCTACGAGCAGCTTACCTGGGTGATTCTGCCTTAA 

GGTCTCTCATATGTTGCATTT 

Sequence 4355 

GCTCCAGCNGTCCGCCNGGTGCCGACGGTGTATCTGGATATATTCACNNTTAGCCNTGGN 

TCGCGGCCGAGGTACCGCGGGAGAGCAGCACGTAGCAGGCCCCCGTGGAGGATCCACACA 

GTGGCTGAACACTGGGAAGGAACTGGCGCTTGGAGTCTGGACATCTAAAAGTTGGTAAAG 

TGACTGTGTCAGGAATTGGTGGGTTCTTGGTCTCACTGACTTCAAGAATGAGGCCGCGGC 

CCCTCGCGCTCCATTGGGTTAGAGTCTCCCCGAGCGAGCTGGTCTCGGCAAGTGGCGTCC 
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ATTCNTGGAGGCTCGAATCCAGGTCAAAGGGTTGCTGGAGCGACGGTTGGAATGGAAAAC 

TAGCTGGAAAGACACCCAAGCACTCTTAAAGCAATCCCCGTGTTCTGGAGGCTGGGAATG 

CCCAAGGTCAAGATGCTTGACAAAATGATGANAGCTTTTTGCTGCATCCTCACATGGAAG 

MGGTGNMGGGCANGGAGAGMTAAACTMTGCTAGGAAATGCCTTTTTTAAAANGGGA 

CTTAGTCCCCATTANCAAAGAAGCATGTCCTTATGGCNTAAATCATCTCATAAAAGCACC 

CACCTCTTTAATTTCTCAAAAAAANAAAA 

Sequence 4356 

AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTCTTGCCCAGGATTTGCACTCCACTGAG 

MTCCMCTATAATTGCCMCATTTTCCACTTCTGTTGTTTAATTATTTCAAAATTCAAG 

TA ACTAT AGGCATCCTGAAACAGTATGCATTCCCTTATATTGCTTCGAAATCTCATATCA 

CCTTTTTGACTACATTTAGAAGGCACGAAGTTTGGACCTGGAAGCACAGGTCTACTCCTC 

TTCCATGGGAGACCAATAGCAAATGGAATCCAATGGAGCAGCTTCGACTATCACTTGGAA 

GCCCTCTGTGAGCCACTMCCCACCCTTCTTCTTTGTGGCTTCTTTTTGAGCTTTAGATT 

TGT CCAGC TAAAATCCTGTGTATCTTTAAAGCTTANCTCAAATGCCATTTTCCAATGTAA 

AGCTTTTTGCCCACTGGTGNAACCAGAAATGATGTNACTTATGACATAACCCCACTTTTG 

GACAAMGTTGTATTCAMCCCCTTGCCTTTTTCCTTNTTGGTTATTGCCTAATTTATTA 

ATTGGCCTTCCCCGACACCTAATGCAAGTGGCTTTGGTAAAATNTTTGCTTAAAGGCACC 

CCAMANAT TGCm GGAGNCCAAMCCTTGTNTNCTTTGGNANGTNTTATTAAAAAACA 

ACCCCNCCCI 1 1 I IANGGGGAAAAMTTTTTTTAAACCAANTTTTTTTAAAAACCGGGGC 

TAGGGTCCCTTTGGGCNGGATTTTTNCTTGGCCNGGCTTCTNNAAAAANTnT 

Sequence 4357 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATCCCTCAGTGAGAATCAAGGTGTGTGCCTT 

GGTTTGGAAAGGAGGGAGTTGACACTGTGGAAGGCATAGGAATCTGAGAGGCAACTGTGA 

GCTGCAAGACTCCCTGCAACTCTCTGGGCTTCAGTGTTCTCACCTGTAAAATGAGGATGT. 

GCCAATTAGATGATGTCTGTTAACTCAACAAAAAATTACMGATATAATTTTAGAAAAGG 

AGAGGCGGAGACAGGACTTTATTTCTCCTAAATGGTTGCAGCCTGCCAAGTGGCCAGCCC 

ACAGGCTGGGAAGCATGCCTCTGGCCAAGGCCCAGAGACAGGCACTTTGAAAGAGGAAGA 

ACTTTATACTGAACAGGCTGGCTCTCTGCACTTCTCTTCCTAGAGAATCTCCTGGCTGGC 

TCAGCCGACTTCAGCTCTCTGCTCAAAAGTCATTTCCTCTGAAAAGTCTTCCCTGCTGA 

Sequence 4358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCTAAAGAAAGCCATGAGGATGATAATCC 

ACTTTGATACT TCCAATCT GCTGGTCTTGCTGAACTCTTTGGATCATGGATATCATAAGT 

TCGACAAAATA I I I I 1 1 I IGTAGAAGCACAAATGTGAAGTGTCACTCGTTCTGAGACTTC 

CTCCTCTGTGAAA TTCCA CAATCTCTTTCTATTTATAGACTTTTCCACAGCAAACATTAG 

TCTACGCAGGGCATTTTGAAAATCATTTGCCAGTTCTAAAGTAGTAATAATAAATACTCC 

AAGMCTAAAAGTCCCCCTGGTAGCATTCTG 

Sequence 4359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 1 1 1 I 1 1 I I 1 1 1 1 I 1 1 GNCATGCA 

TGCATCCACNCTGGCTTTATCCTGACTTATGAATCCAGCAAGGCCCACAGAGGAACATCT 

GGTTTTGACATTMTTTCTTCTACTCTGCAGGATGGTTGGGTTTTTAACTCATTGGGGGC 

CTTTGGCTANACCTTGAATTTCCTGGNGCAACTTGACAGAGGTGAGAGGGCTTGAGGGAG 

TTAAATAAAACTATGTGCTGCCCTTGAAAGGACTTGCAAATGCTTTATATATTAAACAAA 

GAAACTCCAC 

Sequence 4360 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTTGAGAGATATCAAAGAAAGTCCAATATC 
CGTTCTTCCCCATCACTCTACAGTGTATCTAGTAATAATTATTTGTCTTAATCATAAGGA 
CAMTAATGAAAATTATATTTCAAATTTCTMGCTTTTGTGGTTAAAAAAAGCTTCTAGA 
MCTATTGTTTCTCCTCCCATGCAGTTATAATATGCTTAACTTTCTTTAAGATGGGTGTT 
« TGGTAGTATCATTTACAATATATTTATTTTTGTTTTTTAAGCATGTTTTTATATTTGTTT 

AAGGTGGATAGGCATGTAGACCTGCTAGAAGTTGCCCAGGAAACTGATGGGTTTTCAGGA 
AGTGACCTAAAAGAGATGTGTCGAGATGCTGCCCTCCTCTGTGTTAGAGAATATGTTAAT 
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TCTACATCAGMGAMGGTATGTTATTTTGACTTGATTTTTAACACTTGTCAAAAATCTT 
TTANAGCTTTTAAGGTAG^JTTCTTTTATTTTGCCTTTATATTANAAACACCCGCTTATGA 
MATMAAGGTAAATTTGGGATTATCACCCCCCTGCAACCTTTATTTATTGGCCATTTTT 

TCCAAAGCAGAATTCTGAAAAATGAAGGANGGGCANAATTGGTGGGGAAGGGTCTTANAA 

TGGAAAGGANAAAAAAAGGN 

Sequence 4361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACACAATATAGAGCAAAGAATAAAGAAAC 

AAAAAAAAAGGTAAAAAAAGA CAAAG AAAATGTAAATCTTGATAGTTGAAAGACAAATTC 

AGCTCAAATTCTCCTCTGTGGTTTTTCTCTTCCACTTGTCCATATTCACGGACAAAGAGG 

CTACTGGGAGAAGTTCATGCTGCCGCTGAGTTAAAAGGAAGATGGCGGCATTGATTCAAG 

GTAGGGAATCATGAATATCCTGTAAAGGAACCACCATTGTAGCANGACGAGCTGCATACA 

AAACCCCTCAGACACCGAGTTGTAGAAGGAAGGGCTTTATTCAGCTGGGGGCATCAGCAA 

GCTACTGTCTTAAAATCTGAGCTCC 

Sequence 4362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTT CATTG CACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAMATGTTTTCATTTCC 

TTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAMTATMGATGACTCCCAAGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTTTGTAAGATGTGAATAATGT 

TCCAAATCAGTTGGCCTTAAGAAAGAAGGATGATCCTGGATGGGCCAGATCTTATCAGNT 

GAGTNCTTAAAGGGGAACAAGCACCCTTCCTGACAAAAGAGAATCAAAAGCATGGAAG 
Sequence 4363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTACATAACATGTCTTAACCCATTTATAA 

ATAT MGTT MTTTCTTTAGAAAACCAGAGGCAACTTCTCTGTTAAGGACTAGACATTTC 

ACAACTTTTACAAGGTATGGTGTAAATGCTCACATTTGTTTTCAAAGATTTCAGATAGCA 

TCTAAAATGAACAATATTAAGATTCCACTTCCACTGACCAGTTTATTAAGGAAAGGGGAA 

AGCATTTAMTCCTGGTCAGCATATTAMTTATTAACTTAAAATCCAGCAGTTTTATCAT 

ATTTCAGTGATTCGAGTAAAATTTATAGTTNCCAAAAATGCAAATCAAGTAGCAGTACAA 

TAATATTAGGGGACTTTGATACCCCACTTTCAACAATGGACAGATTATCTAGACAGAAAA 

CAATAAGGAAACATTGGACTTGAACTTCTGTTTAGACCAAGCCGGACCAGACNGGACATA 

TAMGGMGATTCTATCAAAACAGCATCAGCATACACATTTTTCTTAAGGTGGCACGTGG 

AACATTCTCCATGATAGAATCATATCNTTAGATGATGATACCAGGTGATAACNAATTTAA 

GMGAMGGAAGT CANTT TCMGTATTTTTTCCTTCCAGGGGGGNTAAAACNNGGAAATN 

AATCNCAGGAGGAATTTTGGGAAATAAATTGGNGGNAATTTAAACCNACCGGGGCAAAAA 
AAAAATTGGAAATT 

Sequence 4364 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACC 

TAGCTTTTATTCATTTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTC 

TTATGMCTCTTTGTTCTAATAAATAAGCATATCCAGGTTTTTCATAAATAAATGAGGAG 

TCTATAAATTCTTACTAGTTTTAATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTG 

TGTGAGCTTTTGGAMATGTTTTCATTTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTT 

GAAAATATACATTCTGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAACCCATATAC 

TTTCCATGCTGGGCACAGCAGGTGTGGTAGGTAGAAATATAAAGATGACTCCCAAGATTT 

TTGCACCCTGGCATACACATATGCTTTTCCAG 

Sequence 4365 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTGTTTTTT^ 

AGACAAGGACTTCAGGGGGCTCATAGAGCAGAGATGTCACTGTAGAAGAAGCAGGCTGCC 
ATATCATTCTCTCCTCATCCAGCTCCAAATAGTAACATAGCCTATGGGGACTGACTGACT 
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TTAGAACAGAGCATGAAGGAATTCATGCCTAAAGTTATTGTTGAAAACAGCAGAGATTAT 
AGTAGTGAACATTAGAGAATTACATATTANTAGCAGCTAGAAAGAAAAAAGACCAGCCAG 
ACATTTCAGAGAGAGACCTGTGGAAAGAGT 
Sequence 4366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 II I I I I I I i I I I I I I I I I I 1 CTGGATTAT 

ATCTAAATTTAATATTGAANACAGCACTTAGCATTTCTCTGGCCTAATCTTATTTTCCAT 

GATAAATGTGTGCATTTGCCTCMTTACCTTAGGMTTACTAGAGATTGCTTCAAAGTTT 

TTTCCTGCACTTTAATGTTCTGCCTTCTTTTGCTCATTATTGNGATCACATACAATT^ 

TAGCTCTATTGCTTGGAGAGATTTCACAAAAAAMTTTTAATAAATGTCATGTGCAATAT 

ATTTGGCATGAATTGCCTNATGAATTTGAAATTCCANAA 

Sequence 4367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACT 

GGGAATACAGAGGTGATGGGCAGGMAATTCCCTGATTTTATAGAGCTTAAATTCTTGTA 

GGAGAGACAGACMTAACAGTMGTAMTGCTAGACCTTTATAATTAATAATAAATGTTG 

TTTGCAGTGMGAAAACTGAGAGAGAGGGTTMCATAGATCAMTATTAGAGMMTTTT 

ATTGAGGAGGGGACATTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATG 

TTGGGATACACTTTTATATGGCTGCATA 

Sequence 4368 

CCCTTTCGAGCGGCCCGCCCGGCAGGTACGCGGGTGAATGAAGCCTTAGCAAGTCTGTCC 

AGAGCTCCCCTGGTGCCGCCTGGCATGCTGCTGATAGTTTGAATGTCTTCACAAGAAATG 

GTATCAGAAACCTCCTGTCATATCAGCATGGGTCTCTTGCTTCCTGCAGGAAGGGCGATA 

TCCTGGGAGGCACAGAGGTGGAGCCCGAGAGACGCAGTGTTCCAGCGCTGCTCGGCTCAG 

G ACTGGGT CTTTTCTTCCGTATCCTCAAGCAGCTTCTTTGACTTACTACTTCTTTTTGTT 

TGTTTTTTTCTTCATTGGGCTTTMGCGTTGCTTCTCTT^ 

CM ACAC MCATTGCTTTCCCTTTGCCTGCAAATAATCTTGTTGCCCAAGCCCATCTCTG 

CCATTTTCAAGTGACAGCTGGCTGGCCAATGAGCCTGAGCACTGGGAATGCQCAGCAGGG 

CACATCTAGGGGGCTGCTTTATATTTTGGAGCTAGCAGGTCTCTTTTCTANGGCTTTCCA 

GGAAAGMTTA NAAT TAAAACATTGGATGGATTTTGGGTGTTCATTTC I i I I I ICCATCA 

CTGGGCCTTTATTTTCTTGGGGCTTCANTTAAAAGCNGAAAACNGATTATGGTNGAAACA 

TTTATAGCATGCTTTCCAAGAANTTAAAGATTTTTATTMTTTT 

Sequence 4369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGGGGACGGAGGAGCTAGGGACTAACT 

GTTGCTCTTGGTGGGCTTGGCAGGGACTAGGCTGAAGATGTGTCTTCTCCCCGCCACCTA 

CTTGTATTGAACACCCACANTTCTTCCCTTAACCAGCCTGGGGGTTTTGTTGAAGGGAAN 

TATTGAAAAAAAGAAGCCCCTAATTTTCGNATNAGCCNTAAGNAAAGNGGGNAAATTAAT 

TGGAAATAGNGTTANGGAAAAGCTNGAACCTTTNCCANAGGGGNTCCAACCGGAAGGGGT 

TTCTCCCCCTTCNCCCAACCACTTCCTTGTTTCCACCMGNGGCCTTTTCCTTTTGGACC 

ATMCCGGTTAAGTTTTTGGGGAAGGCCNTAATTTTTTCCTTTTCCNCCCCCCCCMGTC 

CCMAAAAGGNCCCCATGGAAAGNAAGNCCTTTTTTGGTTCNCCCCCGGGGGCNCCTTNC 

CCTTGGG GGAAC CCAACCAATTMGGGGGCCCCCMTTTTTMTTCCCCCTTGGTTNAAT 

TTTCCCCCI I I I I IGGGGGCCTTT 

Sequence 4370 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGATTTCTCAGAGCTCTCTTATCAAGAG 

TAAGGAGTGAGATTGCANAAGGGGCAGTAATGTCAATACCAAGTTATTGGAAACTACTTA 

ACCAGCCA CTGCA TTACATACTGGAGCCCGTCTAGGACACTTGCCCTTGGAAATGGTGGA 

MGACTTTGTTTTATTTCTATTTCATCAACAGMCTTTTGTAGCATTGMTCTMGCAM 

GGATAACATCATATTATMTGGAAAGTTATTTTTMCTACMCTGTTATTGNTAAATTTA 

GMGMAATATTGTCTTTGMGTTTCAGTCCAAMCTCTAAGGAGMCMGGTTTTTACT 

GCCATCGGTAATCCTGTGAGAAATTTGACACTCCAGATCTTATTTGAGACAGATAAGTCT 

ATGATAMTTTATGTATGAGACTTAAAATATTCTTGGATATTCTCAGGTTGGTCTCACAA 

ATTCTGCATAGATTAAGTTGN I I I I II I I II I I ATG AG AACCCTTTCTTTATCAAAAAGG 
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ATTGGA 
Sequence 4371 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTGCTTACAACAGAATCTACAAGGACAACAAC 

TCACCGTGTTTTTCAATTCAGATTTTTAAGTTATGAATTCAAATCTACTAAATAAATATC 

AGAAACAAACAAAAACAGATAAAGCTATAGCTCACTGCATTTTAGAACCTGAGTGATGTC 

ATGGTTCTCTAGAGCTTTCATTCCACAGGAGAGTTCTTGTCTCTAGGGCCTCGCACACTA 

TGCACAGGTGAAGGGACGAAGTGTAGCCCCACAGGGTAGAATTCATGATCAGAGGACAGG 

GAAATACTGNTTTATTCATTNNT 

Sequence 4372 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 1 1 1 1 1 1 I I I I I I I 1 1 GAATTTANAAG 

TTTCTTACMGCAGTAAAMGGTCCAAAATGCTTTATAGGTAGGTTTCTACATAAATTTC 

ATAGTTTACATTATGGCATAAGGGCAAAAAACTTCTCATAAAAGATATTAGGTAAGTAAG 

GCTACCATCAGTTAAATCTGCTTCTACACACATTAACTTACTTATCTTCTCTCACCTGAA 

GCACATTNT TGCMCTCACG CMCAGGGATTTACTTTCTTCCTTTTAMTTTTCTACCTT 

TAAGNTTTTCi i i 1 1 1 1 i i 1 1 CTTACCTTTCAAATTTTTAAGGTNAGCCCCTGGATTTTT 

ACCAATT 

Sequence 4373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

MGTCAMCATTTTMGTGTAGCTCTTGGTGCACTTTAAAAAAATTATTAAATTGAAGCT 

GTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATmCTTTAGCTTTTGAAATTAA 

ATTCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGG 

ACTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGGTGATACATAAAGC 

AGTGAGTGCTATTTGTAAGATATATTTATATTTAAAGTCTTCATACAGTTATTAACTAGC 

TCCMTATTACTGAAATGATTTCTCCAAATATCCTATATTNAATTATCATGCTGGCAAAA 

TNTATTATAACTTTGGG 

Sequence 4374 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCAAAATGCTGAAGTTTCCTGTGAGGGTCT 

ACAACCATACCACCGTATGAATAATCTCAATCACAGCATTTTAGGGCTGGAAAGACCGTT 

CTCCATCCAACCTCTCATTTCAGATGAGCGGAGACTCAAATCTCTCACAGGGTTCCATAG 

CTAGTTGGAACCAGAAATCCAGCAGAAATACTGTAAGCAAGCTTGTCCAAGATGTGGGTC 

CAGGACA GCTT TGAATGTGGC TCAACACAAATTCACAAACTTTCTTAAAACGCTATGAGA 

i i 1 1 1 1 1 (GCAAI 1 1 1 I I I I 1 1 I I AGCTCATCAGCTATCGTTAGTGTCCGTGTATTTTAC 

GTGTGGCCCAAGACAGTTCTTCTTGTTCCAGTGTGGCCCAAGGAAAGCCAAAAGATTGGA 

CACTCCTGGAGGTGCCAGCACAGTATCTAACACTACCTCAATACTT 

Sequence 4375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCAGTCAACCCTAAACAGTGGACTCAACT 
TCAAAGACGTTCTCAAGGAGAAGGCAGACCTGGGGGAGGACGAGGAAGAAACGAACGTGA 
TAGTTCTCAGCTACCCCCAGTACCTCGGCCGCGCCACGCTAAGGG 
Sequence 4376 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCAGCCAACCTGACCTGGAATGCGGATTTT 

CAAGGGATCTCTTTATTCAGTGGTGTCAGGACCCTAAAAACTCAATCATTCTAACCTACA 

GAACTACTCCTGGGACTTtAGCACGTTTCCTAATTGATAATCCTTCTGAAAAAATTACAG 

AAATAGAGTTGAGGAAACGTGTGAAGCTTGAAGGGAAAGAACTTGAAGAATACTTGGAAA 

AAGAGAAACTAAAGAAAGAAGCTGCCAAAAAGCTTGAGCAGTCAAAAGAGGCAGATATAG 

ATTCCAGTGATGAGAGTGATATTGAGGAAGATATTGACCAGCCATCAGCTCATAAGACGA 

AGCATGACTTGATGATGAAAGGTGAAGGCAGTCCGTAAAGGAAGTTTTTTCAAACAGGCA 

AAAAAGTCCTATCCTATGTTTCCTGCCCCAAAAAGAAAGAATTAAA 

Sequence 4377 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 
TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 
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TGTTAAAAAAAAAANNNNNNANANNNAGGTTGAATAAATAGATCAGTGATATCCAGACCC 

TGGGATTTCGTGGCTCAATTAAAAACTGTGGGGCTACCATACATAGTATCTGACTGCTTA 

TTTTGTCAAGTAAAGACATATACAGGCATACCTTGTTTTTTTTGCATTTCACTTTGTTGT 

ACATATCAGTATGATTAACGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTC 

GTTTCATTTGTTGAAACATATAATTCAAAA 

Sequence 4378 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 1 I M 1 1 I I 1 1 1 I I I I I I I I I 1 1 NCAC 

AG CANTCA AAANAACCACAANGGAGCAGTAGTTTNTAAGCTTCCATGTAGGNGAANACAA 

AMTTTTTATAAATTTCATGMTACTTATATCCCMCTGTTCAAAATNTCAANATNTTTA 

ANAAMCTTGTAGGACTACAGTTMCTATTCTTTCCTCCAAATTmmTTANANCCAGA 

GAGNCCAAAAATAAAAA ANTTAA AAAATTNCCATNGNTCCTATNTAAATCATAANAATAA 

MNNNGGCCMGANAANTTTTTAAGGACCCCCTNTTNNTCCNAAGCCAAGAAATTTTNCC 

CACATTGGGCATTATCAATAATGAGAACNTTCNTGANATCCTATNANCTTGNGNGGCCCT 

GTCTCATAAANACAGTAAAGCCACACAAATAAGGGTTTCCACTCCCTGGGCCTGAGCTNT 

GAAACCCAGCC AANACAN AATCCNAAACAGCCANAGAGCTTCNTTTCTGANGGCAGNTGA 

ANTGAACATA CN I I I 1 1 I ICCCGGNGTACAAAAANGTAAAGCCCNTGAANTTATTmTC 

CCCCCAAANNTTTTGGGTGTTAAAACTTTTAAAAAAAA 

Sequence 4379 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATATTGTGTATATCATCTGGGATATTTTAAAGGACAATTTATCTACCTATTAAGTGTCA 

CTGGGTTCTAAACAATGAAACTTGTTATCTGGATAGCAAAAAACACTAAGTTGTAAAGCC 

ACAAGCTTCAATTACTTTAAAAAAATGAAAAAGCCAGTGTAAAAATTCACACTTTGAAAG 

MAAAAGTTCACAGTGATACCTGGGAGCATCACTTGCTCTGTTTTAGGATTTCCCTTAGG 

AAGTGGCAAGCGTCTAAAACCTCATTTAAAAACAAAATGAGCTAAGATGCTGTCTTTCTC 
TGCAGTTTCTGT 

Sequence 4380 

CCCTTAGCGTGGTCGCGGCCGAGGTA CT I I I H I I I I 1 1 1 1 1 1 I I I I GTTATCTAAATGG 

GAGAT TTAGTCCTGGTGCCTGAATTTGAGGGTCTCTCACACTGCTCATCTCAACAATCAA 

TTTTTACTGCTGTA NAANA TAATAATGGTAATAACACTATAAAAAAAAACTACCATGACC 

TATMGTTATTAGTCTTTTAAAAATAACTGTAGTGTATNCAGCTTCTTCATTTCCTGAAG 

TAGAANANAAGCTGATAGTTGGAGCCTCTGAAGCTGTTCATATATCTCCTGAATGCATGC 

AAGAGGTTGATTTGCTCACAAAGGA 

Sequence 4381 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGTTTCTTGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATCTCTGTCCTGATCCGAATCTCTGCAAAGCACTGGCAAAGTGTCATAAGGA 

AAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGATTCTGAAAC 

CTTAAAAGAGTGTATGGTGTGCTCAGATATGAAGAGAGATACTCTTTTTGGTCCATGTGG 

ACATATTGCTACCTGTTCTTTATG7TCTCCACNTGTCAANAAATGCCTCATCTGTAAANA 

ACAA GTTCAAT CCANG ACAA AAATTGAAAAATGTGTGGTATGCTCTTACAAAAAANCAAC 

TNTTC TTTTTTC AACCCTTTTGCCACATTTTTTCTTNTAAAGACTGTACTAACCTTATTA 

AAAAAI I 1 1 i ICCANTNTCCAACCANTANTTTAACCAAAAANNCCTTTCATTATTTNCTT 

TNNMGGMAAATTCANAAMTTCCCCTTATTATNTNCAMTTNNMTTTTCCANTTTTC 

CAMNGNCCAGNTTNTTCCCATTTCATTCAAATTTCCAAAATTTCACAC 

Sequence 4382 

CCCTTAGCGTGGTCGCG GCCGA GGTAC I I I 1 1 1 1 1 I II 1 1 1 1 1 1 1 1 1 1 GGTAAAAAATAT 

TCTTCTTGGTAACTTGTTATTTTTGAACCAGTTTATTTCCCAGAAMTGCCTTTTTCTTT 

TGTGCTTCTTAGAAGGAGAAATTGCTACACATCGGTAGGTATGCGTAGATCTGCATCAAA 

CTTTATTCAGATTAT CTCAG GCTAMCAACTTTCCTTTATCCTACTTCTCCTTAATTTTC 

CTTCMTTGTCTTTMTTTTGGGCTAAAATGTTTAAGTATAGAAGGATCTAGATACATTT 

TTGACAATGTGAACTAAAATCAAACCTAAAATTTCAAGCTTGTAGTGACACATCAAGACC 
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AMTATMT7TAACCCACTGAAGMAGTGACCTGACCTCAAAGATTTTGGCCTMTTTCG 

AGTGACCTGGCCTGCAAAAAAGCATGACTTTAAATACT 

Sequence 4383 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTATATTATTCAAATAAGAAATCAAAAG 

AGAAATTGGAAAGTTCATTGAGCTGAAAATGAAAACACGATTATCAAGAATCAGGGAGTT 

GCAGCTAATGTATGCTTGGAGGCAAATTTAAGCACTAAGATCCTATATTATAACAAAAAA 

GAAAGGTCTCAAATCAGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGAGAAGAGCAA 

ATTAAACACAATGTAAGCAGATAAAGAAAATAATAAAAAGAACAGAAATCAATGAAAGAA 

MMGGGAAAATTATAAGAAAAATCCAAGAMGTAAATGCTAATCATTTTAAACAATCAA 

TTAAATTGTTAGACTTCTAGTCAGCTGATCAMNNANAAAAAAANANNNNNNNNNGGTCC 

TCCAMGATTCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAA 

TTGCTATGTGTCTGGGTT 

Sequence 4384 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATATAGACAAGA 

C TTAAC AGTGCATACTCTTAACTGGGACACATGCTGCCTCTTAACTGTGAGCAAAGGGNC 

AATTTTCCGACATCTAAAATAAGGACTGAAGTTTTCACCAAAAGTAAGAATTAATGAGAT 

GGCTAGGGTAAGACTGAMCTNCMGATTATTCACTCMTATCCATCCTCCCTTTATCTT 

GGCMTAGMCCTATATTTTTCAAAAGTTTTCCCTACGGATAGAAGGTGGTCAGAAGAGG 

ATGTMGCMGAATTCACTTGGGTANGGANTTCCTGGMGAAGGCCCTTTTGAAACTCTT 

TGGCTTTCATTCTGGCGGGGAAGTCAAACTTCATGGGCTGGAGCAACCACAGCCATTTTG 
TACC 

Sequence 4385 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATMTTTTATCCATTTTATATATTAGATATCT 

GAGGCTTCCAGAAATAAGTGATTTGCTCAAAATCAGCACTCAAACCAAGACTCCGTGGCC 

CTAAAGCCCAGGCTCTTGCAATATAAGTATCATGGTTATTGAAAGCACGGAGAGTCATGT 

TTMGTTAGGTTTATGATTTCCAGAAAATATTGGATTTAAATGATTCCTTCAATGAGGGG 

GCAGGCATGAGATAGA 

Sequence 4386 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAATTCCAAGCAGCAAAGGAACAGGGCAG 

CACCCAGTGTAACTGATAAGGTAATTCATGCCACACAAGACGCATTAGGTGAACCTGGTG 

GTGCC CTCTGC CTGTAGGGGAACAAGAGAAAACTATCCCCAGAATCAGCCACCTCAGCCC 

CTAGTAi mm I CTATCAATGCCTTGTATCAGCCTCAAAGCAGCCTGTTCAAGTTAACTC 

CCTGTTGAACTCCAGGGCCTATACCTCTCTTGGCTGAATAGATATAAGAACATCCTTGCC 

TGATGGGTTCATATTCCTCTTCAATTCTGCTGTCTAAAAGAA 

Sequence 4387 

NCCTTACCGTGGCCGCGGCCGAGGTACNACTAAAGGCAACTGGCATGGACTCAAATATTT 

TGGGGMGAMAAGACTAMAGTTCTMGGMGAAAATTGCGGACCTTTGATAGTTTTGA 

MTAGTTNTNAAAAAGGANNAGTTNGTTANMAAACCTTGNTTTNAGGGACAGNTTTTTG 

MTNTAATTGGGMCCTMTTTNAGGMTTGAAATTACCTTCTGGGGGTTTCCTNGAANT 

AAANTTGGGNTTANTTAMCGGGGGAGGCAAANGTTAAAAAAGGTTAATTNTTTTTAAGG 

GGGGGATTTCCCCAAAMNTTAMTTTTMCCGGTCC 

NTmCCNCCAAAAMATTANAGTTCTTCCAATTTGNNGGNGGNGNGNAAAGNGGG 
Sequence 4388 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCTTTGTCACATAACGTGACTGAAAATGA 

CTCTTGCAGACCTCACTA7TTTATTTTCAACTCACAGGTMCTAMTATGCTTATTTTCT 

CAAAAGAAGAGTTTAGGGAAGAAAAGAGGGAAGCTATTCACTCCCAGGGTAAAGGGAGGA 

G GATM TANGTGCTTTATAGAAAACATGTGATTAGCTAATTATTGAGGACTGTGAAGAAA 

GTmGGmACATCTGAMATAGATTGAGAATTGAGATAATCGTATGGTGCTAATAATT 

GACACATTCAGAAGTGAGGATATTGATCATACTTNATGAACAGAATTAGAAGGAATGGGA 

AGCTMTTCACAAAGGAMCTTAGGCTTTGATTCTAAGATTNGTTTACATAAAATATATG 

CTGCNNGAMTGTGACAGCATGAGTTCGNTACATCANAATTAAGTANGATTTTTTACGTN 
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TTCTTNCAGACTGTCTATGCCTGTGCCCAANTCTGAATCCTTTT 
Sequence 4389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAA 

GTCTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACA 

ATATCCCAAAATAATAAAAGCTCAGAACTAAAACTTTAGGAAGTATAGGAGAAAGGAAGA 

ATGGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAG 

AAAGGCTATTAAAATGGACCGAGTTGTAGTCCTATCCCTGACATTTTATGTCCTTGGTTA 

ATGTGCTTAGCCATCTTG TGCTTC AAGAAATGTCCTCCTATCTGTTCAAACCTGTAATTT 

TTGMGGTTTAAACCATGATTTTTCTGATAATCTTCAAACTGCTCACATCTCCTTTGTTA 

GAACTAGTA TCTTANA AATGCNAAAAACGATTAGNTTTTGAAATCACATTGCTCCTAAAA 

AGMCTAAMTTTTTTNGAI^ATCTTCGNNTTACTATTCCCTTTTCGCTTTTAT 

Sequence 4390 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTCCTTATGAGG 

GCmCTTCCTCAGTGTTCTCTTTAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTT 

TGGGTGTGCCCTCAGAGCCTGCAACAAGTGTATTTGGATATACTCTATTTGTAAAGTTTA 

GGCCTCTAAG AAGGC CACAATGAAGCAACTAAAAATCTGATGATTAAGGGAGTCAATCAA 

GCTGATGCCA'I I I 1 1 AGTTTAAAAATGAAGCAGAGCTCTAAACTCATAGATGGGTTTTCT 

TACTGGGAAGAAGATTGGCTCTCTGAAGACAGCTTCCAATGAGGAATGTATTGAACAATG 

GCAGCACTGTCTGGCCACCCACAAACTGTTACAGATGACCCAGTTACACTGTTGCATAGG 

AACCCAAGTGGAAAGAAGACAGAGTCCATGTCTGTCCATGGCTTCAGCTACAGAAAGGAT 

AGTATGGGAACATTACAANGGGGG 

Sequence 4391 

CCCTTTCGAG CGGCCG CCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 

ATGGTTAATGA I INI IAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 

AACAACTTAAGACACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 

CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTCCTAATTATTTTAAAGTCGATTA 

CAAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGT 

AGAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAG 

GATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAA 

ATTACATATGGGAAAGGGGGAAA 

Sequence 4392 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGTCTCAGTTATACAAGTGGCAAGAAG 

AGGACAGTGGACCAGCTCCTGGGACCTTCCAAAACATTGGCTTTGACATCTGCCAAGATG 

ATGATTCCATCCACCTGGAGTCCATCTATAGTAATTTCCAGCCCTCCCTGAGACACATAG 

ACCCTGAAACAAAGATCCGAATTCAGAGGCCTCAGGTAATGACGACATCATTTTAAGGCA 

TGGAGCTGANAAGTCTGGGAGTGAGGAGATCCCAGTCCGGCTAAGCTTGGTGGAGCATTT 

TCCCATTGAGAGCCTTCCATGGGAAACTCAAT 

Sequence 4393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGTCAGGAGTTAACCTGTGTTCAATGCTTC 

ATCATTGCTTGTTTACCTACCAGCATTTTAGGAAGGATTAGTTTATCATCAAGGCCTTGT 

TTGGAGTGGGAGTAAGGGGGTGATTTGTTCTGATCTCAGGAAGGAAAAGTGAGCAGGATC 

TGGATAGCTCCAAGGAGCTCAAAAGCCTATGTGTGAGCACCATGGCTGGGGACGGCTCAA 

GGGTAAAGGCCACTTCGGGGCACAATCCAATGGACACCAAAAGGATAGGTAAGGAACACG 

AGCTTGCTTCCTTCATAGATTAGCCTGGGCCCAAGCCCAGCCTACTTTGACAGTCTTTTA 

TTCTATTCATAAAGGAGGTCTTATGCAGGAAAACTAAGACTCTTATCTAGCAGCTTTCTT 

TTCTTAAGCTAAGAAAAAGGAATGTCATAAAAAAGGTGAAACATTACTTTTGGTGAGCTC 
TGCTAI 1 1 1 1 1 1 1 I 1 1 IA 

Sequence 4394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCCTCTTCCTTTCTCCGCCATCGTGGNGT 

GTTCTTGACTCCGCTGCTCGCCATGTCTTCTCACAAGACTTTCAGGATTAAGCGATTCCT 

GGCCAAGAAACAAAAGCAAAATCGTCCCATTCCCCAGTGGATTCGGATGAAAACTGGAAA 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTCAGACCACAGCTGCAGAGGGGATCGTG 

GTGAATTTCAATGAAAATCCATTTGAATCTTGAGGTTCAGATCTTAAAAAGCAAAGGACA 

TGAGAGMGTAATATTGTTGCTTGAAATTTCATTGCTTATATCTAAAAGAAACTCCTATT 

TTTAAGAGAAATGTTGAATCTTTGCAACGTGGTGGACGCTCCCACAAAACTTTCTCCTGA 

AATAGGAGATAAATGTTGGAAAGAGGCAATGTATTGAGTATGCTGATAGAGGTGGAGTTC 

AGAGACAGGCAAGCATACATAAGAGTCAGGATGTTTTTCAAGTATTATCTTTACAAATGA 

GTTTCTTACAGTGGTCAATGACAAACCAATTTCATTCAAAGCTTGCTTCAATAGGCAATG 

GGTTTGATGCCMTATGTTAGCTATTTACTTTGACCACCGTATGCATTAAAAAGAAAGAA 

AAATTAAAGAATACTCAAGCAGAACCTCAACTTAAATAGCCTTTTCACAAAAAGTAATGG 

AGGGATAGACTGAAANTTAA TGGG ATCAGGTNTGTGATGAGGATCTCAANAAGTGGTTTG 

CACMTMTGCAAMTCCTCATTTTAAACAGAGTCTTAAGGATTGGGGACCTAATTAAAA 

TTATTTG N ATTN AAAAAAAAAAAAAAAAAAAA 

Sequence 5999 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCTGATTGTTGCTAACTGTCCTCCGGGGGAACT 

TCAATTTAGTGGTCAGCCTCAGGTGTGTGCCATTGTAACAAATAGCAGTTAAGCTTCATA 

TTGGGTGGACAAAAGTTTCCACCCACTTTCAGACANGTTACAAAGATATGTAGCTACACT 

GAGCATAAAAGGAGGAAAATTGATGAACACTATGGACAGAAAGCAGGTGAATTGCTAGAA 

CmGGCTGGTTTGCTTGGGTTGGTTGCTTAAAGATTAAGGAAGAATGGAAATAGCTGAG 

CCATCTTACTACTTAGTCCCTCCTATAGTCTGTCATGCCAACCTTAGATCCCTTTGGAGA 

TGACACTAAAAGTAA 

Sequence 6000 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAAATTAGCTGGGCGTGGTGGTGGGCGCCTG 

TAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGTAGGTGGAGGT 

TGCAGTGAGCTGAGGCCGTGCCATTGCACTCCCAGCCTGGGCAACAAGAGTGAAACTCCA 

TTTCAAAAGAAAGGANGAAAAAACAAAAGCAAAAACAAGAAAAACAGAACANTTTATTGC 

CCCATAAGGCTACCTTTGATGTATCATAGTAAAAGAAAGCANGACAAAAATCAGTTATGC 

TAGAAMGAGATMCTTACGGMGTTCACTTAAGGGAAATACAACAAAATGCTCTTTGTT 

TTTANTAGAAATATTAAAAGTATGGGGTGTGGATTTT 

Sequence 6001 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 I 1 1 1 1 I I I I 1 1 1 1 I I I I AGNTTTGC 

TTANMTTAGTMTATGTATCTTTGGTAAATTGGTATCTATATTTTMTnTAAATACAG 

TATATATGCATTTAAGAAAAATTCATAACAAGGCAGTTGTGCTGTGTCATTATAAAATAA 

TTATTTACTGATTTCAGTATGTCACTCTGGGCTAAAAACTCCAACAACCAGAACTTGAAC 

ACCGTAACXJCTTCTTTGGCCTCGCTGGACTCTTCTACTTGAATAGACTAAAAACTCTAAA 

G GCATAA AMTTAGGMGACCMTTAGCTMTCTTACTCTTTTTGAMTTCAGAAATTAA 

Ci 1 1 i i ICATATTAAAGAAGATATCTTGGGCTATCGCATATAAGAAAGAGTTCTCCTGAT 

GGGCMCAGCATGTCTTTTCTTTGATGTCCAACACAACCACTTGGGTCTGATCATTGCAA 
TTTAT 

Sequence 6002 

CCC TTTCGAGCGGCCGCCCGGGCAGGN ACTTTN I I I 1 1 I I 1 1 I I I 1 1 1 1 1 1 I 1 1 1 1 NCCC 
TTTN I 1 1 1 1 1 1 1 1 I 1 1 I I 1 1 1 I | 1 1 1| 1 1 1 1 NTTNNNNNNTTTTTN I 1 1 1 1 1 1 1 1 1 1 1 AA 
AAAMANAAANTTTGNAAAMTTNATNATNTNATTTTTAAAANAAAAANANCATTAAAAT 

NGGi i AAAANTTNANCNTCCAATCAAAAACNCAAGGNCCNNGGNNCCNCCCCATT 

TCNANG GG TNAM GGGCANTTNCCANCNGGGNGNTNTTrrCCAAMNTTTNNMNTTTTT 
i 1 1 1 1 i N AAATTT TGANAACCGAGGNAAAATG NTTNCCCAAANCCTGGTGTTACTTNG AT 
CCCGNAN I I I I I GGGAAAAAAAAANTTTNTTNATTNAAAAAATTCAN 1 1 1 I H 1 1 1 1 1 1 1 
TTTCAA MTNA AMTTTNAAGAAAATTTTCTNAACCCNTTTAA I I I I I 1 1 I AAACAGCGN 
NCmNATmANAAAANATTNGGCCCCANGNAAAANCCCNTTATNGNCGNNAANTTGGG 
NTGGTGGTTNTNAAAAAAACCCCAAAAATGGGGGGGTN I 1 1 I I I 1 1 1 1 I NAAGGGAGGTT 
NTCCCTTGGGGGGGAAACACCCNTTANGGGNGAAATTTNAANAAAATGGGGGGNGTTAAT 
TNTGGGANACCAANNTGGGAACAAAANTTNGGGGG 
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Sequence 6003 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTCAAATAGATGAACTTTTAAGACAAAGT 

CTCAGTTMCTTGTGAAAATTGAATTCCCATCAAACTGAATGTAAGCATTTAATATCTAA 

ACATTTAATGT GGACTTC CAATAMTTCTT1TATAGMTTAGAAAGTGGGATTTACTGTA 

GAGTGTAMAATTTTTTTAAAATTGTTTTACACTATGTAGTM 

TTTTGT GGMT ATTTGAACTTTATTTTTGAAACTATTCTTTAMGATTT 

CATTC A I I I I I I I ICCTTGAATAGCACA 

Sequence 6004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGAGTGTCTGCAAAGAGTCCTGTGATGTGA 

TCTGTCTCCAGGTCTCTCAGGCGTGGATACCAGCACTTACTCTGGTGGAGGTAACAGGGG 

TGTGMGTAGATTCTGTGMGGTCCTTGGTTGTATTTTTGTTAAGTGCGCTGGTTTTGTA 

TTGGCTG GCCTCCAG CCAGGAGTTGGCACTTACAAGAGCACATCAAGCTACAGTTGTATA 

AAACTGGA I I I I I I I I AACTGMGATCCGTGCATATCATTACATGTTMTTTTATTTCAA 

TAAAAATAAAMGCATCTTATTACTCATAGACTGATCTCATCTCATTATTTAAACTATAT 

CTCATATACACATTATGTTG 

Sequence 6005 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGAAAATGGAATGGAATCTCCAGGAGTGAG 

GGTTTCCATGGAAGCCAGCACTATCCTTGGGGACACCACTGACCATTAACAGATTAGGAA 

GATGTGCCCATTTTTACACACCAGAGAMNCAGCCCAGAGTTTCAGTTGCCCTTGCTTCA 

GGGCANGAGACCAAGTTGGGGAGTCAGGAACTGAAAGCTGTCTTAAGCCAGTTTGGGGGC 

AGGGTGGGGTCTCAGGCCTTTGGCCCCTGTGACTCCAGGTTTAAGGCATATATGAAGGCT 

AGTGAGCTGGGGTTGGGATGGGATGGCAGGGTTGAAAGGTCAGCATATTTCCTGCCTGCA 

AACCCCCTCCCC 

Sequence 6006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCTGTTCCGCAGGACCTCCACCTTCG 

CCCTCACCATCATCGTGGGCGTCATGTTCTTCGAGCGCGCCTTCGATCAAGGCGCGGACG 

CTATCTACGACCACATCAACGAGGGGGTGAGGGCCTGTGCCATCCCTGACCTTGGACCCG 

CCTGAGGGGTGACAGTGGAGTAGAGAAGCTGTGGAAACACATCAAGCACAAGTATGAGAA 

CAAGTAGTTCCTTGGAGGCCCCCATCCAGGCCAGAAGGACCAGGTCCACCCANCANCTGT 

TTGCCCAGAGCTGGAGCCTCAGCTTGAAGATGATGCTCAAGGTACGCGGGGGTGAGATCT 

AMGCTGTCTGAACCGTTTATCCATGCCAAATCACTTACTCAACCAGGAAGGCCCACCCT 

TGGCATTTTTGGAAGAAGACTTTTATTTCAGGTTTATTTTGTTCTC 

TTCATTGGCCCCAGCTTCAAAGTGAGAAAACAAACAAAAAACAGTGAGACAGAAAAAAAA 

AACTGAATCCTAC 

Sequence 6007 

cccttagcgtggtcgcggccgaggtactgcaaacagacaccagagggtgcaagagactgt 
agactcctgaaaAagaaaccagaaaactttgtctggttagtgaaattacacacataggc 

Sequence 6008 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I I I M I M I I 1 1 1 I 1 1 1 1 I i gggaga 

gacagggtttctccatgttagccaggctggtctaaaactcctggcctaagtgatcctctc 

tccttggcctcccaaagtgctgggattacaggcatgaacaaccacacctggcttgccccc 

ttttattatcatamtgcccctcttcatctcccaamcatttgggatgccattttattca 

ttcatttctagatgctgacatatacattatgtgtactaaataggtgggttaaatgtggta 

attctagttcmgtgtcttaccctgaaamgmagttgtaggttggctgttgaaattcat 

tccttamtatgatcagtttgaitgcccggctttattgcctttacaggmtgtgatactc 

anggct tactc tatacaccaatgagtcttctttgatcctaaaaccaccactgaagttggt 

taggttc ttttg gacaaacatgataaactttttcanan ac i minim i cctttggcaa 

naaagggttttgcttcag gtaactaat gaaaaaagtnggcaaccacaaagtntttnaana 

aa an aaaaaattcttg acc i i ii i ii ii i i i i iii iii ii i i i i ggggnttnggaaaaaa 

nmtggg ntggttnttcccctnggccccantttttgngagctgntacttttngaggaccc 

1 1 i m m i nnatanggggmnamaamtttggtggntttt7ttnnaacaanngnnnggn 
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NTNCCC TTNANTTNCACNNGGGGNNNNMAACTTTTTNNNAATNGGGNCCAAAANNNATT 
I I I 1 1 IAAAAA 
Sequence 6009 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGATGCCAGCACCCATAGATAACTGAGGG 

CCAATGCATCCTAATTAGGAAGGGATAAAAATAAATATATCCATAAAATATAAATATCCC 

CCAATATGCCTGGGACCTGCTGTTGGATGTTTACAGATTGACTCACAGGCCTGGTTGGCA 

GTAGTCCCCMAAAAATTAAATCATGGGCTGCTTTGCATATGATTTCGGGGCATAGTTTA 

AAATATAATCATTCCCATCCCAAAACCCTGCAGTTCCATCTGAATAAGTTCAAATATAAA 

CMMTAGAGTTTAAAGGTGTGGATTCTTGAACTTGGGAAGATTGTATGGCAAGTAAGGC 

TGAGGTGCTACAAAATAATTCCTATGGAGTCATCATTAATTAGCCTCCTAATGGGATCTT 

TTAAAAAAAATTGCACCAGAAGGCCTTCTTGTAGAACAAATATAATAAACCCGATGTAAC 

CACTG 

Sequence 6010 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAACAAGGGCCAATGGAAAGATCACAGGGG 

CCATGTGTTCAACGTGAAAGTGAGGAGCCGGAGAGAGAGATGGCCTGTGGGCCAAGGCCT 

TTACAGGGATCCGGGGTGTTACCCAAGGAACTTTCCTGTGGAGAGTTCTAATTCATGGGT 

TTAAAACGAGCATTCAGTGGGGCCATACTGTGACTAAGAGGTGATCATTAAGACATATCT 

ATGCAGTCCATGTGGAGTGTGGGAGTCTGTGGGGCAAGTCAAGTAGATTGTATCTCTAAA 

TCCCACAGGGAGGTGATCACCAGATGTATAAGGCAGATATCTGTCTTTTATAATGAAAAA 

CTGGGAGGAAGCAGAAAAGTGTAAATTGTGTTAAGAATAACTAAGCCTTGCTTCTGGTAT 

GAGMAGTTAAACATATTTTCAAMTGGATACCAAGGTGACATAAAATTACAAGAATTCA 

CTACAGCCTACATAAAAAGCAGGCGAGATCTACAGAGAGTTCCACCTGAATCTTCCACTG 

AGTAATGGCTGTGCATGAGTGTGATGAATTAATCAAGACCAAGGAAAGAAACCCCCCAAA 

GAGGCCAGANGAAAAGCTGTGANGCTCACAAATGGNCAGAAACAGTTTGTGTTNCCACTA 

AACANGGTGAAAAATGTCNTCNTATTCATGAACCTTNNGGTNGAGGCCTCAGGANGCTTT 

CCCTGAATAGGGNGG 

Sequence 601 1 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTAAAAAGTAAG 

CATTGTAGTAAATAGTGGATTCTCTGGTGTGTATTTTTTATCTCAGTGTTGAAAATTGGA 

AAAGAATGGACTGAAGTCTAAAAACTGGAATAATGAAGGACACTAAATGCCTTTATTGTA 

GATACTATGTTTGTAAGTCTATAGCTAAGCAACTTAAGCCAAAAAGGTCTTTCAACTGAA 

GCTTTAATCAACTTA7TTTGGAGATGTTCTCTTCCCTTATCTCATGCGTCATCCCTAAAA 

TMTAAGATACATGGGATCAAATAGCCCTTGCCTTTTCAACACAAATCAAGTTGGAAAAT 

TATGGTTTGAGTCCTGTTGCTGCCATGGCTTCTGTTTCTCAGAAATGAGTGTGTATGAAC 

ATACCMTCTATGTMTAGGCTACCTTTTTTTGTCTTCTTTGGMCTTTGTACCTCGGCC 

GCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6012 

CGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTATGTTGACCAGGCTGGTCTTGAACTCCTGACCTTGTGATCCCCTGCCTCGGCCTCGCA 

MGTGACTG GGATT ACAGGCGTGAGCCACTGTGCCAGCCCACTTATATTATTTCAATTGT 

ATTAMTTCATTTTTGGCCCAGGATATTGTTTCTATTGGTAMTGTTCTGTGTGCACTTG 

AAMGMTGTGTCT TCTGCT CTTGCAGGGTTGAGTGTTCTATAAGGGTCAATTAGACCAA 

GTTGATTGACAGTGTTTTTTCTACTGNATCCTTCCTGATTTTCTGTCTTMTCTACCM 

TTCTTGAGAGTGGTCTTGAAATCTCTGATTGTCMTTTGAAGTTTTTCTCCTTGAMGTT 

TTATCAATTTTTGCTTCAT 

Sequence 6013 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAGCCCACCCCACTAGGAACTATGTTAAA 

MNA MTTC MGMAGAATTTAAGGGAGATTACAGTGTTACTGTGACACCAGGAAAACTT 

AGAACTTTTNNTNGTNAAATNNACTNGGCCAGCATTAGAAGGTGGGGTTTGGCCATCANA 

AAGGAAGCCTGGACAGGTCCCTTGTTTCAAAGGTATTGACACAANGTAACCCGTAAAGCC 

MGGCACCCANACCANTTTCCATACATAGAAAGTTACAGCTGCTTTTATACCCCCTTGGC 
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CCCGCCCMCCGTATGTTTNANAAGAACAGGCATCAATAANNCCGGGCNTNGGCATNAAG 
GNCNNNANGGGAAMTGMCCNATGTTTNGMGGAAAANANMMNAAGGGCCCCATTTT 
TT ATTACCCC AAATTTCTTT AAAG GTTT AA AA ATTT 
Sequence 6014 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTGCTGGGGGGTTCAGACAAGCAAGTATCT 

CTTTTCACCAAGGATGGAGTGCGGCTTGGGACTGTTGGGGAGCAGAACTCCTGGGTGTGG 

ACGTGTCMGCGAAA CCGG ATTCCAACTATGTGGTGGTCGGCTGCCAGGACGGCACCATT 

TCCTTCTACCAGCTTATTTTCAGCACMTCCATGGGCTTTACAAGGACCGCTATGCCTAG 

AGGGATAGCATGACTGACGTCATTGTGCAGCACCTGATCACTGAGCAGAAAGTTCGGATT 

AAATGCA 

Sequence 6015 

CCCTTAGCGTGGTCG CGGC CGAGGTACAGTAGGTAATTCTTTGGGGCTTTGG 1 1 1 1 I I I I 

TCAC TCAGCATAATTATTTTGAGATTCATCCATGTTGTTTTTCTGTGTATCATAGTTCCT 

TTTTAAMTTGCTGAGTAGTATTCAATTGTATGGATATACTAMGTATATTTGTTCCTCA 

ATTAMGG ACATT TGGGTTTCCATTTTGGCAATTATGAATAAAGCTGCTATAAACATTTA 

CATACAGATTTTTGTAGGTTTTTATTTCACTTGGATAAATAACTAGGAGTGGGATTGCTG 

GATCTTATG GTMG CATATGTTTMCTTTATMGAAACTGCCAAACTATTTTCTAGAATA 

GCCACACCATTTTGCATTTCCACCAGCAATGTATGAGACTCTCAGTTACTCCTCATTCTC 

GTCAGCACTNGCCATTGTCAGTTTCTTrrTTAAAAATTTTMGCTATTTGAACAGG 

GGTG G N ATCTAMTTGG GGGG CTTTTTAMTACCACATTTTTTAATTAAAAAAAMTTTA 

AAATNGGCTGGATGCAATGGCTCACATCTGTNATCCCCAGCACTTTTAAAAGTCTTGAGC 

ANGGTGGATCAATTGCACTCAGGAAATTTGAAACCACCCTGGGCCAACATGGGAAAACTC 

TGTCTTTCCAAAATAA 

Sequence 6016 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGCAGTTTCAGTTGTCTGATGAGAGTTGCTC 

TTTGCTTCCCAGATCACACTTTTTGTTGCATCCTGCAGGGGAAACCAATGCTGTGTCCTC 

ACATAGCAGAAGGCAGAAMGTMCAGAGCCCAGTGTTGCCTGMGCCTTTTTATGAAGA 

ACTTAATCTC ATTAA TGAGGGAGGAGCCCTCATGGCTTGATCATCTCTTAAAGGCTCACC 

MCATCTGAATTTTAG AGGG AG CACATTCAAACCATAG AA AACCTAATTG AAAAAAAAAT 

TGTCTTTTTTTGTAMGCAGTGCMGMTTCCTTGGAAAGAGGGAAGAAAGCAGCC7TTG 

TTAAGAAAACGCTATGACAACCCGGCTGTAAGGTGGAGGGTAGTGACTAGGACTGAGTGT 

CAGACTGGCAACCAGAAGCTCTTGAAGAAGAAGGCATTTGCTCTCCCTGAAAAGGGAGA 

Sequence 6017 

CCCTTAG CGT GGTCGCGGC CCGAGGTA C I ITTTTTTTTTTTTTTTI I GGAGGTACTTTGA 
i i I I I I I I NNA I I 1 1 1 I I I I I NTTTTNTNCTTTTNCTGCTGNTTAATNCTACCCNNTTTT 
TNAAAGCANAANNGGGACTTGG 
Sequence 6018 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGGAACAAAATACAGAGCTCAAGCTTTCAGNG 

GTGCTATTTTATTACTGCCATCAANAMTCATACACCATTCTTTTTTCCTAAAGCAGCAG 

GGGAAAAAAAAAMCCTTTNTTTATGCGTTTTTMCTTAGMTTATTCMGCMATATTA 

GAMTATGTNTATGCTMTACCMGTAGCAGTTTGACCCATGCCTGGAGAGAAGAGCTTT 

CTTTGCTCTNTGACTACAGTGATATATAAAANCATNTCATTAATGAAAAAGTACCTGCCC 

GGGCGGCCCGCTCNAAAGGGCNAATTCCAGCACACTGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnTGGTAAATAGNTGGTTCCTGGGGNGAAAATGG 

TTATCCGNTCACAATTTCCCACACAACATTACNGAGCCGGTAAGCATTAAAAGTGGTA 

Sequence 6019 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATGGMGT1TTATTTCAAATGTAATAATACT 
CTTCMTAGATGGGGTAAAATAAAGATTGTTTTCCTCCCCACTCCCCAACCCCCCAGCCA 
AATGAAATGGCTTTGGTTATGTTTCTTTAC I I I I I I I II I I I I I I I I I I AATACAAACAA 
CTTGGGGAAGGTAGATAAGTGCAATGGGAGGGAGGATTGAATTGAATAGTAAAACGTAAG 
CGTATGTGATTTCTTACTTTGGAANANAGGCCCTTTGTTATAATAAAAAAAAAATCGAGA 
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AAGAGAAAACAAATAAAAACAACAACAATAAACCA 
Sequence 6020 

CCCTTAGCGTGGTCGCGGCCCGAGGTCCAAGTTATTAAGTAACATAATTTTTAAAATTTA 

MGAATGTGTCTTCMCTAAMACTTTATTCTTTAGCATTTTATTTATATTTCTCTGGAG 

GGTGNTCCCTGTGACAATGGGCTCTTTAGTTTGCTCTTTCAAGAGATACTTTACAGANGT 

TTGAGATGGCTGCCCTGCATTTCCAGCTAATCTCTTTCTGCTCTAAATATTTAAAAACAG 

GTTCT TCTCAM CATTTTCATTCNGAAANGCTTTCTGAAAGGTTCCCTATCCCTCTTTAC 

CATAAi 1 1 I I I IAAATGNTAGCCACATTGNNATAGTAAAACTTCATATATAATGGAGGGC 

TTCATATTTTTTGGTTATGG 

Sequence 6021 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACATTATCAGTAATAATTCTAATTGTTATGTTA 

MTTATTTTG TGCC ACAGAGGTAACAACTTTTCTTGTCAATTGTGTCTTTGACAGTGGCT 

TCCCTAAAACTTTTGTCATCCATGAACAATTGTCTTATTTTGATCCTCTTTAGAAGGTGG 

TTTCATAATCAGATATAAMTTCTAACAGATGCTTTGAATGCAGGTTTCTGATAACTTTG 

GAAGTTGTGACATCAGAATACAGGAAAAATTTTCAAGACTCATGGAGATCTGAAATGTTC 

AT GAATAT CA AGCAG AACAAGAATTAGCTGCATTAACTAAACTCATAGAAGTCTGAAGTA 

ATCi i i i iMCTTTTT GCTTAAMCCGTCGCTGATCCTTTGGTTTGTTTTTTAGAGTTAC 

AAAMCTTTTCTTTTAAAGCTATTTACAGCTGTTAACAACTGAGTGGAAGTATATGAACA 

GAATTTGGAGCTTACTTAATCTCTACCTTGATTTCTACAGAAATTTGG 

Sequence 6022 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTCATAGTGTAAAGTTTGTGTGGTGTT 

TCTGCTTTTTGTAATGTTTGGAACTTGCCTCTGCAGGTAAAATCCCAGAGGAATCCAAAG 

CCCTCTCTTTATTGGCTCCTGCTCCAACCATGACAAGTCTGATGCCTGGTGCAGGATTGC 

TTCCMTACCGACCCCMATCCTTTGACTACTCTTGGTGTTTCACTTAGCAGTTTGGGAG 

CTATACCAGCAGCAGCACTAGACCCCAACATTGCAACACTTGGAGAGATACCACAGCCAC 

CACTTATGGGAAACGTGGATCCTTCCAAAATAGATGAAATTAGGAGAACGGTTTATGTTG 

GAMTCTGMTTCCCAGACMCGACAGCTGATCAACTACTTGMTTTTTTAAACAAGTTG 

GAGAAGTGAAGTTTGNGCCGATGGCAAGTGATGAGACTCANCCAACTCNGGTTTG 
Sequence 6023 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTNNAAAAAAAAA 

CTTANTGANTGGACTCAACAGCAGAATGGAGATAAAGGAAAGAAATAGTGACTGGTGATN 

GAACAATAGTANCTNCTTAGTCTAAACTGCAGAGAGAAANTTGAGGAAACAANTGAACAC 

TACCTCAGGGACTTATAGGACTGTAACAAAAGCTGCGTTATATGATGCATCATAAGTCCT 

AGAAGGAGAGGAAAAAGGAATGGNTCTGAAAAATACTCAAAGAAATAATGGCTGAAAACT 

TCTTAAATGTGGCAAAAAGTATATAAACCTACAGATTGAAGACAGCCCCAAAGANGGTTA 

AACCCAGACAAATCCACATGATGACGAACCTCTGTATGGTCAAATTTCTGAACGTGAAAG 

ACAGAAAAAAAAAATCTTGAAAGCAGCAAAAAATAGCACCCTACATATAGGGGAAAAACA 

GTTCTAATGATAGCAGATTTCTCAGCAAACCACCATGGCCATGTATACCTATGTAACAAA 

CCTGCACTTTCTGCCATGTTTCCTAGAACTTAAAATTTAAAAAATAAATAATTT 

Sequence 6024 

CCCTTAGGTGGTCGCGGCCGAGGTACGCGGGCTGGGCTGTAGTGCGCTATGCTGATCAGG 

TGTCCACACTAAATTCAGCATCAATATGGCGACCTGCCATGAACAAAGGACCATCAGGTT 

ACCAAAGGAGGAGTGAACTGGCCCAGGTTAGAAATGGAGCAGGTCAAAACTCCTGTGCTC 

ATCAGTAGTGGGATCACGCCCGTCCCAATGTTTTGGGAGGCCAAGACGGGAGGATCACTT 

GAGGCCAGAGGTTCAAAACCAGCCTGAGAAACANAGACAGACCCCCATCTCCACAAAAAA 

AAAGAAAAACTTTAAAATTTGGCAGGTGTG 

Sequence 6025 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTCTTAGTTNTTTTCAACCAGTTCTA 
TGTGGAAAGAMGGTATTTTATTTGACAGTGATACTAACATTGAAGGAGTGTTTCCTAGG 
GCCTGGCTCCCGC CAAGC AT CTNTT GGGCAGCAAATGCCCTGTTTGTCCCTCACATCAGC 
CCTGGGCAGATGTATTTTCCCTTTTCCTGTTTTACTGATGAGGGAGCTTAAAATTTAGGG 
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AGATTAAGGACCTCCCCAAGATCATAGAGTTTATCACCAATATTTTACTGACTCTCCATA 

ATATAGAGAGCTCTTATCTTAAATGAAT 

Sequence 6026 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTMACCAA MTGTATC TGTGACAGGTATTMTCMTTGAGMGAGTTTTTTA 

TTmATTTATTTAmATTTTTTTGCCMGGTTCAGGACAGATCCAGGTGTCTTTCTCC 

AAAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGG 

AGGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCAGGTACTTGTTC 

TCTTACAGAT GTCTCM TTMTTNTAACCTCTATCCCTAATGGTGTTTAAATTTTGGTAA 

ANAAAMTTCATTTTTTCTTTATTTTCCAAGAAATGGTAAGCTATCTTTGGCCCCTATGG 

GAGATGTNGACNAGAGAAAACTTT 

Sequence 6027 

CCCTTAGCGTGG TCGCGGC CGAGGTACAAGAAAGGAANTAATGAAGAGCAANGCCGAAGA 

TATTAAAAAAACN I Mill 1 1 NTTGATGAACCCNNGAGTNGGTTTTTTTGAAAAGATAAG 

CAGAATTGACAAACCTTAGCTAGATTAAGAAATGAAAAAAGACCCAAATATATAACATCA 

GAAATGAAAAAGGAGACATTACAGCTGATACCACAGAAATATAATGGATCATAAGAGACT 

ATTATGCANCATCTCTATGCCAACAAATTGGATAACCTAAAAATGTATAAATTCCTAGAC 

ACATAGAATCTAACATGAATCATGAAGAAATAGAAAATTGGAACTAACCAATAGCAAGTA 

AAGAGATTAAAACAGTAATAAAGTCCCCCATCAAAGGAAAGCCCAGCACCTGATGACTTC 

ACTGTCCTGCCCGGGCGGCCGCTCNAAAGGGCGANTTCCAGCACACTGGCGGGCCGTTAA 

CTAGTGGATNCCGAGCTCGGNACCAAGCTTGGC 

Sequence 6028 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGACAGGATCTCGGCTCACTGCAAGCTCT 

GCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCA 

CCCACCACCTCACCCAGCTMTTTTTGTATTTTCAGTAGAGACGGGGTTTCACCATGTTG 

GCCAGGCTACTCTCAAACTCCTGACCTCAGGTGATCTGCCCACCTCGGCTTCCCAAAGTG 

CTGGAATTACAGGCCTGAGCCACCCCACCCGGCCTATTTTCTTAAAGGGGAACAAATGAT 

CTTGACAACATATTATTCCATAAAACCAGTTTAGGGGCACANGCCAGTTCCTGATTAAGA 

ACACAGGACCTGTGGGAGGGACTATCAGAGATGCAAAAATTACTTCAAGATGAAGTTTAT 

TGGTTTCA TTTGT ATTGCAAMGTTAGMGTCATTTTACAAATTAAAAMACATTTTTTT 

CTTGGTAGTTTTTAAAAATTAGGGGATTGAAAAGGATCCANGATGGGCTTTGNGNGGGGG 

NCTCAAAATCTCA TTTAT TAATGAGCCCCCTGTGTATTTATATAAATTACAAGGNGATCA 

TTAAGGGGAAACATTTTGCATGGGTNAAAGCTTCATGAAANTCTTTTTAAAAAA 

Sequence 6029 

CCCTTAGC GTGG TCGCGGCCGAGGTACATGTGCTGAAGGCTTTCCCACATGCATCACACT 

TATACGGCTTTTCACCAGTGTGTATTTTTTGATGGTTAATGAGAtCAGAACGCCGACTAA 

AGCTTTTGCCACACTCATCACATGGATTTGGTTTCTTCCCAGTGTGGATTCTCTGGTGTA 

GGGTAAGAGCTGAGCACTGACTGAAAGCCTTCCTGCACCCGCGTACAGGTTCTTGGTCCC 

CAAAATGAGGCTTCCCATTCACTGCAAAGAGCAAGCCTGGTATATATGAAATTGCAAATA 

CATTTCTTCCAMTGATGMTGCTTMTCTCTCTCACAAATTCTTTGGTGTCMGTTTTA 

AAACACTGGATCCGACCATTTTCCCGGTCTGCCACACATAATTGGCCCAAAAG 

Sequence 6030 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATCTCTGGGATG 

CAGCTAAAGAAGTGTTAAGACAGAAATTAATAGCACTAAATGCCCACATCAAAAAGCTAG 

AAAGATCTCAAGTTAACAACATCACAACTAAAATAGAGAACCAAAAACAAACCCCAAAGC 

TAGCAGAATACAGGAAATAAGATCAGAGCAGAACTCAAGGAGACAGAGACACAAAAAATC 

TTTCAAAMTTAACAMTCCAGGAGCTGGTTTTTTGAAMAMTTAATAGACTGCTTACT 

AGACTAATAAAGAAGAAAAGAGAGAAGAATCCACACAATCAGAAATGATAAAGGGGATAT 

CACCACTGACCCCCAGAAATACAAGCCACCATCAGAGAATATTATAAACACCTCTCTGCC 

ATAAACTAGAAAATCTAGAAAAAGAGAATAAATTTCTGGAAACATACACCCTNCTAAGGC 

TGAACCTGGAAGAAATTGAATCCTTGAATAGACCAATAACGCTTCTGAAATTGAGGCAGT 
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AATAGTCTCCTTANNNNNANNNNNNNNNNNNNAAAGTNCCCNGGGNAATGATGAGAAGCC 
CCACCTCCGTGTGTCTNTTTNGTANAATGTCACAGACCCCCCCTGCTAGATGGGCTGGAT 
CATGGGGAAAGCC 
Sequence 6031 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 I I I I I I I NGGNNGTNGTNNATATNGA 

TAAMNCCTTNNTNNTTTNNTATATCTTTACATrTTTTTATTATGGAATGTTTTAAATAA 

MTTTTAGGGTATTAAATAAATTCTTAAAAAAAAATGTAATCCCAGCACTTTGGGAGGCT 

GAAGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAAC 

CCCATCTCTACTTAAAATACAAAAATTA 

Sequence 6032 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNN I I 1 1 I I I 1 1 1 NNNNNTNNNTTTCTGCT 

TCCTACTTTTCAGGTTTAMTrrATCTTTTTTCTTCTAAAAGTATGTTTTTATCTTCTAA 

TTCCCTATCTTCTCTATTCTTTCTTCGCCTTCCCGTACAACTAACGCAACCAAGTGTGCT 

AAMATGAGCTTG ATTAA ATCAACCACCTATTTTTGACATGGAAATGAAGCAGGGTTTCT 

TTTCTTCACTCAAATTTTGGCGAATCTGAAAATTAGATCCTAAGATGTGTCTTATTTTTA 

TAACATCTTTATTGAMTTCTATTTATAATACAAAATCTTGTTTTGAAAATAACCTAATT 

AATATATTAAAAATTCCAAATTCATGGCATGCTTAAATTTTAACTAAATTTTAA 

Sequence 6033 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 I I I I 1 1 1 I 1 1 I I 1 1 1 1 1 1 1 I I I I 1 1 ANT 

ANANACGGGGTTTCACCATGTTACCCAGGATGATCTCAGATCTCCTGACCTNGTNATCNT 

GCCCNCACCTTGGGGGCCCTTCCCNAAANAGNNGGNNTGNANAAATTTNNCAAAAANCTG 

TGGAGNCCNCA CCCC NGGTGGCNNTTCGGGGNCCCTTTTTTCTTTTTNTTTTTTAAGAGG 

GAMTNNTATANnTTTCANATTNTTAMGGTNTANGGGT 

TANAAAATTGNTC CNATGN TTTACATANGCACTTATAACANAATTCCATCCANNTNGGGG 
AAAAAAACCNTTN I I I I 1 1 CCAACCNCTTTGNNAAAANGG AACCAAAACNC I 1 1 1 1 1 1 It 
TNNTTGGAATATTAGGNGTGCCACTTGGNCNAACAAAAAAACAAGTCCAANAI 1 1 1 1 1 1 I 
CCGNAAAAACNTATTTNCCCNGCNAACCCANCAANCCAAGAAAAAAA I I I 1 1 1 1 1 1 1 1 1 1 
TTTT 

Sequence 6034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTAAGATATTTTAAAAATAAGAAAATGTAG 

TTTGTATATGTATGCATTCACATATATATATACATACTAATATGAAGGTTTTAACATAAA 

ATAGCAGTTAAAGACCCMTATAGGGTAAGTTTTAAGAGTTTTTCATGTCAGACCACTAG 

TTATGCTACCAAAAGAATAAGCACCATTCCTCCAGCACAGCAACAATAACAGCAGAAGTT 

CCCCACCCCCAAAAMGTATTATCTTCAAAATTTGTCCTAAAATAACAATTCTTTTAACT 

TTMGMTGGTTTCAATAGTTTGGTTGCMTMTTTTCCACAGCTATGAAGCAGAAAAAA 

AAATAtAAMGTTTATTCTTGGGTTTAGGACTTATTMGAAMTTTCCCCTCCCATTTCT 

ATCAAATTCACCTGATCAACCGCAGGGTGATGCTAATACTCATTTATATTCCATAGTATT 

TCCAAGAAAATATACATGTATGTATTCTTGGNGTCAGGGAACCAAGTCAGGGAAT 

Sequence 6035 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAGCAGTGGTAACAACGCAGACTACT 

TTACTTTAN 1 1 1 1 1 H i I 1 1 TTTTTTGGATAACTCAGTTTCANATAAACCATCTTGGTTA 

CTGNGCTTNATTTTGGGACCAAAATTTTATTNAGCTTMTATGGACACTGACACATTTTG 

GGGGGTNTACATTAGACATATCANAGCAGTGTATTTlvrrGGATCATTTTTTAAATGACCTC 

TTCTAAAACATAACTGTCACTTACCTGAAATGCTGNATCCTAAAATTCCAAAATTNTNTT 

GAGCAATCGCCAAGGCCTAAAGCCAACTGACTTAAAGGTAAATCATTTTAGCTNAAGATT 

AMTTTNAAMGGCTNAMGMTGTTATTAGAAGCTTAGTTTTTTTAAAAATAAAATN 
Sequence 6036 

CCCTTAGCGTGGTCGC GGCC GAGGTACTCCTGCTACTAGCCCGTCCCCCAGGGTCACCAT 
CTTTMTTCTTTTCCTTATTTTCTTCTGGAGAGGCACAAGGAAGMTTTTAAGGGGGTCN 
CANGGNATTCAGTCCATTGGCCCCCCTTNGTAAAATNTTAAAAANCNTGNCAAGGAATTC 
GGGAANGGGAAAACCANGGCNCCTTGNAGGAATTAATTGAAGGCTATTGGAAGGCCTCCN 
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AATATTATNTGGGGGGNGNTTNATAGGCCCCATTTTTGGTGATNTCMCCCTTTTTNAAA 
TT , 

Sequence 6037 

CCCTTAG CGTGGTCGCGGCCGAGGTAC < 1 I I 1 1 I I M I I I I I I I I I H 1 NTTTCTTTTTT 

n NTTCAGTNACCCTNATTACCTGTNTGNNANAAGAGCCTGMGACAGTTTTTGG 

TGTTGAGCCANACTTGACCAGGGAAGGCGGC 
Sequence 6038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCTACATGAAAAGGGATGGTTTCTTG 

GAGCTTCCACAAACTTAAMCCATGAMCATCTATTATTGTCTATTGNGTGTTTTTCTAG 

TTAAGTCCCAAGGTGTCAACCACAAATGAGGAGGGTTTCTTCAGTGNCCGTGGTNATCCG 

ACCCCTTGACAAAGAAGAGAGAAGAGGCTCCCAGNCTTGAGGCCTGCCCCACCGCCCATA 

NGTGGAGGGTGGCTATCGGGCTCGNCCAGCCAAAGCAGCTTGCCACTTAAAAGAAAGTNG 

AAAGAAAAGCC 

Sequence 6039 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTGAATATTCTTGGTTGGTGGATGTAAAAT 
ATGTMTCTCTGATTTATAGTTAACAATAAAAATAAAAATTTAGGGTGAGTGGAAAGCAG 
TGATTAAMTTAACAGTGTCCTTTGAAAACCTAATCACAGTTAAGTGATGGCATGGCAAT 
GMTTTAATCATATTAGGGAATAAAATACTAGATTTAGTGTATACCAATTAGATATATGT 

TAATTGAGCCCCTACAAAGCCTGAAAGCNTAACCAAAGTGGGGGCTATAACTAGTAATTT 
Sequence 6040 

CCCTTTCGAGCG GCCC GCCCGGGCAGGTAC I I < I 1 1 1 1 I I M I I I 1 1 1 II I M CTGTCCC 
CTCTTACTGTGTATTTTCAMTMCCTGTATCCAMCTTACTMTTCATTCTTCTGCTTG 
.ACCAGTTCTGCTATTGAGAGACTCTGATGCATTCTTTAGCATGTTAATTGCATCTTTCAG 
CTCTAGAATTTCTACTTCATTTTAAAATTATTTCMTCTCTGTTAAATTTGTCTMTA 
ACCCTGAATTCCTTCTCTGTGTTATCCTGAANATCACTGAGTTTCCTCAAGGCAGTTGTT 
TTGM TTCTCTG TGTGAMGTTTACATCTCTGTCATTCTGGGATTGATCACTGGTGCCTT 
ATTTAGi I M I IGTTGAGGGTTGGNTTTCCTGGATGGTCTTMTGCTTATGGATATTTGC 
TGATGTCTGGGCATNGAAAAATGGGGTGT 
Sequence 6041 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTn I NTTTGGCAGACTA 
ATAGGT AGTAM GTAATATCTCATTATTTTTCTGATTTCTAAGGAGAGGCAGCATATTTT 
CATGTC ATTTTC CAMTCTG AAAGTTTTCTTCTTTG AAMTTTTCCCTA I I I I I M M I I 
TTTACCATTTTTCTATTGANCCTTA7TTG7TTTTCCTGNGGATTTGA 
Sequence 6042 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGAMTMTCAMTTTGTTTATTTGCCATTG 

MCACTTTGGCATGGTTTTCTTTTTTCTGTTTITGGTMTCTCTTTCT^ 

CTTGGCAAGCT GTAGTCCACAGG GTGGCTGCCTGTTTTTGTGAACMAGTTTTGGTGTTT 

TGTTTTGTTTCC I I I I I I I 1 1 I I I I I I I 1 1 AATAAG ACAGGGTCTCGCTATGTTGCCCAG 

GCTGGTCTTGAACTGGTAGACTCAAGGGATCCTCTGCCTCAACCTCCTGCATACCTGGGA 

CCATAGGCACATGC TACTG TGCCTGGCTTCMTTTTTGTAMCAMGTTTTATTAGAACA 

CAGCCATGCTCATTCTTTTACCTATTGNCTGGGACTACTACAAAGGCAACTTGGGCCCCT 

CMGGCCCAMMTA TTACT ANTCTGGTCCTTTAAAAAAMGTTTTGNTGACCGGTTNTT 

CTATATAATTGAAGCCTTTTCTNTAGGCTTAATTCTTTAATTGGCACCCACCAACTTTTN 

GGCCCCTT 

Sequence 6043 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

MAGMTGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGATCTTGAAACCTCCAGACACAAGAAAACTTCTAGTAAATTCAGG 
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GGAAGTTTGTC TACAC TCAGGCTTGCAGTATTTTCAGCAAACTTGATTGGACAAACGGGC 

CTGTGCCTTATCTTTTGGTGGAGTGAAAAAATTTGAGCTAGTGAAGCCAAATCGTAACTT 

ACAAGCAAAGCAAGCATGCAGCATACCTGGCTCTTTGCTGATTGCAAATAGGCATTTTAA 

AAATGTGAAATTTGGAATCAGATGTCTNCATTACTTNCANGTTAAAAGNGGCATTATAGG 

TGTTTCCT 

Sequence 6044 

CCCTTTCG AGCG GCCGCCCGGGCAGGTAC I I I 1 1 1 1 1 1 1 I I I 1 1 I ) I I I GCAAAATAAAT 

ACTTTATTGTTT TMTA TATATATATTTTAGAMTCAGCCTTTGTGTGATATTTCAAGCA 

TTTAT AAAGCCCTTTTANAAAATTNTTTCAAANNAAACACTGGNTAACAAACTCAACCAC 

TTTTTGATTAAAAATATCACACACAAAGAAAACACCAATAGGAGTTTGAAAAAATTATAA 

ATGCTAGMGAAAMTTCTMTMCAlTTGGTGGTTACTTTACACATTTATTTAACACAT 

ATAAAACCCAAATGGGAAACCATTTTCC 1 1 I I I 1 1 1 CATAAAAACAAAGTTTTCACTGGG 

TTAAAAACCTGGAACCTAAAAATC 

Sequence 6045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCAGGGAACCGCTCAGATACCC1 

CCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCT 

TTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTC 

TTGAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATCTGAAGGA 

ACAAACTCCAGACACAACATCTTTAACAGCTGCAACACACACTGTGGAAGGTCCACGGCT 

TCATTCTTGAAGCCAGCGAGGACCACGAACCCTTCTGGA 

Sequence 6046 

CCCTTTC GAGCGGCCGCCC GGGCAGGNAC I 1 1 I I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 I I 1 1 I I I I I 
TTAAATNN 1 1 I I 1 1 1 1 1 1 1 1 INTNTNTTTNNNTNTTNTNNNNTNTNNNNNNNNNNNNNNA 
AAAMAAAMNTTTTTTCCCCCCNAAMAAAANTNTNCNNANAAAMTTTTTCCNCTTTT 
7TAAAAAAAA 
Sequence 6047 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 I ) 1 1 1 AAA 

MNTGMTGTGNAAAANTGGGTTTATTTATATGAGCCCTTACTTCTTTTTTTAAATACAA 

ACATTTAMTAATAMTTTCCCTTTATGCACCATTTCACTGCATNCAATACATTTTCGNG 

TGTTGGGCCCTCATTCTACATMTCTTAMGTATTTTCTMTTGACTTTGGAGTTTCTTC 

CTTGNCCCATTATTTATrrAAMNTGNGCTGTTTCCTTCTGTTATTTGNAAGGTTCTGGA 

TTACCCGCGTACCTGCCCGGGCNG 

Sequence 6048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGTAGCTACACTACACCATTCTAGGG1 

CATTGCTGCCACTACACGTGGCTTCATAGAGCCTGGGATACTGCCAATTTTTATCATCTC 

AGAGTCCAGAGTCACCACTGCATGGTGCCTTATCCCCCCAGGATCTAAGTTGTCTCTGAG 

CCCTGTTGGGTCTGGTTCCCAAACTGATGCCTACCCTGCTCCCTAGGTCCAAACTTTCAG 

AGCATTTCTAGGGCAGAAGTGCTCTGAAGGTTTGCACCTGGGGAGCAGGGTAGACTAGAA 

CAGAGTCTCAGCTACAACCAAATTCCCTTGGTCTGAACTGCGAGGGGTGCCTCAAAAGTC 

ATGGGTGCTGCTTCTGTGGGCAATCTATATCCAACACTGTCACAGAGAGTGGATCTGCAC 

CTTANGACCCATATGCCACAAGTAGGTTCATGAGGACCTGAGCCTANGACCTCACTTTAC 

AAGCTGCTCTGAATAACTGCACCCTGGAACCCANCACTAAGTGTGGCTACTTGCANGTCA 

TGTCAGACTGACACAAAAGAAGGATCTNCATGGCTTAANTTTCCCCATTGGTGGGGGAAA 

ATGA 

Sequence 6049 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCAATATTTATGCACAATTTGNTAGTTTAGNAG 

TAGACAGACNGGNAGAGGCTTACTGGGAACATGAAAACGTCGGCTTGGATTAANGCCACA 

NCTATTTNTANGATNNTCAATGAANATNCNATTGATAAAATNNTNNAATTNTAGNGNAGG 

GTAATGGTGGANTTN^n■AGGNNNGNCTNTCNATTNGNANCNNNAANCTGTGGCNGCTTNA 

TGNAACCATGANTGTAANNTTGNANTTCNGTCTGAAAANCATAACGAGACCTNTTTTTTG 

ACACATATGTGAAAAG I I 1 1 I 
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Sequence 6050 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II 1 I 1 1 I I I < I I I 1 1 I I I I M 11 1 I AAAGTTC 

CTCTTGTGGATAACGCGTGGCCTTTCAGGCTGAGAACTATGAAACAGGCAGGCTACTAGT 

TAGGATTAATAAAAAAATACCTTGATCTGCTGTCTTCGTAGCATGGCAAATTCTCTCATG 

TCTCGGAATGGCTGTAGTAAATACTGATAGAGTTCGGTTGTAGCTTCTGCAAGGCTGCTG 

TAGGCTTCATCCTCCAACTGATACAAGTCCAGAAGCTCCACCATGCTCTCTGTATTCTTG 

NGCTTATCCAANAG 

Sequence 6051 

CCCTTAGCGTGGTCGCGGCCGACGTACGCGGGGAGTGTAGCCGGCCGCTGNNAGNGCGCG 

TGGCTGNCGGAGNTAAAATGTTNNTTAANCTCTTTCMCTCCTNTNGCTTNTTACGTTTA 

ACGAGAMCGACAATCACTGTTTTATATTGATTAMGTCCAGTTACACTTTGGCAATGGC 

TGCCATCCGGAAGAAACTGGTGATTGTTGGTGATGGAGCCTGTGGAAAGA 

.Sequence 6052 

C CCTTTCGAGCGG CCGCCCGGGCAGGTAC I I 1 1 1 1 I I I I I I I I I I I I I I I NGCTCTTTTT 

G 1 1 1 1 I I 1 1 1 1 I I I AATGAACTGCTTGGACTGACAAAATCTAGCCTGGCCAACATGGCAA 

AACCCCATNTTTACTAAAAATACAAAAATTAGCTGGGCGTGGTANCATGCCCCTGTAATC 

CCMCTACTTGGGANACTGAGGCATGAAAATCNTTTGAACCCGGNAGGTGGAGGTTACAG 

TNAGCCNAAATCGTNCCACTGCCCACCANCCTGGGCAACTGATTGAGGCACCNTNTCAAA 

AMCAAACMATTAAAAAAACAAMTTANMTATTTATCAAATCCTTTACTTACCAATNA 

MMCTTTTTCCAAAAATGTTGGGNAMTCATMTATTCATTATTATAACCCACATTTAA 

AGTAMTAAATTCAAAANCCCATAATATTMTAMTTTCATMCCCTTTAAAAACATATA 

ATACTCNCT NTAA AATTTCCAAAAAATTNNNNTACAAACCCCANCCCAAATNAAAAATNC 

TTCCCAACATTTTAMCTAMAATTTAAmCCAAAAAATTTATTAM 

AAAMTTACCTTTCCCNCNTTTT^ 

TNTN AACC A AAA ATTCTAAAA AC NTTT AAAAAAAA 

Sequence 6053 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMTTTAATTACATCATCTTACTGAACACTACT 

GACTTTACT GMTCTA TTCCTTGATTTGATGTTACCTTTCATACAAATCACAGTAGAAAA 

ACGTATGMTTTTTTTCAATACAGCCMGATGCTGGCTTCTCACCTGTGMTATAGTTTT 

CACGATTGGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCTGAMCACMTGGCATGTTTTAAMATTGATTCAAAMMCTTGACACCTGTCA 

TGTAGGCCACAAAATAGTAGCCGAACTATACTAAGTGGTATAGCCCACTGTGGAGTGTGG 

GTCTTTTTAC TCTTC CAAATAGCCCMGTTGGCAAAGGTTACTTAAAAACCTGCCCCCCA 

AAMGCTMCTTTTTGGTAGATTTTTTAAAMGGCATTANGAGACTTACCAACAAGTCAG 

TAGNTGATCAGAAACACGACTTGACCCTTGACCGGGAA 

Sequence 6054 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACATGAAGAGTGTGAAGCATAGATCC 

AACAAAGACAATCTGAGAGAGGCCTTCAGAATTGCAGAACAAGAATTAAAAATCCCCAGA 

TTGCTGGAACCAGAAGATGTGGATGTTGTTGATCCTGATGAAAAGTCCATCATGACCTAT 

GTGGCACAGTTTCTGCAGTATTCCAAAGATGCCCCTGGGACTGGAGAGGAGGCTCAGGGA 

AAGGTGAAAGATGCTATGGGCTGGTTAACTCTGCAAAAGGAAAAACTACAGAAGTTGCTA 

MGGATTCAGAGMTGATACCTACTTTAAAAAGTATAATAGCCTGCTGTCCTTTATGGAG 

TCATTCAATGMGAAAAMAGTCCTTTTTGGATGTCCTGTCAATAAAACGGGATCTGGAT 

GAGCTGGACAAGGATCATTTACAGTTGAAAAGAAGCCTGGGATGGCCTCGATCACCAGAT 

TAATGCATGGA 

Sequence 6055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCGTGCTCCCAACGTCGCCCCGGTT 

TGACGCACACGGCACCAMCTGTTTGATTTMTTTTGGATGAGATCGTTCTTGCAGCAAG 

ATGTTAATAAAGACAAAATNTTNNACTAAAATGGTGTTAAAATGGGGCTTGCCAACAATA 

TGGATGATTTGAAGATAAACACCCGATATTACTGGTGCTAAAGAAGAACTCCTAGATGAC 

AACMTTTTATCTCAGACAAAGAGGGCCGGAGTTCATAAGCCAAAAGATTGTCAAACATC 
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ATTTCAGAAAAATAATACGTTGACTCTTGCCTGAAGAACTGTCAAAGGACAAATCTGAAA 

ACGCCTTAAGTGGAGGCCAGTCTAGTCTATTTTAT 

Sequence 6056 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I I I 1 1 1 1 I 1 1 I I I I I I 1 1 I I I I CTGA 

CAGTCTCACTCTGTTGCCCANACTGGAATACAGTGGTGCGATCTCGGTCACTGCAACCTC 

CAACTCCCTGGTTCAAGTGATTCTCCTGTCTCAGCCGCCCAAGTAACAGGGATTACAGGC 

ACGCACCACCACGCCCAGCTMTTTTTGTATTTTTAGTANAGACAGGGTTTCACCATGTT 

GGCCAGGATGGTCTCAATTTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCAAAGTGCT 

GGGATTACAGGTGTGAGCCACTGCGTNCAACCTGGNGAAAATTACTTTTATGCATTCATT 

TCATATTTCT TAAA CTAGCAAAACTTGTAAATGCACAGTTTTTATCTACCCTGAGAAACA 

AAMTTTACCTTTTGGCATACATGAAAAGACCGAAGCTGCAAGGATAACTNTCAAGTAAA 

CATTGGTGGCTTNATTCCAGGCTTNGTGAACAGTNTAATCAATAGAACCATTGGNACCCA 

TACTNCATAACCCCCACCATGGGGGCTGTAAAAAAAAAAAAAAAACAGGGTTCTT7TAAT 

TAATGATGGNAACCCTNTNTNGAAAAAGGGTGGCAAACATTTTGGCTACTGGGCNAATCA 

NNCCCCCCCCTGTTTGGGGGCCGGCCCTTAGCCAAAAAGGGGATTAACTTTCTNAAGGGG 

NCATTTTAMNNGGGCAGTTGGCCCTTTCATTTGAAGGGTTTGGATCCATNATTAACCAA 

TTGGGMGGGAAATTTGGGGAAMANCMTTTTTAAAAMCCTTTTCCCCCTTTT 

Sequence 6057 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTTNTCTTCACATTCACTT 

ACTCCTTAGCAAAGA7TGCTCTTGAATGGGAGAGGTTGCGGAAAGAGCCAAAGCCAATTT 

GGAGAAGTGAGAAACTTACAGGTTTGAGGAATGGTGAAAGTCAGCGAAGGATCTAGCCTN 

CTTAGATGATGAACANGCAAAGTCAGAGAAAGGAACCACAGGTGAGAGAATTGGCATATG 

CCCCTAATAAAAATCACACAACTTCAAGACACACACACAGACACACAAATATTNATGCGT 

TATACCCATTCAAGTA ACTGGAT ATTTAATTCATTCTATGCAATGAACAGTCAAAATGCT 

TGGAAAGGCCCCATAGTTTTTTGGCCCTTTTGGAAAGCAACATATGTCTTTTTCTTGCAG 

GAATGTCTGAGTTGCACAAGTCAAAGATCCGTGCTGNTCAATNGGTCCTTTTTCTCANCT 

CTTNCAAGTTAACTGGTTACTTGACCACCACTTAANTTNAACCTTTACAGANGTGACCAA 

GCCCAGGCCAGAAATNNAAAATGGGATTTNGNNTGCACCTTCANGAAAAGTTATTTATGG 

T GTGCT TCCAAAGANTCACTTACCTAAAAATNGGTTCTTCAATTGGTAATTNGGGACAAA 
ATTTTTAAAT 

Sequence 6058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTAATTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCG CCTCGG CCTCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCCATCAAAATGCTTTTTATTTCTGCATATGTTGMTCTTTTTACAATTTAAAAAA 

ATGATCTGTTTTGAAGGCAAAMTTGCAAATCTTGAAGTTAAGAAGGCAAAAAATG 
Sequence 6059 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCACATTCTTTTTTTAMTTTATTTTNTTAGA 

GATGGCCTCTTGCTGTGCTNCCCANGCTGAAGTGCGGCGGTGCAATCACAGNTNACTGNA 

GTCTCAAACTCCTGGGGTTAGGGAATCCTNCCACCTTAGCCTCCTGAGACTGTATCTTTC 

TTATAGACNGCATTCATTGAAAATAGTTCTATAAAAGTTTATAACCAACNTAATTACAAA 

GAGTTTTAAAGACTNCTACTGAAAAATCACACCTNCCTAATCCAGTAGGGI 1 1 I 1 1 1 I I I 

TTCAGATGAAGAAATGCATNGCTTTTGGAGGATCATAACCCAA I I I 1 1 1 1 1 

Sequence 6060 

CCCTTTCGAGCGGCCGCCNGGCNNGNACNNCGCCGCAAAAGCTAAGATGTTGAGGMGAG 

GANCAGACACCCCGACATGCAATGGTGACACTTAATTNGGTGGAATAATCTCCGTTTGGT 
TTCAATTG 

Sequence 6061 

CGGCCC GCCA GTGT GATGG GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACTMTTTTGCAAATTTTCTGTTTGAAGTTATTTCAAGTAAAATGTTATTCAAAGTGA 
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TCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATTGATGTTAATAAGTTATGCGGTCA 

TGCCATCTATACTAGCTTT TCTGGTTTTCTGACC TTAGCCTCTTTTTTGAATTATTAGTG 

CTTATAA AGAG CTCAAGACI 1 1 1 1 1 I I I CTTTTTCTTTACATTTTACTTCTAACTGCATT 

GATGGTCTTTTCTATTGATTATTGGTTCAMATTAAATGTCTTTTTTTCTATGAATAAAG 

TTAAAAGTTCCCAGGCCTCATTTCAGATCAGAGCATTTTATGGGCATTGTTATAATTGGT 

AACTCTCCTTGCTTTCTATCTTGNTCTGAANAAAACTC 

Sequence 6062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCC TCAGC CTCCCAAGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTMTTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCGC CTCGG CCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGC 

GCCCAGCCATCAAMTGCTTTTTATTTCTGCATATGTTGMTACTTTTTACAATTTAAAA 

AAATGATCTGTTTTGAAGGCAAAATTGCAAATCTTTGAAATTAAGAAGGCAAAAATGTAA 

AGGAGTCAAAA CTATA AATCAAGTATTTGGGAAAGTGAAGACTGGAAGCTAATTTGCATT 

AMTTCACAMCTTTTATCTCTTTCTGGATATACATTNTTTTTCTTTA 

Sequence 6063 

cccttagcgtggtcgcggcccgaggta c 1 1 1 1 1 i i i 1 1 1 1 i i i i 1 1 i i i i 1 1 ncaattga 

catcttagctccaamttaaaagagcntattttaatgggagctggtttaaaacaatttga 

c ataa gttagatmcagtttggcamtgtgtctgtgctcagttttgcttccamtttgga 

cttttagacttatngtcagcctcagaaagaaataagaagctgtgcanataattaaacatt 
tgccttggggg 

Sequence 6064 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 I I 1 1 1 I I I I I GGGTCTGT 

TCCTCTATTGGGGGGGCCACAGTAGGGTGTTTTTTCAGGATGGGGGGAAGAAGGMGGAG 
TTTTTGT 

Sequence 6065 

CGC CAGTGTGATGGGATATC TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TTTNI I I II 1 1 INI 1 1 1 I I I I I AGACNATTNCTNNTTTTN 1 1 1 I I I 1 1 1 I I I 1 1 I ATACT 
TCAAAAGCAATTTTCCTTTATTAAAANAATGCTTATAAA 
Sequence 6066 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTTACTCAGCTCA 
GGCTGCTAGAACAAAGCACCCTACACTGGGTGGCTTATAAAGAACAGAAATTCATGTCTC 
ACAGTTCTGGAGGCTGGAAGTCTGAGATCAGGTA C I I 1 1 I I I I 1 1 1 I I I I I I I I I I GCCG 
ACAATTCTTCAATGTGTCTCAACTTTCTGACTTATTACAAAC AI 1 1 1 1 I I ICTTTAAACA 
CCAGTTAGTTTA7TTCAGGACAAGAATTTACCATATAACACTCTTTTTACATAAATTCTG 
TCTCCCCCCACI I 1 1 1 1 1 1 1 1 1 1 GAAGATAACCATTCC 1 1 1 1 I 1 1 1 1 1 
Sequence 6067 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACGAGTCCTGACAGGCCTGGACCTCCTACC 

AGANCGCTTGTCAAAGGCCCAGTTACATCTCATGGCTTTAGTGTCAAATGGGGTATGTTT 

TGCTGCTNCTTGCTTACTGG I I I 1 1 1 I I I 1 1 1 1 1 1 I I I CCTTTGAGATAGAATTTTTAAA 

AMTGATTCATTTTAGTAGTGACAAGCCAAAAAAATTGTGGATGGTATTTGCNGAAGTTT 

TCTGCATTCGGAATATATGTGTGAGAAACATCCTGAGAATTCTACAAATTGGAATGGACA 

ATTTCATTAAAATGTAATCGTAATGGACAATTAAA7TT7TAGNGGAAATT 

Sequence 6068 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGGGTGAGTTATTTATTAGTTGGGTTTTTT 

TGCMTCAGMTTAMTTGTCATCAGTTTAATATGATCATTTATAAAATGTCGTTTACAA 

GCCTCATGGTAACCTCAAATCAAAAGACCTACAGTAGACATACAAAAAATAAAAAGCATG 

AAATTAAAACACACCATAAGAGAAAAATCACCTTTATACAAATGAAGATAAAGGAAGAAA 

GAAGGGCGATAACACCAAAAAAGTCAGAAAACAAATAACAAAATGTCAGTAAAGTCCTCA 
CATATCAA 

Sequence 6069 
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CCCTTGAGCGGCCGCCCGGGCAGGTACATACAAACAATGAAAACAAATCACATCCTTAGG 

TTCCATGATTACCGAGATGATTTCCCCTGCCCTMGTGCTTTATTATATTTCTTAAAAAA 

TATAGGAGCAGCAGCTTATCACAAGTCTCCACAAGTGCATTAATGATGGAATCAAAACAA 

CACAACAGATTCATAAGGATGA GAGA ACTGCAGAACAACCAGAAGTCAGTTTTATGCTTC 

TTCTTGTTCTGGATAATTCAG MTTT TGCGGTGTGCCTGTCGTAAATATTGCTGCTGTTT 

GMGTAAACTTTAAATGCTCCT7TTATGGCAACAAACGCAATTCCACCCAAGATTGTCCT 

TTGTAMTTAGAAGTTAACACTACTGAACATCAATTTACCAACTATTGTAGCAATAGTAG 

GAAAGACAAGGGCTCCACACAAGATTCGAGTAGCGGAGACATGATCTGCTAAAGGATTGG 

CCTCAGCTGGMTTCGAGGMCAGGACMCCTATCCCTGGAMTATACTATTTAAAATTT 

GGTAGTTTAT 

Sequence 6070 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTAGCACTGATATCTCAGGTGAGTGTTCCG 
AAAAT AATGTCTAAGGMCCACAGG CTACTTGTTTTTGCTTATGAGTCAAGGCTTCATTC 
AGAAC1 1 I I I I 1 1 II I I I I r ilTTTTTGGAMTGTAAAATATTTTTATAGTTTGTTCATA 
CT ATATGA GGTTCTATTTTAMTGACTTTCTGGAT 

TCATTTTTGTMTATTTATTTTATGCTTATGATCTAGATAATTACAGAATATCATTT^ 

CTGACTC 

Sequence 6071 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I 1 1 1 I M I I I I M I I I I I I I I I GI I I I I I I I 

m i i i i i i i I I I I M I 1 1 I I I 1 1 I I 1 1 GCCGATGCTACTATTTTATTGCAGGAGGNGGGG 

GTGTNTGCNCCGCACNCCGGGGCTTTNAAAAACAANAAGGAAGGNGGGAGGGCANAGCCC 

CTTGNTGANCAANAAANGCCGCCTGCTGCCTTNTTTGTCTGTCTCCTGGNGCAGGCNCAT 

GGGGANACCCCGCGTACCTATNAAGCCTTTTTTTATTNTTCATGAATAACTNAAAATCAT 

GCCTCATTTTATT 

Sequence 6072 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGT CATT GTA TGACT ACTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTTTTCACATrTTAAAAAATGCTTCCTGAGACTTCTTTAAGCTCCTCTAACTTCTTCA 

G TGCATT TGGGATCMACTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTGC 

AAI I 1 1 I CAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGA 

Sequence 6073 

GATATCTGCAGAATTC GCCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I 1 1 I < M I I 
II I II Mil I UN I HA l I MM II I II M H I I NI M MMH I M I IM I II I II M 
min imi GGGGGNANNNNTTTTNAMNTTTTTTTNNNACNGTNCNAGGGNNAAAAAAT 
mil NGAAAA AAAAA AN M M M M I CTNTG GNCCCCAAAAAAAAAAAAATNNANTTTT 
CNGGGGGNTNl I I I I NANNNGNNTTTTTTTNNNAMMNAANNAATTTTTTTNTACNNCC 
CNNTT AAAAM ACCCNCAANTTTNTTTAAAAAAAAAAAAAAGGGGGCCNAATTGGGTNCT 
CCCCCl MM iNAAAAANMTTTTNNTTCCCCCAAGNGGTTCCNNNGANGGGGGNGGNNA 
AMNNTTTNNAANCCCCNGGNTTNTTTAMNTGAAANGGNTTAAAAMGGTTTTTGGGCC 
CCCCAA MATTTT TAANNCCCCTTTNAAAAANCNNTCCCAAAG ll l llll l NNGCANTTA 
MAAANATTTTTTCTTCCCCMNMAMCCNCGNNNGGGGGTTTNGGGGGNCCNTNAAGG 
GGGAGACCC CNCNAC NCCCTTTTTTAAANGGGGNNNNCCCCCCCNCAAAGGGGGGGGNGG 
GGATANAAAATTTTTTAAACCCTTTTTNGGNNAAAAAAAAAAAAAAANGGGGNNAAAAAA 
AAA 

Sequence 6074 

CCCTTTCGAGC GGCCGCCC GGGCAGGTACAGGGATTACAGGCGTGATCCACGATACCAGG 

TCTAACCTCTCATTTTATTTTAAMGAATAATGCTATTTCAAATCCTATTGCTCTAAAAA 

TAMCTTAGTTTCACMGAACACTANCATTATCMCCAATTCCTGGATTTTCTTTGAGCA 

GCTCTAGAATTMTGTTAATACCAATTTTTCTTCTCTGTTATTTACTGTCATGTGGTATC 

CCAAAATTATTAACAAGTGMGCAACTATTATTMTTTTAAAAAGATTAGGGTTTTCGAC 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

548/599 



CTTMTGTTTTCMACCTTTATAATTGGACACATCTGATTAAAGCTAAAAAAAAAAAAAC 

TTTATTAATCTAGTAGAATGGTTCATT 

Sequence 6075 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAAAGA AACTACAG TTGACCCTTGAACAACACAGATTTGAACTGCGCTGGT 

CCACTTATATGTGG A I I I I I I I ICTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAAMTCTGCATATACTMGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCCGAATTCCCCGAGCATGCTGAGGGGATGACTGTATATGTGAATAAGACTTAAAT 

TAT ATTTC CAAACTTGGGATGGMTCAAACATTTTAGTAACAATTCTGTTGATTACACTT 

CTATTTTTMTCTTGTAGGACTGTATTTATTTTTTATTTTTGGGGT^ 

GTGTATGNGTGGTNGGNTCGGGAMCMTTATAAMGATTTGNGAATTATTTNGGGATGT 

ATGCCTNTTCCCAAATACTCCNNTTTCCCTTCTTT 

Sequence 6076 

CCCT TAGC GTGGTCGCGGCCGAGGTAC I II I I I I I I I I I I I) I I I 1 1 I I I I CCCTGAAGG 

MGGTTTTCAACTTGMTGTATGGTGACMGTTTTTNTTGTTGTGGCAACCTACNATCTT 

T TMTA CTTNTANGGNATTCCNNGCCATTTTNAMGGGNTGTNTTGTTANAMCTATTNT 

GTTTTAAAAAAAAMTAMTTCGTTTAANGTTNTTTATGGGGTTAAAAGGGAAGAAAATN 

CA MTTTN CATTTCTTT ACATA AAAAAAAGAAACCGNGCAAGGAGGGGGACTCAGGNAAA 

AAAATTTTNCAMCCMTTTTANCAACNTTGAAANAGCCCAAGGGAANATTTCAT 

Sequence 6077 

CAGAATT CGCC CTTTCNAGCGGNCGCCCGGGCAGGTACTGGATTTATGCAAATGTCTTTT 

CTGCGTCTTTTGAGATGAGTATCAGG I I I I I I I II I I I CCTTTTATCATCTGATGATGAA 

CTTANTGTTTCCATTTGTATTMTGGGANTACTMGTCCCTCTTGTGATTTCTGAACCAA 

GCTATTCCTAAGGCCTGAGTTTTATTTTGTTGACACAGAAAATNAATTAGAAGGCCAAGC 

CGTGGTGGCATGTGCCTGTAGTCCTAAGTTGCTGAGGTAAGAAGGATTGGCTTGAGCCCC 

AGGMTTCGAAGGCTTGCAGCCAAGCTTTTGATTGCGCCACTTGCACTTCMCCCTTTGG 

CGACAGACTAAAGACGCTTGTCTCAAAAAAAAAACCAAANANCGACCAAAAAAAMCAAN 

ACCAGGAAAAAATAAACCTAAGGCAATGACNAGTCCCTGGCAAATGCTGGGAAGGGAAGG 

CACCANTGGGTCAGGGAAAGGTACCNTGAAACANGGGCTTGTAAAACAAAATAANAATTG 

GGGAGGGCCAAGGNTGGGTGGATCCACGAAGGTNAGGAGTTCGANACCNNCCTGGCCCAA 

CAAAAGTGAAACCCCCGTTTTTTNTTAAAANTCCCAAAAAA . 

Sequence 6078 

C CCTTA GCGTGGTCGCGGCCGAGGTACAATACAGTGTTCMTAGTTTTTATTGCAGTGAT 

GTTTTTCCAATMTTTAAGTMTTCTCTTTCTAGTATMTACAGTTTTCATAAATAATGT 

TTACTTGCTTTCT7TACATTTTCAMTMAATTAAAATGCTCGAGCACTTCCTTTCAGAA 

AGTTATA AMTTA AAMTMTTATTTTAAATGCTCATTCAAATGTGTCTGTATACTTGCT 

ATGCCCCTTTTTCTATMTTCCAMCTGAGACTGATTT^ 

TMTTTTAMTCTAGMTCMGTGAAACAGATATGTTAAATACTGAGTCTAGTTTTCTTC 

CATCTTATGGAGCTTCATGGAATAAGAAACTAATCTAGTGCAAATGAAGATTAAATATTT 

CTGGGTGATGGAGAGATAGTCAACAAATTTATTTATCCATCCTCTGCACATCAGTCCACT 

GGGGCANGAGTTCTACCATTAAAAATGTAATG 

Sequence 6079 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC 1 1 1 1 1 U 11 I H I II 11 1 1 I I 1 ) I I I ANTTT 

I 1 1 II I I I 1 1 I 1 I I I I I I M I I I 1 I I M I I 1 M II I I NNNNCCCAACCNANANAATNTTT 

TTTTT NAAAAAAMCAMNCAGGTMMAAAAAAAMNTTTCCTTTTTCCTNTNGGCNCT 

TTTTTGTMNNTAANGNNTGNNCNNMNCCCNNNGGGNCCNGTNMTNTTTTTTTGTTTG 

MANAAMNAGGANNGNTTTGNTTTTTTTCCAMNNCAAAMTTm 

AAA 

Sequence 6080 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGTCCCTCTGAAAATTGTCAGTGTTCCTTCAG 
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TTCTCTTTGGGTCAACTTCAGTCTAAGAATAGGTCTTATGCCAGTCAAGCTGTACGCGGG 

CAACAACAGCCAGCGGCTCCTCAATGTCATCGACATGGCCATCTTCGACTTCTTGATAGG 

GAATATGGACCGGCACCATTATGANATGNTCACCAAGTTCGGGGATGANGGGTNCCTTAT 

TCACCTTGACAACGCCAGAGGGTTCNGACGACACTCCCATGATGAAATCTCCATCCTCTN 

GCCTCTCTCCCANTGCTGCATGATAAAAAAGAAAACACTTTTGCA 

Sequence 6081 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGAGCTTATTACTAGAAGTTGATGCAACATC 

TAAGTATTCTGTTGCTATTTCTACCAGCGAAGTGGCCTGACCATAAGCTACATTTGAAAG 

AAGATCCAMTTTMTTAGCGTGAATMTTTTGAAGATTGCAGTTTGTGTCCCAGTGTTC 

CCATTGAACATGGATTTCGTAGACAACAGTCTAAGTCAAATAATGTTGAAGAGACTGAAA 

TACATTGGAAACTGATTCCAATTACAGGAGGGAATGCAAGAAGCCCAGAAGACCAGCTGG 

GGAAACATGGTGAGAAACAAACACCAGGTGAGAAGGCTTGCTTTGCTTTTCTTCCCAAGT 

GT GCCCTTCT TCAGAGTTGCTACTTGCATTTCTGATACTCCATCAATAGGGCATTGACTT 

AAA 1 1 1 1 1 1 lAATTACAGAAAATTTGGACAGTAGCATATTTATTTATA 

Sequence 6082 

TGTGATGGGATATCTGGAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAGCTC 

CACAAACGTGGCCATGGTTGGTGCGGAAATGATTCTGAGTGAGCAGGTANAAGTCTCACG 

TCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAA 

TGAAGCCCGTGGACCTTCACAGTGTGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTT 

TGTTCCTTCAAGATGTGTCTGGAGTTTCTCCCTTCTGGTGGGTTTGTGGTGTCNCTTGAC 
TTC 

Sequence 6083 

CCCTTA GCGT GGTCGCGG CCCGA GGTACTCAAGTAACAGAGTTGAACCTTCCTTTTGACA 

GAGCCGTTTTGAAACAGTCTTTTTGTAGAATCTGGMGTAGATTTTGGATACCTTTGAGG 

ATTTCTTTGGAAACGGGATATCTTCATATAAAATCTAGACAGAAGCATTCTCAGAAACTT 

CTTTGTGCTGTATGTCCTCCCGCGTACTATCACAGAAGACAAGAGGAGCTCAAGAGATTG 

GAAG AAAAT GATGATGATGCCTATTTAAACTCACCATGGGCGGATAACACTGCTTTGAAA 

AGACATTTTCATGGGAGTGAAAGACATAAAGTGGAGACCAAGATGAAGTTCACCAGCTGA 

TGACACNTNCCAAAGAGATTAGCTCACCTTTCTCCTANGCAATTATAATTTAAAAAA 

Sequence 6084 

ccctttcgagcggcccgcccgggcaggtac 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i i 1 1 i ia acagca 

tagcaaggagtntttActaggatggaggcaggggatgcgaggcaggtccanagcaagtan 

aatgggccaagaccatgccatggcacgccaccctgcgcgacaagagcaaaactgtcaaaa 

aamaaaamamgaaaatgagttttaaagtgatggcagtaagcttatttganaggataa 

accctnttccaacttgtggagataccccaaagcagttgatgtggaaagtccttggcgtcn 

ccctcctcctnttgganaatatttgtccaatntttntccccgaggntgacaacaacncca 

aaccccanatactccggactcgtcctnaccccccgcccaggagcagcgagaccgaggtgg 

cggcgganatccagggcaggaaaag 

Sequence 6085 

CCCTTAGCGT GGTC GCGGCCCGAGGTAC 1 1 1 1 1 I I I 1 1 1 1 I I 1 1 1 I I I I GAAAGGTGATG 

ATGCAGAGGATTTTATTAGGCAGTGGAAGTAGCTCTCAGCAGAAGGGGAGCTGAAAGGGG 

GGTGCAAGAAGAAGGTGATCTTTCCTTGAAGCCTGGTCGTCTCCATCTGGGCTCCTCTCC 

AAAGTTGTGCCGTCTGAAGTTAAGTCACATCTATCCATAGTCTCAGATGCCCAGTTGCTT 

CTTCACCTCTTGATATTCAGCTGCTTGTGTTGCTCTGCCAGCTGAAGTCTGTTGTGGGGC 

ACAGAATAGGGGCAGACTTATGATGTGATTCAGGTTACAGAACTTGAGGTCAGAGGATTC 

TCCTGAATGATGTAGAGGCTCCCAATCAAATCACAGGAGTCCTTAGAATGGAGAATCTTT 

TTGGCTGCTTCTCTGTGCCACCTAAATCAGAGTAGCTTCATTTT 

Sequence 6086 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC TTN N I I I I I I I I I I 1 1 I I I I I 1 1 1 I 1 1 1 1 1 I I 

" 1 1 1 m 1 1 1 1 1 I 1 1 1 I INI I I I I I I 1 1 I NTTNNNTAANANTNNANAAANATTNCAC 
N 1 1 1 1 I NANNGTTGATNNTTGAAAANAANGAAAAAAAANGNTTAANTGGNNTTNAAAAAC 
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TTTTAAAACTTTTAAACA I 1 1 I I I A 
Sequence 6087 

GAATCTNACTTCTTNCCACCACCCNCACTGNTACCACTCTAGNCNAACNAGTAACATCTA 

TCCATGAACTATTCTAATNGNCTTGGGAATTACTCATCTTACCTCAGCTNTTGCCCNTCT 

ACACAGGAGCTAGTGATTATTCTAAAATATAAGTACTCATTATGTTATTCTCTACTCAAA 

ACMTCTTACTTCCTATCTCTGACAGAATGAAATTCACTCTTTAACATAACTTACAACAC 
CCTATT 

Sequence 6088 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGCAGTAGCAGTTCATACATATCTGATATG 

CTTTCACACCAGGATTCAGTAMCMCMTAMTATAATTTCCCCTCTTCAAAACAAAAA 

ATGGATTTATACGGAMMGGGTTMTTTACTTGGGGTTTATCAGCACACCATTTTTMT 

GTGCTTTGAAA GAATTAAAAACCATGAAACTGTATTCACTGAATACCGGTCCATAGTTAT 

All 1 1 1 ICTTTTAACGTGGCTTMATACATACATCATGTCTTTCTATTAAAATCCTTAAA 

TCTATGGGGATGTGTGGTAGATAAGACTATATTAAAMTTTTTCCTCATTAACAATTTCA 

TTAAATTAAAAAAAAATCTGACATTTCCCTTAAATG 

Sequence 6089 

CGCCAGTGTGATGGGATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

M l l l l I 1 1 I I G I I I I I I I i i I f I AATTTTGAACAACTG AAGAATACTAAATCAGAGAGT 

AGCTGAAGCCTCTGCCCCGGTGACCATTGGCAAGCCAGGGACAGGCCTTGAACAACTCTT 

TTCCCTGTTAGATGTAAAGTTAAGACTMGTGCTTAGTAGCTCTGAATAMTACTTTTCT 

CTGTCAGTAAAGTGTCTGCATTAATAATAAATATTAATTATATGGGACAGTTTTGACAGG 

TGGMCTGCCTGCTTCATGGAAAMTTCAGAMTTGNTTAAAATTGGGAACA 

Sequence 6090 

CCCTTTCGAGCGGCCG CCCGGGCAGGTAC I 1 1 I I I I I I I 1 11 I I IN I 1 1 I ICTTTTTTT 
I mi* I Mi l * I II I N M l » Ml II I II II I M il l III III I I I I I I I I III INATT 
N AATATTNTT TAATNMATTTTATTATNNNTNATAAAGGNAAAAAAAAAAAAAAAGNNTN 
NTTTTATTTTNAAAAAAACNTGNGAAAAAANAAAAAAAAAANGNGNGGNGNNCAAACTTT 
TTNNNATAMAAAMAAAAAMGGGNT^NNAAAAAAACAGNGATTTTTTT 
Sequence 6091 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT^ 

TTTGCAGACAATTTTTCMCATGTNTTMCTTTTTGACTTATTACATTT^ 

AATTMGTTMTTTATTTCAGGACGAGAATTTACTATATMCACTCTTTTTACATAM^ 

TTGCCTCCCCCGCCGCCCTTCTCTTTTTTAAAGCGAACTTTCTTTATGTCTTTGGACTAA 

ACTGNCTAAG GCCAC AAGATTAGMGGTTNCTATMTACATGTTACACTGGTAACTTTTA 

NCAMCTTNACTTTTGGTTGAAAACCTTGGMGGTTGGGGATTCAAATTATNCCTTGNCT 

ATNMNAANMCTTGGT TMGC TTGAMTNAACTTAAAAATNGGTATAANANGGCCCTTT 

TTTNTCTNTGGGGGGGCTTTTCCTTGCCTTTGGCANCCCAATTAATGCTNGGNGGGCCTN 

TNAACCNGCTGTTGGGGGGGGAMGGGGGTNTAAMACTAGCTTGNAACCNGTTTTTGTN 

TGGNAMCCNGGCNTGGGGGCCCTTGGGCTTAAAAGGGTACCCTTGGGCCCAAACCTTTN 

NMAMAGGGGACNTGTNCMGGCTmCTTTNAAMNGGCCMNCCCCCTTTTAATGGG 

NNGCCNNTN TGNTTTCC CCCAAAGTTTAANGTTTCCNGGGGGNCNAANANCCCNGGNAAN 

NNCCCTTAAG I J II I M I NAAAAAAAAI M I I I I 1 1 I CAAAAAAAAAAAANANGTTNANC 

CNAAAAATTTNNAAA 

Sequence 6092 

CCCTT AGCGTGGTCGCGGCCCGAGGTACCTATTATTAmCAAATTTAAAAACTTCTTCT 

TTTTTAAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGA 

TGATCCTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCAGCATTTGC 

CAGGGA CTGTCATTGCCTTAGTTTATTTTTTCTGTTTTG I I I I I I I I I I GTCGTTTTTGT 

i m I i i i GAGACAGCGTCTTAGTCTGTCGCCAAGGCTGGAGTGCAGTGGCGCAATCAAAG 

CTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTCTTACCTCAAGCAACTAGGACT 

ACAGGCACATGCCACCACGCTTGGCCTTCTMTTTATTTCTGGGGTCAACAAAATAAAAC 
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TCAGGCCTAGGAAATAGCTTGGGTTCAGAAATCACAAGAGGGACTTAAGTATTCCATTAA 
TACAAATGGAAACATTAAGCTCATCATCAGAATGAATAAAAGGGAAAAAAAAAAAAGTAC 
CTGCCCGGGCCGGGCCGTTCGAAAGGG 
Sequence 6093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACCTCAGACATAAAAAGTTATTTACCTAAGT 

CTCTTCTATCTAACAGCATAGAGTTACCCAAACAAGGCCAATAAAGACCCTTTCAATATC 

GTTTTCTTA MTTT GGCTCTAAAATGACTGTTAATAATGGTAATAAATGTCT7TTTA7TA 

MCAGACMTTTTATCTTATGCAATTTAGGGAAATAAACATAAAATCTACCTTTAAATGA 

AGAAAATAATAAT TTCCC ACTCTAACTATGGCTGATTCATTCCCTGAGCATGAATCCCAT 

TTTACCCTCATTGTTTTTAACTATAAACTGAGCTGGAAATCTGCTCACAGGTGAAACTAG 

TATTTTAGATGGAGAATGATATTACCMGTMTCATA7TTATTACTTTTTGGAGTAATTA 

TTTCNACTCACTGGGGGCATTTAATGGTTTCATCTGTAACTCTCTATCACAATGCCCTCT 

TATNGAAGCAGCAATAGTGAAAAACATAACTACACTTTTGGGGGAAAAAAAAAAAAAAAA 

ACCGGGGAAAAAACNNGANTMCTTTTAAAGGTGGGATCCTTTTATCCAAATTCCAATAA 

AAAAAGCCA 

Sequence 6094 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCCCAAAGCCCTTGC 
CATGTAAATGCCAACTATGTCTGTGTGAAATAATMCTTGGACCATCTTMGGCTTTTTT 
TCCAMGTCCTT GTGG AATTTG AAATCA TTTTTGTGACTGCTGAGAATGACATTTAGAGA 
CTATAACATTTCCTTTTATTCAC I 1 1 1 1 1 1 1 1 1 1 CAGTGTTTGAAAGATGTATGGTGATC 
TTGAAACCTC CAGA CACAAGAAAACTTCTAGCAAATTCAGGGGAAGTTTGTCTACACTCA 

GGCTGCAGTATTTTCAGCAAACTTGATTGGACAAACGGGCCTGTGCCTTATCTTTTGGTG 
GAGGTGAAAA 

Sequence 6095 

CCCTTTCGAGCG GCCGCCGGGCAGGTAC I I I U I I I I I I 1 1 1 1 I I 1 1 1 1 1 1 I I I CNTTTT 
I 1 1 1 H I I 1 1 1 I I I I I I I 1 1 I 1 1 I I HG I 1 1 I 1 1 1 I I I I I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 
TNGGGGGNNAAAAAANGGN NTTTTTTTN NNNNTNNGGGGNANNCCNGGGGAAAAAAAANN 
ANNNNTNGNCCCCCCCNAAN 1 1 1 1 1 1 1 1 NNTTTNAAAAAAAAANTTTTTTNCCCCCCNNA 
AANANAN TCTNCN N NNAANT TTNCCCNTTNTTAAAAAAAAAAAAATTNTTGTGNNCCNNA 
AAAAN NN 1 1 1 I I I NNTTTTTTANNGGGGNAAMMNTTTNGGGGGGNOTCCNNAAAAATN 
T i ill CGGGNNAAAAAAANAANNTTTTAAAANCNGGGGGGGGGGGGGCN I I I I 1 1 1 I 1 1 I 
AAANNGNAMTNN NNCT TNCCCCNNAGTTTTTNNTTTNCAGGGGGGGTNTNTANNGCCCC 
CCACCNNAACCANTTTTANAANCNN I 1 1 1 1 1 1 1 I NCCNNAACCAAAAANNANCCCTTTCC 

CCAAAAAANCGGGGAAAAAANANCCTNTNGNGGCCTTTTNATTTGNGGNAAAAAAAAAT 
Sequence 6096 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGGGTCAGGAAGCATGTGGTTCATCCTTT 

GGAAATGGTAGTAGGAAACCATACAGTCTTTGGCATTTCGAGCTACATAAAGGAAATTGT 

CTGAAGTTCTTGAGGT CTGA CTCTTCCATGGGTTCTTTCTGAAGACTGCATCTCATGGTG 

GCTTGTTCTTTTGTGTATTTTGTAATGTGGGATGGTGAGCTCAAGTGGGGATCCTATGGG 

GGTCTGAGTTGCAGCTGTGTCCCTACAGAGCGGACCTGGGAACACTGGCTGNGGGGACCA 

CCTTGNGGMTGTCTCTGCTTGTANTTTCTTCATGTCCTATTTGAAACTGTTNAAGGTGA 

ATGTCCTGCTGAATGTAGAACTTTATGGNTTT 

Sequence 6097 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACTTTTATTACTGATTMTTTCAAAGCTTTTT 
ATTGGTCTGTTTAGGGTATCAATTCCTTCCTGTTTAATCTTAGGGGGTCATCCAGTTTGT 
GTGCATAGATGTGCTCATAATAGTCTCTGAGGG 1 1 1 1 1 1 1 1 I I I 1 1 1 I I I 1 1 1 I I GTATT 
T CTGTGGG GTCAGTGGTMTGGCCACTTTGTCATTTCTGGTTGTGTTTTtTCATATATTC 
TCi 1 1 i i lATC TT GATTA GTCTATCTAGCAGTCTACCAATCTTATTCATTCCTTCAAAGA 
GCTAMTTTTAAGTTTTGGTGATCTTCTGNATGGNTTTTTCACATCTCAATTTCACTCAT 
TTTAAM CCCANN T TGGNTATT TCTTTTGGNATGGNACATTGGGGANTGGGNNAATGCCT 
GGNNTTCTTTTTTCTTTTTTTTGGNACNTTGGNNCNTTTNNCCTTTAATANAAACNTTAA 
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ANTTTAAGGGGACCCTGCCCG 
Sequence 6098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTATTACTTTTCTATTGCTTCTTTACCAAA 

TAAATACMGCTTTGCAGTTTAAMCAACAGAAATTTAATTTTTTATAGTTCTGAGGGTC 

AGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAG 

GGCTGGTTTNTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCTAG 

GGAGCCTGCATTCCCTGCCTCCTAGTGGGCTTNCTCCCATCACTCGAACCTNTGTTTCCA 

GCCTCAGGATTCCTAATGTGACTCTGATGTTTCATCTCCCGTTTATGAGGACGCTTCTGA 

TTGCTAAGATACATACGGNGACACTATGGAAGTTAACTTGAANATTAAAACCCTGAAAAA 

TAGAAAGAATCTTCTATGGNATATCACAAGAGATTACAAGGGCCTGAATTAGAGTGGTGA 
CATTTT 

Sequence 6099 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACTTGCTNCTTTTTTMTGNTTTTTNTATGGTA 
GAMTATCCCAGMATTTATTTGATGTTNGCTTGMTACATTTTATNTAAAAAGATTGGG 
ATTGTTTGCCTTGGATGCC 
Sequence 6100 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTGCAATACACATCTGCAGTGAAAAAGAA 

GAAAGATCTCAAGTAAATAGTCTAACTTCGTGCCTCAAGGAGAGGAGAAGAAGATGAAGA 

AGAAGAGGAACTAAGCCTAAAATTAGTGAAGGAAATAACAAAGATTAGAGTAGGAACCAA 

GAAAATACAGA ATAGAA AAGCAATAGAAAAAAAATCAACAAATTTTTTGAAAAGAATAAC 

AAAAG AATTGG 1 1 1 1 1 I GAAAAGATAAACAAAATCAACAAATCCTTAGTTAGGCTAAGTA 

AGAAAGAGAGAAGACTCAAATAAACAATATCAGAAATAAAAGAGGAGACATTACAACTGA 

TGCCACAGAAATAAAAACATGAGGCTATAATGAACAATTCTATTCCAACAAACTGGATAA 

TCTAGAAGAAATGAATAAATTCACAAAACCTTCCAATCTACGATGACTGAATCATGAAGA 

AATACAAAGTCTGAACAGACTTATAACTAATGTGGAGGTTTAGTCAATAATCAAAAATGT 

TCCCCAAACGAAGAAGTNCAGGACCAGATGGCTTCACAGGTGAATCTTTCCAACATCTCA 

AGAAGAATTAATGCCCGTTCTTCTTAAACTATTTTTAAAAATTGAAGAAGANGGCCCACT 

TTCAAATTTATTTATGTGGNCACATTTTNCCGANCCAAGCCNACCAAGCCCCCCCAGAAA 

TGAAACTGCNGGCAATTTCTTGGTGAATTTCCTTTTAA 

Sequence 6101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGCAACATCAACCAAGATTTTTCCACTAACT 

CAGAAGGAAAAGCAGiAATGAGTCAACTAATGGTAATTCAGAAGTCACACCTAATGTCAAT 

CAAGGAAGGCATAACAAATTAGAGTCAGCTATCCATTCTCCTATGAACGATCAGCAAATC 

TCACAGGAGTCAAGGAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCANCCAGCGCAGGG 
GCTTCTGCTGAGGGGGCAAGGCAGGAGCTTGAGGAAACCGCAGATAAGI I I I II I I CTCT 
TTGAAAANAATANGNAAGANTTAAATTACCAACCTANCTTTTAAAAA 
Sequence 6103 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I I I 1 1 1 I I 1 1 1 I 1 1 1 I I II IA TTGGCTGTC 
AATCTGGTTGATCANATTACTMTTTCTACTCTACTGGMGTGATCTTTANAAAAACAGG 
TCTGCCATGTTTGCATTACAGAGATATTAACAATAATAATGATTTTTAAAAAGTAAACCA 
AACATAAATAAACAGGAAAAGAAACCACCATATTTGAGTCCAGTCTTTGTCCTGCCTAGT 

GAAACATCTGTCTTATACCTTTTTGACAGGCANAAATAAGGTCCTTCACATCGCCCCATC 

TCTCTGATAAATC 

Sequence 6104 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I 1 1 1 I I I I I I I I I 1 1 I I I I I 1 1 I I I I CANC 

AAGGCAATTTACTTCTGCAGAAGGGTGCTGCCTGCATCAATCATGAATCACAGGAGCNCC 

CCTGAACAAAGGAAGGAAAAGGTTTTTATCCNTAACACAGTCCCTACCTNTGTGTCACTC 

CCCCAGGGGCTGGGGTTGGACCCGCTCATTCTAAAGTTGACCCGA7TGGCTATTTGTGAA 

TCTTTNCCAAATAAGGAAGGGAAG 
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Sequence 61 05 

AGAAATCGCCCCTCGAGCGGCCGCCCCGGCNNGNCCCGGGGGGGGAAANNNNGGGGCNNC 

CNNGGGGGGNANANANANACNNTNCTNNNNAACTTCCGGGNGGGAAAANNAAGACCNTNN 

NGCATTAACCACCACANCNNNNNCNAACACCAAAACAATTCTCTCTTTCTCCACNCCCCC 

ACCACCCNCNGGGNCCNCNTTNCANCACNCCCGACCCNCCCCCCTGGCAAAGCCCCCCTC 

CCNGGGGCNNCATCCCGGGGCGNCCCNCNCCAACNNAAGNNNCNCCNGGNNCNNCNCCCG 

GCACCCAACCCCCCCCCCNNTCTCAATCTTGCCACCTAATTTCTCCCGCCCAAANAACCN 

GGGGNAGCCCCCNCTCGNNNCCCTAAAAAAAAAAAAAAACACAACNCAACCCCANTGGGG 

GATCNCTGCCCNNNCACCGGCNCCAACCCCNNCCTTNAACAACCAANAAAACCCCCNCNA 

NTAAANGGAAAGAANNAAAAANCCGGAANCGGCAAACCCAAGGGGGTNGGGNCCCCCACC 

GGGGGGCANCTNCCCAAANCCCCCCGGGGGNCCCTTCCANTTNTAAAAGGNNCCCNNCCT 

CCACGGACCACNTAATAAACAACCGGGANCCCNNTCCNACCCCTTTGGACAAAANGGNNN 

GGNCCCTTNGGGGGAGGGNNNCTTCCTTGGGAGAGCCNCNCCAANTTTCCCAAACCCAGN 

NNNAANGNNAAGNNACNGNAAAACCCNACCNAAAGGGNNCCAACCCCCNCCC 
Sequence 6106 

CCCTTAGCGTGGTCGCGGCCCGANGTA C 1 1 1 1 1 1 I I I 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 GGGACGG 

AATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCTC 

CGCCTCCTGGGTTCGAGAT TCTCC TGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCAC 

CCACCACCACACCTGGCTMTTTTTTTGTATTmAGTAAAGACGGGGTTTCACTATGTT 

GGCCAGGCTGGTCTCGAACTCCTGACCCCGTGATCCACCCACCTTGGCCTCCAATCTTAT 

TTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCTGACCACTGCTGCCTNCCTCCCACAT 

TGCCAGGGACTGTCATTGCCTTAGTTTATTTTTTCTGTTTNGNTTTTTTT 

Sequence 61 07 

CATGCTCGAGCGGGCNNNANNGNGANGGATATCTGCACGAAGCGGCCCNTNCGNGCNGGN 

ACGCGGGGCTTGGCCTG7TGCTTCAGCCTGAGCTCGGTTAGGGCCTCACTTCCCTGCTTC 

CACACCTCAGGGAGGCCTCGGTGATTTTGCCAGAGCCTCAGCCTCCATCGCTCTGTAACC 

TGCGGGTATTGGATGATTCNTANCTAANACTTCNCGACACCCTNGAAGNTNANAAATGNA 

ACCCTTAACATTCATGGATNTGGCCATAGAATTCTCTCCAGAAGAGTGGAAATGCCTGGA 
CC 

Sequence 61 08 

CCCTTAGCGTGGTCGCGGCCG AGGTA C I I I 1 1 1 1 1 1 1 1 1 1 I I II I 1 1 1 1 I I I ACTTTTTT 

i n 1 1 1 1 1 1 I I 1 1 1 I I I I 1 1 1 1 1 I NTTNNfTTTTTTANNNNNGGGNGGGCCCAAAAANNAA 

NTTTNTTTGGGNAATNNTGACGGCAAANNTTNTCCAAAANAAACAAGATGGGAAAGTTNC 

TNAAANAAAAAACCCTAGGNAAANTTTAGGNTAAATANAAAATTCANACAGGGAAAGGCN 

CNGCTTTNGGGAAANTGGNAAGGTNCTNAACCATTNAACNCCNTGNGGANNAGCTTTTTN 

NNGTT NAAAN AACNNTTGTTNTCNTTATGCCCTGCCANNAAAATTTNNACTTNTTNCTTG 

GGAAN 1 1 I i l C ACCCAGTGNGANAAAAAACATGCCGGNTTTTACCCCCCATGANGGGGCC 

NT 1 1 1 "" II NGAAA ANACC CANANTNCTTTAAAANAANCCNCATAGGGNCCCTGGNCC 

I I 1 1 1 1 1 I GGCCAAT NI I 1 1 I CAANATTGGGNAAAAAGTNNTTAAAGTCCACNCCTTTAA 

MTT MTTTT AAAAACTTTTTGGGGGTCCCCCANGACCTTTGANCACCTTNGGNTTTTGN 

ANGGNTTTTGGCCCCMNGCCCTTTTNAAATNCCCAAACTTGGGTTGAACCTTCCCCGGG 
NGGGCCCT 

Sequence 6109 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCACGCCTGCTGGACTCAATTCAGCTGCTT 

CCTCAGCAAGCTGCCATGGCTTCTATTTTGCCCACAGCTATTGTCAATAGTAAGTGCTCA 

NTGCTNTGTAANCCCACCTTTTANAGGTGATGGGGAATTTATGGGAGAAAAAAATGTCTA 

CT GACMG AMCCAGGMCAGACCTTTTTCCTTCAGTGTTGTGGTTTCATTTTATCTTTT 

TTCTTTTTAAATATTTAATTTGAGAAAATGATGTTAC I I I 1 1 I 1 1 I A TACTTTAAGTTTT 

AGGATACATGTGCACAATGTGCAGGTTAGTTACATTATGGTATACA 

Sequence 61 10 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGATCTCATAT 
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TTAAATTAAAAAATG GAC'I I I I 1 1 1 CTAGTATCAAAATAGTTATTTTTAAAATACCTTGA 

MAACTTTMTACMTTTTTAATATATTAAATATTCACCTGAACTCTCAGCCATTTATCT 

CCCAT CTCTCTTTGCTAGAATCTTGCCTTACCATCACTATCATTCTTTTGI I I I 1 1 1 1 I C 

TTTTTGGCATCTTTAATGCTTATCCCAGMMGCATTAAAAATAMATATTTTTCTTTAA 

GTCCACAATTTAAAAAAAAAAGAAAGAAAAAGGAAAAGCCATTGACAGTATTTGACACGA 

CATTGMGATTCTTATTAAACCAGCCTCATCTTGTTTGCCCACATCCAAAACTCTTTAGT 

AAATATCAGTTCTTGCCCTGAAACTGGTAATACTGACCCAATAGCATCCTCTAGTGGCCA 

AACTGTAGCAAAGCACCCAATGATGCAGGAANGGTTTCGACCTTGGGTTATATGGACCTG 

GGTGGTGGAAGGCTAAGATATGGAGACCCCCCCCCACAAAAAAAAAA 

Sequence 61 1 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCCACTCAATACTTGTGTNTCACT 

TGGCMTTGGCATACGTGACTGTTCCTCTATTTTTCCATCTACCTAATTTCAAAGGATTT 

NCAGAAGGAAMGMGATTTANATGCTTCATTTCAAATATTTNTGAGTTTTGACAAAGGT 

GCCAAGACCACACATTGGAGAAAATACAGTCTTTTCAATAAATGGTTCTGGGAAAATAAA 

ATATCCACATGTAGAAGAATGAGATTACACCCCTCCNTCTTGCNNTATACAAAAACCAAC 

TCAAAATGAATTCAAGACTTAAATGTAAGATGCAAAACTATGAAACTACTATGAAGAAAA 

CATMGGGGMTACTTNACCACATTGGGCTTGGCAMGATTTTTTAAATAACACCTNTTA 

ANATACAGGCAACCAAAAG 

Sequence 61 12 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAAGATGTTGCAGTATTTCACAGTTATTA 

TTATTTAAAATTACTTCAACTTTGTGTTTTTAMTGTTTTGCGATTTCAATACAAGATAA 

AMGGATAGTGAATCATTCTTTACATGCAAACATTTTCCAGTTACTTAACTGATCAGTTT 

ATTATTGATACATCACTCCATTAATGTAAAGTCATAGGTCATTATTGCATATCAGTAATC 

TCTTGGACTTTGTTAAATATTTTACTGTGGTAATATAAGAGAAGAATTAAAGCAAGAAAA 

TCTGAAGT ATTGTC TTGTTTTTAAAAAATACAGTTCCTAGTGTTTTTAGAAGTCACTTAA 

TTTGTCTCAI 1 1 I ICCACCTGGAAATTAGGAATAATGTAGAATGCAAGGCAGTAATTTCC 

TTTTGGAAAGGACTCTGAAGGCAGAAAAGAAGGGAGAGAACCTCATGGGCAGAATATTAT 

AAAAAGAGTGTCATATTC CAGCAT TTGAATTGGAAAGAGAAGAGTGAAGATCCAAGTTGC 

ATTATTAATCTGCCCTGTGTTTTTTCCTTTTAACAATCAATTTGAGCTGCTGGCTGGTAT 

GNAGTTTCTCATCAAGAAGAAAGCCCTAATATGTTAAAGNCCAAATCCGATTTAAATT 

Sequence 61 13 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACAGTTATAAAAAAANAAAGAAAAAGAAAAGT 

TTGCCAGGCCTAAAGGGAAAAGTAACTGGAGTGTTTTAAATAATGANCATTAGTTACAGG 

ATGAAAAACANGAAATACACAAAGAAAAACATGCCAGAGGTAGGTGCAGGCCCATCTTAT 

ATGAGAAGCAGGGTTCTAGGCCCGGCGCAGTGGCTCAAGCCTGTAATCCCAGAACTTTGG 

GAGGCCCAGGCGGGTGGATCACGAGGTCAGGAGATCCGAGACCATCTTCGCTAATGCCGT 

GAAACCCCGTCTCTCCTAAAAATACAAAAAAAATAAGCCAAGCGTGGTGGTGGGGCACCT 

TGTNNTCCCAACTACTCAAGANGCTGAGGCANGAGAATGGCGTGAACTCAAAAAGNGGGA 

GCTTGCAATGAGCTTAAGATCCTGCCACTTGCCTTCAACCTGGGCCACAGAANCGAAGAC 

TCCGCCTCAAAAAAANAAAAAAAAAGGAGAGANNCAGGG 1 1 1 1 1 1 1 1 1 1 I GGCCTTGGGT 

TGGCCAMCAAAATTGNGNNGGGNGGACTTTCMCCCTTTTTTTCTTTTTTAATGGGTTA 

ACCCAAGAATCCCTCACTAAAGGTTAAAAAAAAAAAAAAAAA 

Sequence 6114 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTAGTGAAGTGAATGTATGGTTTTAA 

GGACATACAACCACCGGTTGACGAGGTCCAGCCTTGATATTCAGTTGCCACACAACATCA 

TTCCA GCTAT GGCAGACGTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGG 

GAGCCTTTTATCTTAAAGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTGCTTTTGACTT 

TGGAGATCTCCACAGGGTATGACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTT 

GACCTGGTTACATTAATAATGAGGTGGTCAGCCATAGAATGAGGAAAGAAGAAGGAGTAA 

TAGMTAGAATGAAGGAGMGTTAAACTTTTCTTAGCGTTAGTTTGGTAGGGTTTTCCCC 
TGGGATA 
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Sequence 6115 

CCCTTTCG AGCGGCCGCCCGGGCAGGTACTTTN i rTTTTTTTTTTTTI 1 NCGNTTTTTTT 

i n 1 1 <» 1 1 1 n 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 } 1 1 n m i n i u 1 1 1 1 1 h 1 1 1 1 1 1 nttttt 

" m i i M 1 I II I I I I I M I M I I I I I I I I I I I 1 TTNGNAAANANCNCCNCAAAAAAANA 

NAAAAAANN I I I I I I I NCNNNAAAAAAAAAAANANCNATTNTAAAAAAAAAAAAGNGGGG 

GCCNANNNANTNAAAAAAA 

Sequence 6116 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAACTTCTTTAAGCCTCCATGTTTCC 

TCATCTGTAAAATGAGGATAATAGATAGTATGGACCTGTTGCAAGGATTAAACATAATCA 

GTGTAAAGTGTTGGTCCCATGCTTGCCACATAAGAAAATATTTGTCAACAGAGTGGTAGT 

TGTCATTACCATTGTCTCAGTTTGCCTGTAACTAGTTGTGTGATCTGAGACAAACACTAA 

TTTTG AACTTGAGTTTCCCCACATGTAAAATGAAAGATTGATAATAGAAAGTAAATCAAT 

TTTTTCTAGCATTAAAAATAGTATGCATTTMTAAAAATCTTATTCTTAATGATCTAGCT 

TACCTCCMCTTGCCCTAGTCACTTTGGCGATCTTGTCTCTNAATAGAACCTAGAAAACA 

CTTAMTGTGTGTTTCCTTGCAATATMCTTTTTCTTTTTT^ 

AAATGTNGGGAAANAATTATCTNGTGTTCCCTTAATTT 

Sequence 61 17 

CCCTTAGCG TGGT CGCGGCCCGAGGTACTTN N I I II I I I H I M I I I 1 1 I NTTTTAAAGC 

AGAATGGGGTTTTGCTATGTTGCX^TGGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCCG 

CCCGC CTCAGCCTCCCAAAGTGCTGGGATTATAGGCATGAGCTGCTGCGCCAGGCCTTAA 

mil i AAAAACAATGATGGGGTGGGGGTGGGGGACAAGTCCACAAAATGGATAGAACAN 

CTGTGAAGGAAACATAGAACTCAGAAAGGATATGGTTAACAAAAATGC 

Sequence 6118 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGGAGCGCCAGTTCCGTCTGTGTG 

TTCGAGTGGACAAAATGGCGAAGATCGCCAAGACTCACGAAGATATTGAAGCACGGATTC 

GAGAAATTCAAGGCAAGAAGGCAGCTCTTGATGAAGTTCAAGGAGTGGGCCTCGATTCTA 

CAGGTTATTATGACCAGGAAATTTATGGTGGAAGTGACAGCAGATTTGCTGGATACGTGA 

CATCAATTGCTGCAACTGAACTTGAAGATGATGACGATGACTATTCATCATCTACGAAGT 

TTGCTTGGTCAGAAAGAAGCCAGGATATCACGCCCCTGTGGCATTGCTTAATGATATACC 

ACAAGTCAACAAGAACAAGTATGATCCATTTGCTGAACACAGACCTTCNAAGATTGCANA 

CCG GGMG ATGAATACAAMAGCATAGCNGACCATGATMTTTCCCCAAAAGCGTCTTTG 

ATCCTTTTGCAGATGGTMTTCTTTTCCACTTTTCTATTMGTATTCMAMATTMT^ 

GNATTTAAGTGGCCTTTANCCCTTGA I 1 1 I I I 1 1 I GGCATGCTTCTGNAATTGCNTTTTC 

I N 1 1 I AAA 

Sequence 61 19 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATAGATAAGAAAMTATTCAAATTTATTT 

TAGGCTAAAMGCATMTTTCMCAACTAAAATGCTATGCTTTATTATGAATTATTGATT 

TACTTMTATATTATTTATTATATTTCAGGTTNGAAGAAACTGCAGAGTTACTGAAATGT 

CCAMTCACT ACTTG TAGGATTTTCTACATGMCTTTTTTCTAGGACTTTGGTTACTATA 

CATATTGTATATTTTMGAATTCTTTATACMTGTTMTATACTGCMTACTGCAGTTTT 

TGAC MTTTG GATTCCATNTGGTNTNTGAATTNTNNGCATTCATTNNNGGGGNNCNNNTT 

TMTATTTTTGANCAATGATNATACTGCTTTACCTTGTGTCAC T I I I I I I I IAGGAAAAA 

CT 

Sequence 6120 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGATAGTGGGGCACTGTTATAAAGATACTTG 

AAMTGTAAMAGMCTTTGGAACTGGTTAGCAAGTAGAGG7TGGACAGTTTGGAGGGGT 

CAGMGAAGATAAGATGACGCAGGAMGTTTGGMCTTCCTTGAGATTTTTTTGAATAAT 

TTTGACCAAAATGGTAATAGTGATATGGACAAGAAAGTCCAGGGCGAGGTGTTCTCAGGT 

GGAGATGAAGAACTTATTGGGMCTGGAGTAMTGTTATTCTTGCTAAGCTTTAGGAAAA 

GACTGGTGGCATTGTGCCCCTGTTCTAGGGATCTGTGGAACTTTGAACCTGGGAGAGATG 
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ATTTAGTGTATCTGGTGGAAGAAATTTCTMGCAGTAAAACATTCAAGATGTGGCATGGC 
TGCTTGTAACACCCTAGCTCANATGTGTGAGGAAAGAAATAACCTCAGGTTNGAACTTAT 
ATTTAAAGGGGNAGCAGAGAAATTAGGAAAT 
Sequence 6121 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGTTTCCTTCAAGACCAACACGGGGTATCAC 

TGAGTGAATTTTCACAGCGCTCAGTGACTGCTGGTCATTAAATGGGGATGATTGTCATCA 

GTATAAGTATCACACTATTTGTCCTGCTAAATGCAAGTTAAAAGATACTTATGGATGCCA 

CTACCACATATTCTGACAMTAAGGGAMCACTAGGCTTTTAAMGATTCTTAGAGTGTT 

TTCCCTATATTGCACTTTCTAGATAACACAATTTTAACAATGATATAATGTGATCTTGGT 

TCTAGACACAGCAGTGGGGAACACATGMTTTACCTTTTTCTTGTTCCT^ 

TTTTAGTATAGTCTCAGGAATATAGCAAGGAGAAATAACAAAATATACATGTGCTTTGGG 

CTTCTGAGGAAAAMGACCACCCACACACATTTTTAAAAGACTAAAATAGACGTCTCTTC 

TGCTTTAGCCATTTCATTTTCACMCTGMMTMGGAACTACTATATATTTGATGTCCC 

TAACTCATTAAACATAGCATTGCCATAAATGCACTGGTCTGCGGNAAACTTTT 

Sequence 6122 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTATGGACCATAGGC 

A GTCT TCAGGGACCAGTGTCTCCAATTTGGATCCCTTTCTGTGTGTCAGGGGCATCCAAT 

CTTTTGCTTCCCTGGGCTGCACTGGAAGMGCATTTTCTTGGGCCACACATAAAATACAC 

TAACACTMCMTAGCTGATGAGCTTAAAAAAAATCCCAAAAAAACTCATMTGTTTTAA 

GMAGTTTACGAATTTGCGTTGGGCCGCATTCAAAGCCATCCTGGGCTGCATGCGGCCTG 

TGGGCTTTGGGTTGGACMGCTTGCATGTGACTGAGTTTGTTCTTAAACTGGTAAGGAAA 

CTTTGTCAGGCAGTATTTATTTNCATAAGTGGTGTTTTCCTACCAATCAGCACATGGTGA 

MMTGAGGGGCTATTTATATTTMGGTGCAGMTTAAATTGGTTTAAAATATCT 

Sequence 6123 

CCCTTAGCGTGGTCCCGGCCCAGGTACNCCGGGGAAAGCTTCCTGGGACCTCTCCTCATC 

TGTGCACCGACTAAGTGGCCAATTCTGAATCCAGCTGNTGTTTCCCAGTCTGGTGATGAA 

TCCTCCACAGCTGGTGAGTGTAAATGTATATAMTGTATGTATATACTTTTTCCTTCTCC 

CTTCCCATTAAAATTTGTTTGGTGNATCATTTGCTTATTATATCTATATTGCCATATACT 

CGGGGTAAMGCTGTTACCTTTAAMGTATTGGGTGGTTCTTTTCTTTCCTCACACNNTT 

CCCACACAGAACACACATATGCACCATGGAATACTATGCCGCTACCTGTTCTCACTTGTN 

AATGGGAGCTAAAATAATGAAGAACTTATGAACCCCAAGGGAACCAACNGACCAACAGAC 

ACTGGGGGGTCTACCTTAACCGGGGAA 

Sequence 6124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGMGMGAGGATCCACACGCGGAAGCCAGCGTTGTTTTAATGGGCCTCTCTTA 

TGTCTtCGTTGCCTTCCTTGATATTTTCAAGTTGCCCCCACAACTAACTGGTGAATGCTG 

TCMTCTCAGCTTCCTGTTGCAAMCCT1TTCCGTGAATATCTCTTGGAGTCTGGAAATC 

TCAACCACT CTCC CTTCGATTTGCCTCACTTCATCAAACMGCTGTTCATTTCACCAATT 

AGTCGCTGATTTTCCTGTTCAAACATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCT 

TTGCCATCTCCCCACGTTCCCAATTCAGGTTATGTTTCAGCCAAMTTTTTTCTGGACGT 

TCTTCMTGGCAGGGTTTTCTTCAAMGTCTTTTGAMGGACTCTTGTGAMCTTTCTTC 

AAGAAAGATGTGGATTCTCTTGNCTTTGGAATTTGGGTCTG 

Sequence 6125 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACCAGCATTCCAGCTCCAACCATGGCTGCAAAG 

GTCACACCAATTGTCACCCAAGAGCCTCTCATCATGAAGTTCATGAGAACAGGCGTTCTG 

CTGATTGCTATGGCAGACAAAGCTGTTAAACCAATACTCCCTGCTAAGTACGCGGGTCAC 

TCTCTGGGGGTGGGACTTTTAATAGATCMTMCTTTTAAMCTTTCTAGGTCATTCTGA 

TGTGCAGCTGAGTTTGAGATCTAATAAGTTAAAGATACTAAAAAGAAGCAATCGACCAAA 

TCCAG MTGTGAGGCATTTTATAAAACAGAAGGTTCAAGTTCCTCAACAAATAAATGGCA 

TTTTTACCAAAAGGAGTGGGAGGGAATGGGAACTGTCATAGATTAGAAGACTGAACAGAC 

TTATCAAATAAATGCAAATGGTGAACCATATTCGGACCCCACTGAAAACAACAACTGTNN 
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AAAAAAANANATANNNNNNNANNGGTCCAGTCCAAATTTTAAGGAA 
Sequence 6126 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I M I U I I M H I CTTGAGACAG 
GGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCCTT 
GAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAGGT 
GCATGCCACTATGCCTGGTTAATTTTTTAMTTTTTGTA 

GACAAGGCTGGGATGTTCCCCCCACCTCCTGTGANAGTCTCATTGTCACCCAGGCTGGAA 

TGCAGNGGTGTGATCTTGGCTCACTGNAACCTCCGCCTCCCAAGTTCAAGTGATTNTTGT 

GCC TCGGC CTCCCAAGTAGCTGAGATTACATGCGTGCGTCACCACACCTGGGCTAATTTT 

TGTATTTTTGGTAGANACGGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCTGAC 

CTCAGGGGGAATCTGC CTGCCTT TGGCCTTCCAAAATTGTTGGGATTCCAGGCCTTGAGC 

CCACTATGCCCGGGCACTTTTTTGAMTTTTCAAAAAMNGACTTTAAGGTAGAATCAAA 

CAANAAACCCCAGC 

Sequence 6127 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I 1 1 I I I 1 1 I I K ) I) I ) I N I I IGGAGACG 

GAATNTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGAGATT CTCCTGC CTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 

CCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAAGACGGGGTTTCAC^ 

TGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 

ATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCA 

GC ATTTGCCAGGGACT GNCATTGCCTTAGTTTATTTTTTCTGTTT^ 

CGTTTTTGI I I I I II I IGAAACAAGCGTNTTANTNTGTCGCCAAGGCTGGAGTGCAGTGG 

TGCMTTAAAGCTTGCTTCAACCTTGMCTTNTGGGNTCAAGCAANTTCTTTTACNTTAA 

GAMTTTNGGACTACNGGCCCATNCCANCMCCTTNGGCCTTTTNAMTTTAATTTNTNG 

GGNCAACAAAAAAAAAAANTAAGGCCTAAGAAATACCTTGGNTCNAAAAANNCCAAAAGG 

GNNCTAAANAATNCCATTNAAACCAAATGGGAAACTTTAAGTTNTTNANTCAAAGGATAN 

AAAGGGAA 

Sequence 6128 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I II I I I 1 I I I I I I I I I I I I I I I CCANAT 
MNACCATTTCTGA NAAATTGACAG GTGTCTATAACTCACAAATAGCTTTCCAAAAATAC 
TAGGATCTCAGTACI I I I I 1 1 1 I II 1 1 I I 1 1 I I I 1 1 GCAGTCTGCTNTTTATTTGAATGG 
AAAATG 
Sequence 61 29 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATCATCACTAATGAGACAGCAAATATGT 

TAGACTTGCTGGCCCAGCAAGCCACAGAAATAAGGATCACCTCTATTAGAATAGACTGGC 

TTCAGACTGCCTCCTAGCCCAAAMGMGGATTATGTGGAAAGTTGAGCCTGATGAATTG 

CTGCCTAGAAATTAATGATAACAGGAAAGCCATCATAGAAATAGCTGCCAGGATGTGGAA 

GATAGCTCATGTCCCAGTTCAGACCTGGAACCCAGATGGTCTCCAGATTCCCTCTTAGGA 

GGTTGGTTTTCATCCTTTGGTGGTTTTAAMCATTAGGGGTAGTGTTGGCTATATTAAM 

GGTTGCTTAATGTTCCCTTGCCTCTTAGGCCTCCTCATCAGAAACATCC 

Sequence 6130 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGC 

GGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAGTG 

TGTGTTACAAG CTGTTAAAG ATGTTGTGTCTG G AGTTTGTTCCTTCAN ATGTGTCTG GAG 

7TTCTCCCTTCTG 

Sequence 61 31 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACTAGAGAAGGGCGAGCGGCGCGGC 
AGAGTGCGGCGCAGCGCAGCTCCTGAGGTTNATGGTTATGAACAGGATTCGGATTCACCG 
TCTTTGCCANCCCAAACGGGGGGAGGANTCACTNCCANGTGCCCCAGGTCTTNANAGAAA 
CCTTCTGTCTTGNGCATTCACTNATTCGTCCATGCTCTCACCCTNNTAATGGAGGGGCA 
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Sequence 6132 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTTGGCCCTGGGGGACAACAAGTGG 

CAGGAACAGGATCC TTTAAAAC AGTGTCAAACTTCTCATGCATGGAGCATGAATTCTTAC 

TMTAG AGACTGTAGTTTTTTTCTTGTCTTTGGTAAATATATAAAAGACCTTMTTTTTC 

I 1 1 l I l AATGAA TGGAGAAAACATGAGAAAACCAGATGGACCTGTTAGANCTGTAGTCCT 

NCTTCATTTTTGGATAANGAATCCTCCACATTTAAGGGATATTAGATCATTCCTACCAAT 

AAMAACTATTTATTTAAAAATGAAAACTAAGCCTTTGCGTAGAATTTAAAAAGNATTTG 

TCTTAGAGTGAAAACTGGAGTGAAAAAATTTAAAGTCC 

Sequence 61 33 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCTCTCCTTCCCTGGCTCTGAACATCATT 

CAGAACAGGAACATGGGGAAGCCAGCCCAGCCTGCCTGAGCCGGGAGGAGCTGGAAGCAC 

TCTTCTCCCCTATGACCTGAAGCGGCTGGAGATGTATTCACGGAATATGGTGGACTATCA 

CCTCATCATGGACATGATCCCGGCCATCTCTCGCATCTATTTCCTGAACCAGCTGGGGGA 

CCTGGCCCTGTCTGCGGCTTCAGTCGGCTCTTCTCTTGGGGATTGGGCCTGCAGCATAAA 

GTCTGTGGACCAGCTG GAAAAGG AGATTG AG CTGCCTCGGGCCAGTTGATGGGACTTTTT 

CAACCGGATCATCCGCAAAGTTGTGAAAGCTATTTNATGAAATTCAGGAAAAGGCCCTTG 

GAGGANCAAATGGGGGNANNTAAAGATGTGGGNCATGGGAGCCCCCNATGAAAAACCCTT 

AGTGNCCGNCCTAGNTGNAACNCCCAAGGGANTTTTNGGGNGAAANCNCNCNAANGGAAT 
TTGGGG 

Sequence 61 34 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCGTCTGCCAGGAGCTACGGCCGGAAG 

ATGGCGGCGGCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAAT 

AAATACAGTGCTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGT 

CTAACAGGATTGACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTG 

CTGGGGAGTACAAAGAGAGGAATTTTACAGCTGGGCTGCTGGCGGTGACATCACATGTCA 
GTAGGGCCCTGATG 

Sequence 6135 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTGGTTAAATGACAATTTATGTGGATTTT 

GCATGTAATACACAGTGAGACACAGTAATTTTATCTAAATTACAGTGCAGTTTAGTTAAT 

CTATTAATACTGACTCAGTGTCTGCCTTTAAATACAAATGATATGTTGAAAACTTAAGGA 

AGCAAATGCTACATATATGCAATATAAAATAGTAATGTGATGCTGATGCTGTTAACCAAA 

G GGCAG MTAAATMGCMAATGCCAAAAGGGGTCTTAATTGAAATGAAAATTTAATTTT 

GTTmAMATATTGmATCmATTTATmGTGGTMTATAGTAAGTTTTmAAGA 

MGACAATTTTCATMCTTGATAAATTATMGTTTTGTTTGTTAGAAAAAGTTGCTCTTA 

MAGATGTMATAGATGACMACNATGTAMTMTTTTGTAAGAAGCTTCAAAATGGTTT 

ATACCTGGAA ACACA CCTACCTTGAAAAAGCAAGAAATCCGGTTGCTGGTNTGGCTTCTT 

TTTCCCTCTTATTTTTG GANTG GGGGNCATTTTCCTATGCCAATAATGGGAGCAAACAAC 

TGTANTMGTTGTAGMTTTTTGANAAGAATGAAATGTTTATTTTNTTAACCACAATTTT 
TTTT 

Sequence 61 36 

CCCTTANCNTGGN CNCGG CCGACGNACTC A 1 1 1 1 1 1 I 1 1 I I NNTNTTNTNNTTTNTNTNT 

NTTTNTTNTTTNNNNTTTTNNNTTNTTTTA 1 1 1 1 I 1 1 I ATANTTTTTGANTTGNNTTATN 

GGTCTTTNGNTCCANCCNNGCANTGACTGGCTCANTGTANTAAGGGCCAAACCNTTTNTN 

ATACAAAAAGTTGGCCACCATGCTCATGAGGGTACCTCGAACNGNGACCACGCTAAGGG 
Sequence 6137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATACAATCATAGCAATTTTAAAGTAACATT 

MAGAGAAGACCTCTA GTTCTG TGGCGGTTTTGCTTTATTTATAATCTACAAGGGATGGG 

AGGGTTTGTTTTCCACATTTTTACCCTCMGTTTTAAMTTTTTCCCACCTCCTTTTTAC 

CTACAGAGCTCAAACTAAATAATGCACTTTTGAACCACCGGTCCGCTTGGAGCTAACATA 

M TMATACCAG TGTCCACCGATGCAGTCCTCAGATGMCACTTTCTCAMTTATTTTTT 

CCi 1 1 1 1 1 1 1 I iCTATAAAAAGTCAAATGATACCCGCGTACCTCGGCCCGNGACCACGCT 
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AAGGG 
Sequence 6138 

CCCTTAGCGTGGTCGC GGCCG AGGTACTCTAATCAGGATGATTCCTAACAAGTCAGTCAT 

TTGTGMCTTAGTGGACTTTTTGGTTACTTTAATTTGCATATATTCTCCAGTTACATCGG 

ACTCTATCTGTGGCCTTGTTCTTCATTTCAGTGTTAATCAGCTAAACAGAAGTTGTTGCT 

TATGA TGTGTGAGTGMCATATGCCACTGCCTGGCCTTTTTTTCTTCAGAGCTTGTTGTC 

TTTTTCCGCTATATTAGA CTTTG CAGTATGCCCAGAAGCTTTCCTTCATAAAATAGAAAG 

AAMAAACATTTGGCTTATTTTTCACTGNAGCTAGTCTTTTATACAATAATCTTGTAAAG 

AAMTTTCTTGMTTCTAMTATTACTCTTTCTAGATTTTTGAAATCAAAAAGTTTTCAG 

TAAAAMGTTTCTTACTTTATTTTATTATATTAGGTAAGTAAAAAATGTAGGGTTATTTA 

CCATMCCTGTTCATTAATATCAGAAATTTACAATAGNCATTTTAAGACCATAGTAGGAT 
TCTAGCATACCGGGTAGTAC I I 1 1 1 1 I I I I I 1 1 1 1 I I I 
Sequence 6139 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTCAAGAATACTGTACCCCAAAGCCTAG 

ATGMGATATCCTTTGGAAAACTGCMGATGTTTTCCTTAAAAAATTTATACATCTTTCC 

CCCTAAAGAAAAGTCTATGTAGTGTAGGGCAGCTGAAAGTCAAGCAGAAAATCAGAGTCT 

TACTGGCTTGAAGTATCAGGGGATGGAAGTTAAGTGGCCAGAAATAGGATAAATCGCAGA 

AAGGAGGGAGTTATGGTAAGTAACTTCCAAAAATCTGTGGGTAAACTCCCTTCANATATC 

TAGATGTCCCCTAGAACTGTGCTTGGGAGATTCCAAGGAGTTCAGTGGAAAACAACAGCT 

GGCAGGCAGAAAAATCTAAATAGAGATTTTAGCTAATGGCTTCTGCAGGGGTGACAGAAT 

TTGGTGTTTGATTCCCACAAGATAGAAGGGATTGGTAAACAT 

Sequence 6140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTTGAAAGATTCCAAGCCCTTCCCAAC 

TCAAAGAGTAGAAACACATGCCTCCATTTTAAATCATCTTTCATTTGTAAAAATACATAT 

ATGTT TCATGGAAAAAACACATTTCCATCAAGCTAGAGGGAGGATTGCTATTTTGCATCT 

TTTTTGCMTGCACATTCTCCAACAGATMTCCACGTGTGMGTTTTTTTGCCCTCCTTC 

CACACAMTCTGTTATTACCTTTTTCTTTCTTTTTAACTTT^ 

TAATGCCCAGATAGCACMGCATTCCTCCTTTACTTGCCTTTTCACAAGCCCGTAATCAA 

TATCTGTAAAAGTTAAAATTAGTTTCCACAGAAACATTGATTTCAAAGCAAACACTATCT 

TAATGAGCCTAACTCTGGTAAATTAAAAATATAAATGGCACTATTAAGAGAGGCCAAGGA 

AACAATACGTAATATTTAAGCGGGATCTCTAATATTCTAAT 

Sequence 6141 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTTN ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GCACAA 

TGAMTACATTACCTCTTCAMAAAATTTTTGTGAATTAATCAAAACCAAGTTTGATATG 

AAAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATA 

TTTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCA 
GTGAAAGAAA 

Sequence 6142 

CCCTTTCGAGCGGCCGCCCGGGC AGGTA C I 1 1 1 1 I I II 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I I ICTTTT 
I I I M 1 1 1 1 1 I I 1 1 I 1 1 I I I 1 1 I | I | | | M I I 1 1 I I 1 1 I I I I I I 1 1 I 1 1 I | I N | | | | 1 1 

" AAAA NNNAAAAAAAATT TTNNTTAAANCCCCNCNAANTNAAAAATTT 

TTT CTNGGANN AAANNI 1 1 1 I I 1 1 I M 1 1 AAAANTNG 1 1 1 1 1 1 1 1 1 AANGGCCCCAAAAA 
ATN 1 1 I 1 1 I I I ICCC CNANGGN AGNAAANCNCCCTTGCCNAANTTTGNNGGGGGTTTAAA 
AAAATTAAAAGNNNATTTT nTNAAAACC CNNC 1 1 1 1 1 1 1 It I CCCNAAAAAAAANATTT 
TNNAA ANNNGAACCCC CCN I I I I 1 1 I I I NCCANNNAAAAAATTTTTTAAAAAAAAAAAAA 
AANTTNl i 1 1 I CI 1 1 I ICCCNAAANNAAANAAACCCCCCCCAAAAANNTTTTAATTTNTT 
TTTNAAAAAAAANTNTNATNNANNNAAAAANTTTT 
Sequence 6143 

AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTCTTTCTCAGTTTATT 

GGTTGAATGTGTATGNGTTTGAGTCTGGAAATAACTGANGTGTTTGATAATTAGTTTAGT 

TNGTGGCATTCATGGAAACNTGCCTTGTAAACCNAAAAGCCTTCANGGGTTTATTGTCGA 
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ATGTTTCATTCTATAGAAAGGAAATNGCCNAACTATCACTGGGATTTTAATATTTGNTAT 
NCTCTCATGAATAGAAATTTATGTAGNCGCAAACAAAATACTTTNACCCACTTAAAAAGA 
GAATATAACANTTTATGTCACTATAAT 
Sequence 6144 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATCTTGCTTAACAGAGAAAGGATGTCT 

GAGAGCTCCCGAATGAAACAATTTTTNTGAAATANAGGGCCCANAATTGGTCTNTGACAA 

TTTAMTANAGCC ATTCA ATANTTGGCAAAAANTGATTNTTTTATATCTTTAGGNGCTCA 

ATTATCTACCCAGTTTTTAATAATNNTNAANCAAGGTTCTTGGTGAGCNTCTGAACTNTG 

GCAGAATTTGGTGGGCAACATAAGACTTTTTGGATTTTTCCAAA 

Sequence 6145 

CCCTTTCTAGCGGCCGCCCGGGCAGGNACNGMAATAAACTTTGCTATTTCNTTTGGNNA 

ATCATCCAGGATAC CNTGT GGACATAAAGNAATTCACTCNCTCNNCTGGGNTNNNANTAA 

CAGGTNAGGCTGCCTTTTCCACCTGCANATACAATTNTNTAAAACNAAAATNCTNNAGGN 

GGGTTNTTATTGCATATGGANCACNTGACCCCAAGNAGGATTTNCACAAACCTTNCCAGA 

GAANTTNATCATTNNCAAGGNCCTGCCANACACATCNANGCCAANCAAAGGTCGCCTTGC 

ATTTCANGNAGGACAAGTATGGTAAAACT 

Sequence 6146 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAAATTCCAGGCAAAAAAAAAATATTTCTCT 

TGATCTCTACTATCATACATAAGGTGTCCAGTTTTCAACAAACAAGAGATATACGGAAGG 

CAAGGAAAAAACAACATACTTCCAAGAGGCAAAGAATCAACAGAACCAGCTAATTATGAC 

ACAGATGTTGGAACTATCTCATAGGGAATTTAAAAGGACTATAATTAGGTATGTTCAAGA 

CACTAATGGACAAGATGGATGCCACGCAAGGTCAGATTGGTGATTTCAGCAGAGAGCTGG 

AACTGTAAGAATGAACCCAGGGCAATTGCTAGAAATAANGAACATTGTNACAGANACAAA 

GAATGCCTTCAAAAAGTTCAACTGTAGATGACACAAACCAAGTAAGGGAATCCATGAACT 

TGAAGACAGTTCAACAGAAATTACCCAAACNAAAATCACAAAAAGGAAAAAATGGCNTNA 

AAAAAACCCAGAACGGAATTTCCAAGAAGCTGTGGGATAACATCAAACAGTCTAACATAG 

GCATAACNGGGCTNCAGANGAAGGAGAAGAGAATGGGACCAGAAGAAAGA 

Sequence 6147 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGAATGTTGATATCTTTCTCTAGACTTGGGA 

MTCXTCTGATATTACACCTTTGACTAGACTTTCTACCTCCATCTCTTTCTCTACCTCTT 

CTTTMGGCC MTAGCTCTTA GATTCACCCCTTTAAGGCTAGTTTTTAGATCCTGTAGGC 

ATGCTTTATTATTTTTATTTTTATTGGCTCCTCTAACTGACCTGGCTTCAAGCTCACTAA 

ATTCTTTCTTCTG CTTGG ACMTTCTGCTATTTGAGAGACTTTGGATACTTTCTTTCAGC 

ATGTCAGTANCAGTTTTCMCTCTTAGAMTTTCTCTTGGATCTTATTCCAATCTTTTGG 
T 

Sequence 6148 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTATCCCCAATGTCTTCCACCCAGGAAG 

GCCTACTGGCTATGCAGCTACTTGGACTCCCGTTCAGGTGCAGAGAACCGCACAACTCAG 

GGTTAGCTCTCAGGGTCTTCTCTGGCTCCTCAGTCCCACTAATGCAGAGAGAACCCTGGC 

TACTCGGAAACGGCTGTCCTGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCAAGC 

ACTGGCCATTCCTGCTTTCCATCCCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATGTC 

CATTGATGACACATCCATTTGTCAATGTAT 

Sequence 6149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTAGTCCAGCCTTCCAGGTGGCGTGAGA 

GGCAATGACTCGTTACCTGCCGCCCATCACCTTGGAGGCCTTCCTGGCCTTGAGTAGAAA 

AGTCGGGGATCGGGGCAAGAGAGGCTGAGTACAGAGACTTTCCATAGAGTCTCTTGAAGT 

GTGCCCGGATATCCAACATGTCAATTTCTGCTCGAGAAACCATCACTCTGATGAGGGTGT 

TATCATCGGTGCCCAAGCCCTTCATCGATTTATAGAGCTTTTCAAGCAAAATATGCAGAT 

TTGTTCCTCATGCACTTTACTATAGCCAGCAGAGCATCTTCAAAGCTACCAGATGTTTCA 

GAmAATACTCTGTTCAATATCCTTCTGTGATATCCTTTTGGTATTCATCAAACACATG 

CAACAGGGTGATTTCGGTTCCNGGAACAGAGAACAGTTAAGAAATTTCACCCTCATCTGT 
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CCCCCCATTTTCTTCTTTTCCACCCTNATACAGGGTCCT 
Sequence 6150 

CCCTTTCGAGGGGCCGCCCGGGCAGGTA C I 1 1 1 1 I 1 1 I 1 1 I I 1 1 1 1 I II I I I I 1 1 ANAAT 

GATATATTCAGTGTTGGCAAGGAATAGGAAAATAGGCACGGTCCTACACTNTTGGCAAGA 

ATGTATGCCGATCCCATCATTCTGGAGGGGGAATTGGCACAATTNTATGTCTANAAACGT 

AGTCTAAANACAGGAATCAGCTGGGCACAGTGGCTCATGCCTGTMTTCCAGCACTTTGG 
GAG 

Sequence 6151 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGGAGATTTCAGCCAGCCCTGTAGCATAGAT 

ACCAGCTAATTAAATGGCTCTCAGTTAAATGGCAAATGGTTATTGAGCAAAAGGTGTTAT 

GGTAAATACTAGACATTCAAAGACAATCAAGACAGTCTGATCTCCCCAAAAGCGTGCTGT 

CTACTAGAGGAGAAAGATGTGTACCAAGTCATTATTTCTGACAGCATTGTGTATTAGAAG 

GAACACTGGATTTAATCAAAAGATAGGAGTTTGAATCCCGATGCCACCTCTTACCAACTG 

GGTAACCTTGGATAGGAATTGCATAACTTCTCTGAGCCTGTTCTCAAATTGCCTCCCTCA 

TAAGGTTGCTGTGAAAGAATAAATGCATGATGGTTTCTGAAGCACTTATCCCCTGCCGTT 

AGATCTCCTGAGCTGCATTTCTGTTTAACACGGCCCCCANTTTGTCAGCCAAGCAGCTCA 

AATATATGAAGTCTAAAAATGAAAGTAATGACCCTTTTATGATCTCTTTCTATTGGTCTC 
AATCAAGTTCC I I I I I 
Sequence 6152 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACAAAGAAATAGGAATAAGTTTCATATACTAAT 

TATGCTGA GTTTT MGCC TACAT ATCACAAAATATTTAGAATTGTATAACCTTTTCATAT 

ATTTATMCTTTTAATGTCTTTTTAAAAGATGTGGGACCAAAAATATATTTATAATTTGG 

AMTGTGACTGCATACCMTAAGAAAACTTACCTTATTTTGAAATTTATCTGGGATATTA 

MGAATCTACCAATTCTTAAAAACACAGATTTATACTTTAAGCTTATTTTAAAATTAAAG 

AA TATAT ACCAATTCTTAAGAAACACTTTAAGGACTACTCTTAAATAACTTAAATATCAG 

AGTTTTGTTTGTAATATTAAAATTTACCATGGGAAATCACTGTTGGTCAGCTATCACCTT 

AATTGNGTATGAATATGGATAAATGGTTTAANCAGTAAAAGCTATCTTAAAGAATTTAAT 

GGGAAMGTTTAAATTTGAAAGATGTAACCAAAAAATTCTGGCCCACAGGTTGGATTCTG 

GAATTTTTAAA 

Sequence 6153 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATTTATGCAGGGATACACAAATACATCAGT 

GCTACAAACCATAGAACCAGAAAGACTCACGTGTATTAGAAAACTTGATATATGCTGGAG 

GAGGC ATTGCAAGTCAGTGTACGCNGGGGTGGTAGGTAGAAATATAAGATGACTCCCAAG 

ATTTTTGCACCCTGGCATACACATATGCTTTTCCAGTTGTTGAAACACTAATTTAGGTGC 

TGCTGTGAAGGGATTTTGTAGATGTGAATAATGTTCCAAATCAGTTGGCCTTAAGATAGA 

AAGATGATCCTGGATGGGCCAGATCTTA 

Sequence 6154 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGAGTAGGGGTCAGAAAGAGGACTGGGG 

GATTTCCCCTAATTNTTCTCACTMTCCTTATTGCTTTTTTATTGCAAAAAGGAAAGAAT 

ATTGTTATGCATACTCAAATTG 1 1 1 1 I I 1 1 CCCCTGTTAAACCATGATTATACATAGATT 

TTGTCTCCCTCTCTCGTGGGTATTAGAACCCTGCATGGTTTTCTCTGTGTGGTGGGGCCA 

TAGCTTTCTTCTAGGATAG7TATTAAAATGCATACCACTTTCAATTGTGTATCCGGCATT 

CTTTCCGTGATGTTCAAGTGCCTCGCTAGTCATTTTCATTTAAAGAGGCCCAAATACTTC 

CATAGAACAAGTACCTCGGCCGCGACCACGCTAAGGGCGAAT 

Sequence 6155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 I I I I 1 1 I 1 1 1 I I II I I 1 1 I I I IGAGC 

AGTTMCATTCCTTTATTTT AGTTT CAGGGGCGGGGGAAGGGAGAGAGGGAGAGAAGATA 

CAGGGAMCTTACAGCAMTTTTTCACTGTTTATAGCTTTCTTGGGGAANAAAACACATG 

CACGAATCCTGGTGTTAGGAATATTTTAAGCGTATATCTTCAATATTATTCATCCAGGAC 

TGAAGTAAGTCCTGATGCAGGAAATGAGTGAGTTTCACAGCTTTCTGAGCCCCTACTTGA 

CCCAGGAAGCCCANCTGGCACCTCCTNTCANTCCTGCCTNTAAACAGGACACCCCAACTG 
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CTGTTGGGAACCGTGTGGCANTCGTTCTGGCTACTTCCTGCTGGTTAGGGGTGAAAAANG 

GGCCCTGCANTTTGGTGTCCTCAAAAGGGAATTTTNTAGGGTAATTNAGGGACCAGCGGG 

TTGATCCAAGGGTCCTNGGTAGAANCCGTGANCTGACTCATTTGAGGTTCA7TTGTAAAA 

ACATTTGTAGCTTGATGGCTTTGATCTGCATGATGAACTAAAATACCTTTTNTGGANTNT 

NCTGTNTGGGCTCNCCAAAMTTTAACACCTGAGGTTTTTTGCCAACCCCACCAAAAAAA 

TTGNTGT NGGGC TTANCCCCATTNNGTGNAAAAAAACTTGGACTTNANANTNANAAAAAA 

NTNNGCNTTTTTNANCAAAANNGAAAATCI I 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I 

Sequence 6156 

CCCTTGCGTGGTCGCGGCCGAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAGAACTGC 

TTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTG 

GGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGC 

AGTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGATCACTTGAGC 

CCAGGAGTTTGAGACCAGCCTGGGTAACACAGGGAGACCCCGTCTCAAATATTTAAAAAA 

TTAGTCATGCGTAGTGGTGCATGCCTGTGGTCCCAGCTACTTGGGAGGCTGAGGTGCAAG 

GATAGCTTGAGCCTGGGAGGACAAGGCTGCAGTGAGCTGTGATTGCACCACTGCACTCCA 

GCCTGGCCCGATAGAATGAGACCCTGTCTTAAAAAAAAAAAAAGGCAGANGGACCACCAG 

TGTANTTAATG AACAAAAG CCCACA AA I 1 1 1 1 1 1 1 AAAAAAATTTTTTNCCCAAAACAAC 

CGNACCTNGAGTAGCNTGCTTTTTCCCCTTNTTTTTTAAAAGTGAAACAAAAATTCCTTA 

ANAAMTTTGCAAG GNGCT GGGTGMCCCTTNTGATGCTAMGTGGTTNTTTTGGAATTT 

TAAAAATTTGGGTNTI I 1 1 1 GGACATCNCCNCCATGTTAAGAAGTGATNGGAAAAAAAAA 

AAA 

Sequence 6157 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATGTTAGAAATTCTGATAAGGAGATTG 

TTAGAAGCAGAGATAAAGATTATATAAAAGAGAGAGGAGACAGAAAAGGAGGTGAAATGT 

AATCTCACAATTCCC TGCAC CACTTATTTATTTCCTAAAATCTTGTCTCACACAAAAGAC 

ATCAGAGACAGAAAGTTTTCTCTGTCCACATCTCCCATAGGGACAAAGGTAGCTTACCAT 

TTCTTGGAAAATAAAGAAAAAATGAATTTTTCTTTACCAAAATTTAAACACCATTAGGGA 

TAGAGGTTAAAATTAATTGAGACATCTGTAAGAAGTAACAAGTACCTGCCCGGGCGGCCG 

CTCGAAAGGGCGAATT 

Sequence 6158 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGCACATGCAGCGCAAGTAGGTCT 

ACAA GACGCT ACTTCCCCTATCATAGAAGAGCTTATCACCTTTCGTGATCACGCCCTCAT 

AATCATTTTTCCTTAACTTGCTATCCCTAAGTCCTGTATGGCCCTTTTCCTAAACACTTC 

ACAAACANAAACTAAACCTAATACTAACATACTTANGACNCTTNAGGGAAATATGAAACC 

GTCTTGAAACTATCCTGCCCGCCATCATCCTAAGGTCCTCATCGCCCTNCCATCCCTACG 

CATCCTTTACATAAACAGACNAGGTCAACGATCCCTCCCTTTACCATCA 

Sequence 6159 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACACGGTATTCCTTAGG 

TCCCTTCCATTGGTAGTGAT GCTGCG AGTTATTACTGGAGAAAAGGAATTCTAGAGCTTA 

ACTTGGCAGATTAAAAGTAC I I I 1 1 I I 1 1 1 1 1 I 1 1 I I 1 1 1 1 1 I 1 1 I GGNNGNTTGTTTGT 

TTTTGGTGTAGAAGGGGAATGTTGTGAAAGAGAACAGTTGGAAANCCCAANAATATACAA 

ATCGACAAATACTTAGTTTATGTCTATMACAMGAAAAANCCTTTTACTTATCTTTAGA 

AATGAAAAGTATAANGCACAAANACAATTTGATCAAATNATTANNTTTGTGGTCTTCTAC 

TGGAGAGTTTGACCCATGTTATTTTTAGGTTNTACATAAAGAAAAAATA 

Sequence 6160 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGATATCACTTAGGTAGAATCAGAC 

TACTACCATATCTTCATTCCAGTAAGGAACGACAAAAATTCCGCTCAGGGTGTTAGGAAA 

GACTGGAAGACTGGCAGGTCAGCAGCGCTGTTGAGGGCTGACTTTATTTGGAACAGAGAA 

TGGAAAAACTCACTCCTAAAAGGTGTTTTCAAAAACGGTAGAGATCTTTATGTTGAACAA 

CTAGTGGGAAGCTAATAGTTCATGTAACTAGAAGCAACGAATTAAATGGCAGACCAGCCA 

GAAGTTTAACAGACAGAATCAAGGGGAGAGACAGCTAAAAAGAGTCCTGTTAAGATCACT 
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GGGGGTCAGGATGGCATGCACATGTGCTACACTGCATTGACTCAAAAGCAACCAGAAAGT 

GTACCTGCCCGGGCGGCCC 

Sequence 6161 

CCCTTAGCGTGGTCGCGGCCGAGGTACTMCCTCTGGMCTTTTATTGTTTTTTATTCCT 

7TGCTGTATTTCAGGGGTCATCGAATATCTTCACTGTCTCTGTMCATATACATTTTCAA 

GCCAGAAMCTGACTCCATTAGCTAMTTAMCTGTTTGCGAMGCCTTTTTCCACTGCC 

ATGTCTTATTTCTATTTCAGTTTCTCTGGTGGGATA 

Sequence 6162 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGAAAAGAACAGAGG 

AAACTAAGGCAAGCTGTGAAAGATGCTGTGTCTAAGAAACCCATTCCATTGNAGAACCCA 

AAGGAAAAGCGACCAGGTAAAAGGATTGAGAGGGAAGAAGGGGAAGAAGAAGAAGCCCTT 

CCTTTAGATATGATGGATGMGATGACTTACAGTTAATGAAGGATTTAGGACAAANAGTA 

TCTTTTCTMCAAGANATCTTTCTTCTAATGAGCCTGTTCATGCCAANAAACGGAANCAT 

GAACNCATTATANATAAATATTAAAAAATACCAATAACTCTNCAAACTGCACCAAAAAAN 

GMCTGATTCATTTACTTCCTATCAAAAATAAAAATGGTATAAATCCCACAAACTAANAA 

AAMNCCAATTTCTNATANTAACCAAANATTAANAAGATCCANNAANAANAANANGGAAC 

TTTAANGAANAAATCATTTMAAATCCTATTCAAAAACTTACCATANMAAACATTTTAT 

TTANAMNNNNNNNNTNNNNNNNNNNNNNTNNNNNNNTTCCTTCCCCAACCCACCCTTTC 

AAMAGNCCAANnTCCACCCCCTTTCNNCCCTTTTCTAATTAAATCCCAACCTCNTTNCC 

CAACCTTN NCCTTMTCATAANCATMCCTTTTTNCCTTTTT 

Sequence 6163 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATCTCATCTATATGCCAGCAGTTTAAATGC 

TATTTGTTCAGTCTCGAACATTTTCAAACAAATGACAGTTATCACTTAACTAACACAATC 

TTTCTATTATTTCACTGACAAAAGAGGCAGTTTCCTGCAGTGGAAAGAGGAGATGGCTTG 

GAGTTAGAAGAGCTAGATTCTGAACCCAGCTCTACTCATTCTGAGCCTTAGTTTCCTTAT 

GAGGATCAAGTGAGACGAAAGTGCTTTGTAAAGGAGTAATAACCACAAGAAATAATATTC 

TAGAGTCCATCTCTTCCATCMCTGATGGATCCCTMTTTGCACATGTATTTTGCAAGTA 

AAATCTTACCTCTTAAAGTAAATATATGATGCATATTCACCACATGCAGCTGAAATGTGC 

MGTTGGGTTACATAGATGGGAAAAGAGTATGTATTAAAAAAGCCTTTAAGACTTGNATA 

CCT CTTG ATGNGCCTGGATTTAANAGCCATTTAAAMTTTTATTGGGGTTAAACACATGT 

NCCTTTTATATTAATNGGMCCCTCTTTGGMTAMCTTMGCCTTTAMGGTMTTTTT 

TTTTAA 

Sequence 6164 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAGTATTGTATAGTCAATGTTAAATAAAAGC 

CAAAACTGGMT GTGCAG MAGTAGGCTTTGGTTMTTTGTGGATT^ 

TCTTTGTTTAAACTTTTTTMMAAAATAMGMTTTCTGGGAGTAAGATTG 

TCTGTTTAAMGACTTTACAGNTGMTCCATTTTTGCTTTACACCTGTTTGCCATCACC 

AAGGGGACTCACCCAAGGGGACCATGGACCTGCTGGTGTTGTGTGTATATTTACAAAAAA 

CAAAACTTNCAAACCACCCATTGGGATATTAAGGTANNAATTCACCAAACTAAANACTTG 

CGGGCTTTGG 

Sequence 6165 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGCTCAGTATGCAAAAGCCCAAACTAGT 
GCA GAAAC TGTAAACTGTGCCTTTCAAAGAACTGGCCCTAGGTGAACAGGAAAACAATTG 
MGGTTTTGNNA TGNNTAM ATTTGGCMNAANNCCATAAMTTTTTAA A I I I I I 1 1 I I N 
GGGAMGCCCCNTTTTTTTCNAGNNCANTTNATTTAAAACCCGGGCCATGGMNTGGGGG 
GGCCNTTCAANGGGG AATTCC TTAA I 1 1 I I I I I AAMTTMTTTTTTTCAAAAATTTAAA 
NTTTTCCTTTNTCCCCAI MUM I CAATTANATTAATATNGGAANTTCCAANNAAAAGG 

G CCANTGG GGGGGGGGGGTTATTNTNNNGCCAAMTTTTTACCCCNGGTTTTNNAAAAAA 
AN M M M I 
Sequence 6166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGTCACAATCCTAAACATATATGCACCTAAC 
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ACTGGAGCTCCCAAATTTATAAAACCATCACTAATAGACCTAAGAAATGAGATAGACAGT 

AACACAATAATAGTGGGGGACTTCAATATGTCACTGACAGCACTAGACAGGCCAATGAGA 

CAGAAAGTCAACAAAGAAACAATGGATTTAAACTATACCCTGGAACACATGGACTTAACA 

CATATATACAGAACATTCCATCCAACAACTGCAGAATATACATTCTATTCAACAGTGCAT 

GGAACTTTC TCCAA GATAGACCACGTGGTAGGCCACAAAACAAGCCGCAATAAATTTAAG 

AAAATTGAAATTTTATCAAGCACTCTCTCAGACCACAGTGGAATAAAACTGGAAATCAAC 

TCCAAAAGGAGCTTTCAAAACCATGCAAATACATGGAAATTAACCTGCTCCTGAATGATC 

ATGAAAATCGAGATGGGAAATTAAAAGAAATNATTAAATTGAACAAAAAATAGTGATACC 

ANCCTATCAAAAAGAAGTGGAATCAGCAAAAGTCAGTNGCTAAAAGGAAGGTTCATATTC 

CTAAACACCTCCTTCAAAAAAGTCTTAAAAGAGGCCCAAACNGGCCATTCAAANGGTCCC 

ACTTNCAGGGGACCTGGGGAAACCAGGACCAACC 

Sequence 6167 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAACCTGTAATAATATAAAGGAAATGGGGG 

ATGACTCCTGAGTGCAGGGTTTCCTTTAGGGGTGATGAAAATGGCCTGAAATTGATGGTG 

G CGCAC AACAGTGGGTGGTTGCATAACTCTGTGAATATACTAAAAACCACGGAACTGTGC 

ACTTTTAATTGGTGAAATGTGTGGTATGTGAATTCTATCTCATAAGGCTAATATTAAAAA 

GAATCATATAAAACATTTGCTTTGCTATGATGGCCAGTATGCCATCCCTCCAAGTAGCTC 

TGACATTCATTCATTTATTCATCCATTCATTCATTCTACAGATATTTCTTGATAGTCCAC 

TATATATGTGGCTCTGTGCTAAGCACTGGGATACAGAGTTGAAGAAGATAGACATTGTCC 

CCATCC TCATGCTATTGGGAACATAGACTTTAGATAAAAAATTGCACTGAGGTGTGATGA 

ATTTTTTATTATGGAAAGT 

Sequence 61 68 

CCCTTAGCGTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 
TTACCTTGTTA TCAAT TTTAGGAAGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 
AGGACTCTTCA TTTTAT CCCTGGTTTTCTGAGGGCTTTTAATCATGACTCAATGTTGGGT 
TTTACTAAGTGCTTTTTCTAT TMGA TGATCATATGCATTTTTCTTTTTAGTCCACTAAT 

ATGGTMAGTTCATTTATTGATTTTTGAACCCGCGTACCTGCCCGGGCGGCCGCTCGAAA 
GGG 

Sequence 6169 

CCCTTAGCGTGGTCGCGGCCGANGTACTTGNTTCACCATACTTNATNCACACCAGNGAAA 

GAGTNNTGCATTTANTTGGAGTATNTAAAGCCAGTGGCNGTNTNTGCTCATACTTGGACA 

NTTAGGGM GGGTTTGCCAAGTTNTMGAGMGATGTGATTTATTTNGAAATCGTTTCTG 

TTTTGTTTTTAAATCAAACTGCAAAACTTAAAACTGAAAAATTTTATTGGTAGGATNTAT 

ATCTMGTTTGGTTAGCCTTAGTTTCTCAGACTTGTTGTCTATTATCTGTAGGTGGAANA 

ANTTTAGGMGCNAMTATTACAGTmTGCATTGGTGGGNCTCMTCCTTMCATATTTG 

CACMTTTTATAGCACAMACTTTAAATTCAAGCTGCTTTGGACAACTGACGATNTGATT 

TTAAATTTGAAGATGGGATGTGTACCTCAAATGGAAATGCATAAATCACCCCGCTNCTGC 

GTCGCTCACGCTNGGAACTGAACACCGGANCTGTTCCTATTGGNCCATNTTGGCTNCTGC 

TACTACTGAAAT CTTG ANGTGTANTTAACTTNCTATCTGTGATTTGGGANAGGGAANAAC 

TTMCCCAMTGTTTTACC7TNGAAAAATACCATGGGMCTATGCCMTCTTTTGTTTTN 

AANCTAAAAAAAAAAAAAAAAA 

Sequence 6170 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTTCACTCCCCCTCTCTGTAATAAATG 

CCTTMGCAATTTAMTMGCAGAATGTTTAATTTCATTCTGTCCCATTGTTACCCTGGT 

TC7TCTGAGTGCCCAGCTTACCCGCCGAGCTTCTTTCAGTCATCCTCGGTGTCCTCTGAC 

AATGCATCTTCTGCTTCCACATGCTCTAGCATTCCTTCACCGGGGTCTTCATAGCCCCAT 

GTTGGGCGCCAGAAATGTTGGGGTGATCAGACCCAACACCAGGCCGTGGGGGCTACGAAG 

TCCGGAGGAGTCAAAGGAATGAGAAAAGAC 

Sequence 6171 

TGGGATATCTGCAGA ATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTAC CI 1 1 1 1 I I I I I 
I INIIIIMI III MGGG I II M il I I I I III IM II I | I I UI I M I li nn || in 
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I I I 1 1 I NNNN I I I 1 I I I 1 ) I I I 1 1 I 1 1 I I I 1 1 I 1 1 1 I I N I 1 I II 1 1 1 ATTTN I I 1 1 1 1 I I 
NNCTCANNANA MAAAMAAAMATTTTTTTCCCCCNNNAAAAAAAANNNCNNNAAAANN 

i m i i n i i i i i NAA AAAAAAA AAAATTTTTNGCANAAAAAA I I I I I I I I I I I I I I I I NN 
AAAGGGNAMAAANTTTTTTGGNNNCCNANAAAAA I I I I I 1 1 I I I I GGGAAAAAAAAANA 
TTNNTTTNAA ACCCGGGG GGGGNGGGGNT) I I I I 1 1 1 I AATAAAAAAAAAAAAAAAAAAA 
AANNCCCNNN I I I I I I I I NTTATNAAN GAGGNGGTTTNTTAANNCCCCCNCNANAAATTA 
NNTNNTTTATAAANCCCC 1 1 I I 1 1 I I I NTCCNAAANCAATAAAAAAAACNCCNCNNCAAA 
AAANNTA NAAAANAAAAANCTTTNNANGGNN I I I I I I I I II I NTATNAANAAAAAANTNT 
TTTTT7TNTNCCWNACACNAAG NNG AMM ATTNTTTTT 
Sequence 6172 

CCCTTAGCGTGGACGCGGCCGACGTACCACAACTCCCAGGATTGGTGCNGGNGGNAANCT 

TGTATCTGNTNTGCAAATATTGTTTNTATTGTTTTGAGCGACGTGGGCCCTCCTGAACAT 

NTTATTTTAA 

Sequence 6173 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTCATTTGGATTTGCATTTCTCTGAT 

GAGTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAG 

MGTGTCTGTGCTGAGCCTTGGCCCACTTTTTMTTAGGCGTTTGTCTTTTTATTACTGA 

GT TGTAA GAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAA 

ATATTTTCTCCCATTCTGTGGGTTGTGTTTTCACTTTATCGATAATGTCCTTAGACATAT 

MTAAATTTGTATTTTAAMGTGACTTGATTTGGCTGTGCAAGGTGGCTCACGCTTGTAA 

TCCCAGCACTTTGGGAGACTGAGGTGGGTGGATCATATGAGGAGGCTAGGANTTCGAGGT 

CANCCTGCCAGCATANCGAAAACTGTCTCTACTAAAAAATCAAAAATTAGTCANGCATGG 

TGGTGCACGTTTGTAATANCCACTTTNAAGAAGCTNANGCNCNANGATCANTTNAACCCA 

ANANGAGGAGGTGNNANGANCTNANATCATNCCNGNAACANAANNNMCTTTNTTTAAAA 
AAA 

Sequence 6174 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGTCAAGGCCTGAGGGGCGCATTGTCAATAA 

AGCACAGCTGGCTAAAAAAAAAAAAAAAAAAAAAAANGTACCACGAAAAATCAATGTCNN 

CCCMCACCTTACAGATTACTCAAAGACTGTCCTGGTTTCNTGTTTACCCCTCAACCANG 

GGAGGMCTNCCNCCAMCTTCCCTAGTGAAATCCCCGGAATCTGCCNTTTTCTGGATGC 

TTACCAACAAGGAACAAACTCAAAACCNTGCTTCCAA 

Sequence 6175 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGGGTAAATGGATTTTGCACAAAACCACAG 

GAAAGTCCCGGAGCTNCATCCCGCACTTACAACAGAGTGCCTTTCACAAACCTACGGATT 

GGCAGAAAAAGATCCTCATATGGTCAGGTCGCTTCAAAAAGGAAGATGAAATCCCAGAGA 

CTGTTTCGTTGGAGATGCTTGATGCTGCAAAGAACAAGATGCGAGTGAAGATCAGCTATC 

TAATGATTGCCCTGACGGTGGTAGGATGCATCTTCATGGTTATTGAGGGCAAGAAGGCTG 

CCCAMGACACGAGACTTTAACAAGCTTGAACTTAGAAAAGAAAGCTCGTCTGAAAGAGG 

MGCAGCTATGMGGCCMAACAGAGTAGCAGAGGTATTCCCGTGTTGGCTGGATTTTTG 

AAMTCCCNGGAATTATGTTTAACGTGCCTGTTTAAAAMGGATGTGGTATTGAAGGATC 

CCATTTCATAAAAGTATGGATTTGCCC 

Sequence 6176 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTTTTGTTGTATCCCACCGGTATGTTCCCAT 

TATCATTTATTTCMTAMTATTTCAATTTCCTTCTTMTCTCTTCATTGACCTACGGGT 

CAT CTGG GAGCATTTCCATGTAGTTGTATAACTTCCAAMCTCCTCTTGCTATTAATTTC 

TAGTTTTATTCCATTG TGGCCAG AGAAGATGCTTTATTCTATTGTGGTCAGAGAAGATAC 

TTCATATTATTTCAGG I I I I I I I I AAATGTTTTAAGATTTGTTCTGTGGCCTAACATTAT 

GGmGTCCTTGAGAATGATCATGTTCTGAGAAAGAGAATGTGTATTCTGCAGCTCTTGA 

ATGAMTGTCCAGT MATAT CTATTAGMCCTTTTGGTCAATAGTGMTATTTAAGTCTA 

ATGTTTCTTT GCTG ATTTTTCCCTGGGAAGATCGATCAMTTCTGAAAGTGGGATGTTAA 

AGTCTCTAGCTTTTATTGGATTGGGGCCAGTCTATCTCTTTAGCTCTAATAATATTNCCT 
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TTATATATCTGGGGGCCTCAGGGGTGGGGTGCCTATATATTTAAAATTGGTNATATTCCT 

CTTGGATAAATNGACCC 

Sequence 6177 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGGGCCATAGCTAGCAAGATCCTCCAAACATG 

AGGTAGAACTTGGTGCCTCCTGCCTCAGAGCTTCTGGAAGCCTTGGGGAAGGCAAGCGTG 

TTCCTGGGCAGAAGAGGAGCAGGMGCACTGGATCTGCTGMTCTTCAGTTTTCTGTCTG 

AGGCTGGCTTGAGGCGAGGGATGCGGAAGAATGTTCTCCAAGGGGGTCATTCACTCAAGG 

CACCATCCCGTGCACCCGGCTCCCGCTCCTGCTCCCGCCCTCCCCGCGTACCTGCCCGGG 

CGGCCGCTCGAAAGGG 

Sequence 6178 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGAATTATAACTAAACAACTACATGTTAC 

TGACMATTTGTG ATTCm GAGTCTAAACAACACAGAAACTAGAAGATCCCTTTCCTAG 

ATTTATATACTTGATTTTCTTATAAAAATAACTTCAGTTATTATGTCMTATTTACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6179 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTNGTCNCGGCCGACGTACNC 

NGGTGTCATTGT7TACTTGTCCTGTCACTGGATCTGGGCTAAAGTCCTCCACCACCACTC 

TGGACCTAAGACCTGGGGTTAAGTGTGGGTTGTGCATCCCCAATCCAGATAATAAAGACT 

TTGTAAAACATGAATAAAACACATTTTAT 

Sequence 6180 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTGCANATACACCGAAACGG 

CTNGTAAMCAAAGGACTTTGTTNTCTGAGCTATTATGTMCACCTTTTCATTCACCTCA 

CCATMGGMTTTCCTGCTTCCCATACMTTAAGAGAAAATAATTACTAAGAGGATTATG 

ATACCTCGTGACCAAGCCTCCTGAGTATAATACTCTTAGTTATGAGTTGTGCAGATAAAT 

ATATATTTAAMTTTATTmCAGAACAATGTTATGCTTTATATMGTGAAT^ 

GTCTGTAACTAAAACCAAGA TTGCA GCAGCTCAACACACAGAAGTTAAATATAATTCAGT 

TTTGTMCCTCGCCTTCGGCTTTTTGTTTGNTGGCTCTTTAAMCMCAAMAAMTTAT 

GGGATAATGAATGCCTGGNCATGTTCATTCCTGCCTGGCCTGGAATATT 

Sequence 6181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGCTCTTTTAGCTAGAGTGTATGTGAAAAT 

A MGAM TACATCATTGTATTCACMCCATGTGTCTTCATTNATAACTTTATGCTTAAAA 

AATTTTTAANTTCNMNGGTNTAMGTTTCATTTGGATATTNNATCNCTCTNNAATGCCA 

NTANAAAGGGN TTGNGG CCANGAAAAATTCTTACTTCCATNGTGNACAATTCTTGCCCAC 

CMGTGTNCTTA7TT7TTGMAG 

NTTTGNTCTCTTTAACCCCAAGGGNATTT^AMT^ 

TCCNTCCAAM CTTCT TGNCNTTATTTTTCCTTNCCCAGATNTTTCCCAGNCAATTAAAA 
ACNGGTTCNCCTmMAGGAACNCNANTTCNTTGGrsrTGTTCAMGGGGGNGGTm 
ACAAAAAAAAA 
Sequence 6182 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTTGGGCGAGACCTAAAATTCCCTGGGCA 

CAGGTTGCACCTGGGTGTGAGCACTTMTCACTCMCGCTTTGTTTTCTTACACTTCGAA 

^^ZS^ 300 A> ^^^T AGTACG CG G G ATGTATAT ^C T AACGTAAAAA AC ATAATTTTTT 

TCTTTTCMGATTTT7TCTTMAMGATGANAGMACATATTTTTTCAGGAMAACAAAC 

TTTAAMAAMAGAGGAGAMTMAACCTTTTCTCCCCTTTCCCCATCCTCTATCTATCC 

CTCTTTCCCAGG AACAAA TCAAAAGGTGGATTATCTTCTGAACAATGGAAACTGCCANGT 

TCAGAATGATGTCTTTTTCTCAATGCAGTGAGTTATAGATTCTCTAGTTTTCTCCCTAGG 

GATGGGAAGGGGGCATTGAGGCAAGCCTGGGAGAGGAGCCCGGGGAGCAAGGGTCATTGA 

AC i i i ii 1C TTTAGTGAAGGAGGMTACMTCAAGGGTTTTGTATTCAAAATGGTTGGGC 

CMTATTTTGGGAATGGGGAC ATTGGN NGGGGTTAAGAGGATTTTAGGTTTAAAAACCAA 

AACAMAAGGAATTGIvrrCCAAATTTTTAACCTTNGGNCNGGGANCCANGCNTAANGGCCN 

AATTCNCANCANNACTGGGCGGNCCGTTNCCTAAGNGGATCCCGNCCTCGGNACCCAAAC 
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CTTGGGGGNAANCAAGGGGCANTATTTGCCNCCCTGGNGTGAAAANGGGNANCCCCNNAN 

AANTTCCCCCCCCCCCCCCCCC 

Sequence 6183 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAAAGA AACTACAG TTGACCCTTGAACAACACAGATTTGMCTGCGCTGGT 

CCACTTATATGTGG A I I I I I I I ICTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAAAATCTGCATATACTAAGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCGAATTCCCGAGCATGCTGAGGGATGACTGTATATGTGAATAAGACTTAAATTAT 

ATTTC CAMCTTGGGATGGMTCAMCATTTTAGTAACAATTCTGTTGATTACACTTCTA 

TTTTTMTCTTGTAGGACTGNATTTATTTTTTAI 1 1 I I GNGTTTGAATATGTGTGTGTGT 

ATGTGTGNTGGTTTGGGGAMCAATTATAAAAGATTTGTGAATTATTTTGGATGTATGCT 

ATTNCCAAANACTCCTGTTTCCCTTC I I I I I I I I I I I I I I AAGGTCTTCCTTGAATTGGG 

CMTC ATMT TTACAGANMTTGGTTACTATANCTTTGAATACCTTATAGGGTACCCTGG 

TTATTATTTTNAAAAGCATGCCTMTTTAACAT^ 

MTNGGGTAMrsfrGGNTTTTAANNNTAAGCNTTAAATTGAN 

Sequence 6184 

CCCTTTCGAGCGGCCC GCCCGGGCAGGTACTTT A I I II I I I I I I I I I 1 1 I I I I I ICTTTT 
I I I I I I I It ! 1 1 I I I I I I MNACCATAATTATTTTATTAACTAAATTACAGCTGCTTTGA 
ATAAAAACTTMCTAACMTCACGTAAGGGTNTNATAGGTGACMCCAGTTACTTTTCTT 
GGTT 

Sequence 6185 

CGCC AGT GTGATGG GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTNTTTNl UN I AN TTNATTTTAACCTTTATTNNTANTGNTNTTTAAATTTTGNNAA 

GAAAAATTCATTTTTTCNAGAGNGGGCAANAAATNTTAANNNAAAAAAGNNNNTATGNAA 

NATGNAAACAGAGAAAACTTTCTGTTTTGATGTNTTTTGGGTNANACAANANANTANGAA 

NTTTNTMNCGNTTNANNAAAATNTTNNNNNGCNTNNCNCCNAAAAAAAANAATCCTATA 

TNTT TATAAA ACNGNGTTCTGCNCCNNCAATTGGGTTGGNGGAGNGGTAAATATNCAAGG 

ANNATTTTTNTAAAAAACTGTTNTNANMGANCAAATTTNGANGTTTTAAANCNCNGAAA 

CATNANCCT ANTT TAAAMNTNTTTT^ 

GGTAAAAAATTTTNAAAAACNCCGNAAAA I II 1 1 I II I G N AAAA A AAAA A ATTAAAAAAA 
TTTT 

Sequence 6186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTTTGTTTAATAGAACAAATAATCAG 

TGTTTCACTTATATTACTAAATGTGAAAAACATAATGTGAAAAGTTACATACATTAACTT 

G GTTGT AMACCCATTTTAAGTGTTCATGTAATGTGGTAAGTTTAAAAAGTGAAGTGAGC 

TGTmACTACMTGAATTCGTTTGACTCAAAGATTAAAATGCCCCTCCCCCTATGTGTA 

TCTCTTATGGCCTGTAATMTTGAMGCAATGTTTTTGCAGTTTATATAATGCM 

AATCTGTGTTCAAAAATGGAGTTCATATGGGCTTAACACATGAAATGGGTGGCACAGATC 

CACTTGCAGMCCCA MGA TACACMTCAGTTTTGAAATGCAACTTAAGCCATTAATTGT 

TGGTGTGMTTTAAMTTTTCTAGTGTTTGTATGGTGGGTATGCTGCCTAAANAGCAAAG 

CATCCTCTGCACMMNGMAATTACTGTAGTGGCTTTCGATTTTAATTAGAATTTTCTC 

CCTGGGNGTTTCTTTATAGACCTAMGCAAAANTC 

Sequence 6187 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGGGAMMCTTTTTC 

CTTCCCTACAGGGGTCAGGGCAACATAAGTATTAAGGTCATATGGCTTGCTGGCCTGTAA 

ATMCTTGTAMTMTTMGTTCTTTGTCTCTGMCCATTAATCTTACGTCTCCTACCAT 

CCATMAACTATGACAAAATGATCAACCTGTTATCTTCCANGAAGGGTGAAAGATCAGAC 

CCCTAATAATTTGACTTTTAATCAAGTACTTTTATCi I I 1 1 GTTCTCTCCCATTTATTTT 

TTAMGATTGTTT TCCAT GAGCCATMTTTTGCCCACCCCACCCCAACCAGGTTACTTAA 

TTTCTGGACTTCATTTTTCTCCTCTGTATGATGACAATAATAATAGTATTGAAACTGCCC 



# 
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TTGCAAATATTATAACAATGAGAAAATTATCACAATGAAAGAGATGTGACCTAACCAACT 
CTATCTTATCTTTMCCTCCAAGCCTGGTCATTCTTGGTTTTTTCACCAMCTCATTT^ 
GGAGGAATTTAANTTTTGTCCTGCCCGGGCGGCCG 
Sequence 6188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAGTGTGATGTTGTGGTAACAGGTATTGT 

TCTTTTGTTTCCACATTTAGMCTTCCTTAMGATTTCTTGAAGGTTGGTCTMTGGTAA 

CMATTCCCTTAGCAATTACTTATCTGAAMMTATTTTATTTTACCTTCACATATGAAG 

CTCMCTTGGCAGGATATGAMTTCTTGGTTGGAATGTCTTTCCTTTGAGAATGCTGAAA 

ATAGACCCTCMTCTCTTCTGGCTTGTAAGGTTTCTGCTGAAAAGTCCACTGTTAGCCTG 

ATGGGGGTCCCTTTGTATGTGATCTGACCTTTTTCTCTAATTC 

TTAATGCTNGCCTTAAACAATCTGNTGCCTATATGCCCTMTGATGTTCNTTTTGTGTAA 

AAATCCANCANGTGTNCTCTNGATTCTTGNATCTGGGTNTCTACCTCTCTAACCAAAATT 

ACAMAGTTTTATTCTATTATTCCCCTCAMTTTNTTTCCCAMATTGMTACC 

TCCTGCTCTCTTAMAAATTCCAACACTTTTTATTTTTMTGNCTTTACCATAATCCCAT 

ATTTNTTAAAMCTTTNTTCATTTTTTAAAMTMTCTTTACTTTTANCC 

TTAAAA 

Sequence 6189 

CCC TTTCG AGCGGCCG CCCG GGCAGGTACTATCATTATACCCTTTCCCTCAATGCCATCT 

TACATTTTAGGGATAAGTTTTAAGCCAAACTATAAGGCTACCTGGAATGCTGAGACAACA 

CACAAATTCTGCTGAGTCCCCGTCACAGACTACTTCTGAAGGTCACCAGTGAGGGCCTAA 

ACAAGAGTC CACTTC TTGTTAGTATMTMCTTTTTATTTGACATCTACAAGATTTTGGC 

ATCTTGCAGCTTTTTACCAGGTTTATACAATCTCGATTTTTCAATAGTGCAACCTGTGGG 

AAGCAAAAAAAAAAAAAAAAAAAGAAGAAGTACCTGGTGTTCGGTTATGGAGCCTCTCTC 

CTCTGCAACCTGATAGGATTTGGCTAC 

Sequence 6190 

AGCGGCCGCCCGGGCAGGTACTTAATACCCATTATATCTCCCANTCAGCTCCCGACATCT 

G GCAC AAACTCTAAAAGCTAAAGAAGGCCCTCANCCCCACAACGAGACCTTCTCAACCTG 

GTTTTCAAAGTCTTCAATAATAGGGATGAGCAGGAAAAAATAAATAAGGCCCAATGAGAT 

TGTGCCAAATACCAAGCTACTAGCCATGGCTATTTGCCAACCTGGCAATAGCACCCAAGG 

GCACAAAGGACCCGATAGCAAGTCTTCCTCCTGCTTTAAGAGTTGACAAAGAGATGTGGT 

TATG 

Sequence 6191 

CCCTTAGCGTGGTCGCGGCCCGAGGTNCAACTTAATTTGGTTAAATCAGGCTAAAGCGAA 

GGACTTACACTCCTTGATCMGGGMGAGTTTTCTTGTTTTCTCTTTCTCCTGCTAGATA 

TGACCAGGTNTGCACATGTTTACTTGACACTTGAAGGGAACTGNCCTTAAGGTGAAACCT 

TTGACANGAAGAGCANAAGAGGGAAGGAAAGACATG 

Sequence 6192 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCCGGGGGAGAACTGCAGGAGACTATCTTTCTA 

AACAAGGCAGTTGATGAGGAGGGAGCGCTTGAGGGGGACTGG 

Sequence 6193 

CCCTTTCGAGCGGCCGCCCGGGGAGGTACTAAMCNTGCAGTCACATTTTTCACAAATTA 

GGGAAMGTTTGATACTCTTGTTTCTTTCCTTCTTTCTTTCGGATMGTGGAMCTTCTA 

AGAAATATGAATAAGTAGAAACTTCTAAGAAATAGGAAAGAAGTAAATATGTGCCTATAT 

TCTTAGMTNMTCAGTATATTTTTAATAMTCAAGATTTTCTTCATAAACCAATTGTAG 

GGGTGTAGGTAGGTAGACCAGNTGATGGGNAACTGGTAAGTCATCCTGGGGAAAAAGAAA 

TACGTTAGGTCTTTATNCATTGCATATAATAATATAAATTCAATGCAAAATCATGGCTAT 

TGAAAATATCNAACTATAGAAAA/^GGTAAACACACTTGATTTATTATTTCGAGTTTCTGA 

ATGGGTNMGACTCTCTMGCTTAAAAACMTTGAAAAAGGTGGTMGTTTTATTAACTA 

CATAAAAAGCAAAAAGCCCATATNGCCAATATAAAAAACAGTGANGTAAAAAAAAAAGCC 

ACTTGGTCCCAGMAGGAGCNTTACCCCCTNMTTTTTAAAMGGGGTATTATNTTNNAA 

GTNAGAATCCCAAGNCCTGAATGTTTTGGGAA 
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Sequence 6194 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTCCACAGATCATATTAAGGAGTTTGTAGG 

TGAAGTTTAATCTGTGCATAGTGGGTAGAGACATGAATAGGGTCAAAGGGGAGGAAAAAG 

GAAAAAAACAAAACAAAAACAGTCACAGGAAAATAAAAATACACCACAGGTTACCAGAAC 

CTTCAGATTTAAAATAAAAAGAAAGAAAAAGCAGAAGCAGTGAGCATCGACATCAACTGT 

ACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 6195 

CCCTTAGCGTGGTC GCGG CCGAGGNACTTTN I rTTTTTTTTTTTTTTTI INTTTTTCCGC 

TATTTCTCTTTTCTTCTTTTCATTCTCTMTTGTGCCCTTAAAAGG 

TTACAAATTAATACA CAAA AATATTATTCATGTGATGGAATACTACTCTGCCATAAAAAG 

TMCAAMTMTGTNTTTTGCAGCAACTTGGATGAAGCTGGAGGCCATGATTNTAAGTGA 

AGTAACTCAAAACATACAAATGCCACCCGCGTAC 

Sequence 6196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTAAATACTAAGTTTTCCCCCAGGTTCTAA 

GTmCTGTMTGCATCATmACTTTTACCATTAAAAMTGTm 

CTATTTCTGAAAAACCCTCTTACGATCATACACATAGAAAATATAAAAGAATTGACAAAA 

TAACTCCTGGAACCAATAAGCAATTATAGCAAAGTTGTAGCATACAAGGTTAATATACAA 

AGGTCCAGTGGCTTTCCTATATATCAGTAATGAACAAGAGACATTTGAAATTAAAAACAT 

ATTGCTGTTTACATTAGCATCAAAATAAATGAAATATTTAGCTATAAATCTATCAAAATA 

TGTATAAGGTCTATATGAAGAGCAAAAACTCTGATGAAAGGTATCAAAGAAGAACTAAAT 

AAATGAAGAGATAATCCATGTTCATGAAGAGGAGAACTCAATATTGTCAAGATGTCAGTG 

CGTCCCAGCTTGTTCTAATGCMTTCCMTCAAAATCCCAGGMGTTATTTTGTGGATAT 

CAACAAAAGTAATTTGAAACTTCCTATGAAAAAACAAACGACTCAGAATAGCAAACCCAA 

TATCGAAGGGAAAGAATAGAGCCAGGAGGACTGAAATCACTTGAGTTCAAGACTTACTAT 

GAAGCCNCAGTGATCAAGACAATGTGGTTTTGGNCCAAAAAAAA 

Sequence 6197 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACTMGGTATACTACTGGACATTTCTATTTTTT 

TMGTGTATTCTTTTTCTGACTTACAGTAAAATTTCAGGAAGTTGATAGATACTAAGAAC 

TTATGATTGGTCTCAGAGGTAACAATGMATACTCATMTTTTGTCTGTGGAACTCTGGC 

A GMTT ATGTT ACAC ATTTGGCGMGTTGTCTCTTGTM 

TATTTTAGAGCT1TTAATGMGGGGMGAGTATAMCTTTC 

TTACAGACCGTCTCATAAAT CAAGA TTGTGCATTATTAGAGTTCTCAGAGACAGGATACT 

TCCATATGGACCCCTGTTCATTTTTCTTATTTACTAGATATTTTGCTAMTTTAGCACAC 

TAGCAATTAAGAAGTTTAAAAAAAGAAGAAACGTTATAGGAAAGGGAAACTG 
Sequence 6198 

GATGGATATCTTGCAGAMTTTCCGCCCCCCTTTTTAMGCCCNGGTTTGGGGGGTTTCC 

GCCGGGCCCGAAGGTACCAGNNGGGTTCCCTTTTTTTNAAMANGNTTNGGNMCTTTTT 

TMAMNTTNNANCCNTGGGNTTTTTNAACTTNCCCCTNGG l Willi I AAAAAAATTTT 

TNNAAAAAAMNNCCCCCCCCCNAAAAAAANNNNNNCCCNNNTTTTTNTNNNNNNNNNCN 

NNNNNAAAGGGCCCAAAAAAAAAAAAAAAAATGGGGTNCCCCCCCANCCCNNCCNTNAAA 

AAAAGGGGGGGGGG 

Sequence 6199 

NCCCTTAGCGTGGTCGCGGCCGAGGNACCAGGGTNANNAAGCATGTGGTTCATCCTTTGG 

AMTGGTAGTAGGAMCCATACAGTCTTTTGGCATTTNGAGCTACATAAAGGAACTTGNA 

GTTTGTTTTNCCAGAAAGACNGTGGCAAGCAAGCNTGANATGGAAAGGTGAGTCTTTTAN 

TATCCGNGGGAGAGGGCATTGCTTTGGCTTTTTCC 

Sequence 6200 

CGGCCGAGGTACGCGGGGACTGGAGACACTGANTAAGCAGGGGCCCTTAAGAGTCTTGTT 

TGCCAAACAGATTTGCAGATCAAGGAGACCCANNAATTTCAAAGAAGCGCTATTANAGGT 

NTCTTGAGATCCTTTCACTANCTACATTCCTCANGGTAAGAAGGAAAGANTGGCTTTCC 
Sequence 6201 
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C CCTTAGCGTG GTCGCGGCCGAGGTACTATCAAATACTAGGTCTTATTATTCTTTCTAAC 

TATTTITATTTTGATACAAGTCTTTCAGGTCTGTCTTAAAGTCATAGGATGCTAAGGGCT 

AAAAAGGCCCAGAGAGAGCAGTAAGTTGCCCAAATTTGCCCAACTAGAGAGGGGCAGAAT 

TCAAATGAGAACCCGGGTTTCTGATGCCAAGCTGCCTCCTCCCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGG 

Sequence 6202 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGTGACTCGACCTTNACCAGATAGAGAGCT 
GGTCATTAAGTGTGAACAAGCTGACTTGAATGTTTCANGACAGCTCCCTCCTCTGTAAAA 
TGGGAATNATAACACTATTCTTAGGGAGA 
Sequence 6203 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCACTATTACAAATATATGATGTGAAAC 

TAACAAACTCATGACCTTCAAAGGATGTGCTTCGTCCCACNGCACCACACATTTTGCNAA 

TTTGGTG^NCCCATTTNGGCTTMTTTTTCCCCCTTTTCTTTNCTANTAAMTAC 

CAAAAAATTTATTAATAAGGTNTAATTGGCAATATGGAGNTATNCCCNCGTAATNGCCAA 

TTNATTC ANCACT CNNTACNTTCANChrTNTTTTMTTCCnTCTANGGCGCNTTTCTTNCA 

AATANCN 1 1 I I I IGGCNCCAATTTTNCTAACTTTACCTTTNTGCCTTGGGGNNAAAANAT 

TATAACCCCAAGGTCCNANCAANAACTAAAATTTTTCTNCAAGGCCCAAANCCAANAACC 

TTT GGNCN TTAATTTCCACCCCCAANCCANANNCCCCACCCAAATTAAATCCAAAGGCCC 

AATATT7TNATCCACCCCCCCAGGATCI I 1 1 1 1 1 1 1 I NANTAAACNCCCCTTGGGCNTAT 

TTTGGGNAGGTNAAANTTTTNNCAGNGGTTTNGGC I 1 1 1 1 I I I I I I IC A 

Sequence 6204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGGTCCTTTTCAAAAGTGGACTTCTAGA 

CTCACCTGTTCTCACTCCTGTTTAATTCAACCCCACCCTGCCAATGCCAMTAATAGAAT 

TGGCTCCCTACCAACTTGAACAAGGGAGGAGTCTGTGCAGTTTCTGACACTTGTTGTTGA 

ACATGGCTAAATACAATGGGGTATCGCTGAGACTAAGTTGTAGAAATTAACAAATGTGCT 

GCTTGGTTAAAANTGGCTACACTCATCTGACTCATTCTTAATTCTATTTAAGTTGGGTTG 

GAATCTTGCCTAAGGTGCGTANTCCAACTCTTGGGAATTCCCCTCCTAATAAGTCATACC 

TAGTAGTCATACCTCCCTGGGGGTAGTGGTANTCTCTTAAANCCTTTAAAGGTTTGCATT 

NNANCNAGCCNNTAAAATANNGGAATGGGCTTNTNTTTGCTTGGAATACNAAAACNTNAA 

ANAAATGGTGTTCATTNAGGAGAAAATTCTTACCCCCTGGAAGGATAAAAANCCCCAAAT 

GGGGGNNACTGNAAAATAACNCCTAATGCCTTTAANAAATTNGGCCNCCCTTTNCCNCNA 

GNGAACCCCNNTTAANCCNCGGGGGGCTTAAANNCCCATNANCNCCACCTGNAATTTTTA 

ANGGAAAAAAAA7TANTNCCNTTTTAAAAAAAANNTTAAAACCCNTTTTTAAAA 

Sequence 6205 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGGGANAGNATTCTAATCCAANCAAGGNGNC 
TCAAAACCTA CTATT NTGACTGCACANCNTNANAAGGCTGNNGNTAGGATAAACAAAGTC 
MACANCTTTATTTTNTCTAGGACCCCTGGGAACTTTT 
Sequence 6206 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCTCACAGCTGCCCTGTGAGGTGGGT 

GCCATTACTGTCCTCTTATTATAGATTGGGAAACGGAGGCTCCGAGGTGCCAGAGCTTGC 

AAACCGATGGAGGTTGGCCAGACTTCATGAGCCACACTCTGAATATTCCNTTTGAGGCAC 

AAACAACAGAATCAANAAGGAGGCCACGCGCGGGGGCTNACACCTGCAATCCCAACAC7T 

TTGGGAAGGCCNANGCAANAAAGNGATCNACTTTNTAGGGTTNANNGAGTTTNAANAACC 

NAGCCTTANCCCCAAANATTGGGTATAAAACCCCCCATTTTTNTTACTTAAAAAAA 

Sequence 6207 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTTTATCAATGGGACGTTCCAGCAATCC 

ACACAAGAGCTCTTTATCCCCAACATCACTGTGAATAATAGCGGATCCTATATGTGCCAA 

GCCCATAACTCAGCCACTGGCCTCAATAGGACCACAGTCACGATGATCACAGTCTCTGGA 

AGTGCTCCTGTCCTCTCANCTGTGGCCACCGTCGGCATCACGATTGGAGTGCTGGCCAGG 

GTNGGCTCTGATATANCAGCCCTGGTGTATTTTCGATATTTCAGGAAGACTGGCAGATTG 

GACCAGACCCTGAATTCTTCTAGCTCCTCCAATCCCATTTTTATCCCATGGGAACCACTA 
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AAAACAAGGTTC TGCT CTGCTTCCTGAAAGCCCTATATTGCCTGGGANATGGACCAACCT 

CAAATGGNAAAATTTTAAAAGGGAAAAACCCCTTCATGGCCTTGAGGGTGNTGTGCCCAC 

TNCAGAAGACNTTCACCCTAACTTANAAGACAAGGCCNAACTTGCAAAAACCNATTGGTT 

GAGMAMTTGAACGANTTTCACAACTATTGGNAGAGCTTTTTNCCCAAAGNATNTTNCA 

MCAAAGMNTCCTTTANTNAATGGANANTGGGGTTTTTTACCCCCCT 

Sequence 6208 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGAGTCCTGAGCTGCGTCCCGGAGCCCA 

CGGTGGTCATGGCTGCCAGAGCGCTCTGCATGCTGGGGCTGGCCTGGCCTTGCTGTCCTC 

CAGCTCTGGTGAGGAGTAC 1 1 I I 1 1 1 1 I I I 1 1 1 1 1 I 1 1 I I G ACAGAGTCTCACTCTGTCA 

CCTAGGCTGGAGTGCAGTAGTGTGATCTTGGCTCACTGCAACCTCCACCTCCTGGGGTTC 

AAGTGATT CTCCT GC CTCAN CCTCCTGAGTAGCTGGGATTACAGGCGCCCACCACCATGC 

CTGGCTAATTTTTGTATTTTCTAATANAGACGGGGTTTCACCATGTTGGCCAAGGCTAAG 

TCTCAAACTCCTGACATCAGGTGATCCGCCCTCCTTGGCCTCCCAAAGTGCTGGGATTAC 

AGGTGTGAGCCACTGCGCCCAGCCTACAGCTCATTTCTTTTTATCTCTGCATAATATCCC 

ATTGGATGAATGTACCTGCC 

Sequence 6209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATACCATTGCACTTACTTTGAAGAAG 

AGATGCTGAATATTATTAAACCATTGTGTTCCCTGGTGGGCTGATGGACTGTGATTTTAT 

AAGGTGGTCTCAGCCAATTGCAGCAGCTGTTCCCTGTCAGAGGGGCTAGAGGTTTGGTGA 

GAGCAGTGGATGAGGTGCAGTGGTGTGTTTGTTCACTAGAAGCAAGTGGGAGAAAGCTTT 

GCCTCTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6210 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGTTGCCAAGCAACGAGTGTAAACA 

GCACAAGATCATGGCCACTAACTACAGTGCCAACCAGTATGAAAAGACTTTCTCATCCAA 

GTATCTGCAGAACTGGTCTCCCACTAAGCCAACAAAAGAGAGCATCTCTTCTCATGAAGG 

CTACACTCAAA7TATTGCCAACGATCGTGGTCATCTACTGCCTTCTGTGCCCCGTTCCAA 

GGCAAATCCTTGGGGTTCCTTCATGGGCACCTGGCAAATGCCTCTGAAGATACCCCCTGC 

TCGGGTGACCCTGACCTCCCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 621 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTAAAGAAAGGACTACTTAAAATC 

ATTACTAAAMTTATAGAACATGGGAGATATCTTGACCTTCGCATAAMCTGATTTTTTC 

TTTATGGTTAAATTCAGTCTATAATTGACTTTTTGAGGGGCAATATCTCAGCAGTGATGT 

TGTGTTCTTCTTTGTGCATCAGCACATCATAAAAATTTATTCTAGTGTTGTTGATGTTAA 

TMTTTGCTTGGTTAAAGAGCTCTCTGACTTTTTTTCACTATAGAGTTMTTGTTTTTCT 

CTTTATT GTTAAG TATCTTT ATGTAGCTAATAAACTATCACATTTAATCTGGCACCTGCC 

Ci I 1 1 1 iCTTAGGTTTTTTTGTTTGTTTTTTGCACATATGTGGTCTTTGGAAAATGAAAG 

GCTTCTTTATCTTTGGTTTACAGGACCAAAAAAATTTGGGGAAAAAACACCAATCCTCTT 

TNACTTTACCTGAAATGGTCTTGACAAAAAAAGTCNTTTCTGGGGGTCAAAAAACATTTG 

GCNATTTGCNTAGGTACCCCTTTGGTTAGGAMTTTTTAAAAAAAACCNCANACNTTTTT 

ATTTCCNAGAATCTTTTTGGG 

Sequence 6212 

CCCTTAGCGTGGTCNCGGCCGANGTACACAATGGTTTATTAAAGGAATGTTTGGCCCACA 

TCAACCTANCNTGGNTTCTACTGGGTAAACNTTCCCATGGCCNAAGGAAAAACAAGCCNG 

ANTTGANTGACTGGGGGTGGGGTGCAGGCAATGAANANAGGNCATAAGGGTGTATAAANT 

AAGGGGGC 

Sequence 6213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTAACTAATGAGACAAGATTCANAAATCTN 

AAGCAACTTGCCCAAGGGCATGTGGAGGAGGTTTATTTAAATGTAACCTCATTGAAAAAT 

TGAANNTTAAATTGGACTTNTTANAACACACATACNCNGGAAAACAACCATAAATATAAN 

GANAAATGCNGAAAAATGGAAAATGAGATGACTCCAGGGATAAGGTATAATAATAATTTC 

ATGTTATAANAAATAAAAAGTGAGCCACTCTGACAGTCATTTTGGTCAATGAGGGGAAAG 
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TGACCTTTATTAAAATTNACATTTTNCATTACATTNAANTCAGATTAMTTGCTTGGGAA 

CTNAGATTTTTCCCGGNTTTGTTCTGAGCCCTTTAA 

Sequence 6214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAAACCACTTTCATATCCGCTGGAAATTC 

ATGTAAAAGTTAAAGATATTAATGATAATCCACCTACATGTCCGTCACCAGTAACCGTAT 

TTGAGGTCCAGGAGAATGAACGACTGGGTAACAGTATCGGGACCCTTACTGCACATGACA 

GGGATGMGAAAATACTGCCMCAGTTTTCTAAACTACAGGATTGTGGAGCAAACTCCCA 

AACTTCCCATGGATGGACTCTTCCTAATCCAAACCTATGCTGGAATGTTACAGTTAGCTA 

AACAGTCCTTGAAGMGCMGATACTCCTCAGTACAGAAGGTAGAAGTGAGTAACTTTTT 

TCTTGCTCCAGAGC AATCC CTGAGTAACTAAGCCTGCATTATTAACTTACATGACCAAAT 

TATTCATAAMTTAATTTTTGATAAATACAGAGTGAGAACAAAGAAAATTGAAAAATCTT 

ACCGAATATATA TGTATA TCATCCGGGTTGGAATCAATATAGAAAATTATCTCTATTCAG 

TTATAAAACATACTTTTTAGGAAACTAACANTAAATGTGGGCCATGTGGNGGGACCNCAA 

CATTCNTTNAAAAA 

Sequence 6215 

TTTCGAGCGGCCGCCCGGGCAGGTACTAAGGATCAACCAGGTTTGGGAAGCCCAAGGACA 
GATATATGCNNNCNNAAATCATTTCTMTNCTGCCATTTCATGCTTTCTTGGGCTTTCTG 
AGGAGATTCCTTGCCACTTCTGTGGGGAAAACA 
Sequence 6216 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGAAGAGATAGTGCTAATATAGTAAAAA 

CAAAAATCCACATGMCTACAGCAAMTTTTTAAMAGTTGMTTTCACCAGGGACTTGG 

AATCCATTAGAAAACCATCAAAGGGAAATCCTAAACCTAAAAACTATAATAAAAATTAAG 

AACTCAAAAGATAGTCTTAATGGGAGATTAGTGAAAACAGAACAGAGGATTCTTAAAATG 

GAAGACTGGTTACTAGAAAGCATCCAAATGAATACACAAAAAAAAAAAAAAAAAAAAAGA 

ATGGAAACAGAATAGAGTGCAAAAGACATATGTAATCCAGTGGAAAGGCCTAAAAAAAAA 

GTATAGAGTCCCCTTATGAGAATGGAAGGCCAAGATGGATGGATCACCTGAGGTCAGGAG 

TTCAAGACCAGCCTGGCCAACAGCTGAAACTCTGTCTTTTATTAAAAAATCCC 

Sequence 6217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGATGTGGGTAGAACTACAATTGTGCA 

TTCAGACATGATAATTCCTACTAACTGGGGGTAGGAGGGCCCACAGGAGTGTAGACTAGA 

AGTAGAAAGAATGA GpAAA ATAAGTCTTTTGTAGCTGTATGGCGATTGAAGAGGAGATAA 

MCAMCTCTCCAGCTTTTCAGGTTGGGTGACTTGCAGCGCCATCGTCTGACAAAGCCGC 

CAAAATCTTTCAATGTCCCTAGGAATAAAGTTGCCCTGAGTAGGGCCACTCAGGATGACG 

CCAGATGATATCCCTTATTATAGTTTTAGGGGAANCTCTTCCTACCTTCGCCAGTCCTGC 

AGTGAAAAAATGTACCTCGGCCGCGACCACGCTAAGGGCGAATT 

Sequence 6218 

NCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACCACTGTATGANGCTCATGAGCTCTGG 

CATGCCATGAAGGG AGTAN GGCACTGATGAGAATTGCCTCATTGAAATACTAGCNTTCAA 

GMCAMTGGAGMATTTTCCATGANGCCGAAGAAGCCTACTTGCTTGCAATACAAGCAA 

ATAMCTCTNCCMANAGGACCMTTTTMTTTCATNGGGACCCTTTNGGGAACNACTTT 

TCMNNAGTATTMCNTTCTTTCMTGGAAMCCTTTTGGGTTCCCCAN 

Sequence 6219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTCAGGGATTATCATCACTTANATGGCATT 

TACATTCATGAGATGGATGGGATGGGATATGGGATGGGATGGAATGGGAGACAATGGGAT 

GGGATAATATGTTTAATGGAAAAGATAATAAGCTCAAGGACTAAGCCCTGTGGCCCTCAG 

TTAGAGGTTTAAATAATAGANGGAATGGCCNGAANTGTGGAAAATAAACTAGTGAATTGT 

GGTCCCGCGTACCTGCCCGGGCGGTCGATTCNAAAGGGCGAANTTCCAACACACTGGCGG 

CCCGTATACTAGGTGGATTCCAGAGCTTCNGTTCNCAATNCTTGGCGTAANTCATTGGTC 

ATTAGCNTGTNNTCCTGTGTGGAAAATTGNTATNCCGCTTCAACNATTTCCNACACCAAA 

CNTTTCTGANGCTCGGGAANGCATTAANANTTNTNAAANNCCTCGNGGGNGGCCCTANAT 

NGAAGTGANCCTAAACCTTCMCATTTTTATTTGGC 
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CCJ I I I I I IAGTGNGGGGMTACTCTNTNTCTTGCCCCNTCNTGCNTTTTAAAGAAATTN 

GGGCCCCA CCTN CTCNCCCTAAGGTGAAGCNCNTTTGAAGCCCAGTGGGNGCCTAAATGC 

CTTNATTANTTTTAMCTTGMNANGCCCNCNCCCCNACCNCCCNAATCCCANTTTNNAA 

AAACCCTTAAAAACCCNATTTTTAAAA 

Sequence 6220 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTCTNACCTTCATTCTTCAATTCAGTCCAGGAA 

ACCATGCTGTTTCTCTATCMGMGNAAGACAGAGATTTTTAAACAGATGTTAACCAAGA 

GGGGACTCCTNNGGCACATGCTTAGCACCATATTGGGGCNNTCCNAGCCTTNGGGGCCTN 

GGAACACACACATTCGGNGTGCTCTGTTGCATGTGAGCTTGNGGGTTAGAGGAACAAATN 

TCTAGACATTCAATCTTCACTCTTTCMTTGTGCATTCATTTAATAAATAGATACTGAAC 

ACAAMNATNAAATGCCTAAMAGGTNCNCNNATNTCATTTAAACCCCNTGACAACATTT 

GGGAGGACAGATTCTTCCATTTNTNATCATTTTTACATATTGAAGGAAGAGGGGGGGTTC 
AAAAAAAAAG 

Sequence 6221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATTCTTAATTATTCCACTTCTGAGAGACT 

TATTTGACTGACCCAAGCCAGCTCTAGAMCATTTGAAGCCTCATGTTTCCGTCTGGCCT 

GGAGGACGCTGAGCTTACAGMTTCCAAGCCAACGCAGAGACTTTTCTTTAGAATTGAGA 

TGAGGAGCGTGGTGTTTATTTATTTA I I I I I I I I I I CGNTTTTGGGTATTTTGTTTTTTT 

TTCCTACANACTTGNGTTTCAGGAMMATAATCAGTGTCAGGCAATTGTTTTCAGGGAG 

TGTGGTCTTCTGTTGTATG I I I I IAAAACTTCAG 

Sequence 6222 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNN I I 1 1 I II I I 
II I I 1 1 I I I I II I INCGGGCCTMCTGTGTTTGGATTTCTTATTGGGAGTGTTGTTCAGC 
ATATGCAAAAAAACANATGCCATTACCGGCGTTTTATATAAAANATGCCATCTTCTCAGG 
ANAAAACATAGCCCCANACTCTTCTTTCATTTGTCTNATACCGA^ 

CTTCC TTTATTCTCTGNCTMCTGGGTTTGGATTTCTTATTGGGCCCGCGTACCTTTTTT 
1 1 1 1 1 I I I I I M I I 
Sequence 6223 

CCCTTAGCGTGGTCGCGGCCGA GGTAC I I II I I I M I I I I I I I I I I 1 1 1 GGTNATTTTTT 
i 1 1 1 1 I i I I I I I I II I I II 1 1 I I I I CAAAATTANAAAGNGGNTTATTTGCAATTTACATG 
GANTCCTNTACTTTGGGAGGGTTAGTNTMTTGAMTGTNTTGCMTTTTCA 
Sequence 6224 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGTTAACTGCCAGGTGGGTGACAGTGATGCC 

AGGCTCGCCCACTACTGCACTGGACACAGCCTCACCAATGCCACCTTCATAATAATGGTC 

CTCCACGGTGAGGATCCTGCCCTTGGTGGCACGAGCGCTGTCGAGAATGAGTTTTCTGTC 

CAGGGGCTTGATGGTGMGGGGTCCAGCACGCGGATGTTGATCTTTTCTTTCTTCAGCAA 

GTTCGGTAGCCGCGTACTGTTTTCTAACTGAATAATCATGAGCACATTACTTAACCTCTC 

AGAGGCTTAATTTCTTTATCTATACATGGGGTCAATAACGTTCTCGTGTTGAG 

Sequence 6225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I M U I I I I I I I I I I I I I I I I I 1 1 1 1 1 1 C 

TAMATTTAGGTTTGATTATTTTTMTACATTCCMTTNTNTAGNGAMTNTTCCATNTT 

TMCAGTATTTTTTNAMCCTTTTCCTTTATATTCTTGMCATNTTATMTTATT^ 

GTCCCTTG 

Sequence 6226 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I II I I I I I I I I I 1 1 I I II II I I I I 1 1 I I I 
III III MIIMI I I Mill III IIM U I III 1 11 MM INI II I ll llll MM M l 
I I I H I 1 1 1 1 M I I I I I I I I I rTTTTTNGNNTTTTTNTAN I I I II M I I I I IGNGGAAAA 
AAAAAAA AAAN I I I I I I I NAAANTNGNGAAAAAANNTTTTNNNNNTNAAAAAMANTTTT 
TNAAA AATTTTNC CNANATT NNGGNCCCCCCNNANGGNAAAAAAAAAAA I I M M M NTT 
TTTT TNCAA AAAAN MUM NTTAAAAAAANTANAAANGNNNGTTTATNTAAAAAAAAAA 
AAAN'I I I I I AAAAAANGGGNAAMMAATTTTAAAAANTTTTAAAAN1TTTTAAAAAAAA 
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ATTTTTAAMCNTTTNNCCCNTTTTTTTTT^ 

NTNNAAAAAANNNNGGGGAAAAANTTTTNAAAAAANNGGGAAATTTNTAAATAAANAAAA 

AAANNGTNNNN AMAM AAANAAAAMMNNNNGGGGGNTTTTTAAAAAMANTTTTTTT 

TTTANAAGNNNNTTTTT GNNNAAA AAACCCNTTNGGGGGGGGNNATNAAAAAAAAAAAAA 

AGGGGGGGNNNTTANhnTITrTTNTNMNNTTTTTTTAAAAAAAAATGNTGGGGNNAAAA 

AAAAAAAANAAANTTTTCCNNNGNAAAAAAAATTTT 

Sequence 6227 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGGATGATGGTGAATACAACCCCACTGAT 

GATAGGCCTTCCAGGGCTGACCAGTTTGAGTATGTAATGTATGGAAAAGTGTACAGCATG 

TGGAGCTGGAGAGAGGAGTGGGCAGCAGTGTAGATAAACAGGCCTGGCCGTGTGTGGATG 

GGTTGTCAGGGCTGAGTGGAGTTGCAAAGGGAT7TATTATACCATGATCTCTGCTTGTGC 

ATATGTTTGGAGATTTTCATMTCMATGTGAAAATTTTTTGAT7TTCATAATCAAAAAT 

CAATACAAAATATGAATGTATAACGTAATTCCTCCATCATGACGGTGG 

Sequence 6228 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CATAATCGGAGGTGCAGAATCTTGGAATTGTCTGAACACAGTAGAACGATACAATCCTGA 

AAATAATACCTGGACTTTAATTGCACCCATGAATGTGGCTAGGCGAGGAGCTGGAGTGGC 
TGTTCTTAATG G AAAAC 

Sequence 6229 

CCCTTAGCGTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 

TTACCTTGTTCTCAATTTTAGGAAGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 

AGGACTCTTCA TTTTAT CCCCGGTTTTCTGAGGGCCTTTAATCATGACTCAATGTTGGGT 

TTTACTAAGTGC I I I I ICTATTMGATGATCATATGCATTTTTCTTTTTAGTCCACTAAT 

ATGGTAAAGTTCATTTATTGATTTTTGAATGTTAAATCAACTTTATCTTCCTGCAATAAA 

GTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 6230 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I II I I 1 1 1 1 1 1 1 1 I 1 1 II I 1 1 1 1 1 1 1 | | ICCTT 
I I M I I I I I I I 1 1 I I I I I I I I I I I I I I I I I I ITTTTNNN NI I I I I I I I I I 1 1 I I I I I I NN 
AAAAANNNNTTTTAAN 1 1 I 1 1 1 1 1 1 NAAAAGGGGGGNNAAANNTTTT AAANNNNCAANTT 
TTNNAMTNGGGNTTN GANNT TAMGGNAAMNNNCNNAMNNTTTTTTNNNAATTTTTT 
TAAMNCCNAAAANC CNTTTTNN TTNCCCCNGGGGGGTTCNNAANNNNGGCCTNNNAAAA 
AAAAAANNTTAAAANATTTTTTTNNNNNNCGNCCNAAAAAAAAAAANAAAA I I I 1 1 1 1 1 
Sequence 6231 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCCTTTAATTACTTTTATTTACTTTATTTAA 
TTTTCTCCTGCMCCAGTGGATACCCTCAMTAGMCCATTTTAGAAGTTTGAGCATTTA 
GGTAAGAGAAGGAATTTGGGATGGGATTGGGTATAATGGACAGTTATGCAGGGAAATGAG 
AAATATCAATGGACCAGACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 6232 

CTTTTAGATTAAMTGMNGGNGACTTAA MCAGC TTNAMGT7TTAGTTTAAAAGTTTG 

TAGGTGATTTAMTMTTTTGMGGCGATCTTTTTAAAAAAGANATTAAACCNAAAGGTG 

ATTNAAANGACCT TTGA AATCCATGACCCCAGGGAGAATTTGCCNTTATTTGAAAGNCCT 

AGTTTAMCGCCATTTTACTTAAACGCAAGACCGAAAATGGGAAAAGATTAAATTTGGGG 

GAGTGGTTAGGATTGMMCAATTTTTNGGAAGAAAGAATACGAAAGTTTTGGAAAGTTG 

GGAAAAACCTGGGAAAGNACAAGANAGGTTTTCANGNTNTTTNNACNTCCTGGNAAATGT 

NCTATATTNGNTAACCTTNNGGCCCNGGGGAACCCACCNCCTAAAGGGGCCGGANATTTC 

CCCNNNCCACCA CNTTT GGNNGGGCCCGGT7TTNCTTNGGTNGGGAATCCCGNAGCCTNT 

GGNTACCCAAANCTTTTGGNNGGTAAAATCNNTNGGNGCCATTAGCCTTNGCGTCTCCCC 

NGNGNNGMAMNTTTGGT TTTNTTC CCGGGTTTAANNAAATTTNGAAAAAAAANCACTC 

ACCCCCCCCCCCCCCCCCCI I I 1 1 1 1 I I 1 1 1 CCCCCCCNTTTGTNNGTTTTNTTTTACCN 

GANGGGGNCC CCCCCCCCCCCCCTTTTCCCCCCCCCCCTNGGGTCCCCCCCCCCCCCCCC 
TTTTTTNTTTTTGANANACCCCCCCC 
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Sequence 6233 

CCCmCGAGCGGCCGCCCGGGCAGGTACAAACGAGGACCGGTCTGGCTTAGCATCCACT 

GAATCTTCATTTGCTGAATCCTCAACCCCCTGCTCTTCAATACAGCCCTGATCATCTGCC 

ATCGTTCCCACGGCGGTAGGGCGGCTGGGACTGGCACAGTCTCTCTCCGTCGCTCCGCAG 

CAAGGGTCTGGGGCCCCTTTAGCGAAAGCGAAACTAAAAGTCTCCCCCGCGTACCTTTTA 

CGCTGCCAGAATGAATGTAGGGCTGCTATGCCAGCTAGCATATTACCCTTTTTACTGNCC 

TCACCGCAGTTCAGTGTTTGCCAAAGTGTGAACCAGAACTGCTTGTATCACANAATCTNT 

TGGGACAGGGCCTGGCGTTCTTAATTTTAAAA 

Sequence 6234 

CCCTTAGCGTGG TCGC GGCCGAGGTACTACCTATTAACTTTGATGGAGAAAGATTCCCTG 

TATCACTTTCATATTTTAAGGGGMGGTTTCAGTTTCTTCTTAGTAGTTTTTCTAAGCCA 

GCACTGMTTCGAGGMCTCTGATTTGGGTTGAACAATTGTTTCCCTCACAATTTCTTCC 

ACTTCCTGAGGGAGGCCTTTGCCATATTGAGCAACAATGGAAGCAAATGAGCTAAGCGTC 

TGGTCTGATGGAGACATTTGGGCAGCTAAATAAGATCCAACTTCATGAGTTTTATCAGGA 

ACTACATTGGAGGAATAAAAATCCTTCCTGTCTGGAACTATGGTGTCCATCGTAGCCCAT 

GGTGACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACACTGGCGG 
CCG 

Sequence 6235 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCCTCGCTGATCCGTTCCGTGGTCGCCCTG 

CACAACCTCATCAACAACAAGATTGCCAACCGGGATGCAGAGAAGAAAGAAGGGCAGGAG 

AAAGAAGAGAGCAAAAAGGATAGGAAAGAGGACAAGGAGAAAGAtAAAGATAAGGAAAAG 

AGTGATGTAAAGAAAGAGGAGAAAAAGGAGAAAAAGTAAAACATGTATTAAATAGCTTTT 

TTAATTTGTAAATTAAAATC7TACAAACCANATAAAAAAAANAAAAAAAAAAAANNANGT 

CCACAATGGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGT 

AAACCTTCCTATGGTCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAG 

GCAATGGAGAGAGGGCAGAAGGGTGTANAAGCTGAAGGGGTCTAGAAGCTTACTCCTGAG 

TTTCTTCCTTCTGNCTTCA MTCT TTACTTCTTATGGCCAAAGACCCAGCTTGTTTTCAT 

AAGGCTGGGAATGCACTCTTTTTAAACTGNTTCGAGAACACCCCAGANACNAGGGGAGGG 

ANGGGAAANAAAGGGTTACTTGTGGGAAAGGGATTGGCGGGGGCAAACATTTTAGAGCTT 

TGAAANCCNCTTCTTGGGCCCATGCTTAMITrTTTCTTTTNTTTTAAACCCTAAA 

Sequence 6236 

ATNACTAATGCTGGTCCTCTGGCTGCTCAGTGAANGGATCACGAAGAACCAGGCGGTGAA 

NAACATGCCAATGGCCAAAAGCNCCACGGTCAGATGGGGGAAGACAGCTGGGTNCACTGG 

GCTGGTATATCTGCTCATGGCCTCAGAGCTCCATTTTGCCCCGNNAAGGCTAATNCTGNC 

GIMTCCGCCACCCNCCGCAGTNCTCTTGAATACAAGTTNCTGATACCACTGCACTGGGCTG 

AGAATTTCCAAAACTTTAATGAACTAACTGACAGCTTNANGAAACTGTCCACCAAGATCA 

AGCNGAGAAAATGATNAATTTCATGGGACTAAATGAACTAATGAGGATAATATTTTCATA 
ATTTT 

Sequence 6237 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTACTGATGCATTTTTATTTTTTTCTAGG 

CGGGAGTCAGGTAAATCATTTAAAAGGTAAATCAGATTGTGCCATTACCTCACCTGCTCA 

AAAGTCTCCAGTG GCCTA TCACACTTTGACTAATATCCAAATTGCTGGGGCAGAAAAGTT 

CTTGATGATCTGGCTT TTCTCC TTCCCATTTCCTCCTCATAAATCACTCTCCCATGCACT 

ATTTCTATGTCTTGGCATTTTTCTTTCATGATATTTATGTCATAGAGCCTTTTCTCATAG 

GTCACTCCTTTACTTTCTTTT 

Sequence 6238 

CCCTTTCGAGCGGCCGCCCGGGCANGGTACGCGGGTGAGCCTTGGTNGGAAGGAACCTCT 

CTTGTTGATATTTAAAGAAGTGAGGTCTGTGGGTATTCATTGGTTAGAAAATGCCANTTC 

ACTTTTAAACCATATNCAAGTCTTCTAGGGTTGGTAGAAAGGGGAAAAGGAAGGGAAGTG 

GTCCC CAAGTGAATTCTAAGATCTTGGTTGGGGAAAACTTCTTGCCTCATGACTCTTGTC 

CTTTTGMGTCCCTTTGGACAGCAGCACAAAACATMCAATTTTTATTTTTTAAAACAGA 
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CCCATTCI I I I I IGATCCCACAGGAAGCTTGTGGGTTGGGTCCGGCCCGTAACCCCCCGG 

GATGTNGGGTTTAAGGTGGATTACTGGCTAACTTGAGC 

Sequence 6239 

NCC GCNAGTGGTGGATGGG NTATCTGCANAATTCGCCCTTTCGAGCGGCCGCCCGGGCAG 
GTACT TTTTI MIN I MI r TMTTTTTTAMTCTCTATGGCATATTTTTCCAATTTCTG 
CTTTTCT 1 1 I J I i I ICTTTTCTGCTTAGCACCTATGGACATAATTCAACATGATGCCCTC 
TTTCTTCTGGAGGGGTGTGATMCTGCTTGATMTAAGCACTTTTTCAGGCCTATTGAGA 
ATGTGGTTMTGATTC TAMC TTGATTTTTCATAACTTGTAAAATAGAGCTGACAGTATT 
ATAGTTCTGAAAACAGTTTTTGCGTTATTTGGGGTATCAAMTAMGTTTGAAACAATTA 
GGATGGGATTTGCAAATAACCTTTCACAAAACAT 
Sequence 6240 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCAGCAGTTGTAGGAGAAGAACTGGCTTCAG 

CAGAAGTGGTGACAGGTGTGCTGGTGTCAACAGGAGTTGTTGAAAGGGTGCTAGCCTCAN 

MTTGGCCMCAGCGTGGTGCTGACAAGTATATTTGTTAATGGAGTGCTTCTTTCACCAG 

GAGTTGAGGTTGGCATGCTGCTACCTTCAGCAGTTGTAGGAGATGAACTGGTTCCAGTGG 

AAGTGGTCACAAGTGTCCTGGTGTTCAACAGGAGTTGTTNAAAGGGGTGCTAGCCTCANA 

ACTGGCCACTGGCATGGTGCTGACAAGTATACTTGTTAATGAAAGTACC 

Sequence 6241 

GTGA TGGG ATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACGCGGGACTT 

TATGATTTTATTAATCAAAGGTCAMAACAGTCCAAATTAATTTATGCTGTTAGAAATCA 

NGGTAGTTGTTACCTTTGGAAAGGGGGAGGGTNNGGTGACTGGAACAGGTAAGGAGAGGA 

CCTCCAGGTGCTGGTMTGTCCTCTTTCTTGATCTGGGGACTGGTTACATGTGTGTGCTT 

AGTTTTCAAAAATTCAAACTAAGGCTGGGCGCATAGGCCCCCAGGATTTTGGACGGCCCG 

AGTTGGGAGGATCACCTGAAGCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACC 

CCGTCTCTACTAAAAATA 

Sequence 6242 

CCC7TAGCGT GGTCGC GGCCGAGGTAC I I M M M M M I I M M I M I I GGACTTTTAA 

MTMCCTTTATTTTTTAAAAGTTAGTATGTGCATTATAGGAMTTGAAAAACACAAGCA 

AAGMCAMGTCATTCACAAT CACAA GCAGTTTATAGTTTGACATATTCTTCTAGATCCT 

GTGTGTAGGCACAACATCCAATTTTATGGGACTGAGACTGTACACAATGGTTTATTAAAG 

GAATGTNTGGCCCACATCAACCTGGCAAGGATTNTACTGGTAAACCTTCCTATGGCCAAA 

GGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAGGCAATGGANAGAGGGCANA 

AGGGTGTTAAGCTGAAGGGGTCTAAA 

Sequence 6243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTTAAGCAGAGCAAATAGGGTTAAAAAA 
AGAATTTGGAAGAAAGTAATGGATATACATTTTCAAGGTGAGAGAGAAGAATACCATAGA 
GTGGAGAAAGCATAAACAAAGGCATGGAAATGGGAACTGGAAAGCCCACCA 
Sequence 6244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATCCCTGACTCGGGGTCGCCTTTGG 
AGCAGAGAGGAGGCAATGGCCACCATGGAGAACAAGGTGATCTGCGCCCTGGTCCTGGTG 
TCCATGCTGGCCCTCGGCACCCTGGCCGAGGCCCAGACAGAGACGTGTACAGTGCATATT 
GGCGGCGCAC GCCTC ATTACGATTCGCCTGTTTGCTTCTCCTGTTCMTCGTTTCTTTGG 
AAGGCAGTGGAI I I I I CTCTTGCGTCTCTGTCTTCTTCAGTTTCGACTTATCGAATTTCT 

CGATCTCAGCCATATCGGGTTTGTCAGACATGGTTGCGGGAGGAAAAGCGAAGCG 
Sequence 6245 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I i I I I I I M I I I I I I M I I I M I GGGTTTTT 
' I'M II II MM I M l M II I I I IMM I II I I I Mill M IM I M I MM Ml MM 
' i i i i i i [1 I fTTT TNNI I 1 1 1 1 I I n MNM M I M I I I I I NNTANAAANGTGGNNATT 
TTTTTNi Mill I NTGGANNNGNNNAAAAAAAAAANTAAN I M M I M I I AAAGGGNTAA 
NMNTGCTGGNCCNCCACANNNGGNNMAATTTAAAGGNTTMT1TTTTTNCACNANAAA 
ACGTAAANAAAAAANNCNNNTTTNNNTNCTNATNNTTNNCAAAAAAAANAAAATNTNNNT 
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TNTCNTNG GGGGG AAAN I I 1 1 1 1 I I NTAAAAAAAAAAANNNTNTTTTTATAAACCNNGAA 
AAAAAA AAAl I I I I ANAGCCTGNGTTTCNTTNATNANNAAAAAAAAAAATAAATTTTTTT 
TTTTTTNNNNNTAATNGGNCCNATAAAAAA 
Sequence 6246 

GCGGGAGAACAAGCGCAGTTTGCCCTCCGCTCACGCAGAGCCTCTCCGTGGCTTCCGCAC 
CTTGAGCATTAGGCCAGTTCTCCTCTTCTCTCTAATCCATCCGNCACCTCTCCTGTCATC 
CGNTTCCATGCCGTGAGGTCCATTCACAGAA 
Sequence 6247 

TATCTGCATAATTCNNCCTTAGCCGTGGTCGCGGCCGAGGCACAGCCNGACATGATGACA 
TTCTACTTTCATGTCGGACATGCTGCAGGGAAAATTCTNTAAGTGTCCTAATAGGCTGGA 
ATCATTTGCTAGGGTGAACCCCATCTTTGGNGCTCACTTTTCNGTTNTCTTATAATTAGC 
TTTATTCTMGCAMTCCATGTCTATTNTAmATCTGTTTATTNACTTATTTATATGTA 

TGGAAAMCACTTTNNTTTATTTACTTATTNATTTANAGACAGGGTNTCCNTCTG 
Sequence 6248 

CACTATAGGGCGAATCGTGCTCTANCGNTCNATGCTGTNANGGATATCTGCAGAATTCGC 

CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGCACCTGTAATTCCAGCTATTTGGG 

AGGCTGAGGCAGAGGAATCAATTGAACCCAGAAGACGGAGGTTGCAGTGAGCCAAGATAG 

CGCCATTGCT7TCCAGCCTGGGCGACAGAGCAAGACTCCATCTAAAAAAAAAAAAAAAAA 

GACGGMTMTGGMTAGMTTTTGGGAAAGTTTGTCAAAAATATCAGAGGTTTAAAAAT 

ACTTGATTAAAGTAGATCACAGATCACTTGAAGTAATACCTACTGATTTAACCAGAGTGG 

TAATTTAGAGACAAATATAGAAAGTTACACAGTTGCTTAAAAAAAAAAAA 

Sequence 6249 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTCATATGTTGATCTGATATAACTA 

TGTT GTTAGGA ATGTATGAGACACATATATTTGGGTTTCTGAAACAGATATGAACTGAAG 

ACMTTTTTTTCAAGTTATTAGCATCTTCCAGGTGGGTAGTTGGAATACTGAAATGGATT 

AAATCACCTGATCATCTGTAGACATTAAAGAAGGCTAAGGACAGAGTCCCTGAAGTAACA 

ACATTTAAGGATCATGCAGAAAAAGAATCAGCAAAAGAAAAAACAAACCAGGAAGGTAAG 

GAAGATTTAGGAGAGTGATGTCAGAAATGGAAAGAAGTTTCAAAAAAAAAAAAAAAAAAA 

NGTACCTGCCCGGGCGGCCNGNTCGAAAGGG 

Sequence 6250 

CCCTTAGCGT GGTCG CGGCCGAGGTACGTGCCTCTTTATTCCAGTAGGTGGCTCTAAAGT 

CCAATTGTTTATTTTT CTATA ACAAGACCGGAGCACAAAATTGTGCTAAATTTGAAAAAT 

MCTTMTGAGGAGTATTTTCTGCTTAGCTTCTTTCCTGTCAAMTAAAATMTTTTTTT 

TCATTCAATAGTAGTTGAACCACCTGAAGCTGGTTTATAGAAAACAATGCTAAACATAAA 

ATGTTGCTATAATATGTTATAATATAACCTAAGATTCTTTGTATTTGTCCACAGATAGAA 

TCCANGACTAACTTGGCAAAATTACTCCTCATTATGTGCTGTTTCTATAAAAAAAATAGT 

TTAmGCACTTTGGNATCCTATTAACCCTAGCTGTTCACATmNTTTTCCTTGGAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 6251 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAATTGCAGCTGTCCACTTGTCGTGT 

GGCTCTGTGTCNACACTGNGCGCCACCATGGCCGNGACTGCCTGTCAGGGCTTGGGGTTC 

NTGGTTTNACTGATTGGGATTGNGGGCATCATTGCTGNCACCTGCATGGACCAGTGGAGC 

ACCCAANACTTGTACCTGNCCGGGCGGCCGNTCGAAAGGGCN 

Sequence 6252 

CCCTTAGCGTGGTCGCGGCCGAGGTACANCNGGGACTGGAGACACTGAAGAAGGCAGGGG 
CCCTTAGAGTCTTGGTATGCCAAACANATTTGCAGATCAAGGAGAACCCATGTAGTTTCA 
AAGAAGCGCTAGTAAGGTCTCTGANNATCCTTTGCACTAG 
Sequence 6253 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGACTCCAGACCTNAGNTNTGTGACTATACT 

GTGCCTTCCCGTTTCTNAGAAACCAAAGCCATANTCGNAACAAGCTAGTTTGCATCTTNT 

GCCCTGAAGCCAAGGTCTCTCTCTGGGTACTTGGGGTGGNTGGGAACAGAGCCAGGCNTC 
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CACCGTGCACGCTGAAGGGTGGCCCANAGGTGTTCATCTGGGCTATAAGTTGTCTTTTAC 

CCATTCAATCAGGTTGTTTGGGATTTAGGGT 

Sequence 6254 

GGCGAATCGGGCCNTTTAGAGGCATGCTCGAGCGNCTNGANGCATGCATGGANGNCTGCA 

GAATTCGGCCTTAGCGTGGTCGCGGCCCGAGGTACAGATGGGGTTTCACCCGTGTTAGCC 

AGGATGGTCTCAAATCTCCTGACTTNATGATCCACCTGCTCGGCCTCCAAAGNGCTGGGA 

TTACAGGCNGTGMCAACCGAGCCCAGCCAANGTTTTAATTTTCATTCCAAACCCAATCT 

TGGTGCCTNTAATTGNTNAGGGTTTNCAATAGCCCCAANGGNGCACATNAGNCCGGTNTT 

NCTTGGGGGGNTTCCCTTANNCATGCNAAGGNGNNGGGNTTTTANTTCTTNTNGGGTTCT 

GGCCATTTATCTATCANGAAACTAANCCTTTGATTTAACATNTCCCNATTATGCNTGNTT 

TNTCCTCTTCCCATCCCTTTTATTGGTGAAAGGGGTTATGCCTTTT 

Sequence 6255 

CCCTTAGCGTGGTCGC GGCCGAGGTA C 1 1 1 1 1 1 1 1 I H 1 1 1 1 1 I I 1 1 I I I 1 1 1 I 1 1 1 1 1 1 

1 1 I II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I 1 1 I I U 1 1 | | | IG T C I 1 1 1 1 I I I I I I I I A 

AAAANNNNNTTTTNNN I I 1 1 1 1 I I I AAAANGGGGGGNAAAAANTTTNAANNCCCCNNTNT 

TTNNMNNNGGGNTTNMNNTTAANNNAAAANNNNNNNMNCNNT7TTNTTAAATTTTTT 

TAAAANCCNAAAANCC NTTTTN NTNCCCCCGGGGGGGTNCNANNCCCCNNCCNNNAAAAA 

AAAA NNCCNCAAAANN I I I H I NTNNNNCNCNCCNAAAAAAAAAAANAAAN I I I I 1 1 I 1 1 

TTTTAAAANGGNCCCGGNTTAAAAAANGGGAAAANTTTTNNNCNANNNCNGNTNCCCCTN 

NNNTNNGCNCTN TNNCCC AGNGGNTTTTTNTAAAAAAAAAAAAAANNNCTNCCCTTNNGN 

CCCNCCNNAAAAATT7TTTTNATNNNCNAAAAGNNCNTTTTAAAAAAAATCTNTTTGGGA 

AAATAAAAAAAA I 1 1 1 1 1 1 1 1 1 

Sequence 6256 

CCCT TTCG AGCGGCCCGCCCGGGCAGGTACGCGGGGAAAGCGGAGCCGGGAGTTTTTGCT 

ACAGTTTTCGCCACCGTGAGTCGCAGCTATAATGATGAGCTGAGTTCTTGGAGAAGATCA 

ATAAAAACTGCTGGAGGATTAAGAAGGGCTTCGTGCCCAACATGCAGGTTGAAGGTGTTT 

TCTATGTGAATGATGCTCTGGAGAAATTGATGTTTGAGGAATTAAGGAATGCCTGTCATG 

GAGCGGGCCGTGCATTGTCCCGAGCAAAATCTCGACGTAATTTAGATTTCCAGGATGTCT 

TANACAAATTGGCAGATATGGAAATTGCGATCCGTGTTGCCTCACCCAAACTGGTTATGG 
Sequence 6257 

CCCTTTCGAGCGGCCGCCCGGGCAGGtACGCCGGGGAGCTCACACCTGTAATCCCAGCAC 

TTTGGAAGGCCGAGGTGGGCGGATCACCTGAGCTCAGGAGTTTGAGACCAGCCTGTCTCT 

ACTAACAATATAAAAATTAGCTGGGAGTCACGGTGGGCGCCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGACAGAGGTTGTAGTGAGCTGAGATC 

GCACCACTGCACTCTAGCCTTGGCAACAGTGCAAGACTGTCTCAAAAACAGCAACAGAGA 

GCAGGACGTGAGACTTCTACCTGCTCACTCAGAATCATTTCTGCCCAACCATGGCCCGTT 

TGTGGAGCTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6258 

CCC TTCGA G CGGCC GTCCGGGCAGGTACTTT N I I I II I 1 1 1 1 I I I 1 1 1 1 I I I A GTATCG A 

TCTCTTTTMTTTTTAGGCCAATTTTGAGTAGTCAAAGTCAGAGCAGTCAATNTGTGTTG 

TGAGCCGAGGCACAGCTGCAAAAGCGTGTNTGAGGTGTCCGGTGGAGGTGGCAGCCGAGC 

TNTGGGACTMTCACCGTGCTGGGGACGGCACCGCNTCAGGATGCAGGCANATCCCTGCA 

NAAGTGTCTAAAATTCACGCTCCTNTTCTGGAGGGACGTCGATGGTATTAGGATAGAAGC 

ACCAGGGGACCCCACGAACGGTGTCGTCGAAACAGCAGCCCTTATTTGCACACTGGGAGG 

GCGTGACACCAGGAAAACCACAATTNTGTCTTTCACGGGGGGCCACTGTACAAGTGCGAA 

MTACCANAACTCMCCTTATAGGGTTGTTGAANATTAAATTTTTTACAGTGCTTAAAAC 

AAAACCTGGCCT GTAAA NATATGCTCAATAAATACTAACTTTCTATCATCATTCATTTAA 

MACTGGATGCCTTTTTTACTTCTACACTCTATTCTTTGGTTAC I I I I I I 1 1 I I I 1 1 1 1 1 

Sequence 6259 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGACATTGATATTCACCATGGTGACGGCGTG 
GAAGAGGCCTTCTACACCACGGACCGGGTCATGACTGTGTCCTTTCATAAGTATGGAGAG 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

579/599 



TNCCTGCCCGGGCGGCCGCTCGAAAGGGCN 
Sequence 6260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCAGAATACAAGACAGTATTGGACAATG 

CCACCGAAGTAGTGAAAGAGAAAATCACAAAAGTGACCACACAGCAAATAATGATTAATG 

ATATTTGCTCAGACATGATGTGTTTCAACACCACTGGCACCCAAGTGCAAAACATTACGG 

TGACCCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6261 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGAAGTCAATAATTGAAGTTTGGGAACCTCT 
GCCTAGATTTCAGAGGATGCATGGAAATGCCTGGATATCCAGGCAGAAATCTGCTACAGA 
TGCAGTGCCCTCATTGTGAACCTCTGCTAGGGCAGTGTGGAAGGGAAATGTGGGGTTGGA 
GCCCCCACAC AGAGT CCCCACTGTGGTACTGTGCAGGTGGGTTAGAGGCTGCGTGGCAGG 

AGAGGTTCANATTTTCCCCTGGACCGGTTATTGGCCTTTGAGGGGGAAATGGTGGGGGCC 
ATC 

Sequence 6262 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTTGAGGAGGTGGGTAGGGTCCCCCCATA 

GGTCCTGGACCCATTGGTTGTGGTGGATAAGGTGGGTATGGGGCCGTTGGACCAGGGCCT 

GGATATGGTGGAGGGTTCTCTTGGTTCATTGGGGACCTGTAAAGTGCACCTCTGCTCTCC 

ACGAACCGACTGGATAACGGTCGGGTCTGAACCTCCCCGCGTACCTCGGCCGCGACCACG 

CTAAGGGCGAATTCCAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnlsiTGTTTCCTGTGTGAAATTGNTATNACGNTCACAATTC 

CACACAACATACTA 

Sequence 6263 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAATGTATAAATGTCCATTGCCATCGA 

GGTTCTGCTAT7TTNGAGAAGCTGAAGCAACTCCAAGGACACANTTCACANAAATTTGGT 

TCTTCAGCCCCAAAATACTTGATTGAATTGGGGACAATTACAAGGACTCTNTTGGCNNAA 

AAACCCTTGAA 

Sequence 6264 

CCCTTAGCGTGGTCGCGGCNCG AGGTACTTTN I M I I I 1 1 I I I I I I 1 1 I II i I NAATTAT 
I M I I I I I 1 1 I I 1 1 I I I I I I I I I I M | | | | | | | | | | | | | | | | | | | I AANTTTANAANTTT 
TNANANTG TTTNTTTN TANNNTTTNNNNACTGMGNCGNTTTTTTMNTTAAAAAAA 
AAAAAAAGNI I I I I nCNNTAAAAANAAACANNNNNCCCNCNCCNAAANNAATTTNNNTN 
TTCCTATTGGGGGNTCCTATNNTAAAAAGGGGNAANTTNTNAANTTTGGGG I I I 1 1 1 I I I 
TGGMNTCGTTAAMAGAANNMNTGTTTTTTTATTAAAMNTTNNANCTGTTTT^ 
NNAA ANAN I l I I I AAATTTTNAMNATMCACAAAAAAANTNMNTTNTMTTTTAAAAT 
TTTTNTNGNNGTGNNNGGG^^TANAGGNTAATTCNCCNNNMTTTTTAAATNGGTATTTA 
ANANATTTTCCNTTTTTAAAAAAA 
Sequence 6265 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I I I I I I I I I I I I I M M I M I I GGGCTC 

TANAGGGGGTANAGGGGGTGCTATAGGGTAMTACGGCCCTATTTCAMGATTTTTAGGG 

GMTTMTTNTAGGACGATGGGCATGAMCTGTGGTTTGCTCCACANATTTCAAAGCATT 

GACCGTAGTATACCCCCGGT 

Sequence 6266 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTCAGAGCAGATACATGGACAGCTTTTA 

TTCTGAMTGTCTTCTTMGTGTGTTTGCATGGCAAACAGTTTTGGAAGGTAAAGATAAT 

GTCTCCCTCCAMGCAMGGACAGATTTGCTTTCTATTTAGAATAATAAAGATAATGTCT 

CTTTCCAGGGCAAAGGATGGACAAGCTACTGGCAAGTCCCTTTAAAAGTCTGCTATCTCC 

TAAGCTCAGGGAATCTCACCTCTTATATAAAG 

Sequence 6267 

CCCTT AGCGTGGTCGCGGCCGAGGTACATTTATTGATTCATTTATTTTAAATATTTAATA 
TTTTTCTTGCTATAGTGAATGGCATNTTGTTAAAACTACCTGATCTATATGGTTCTTGCT 
TATATATAGGAAAGCTATTGAGTTTTAAATGTTTACTTGATCTGGACAGTGNCATGAATA 
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TATGATTAGGTCTAATAGTTATTCATAAGTTGNCAATAATTTTGNTGGTTAGAAATGATG 
TCNTATATTMTMNGNGGGGTTTTATCCTTTTTTCTACAATCTTTATACCTCATTTATT 
TTTTCTTGTCTCATTTCANTTGNGCTGGAACCTTCATAGTGATATTT 
Sequence 6268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCAGCTCTCACACAAGGACTCAGTTACAT 

ACAGTTGCTTTGAGAGCAAGTTCGTMTGTTAGATAAGATTTGCAGCTTCCTTTGGGTGC 

CTGCTTTGAGCACAGATCACAAATATGACTCCCACAACACTACATAAGTCTCAAGTTAAA 

CAAAAGAGTCNAAATAAACAAGGATAGCACAATCATGGTAAAGACAAAGAAACAATTTGA 

GTTACTTCMTTCTATCATTrrTATGTGACTCCTTGGAGTTTTTATTTGNGGTTGAAATT 

TAAAACAGCCGAAAACAGTGCACAAACTGCAAAGTTAGTCATTTTGTTGGATAAGGGCAA 

ATTT TAGCTT TGT TCATG AMCGTTTTACTGGCTGTMGGACTATTTTTTAAATTAAAAC 

GGTATTTT7TCTTATTTTGGTAGTTGNTTTAAAAATTAAAGACTACATCTAGAAATAATT 

AAACATTAANTCAAGGGAAATAATTAATTTTAATNGATTATTCCATGGGTACTATTGGAA 

AAATAAI 1 1 1 1 GTTTTATANGATGAGAGGAAAATNTTTTAAAAAAAAAAAA 

Sequence 6269 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAATTACTGATTTCAGCACCAGGGAGCAAA 

AAGACAAATATCCCTGTCCTGTGGCACTTACATTCTAATGGCTAGACAGAGAAACAACAA 

TATGCATTAAAGTAATTCATTCACGCAATGCTATAAAGAGATTAGATGTGTGGGGAAATT 

TTAGAGGGATGTAGTGAACCAGTGGGAGGAAAAGTGGAAATGTAAATTATTTAAATGGAG 

TTGCCAGGACAGAACTTCTCCAGAAGATGATTAGAACCATTTGACTTTTCAGAGCCCTGA 

AAGTCAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6270 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACAATATTGTTTTATATGTTTTATGGAAG 

GAAAGAACTCCTCCTAGCT7TAAAGTAAAATAGAGCAAAACTGACTTGACCCCGATTTTC 

CTTTAAA TCCGT ATCTCAAAGTATTTTAAATCTGAAGTAAAGACTACTTGTGTCAATGCA 

ACATATATTTTTGTAGACCTTTGTTCCTTGTTGTCCACCACTTNTATGTACCTCGGCCGC 
GACCACGCTAAGGG 

Sequence 6271 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I H ) I 1 1 1 1 1 1 1 H I H 1 1 1 1 1 1 1 GCTAAAAGG 

AACTAGAAGATATAAAACCTCAGAGCCTNTATCCACCCAGTCTTNATNTGAGAAAAGCGC 

AAATAACAGATTCTTTCAGTTTGCCTGTGTCTCTCACCACTAAGCTGNAAGAAGCTCCCT 

NCAAATGAGAACGTGACACATGCAGGGAC 

Sequence 6272 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCTGAAGCCGTGGATACAGAAATCT 
CTGCAGGCAAGTTGCTTCCCAAGNAGCATATTGCAGGACAAGCCTGTAACCGAATAGTTA 
AATTCACGGCATCTGGGNTTCCTAATCCCTTTTTCCCGAAAAAAT 
Sequence 6273 

CGCC CGGG CA GGTAC TNNN I I II I I II I 1 1 NTGGNTTTTTTTGAGATGGAATCTTGCTCT 

GTMGTTTTGTATTTTNAGTAGAGACGGAGTTTTGCCATGTTGGCAAGGCTGGTCTCGAA 

CTCCTGACCTCAGGTGATCCGCCCGCCTTGCCTCCCAAAGTGCTGGATTAGAAGGCGTGA 

GCCACTGTGCCCGGCCTAMGGCATTTACTTTTTATTAAATCATAATTTTGGGACAGATG 

TGMTTTCAGCAAAAGCCATGTTACATTTAATCTAACCACTGGTATTTATAATTACTTTG 

AATNTTTTACAAAAGAATTTGCTCATAATTTTCATTT 

Sequence 6274 

CCCTTTCNAGCGGCCCGCCCGGGCAGGTACTTATTCCTTTTGAAAAACCGGACTTCACCT 

CTGTCGGCAAATTNNTAATGNCTNTTCANNCCCATTTGGAGATGGGGACANAAAACAGA 
Sequence 6275 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 
ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 
GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 
AAGCCCAGGATTAATGCAGGATTGCGACATTTAAACAGAACATTTCCATACAGCATGAGT 
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ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAGGGAACAAAGAGGAAGATGTCTGGGMCCGAGGAGTAATAGAGACCTGAGTTTA 

CATCACTACTCTGCCACTCCCTAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTC 

CAGCACACTGGGCGCCGTTTACTAGTGGGAAT 

Sequence 6276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAATATCATGCCATCCTACTCTGT 

CCCACCCAGGAGAGAAACCATCCCTTTGTCCGCAGTATCTATACTGTATATACCACCCTT 

CCACTAGTTACTTAG TAGCC ATTTCTATTAGATTGGCTGTCATGGTATCATAGTAATTGA 

GTCCMGTAATTCTTATTTTACTTAATAATAGCTCCAAAGCAGAAAAGTAATGATGCTGG 

CMTTTGGATATGTCAAATAGMGTTGCCMGTTCTACCTTTAAGTGAAAATGTAAAACT 

TCTTGAATTGGTAAGGAAAGGAAAAAAATATATACCAAGGATGCTAAGATCTATGCTAAG 

AATGATTCTTCTATCCATGAAACTGTGAATTAGAAAAAGGAAATTTGTG 

Sequence 6277 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTTTATACATTTTACATTTGTAATAAA 

AMATCATGMAAGTATGCTTTGAACCTGTTGGTAAATTCTAAAAAGGAACTAATTTGAA 

AGATTTATAMTCMATTTGTTAAGTGGCCAAACTATTTTTTATTTTGAAMTAACA 

TTCCAACTCGAGCAAAGCTGGT1GGAAAGAAGGAATAACTGCCTTTTCTAAGCTTTATCA 

GCTAGGMGCAGATNGGAATTMTAATTCCAAGAAGAGAAGAAGTTTTATGAAAAGAAAT 

TGTAGTCGTCATGCTGTAGAGTCTGAGCANGCTCATCTTCNGAGGTTTAAACGGGTCCAT 

CTCCCCCACAGCAGCCACAACACTGG 

Sequence 6278 

CGGGCCCGCCAGNGGTNATGGNTNTNTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAG 

GTACACCAAATGAGATACTATTTGGAAAGGCAATAAAGGGAGTGTAAAAGCCTAGGTAGC 

TTAAATACAGGCTCTGGAATTTCCTTCGCAGGAAGGTGAAGCACCAATGATGGCAAAAAT 

TAAATAAATACATCATCTTAAAAAGGCAGAGGGTAGGCTGCGTGCAGTGGTTTACGCCTA 

TMTCCCAGCACTTTGGGMGCCAAGGCGGGCACATTGCTTGAGCTCAGGAGTTTGAGAC 

CAGCCTGGACAACCCCATCTCTACAAAAAAATAAAAATCGGCCAGGTGTGATGGGGGCAA 

ACCTGTGGTCTCAGCTACTTGGGAGGGTGGGT 

Sequence 6279 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACCATAGAGCAAGAATCAAGATTCTGCTAAC 

TCCTGCACAGCCCCGTCCTCTTCCTTTCTGCTAGCCTGGCTAAATCTGCTCATTATTTCA 

GAGGGGAMCCTAGCAMCTMGAGTGATMGGGCCCTACTACACTGGCTTTTTTAGGCT 

TAGAGACAGMACTTTAGCATTGGCCCAGTAGTGGCTTCTAGCTCTAAATGTTTGCCCCG 

CCATCCCTTTCCACAGTATCCTTAGCGTGGTCCGCGGCCGAGGTACCGCGGGGAGAAGCT 

TGGACCGCATCCTAGCCGCCGACTCACACAAGGCAGAGTTGCCATGGAGAAAATTCCAGT 

GTCAGCATTC7TGCTCCTTGTGGCCCTCTCCTACACTCTGGCCAGAGATACCACAGTCNA 

ACCTGGAGCCAAAAAGGACACAAAGGACTCTCGACCCAAACTGCCCNAAGACCCTCTCCA 

GAGGTTGGGGTGACCAACTTCATCTGGACTCAGACATATGAAGAAGCTCTATATAAATCC 

CMGACMGGAACAAMCCCTTGGATGATTATTTCATCACTTGGATGAGTGCCCACACAA 

GTCAAGCTTTAAAGAAAGTGTTTGGCTGAAAATAAAGAAAT 

Sequence 6280 

CCCTTTCNAGCGGCCGCCCGGGCNGGTACTCTTGGTTTGTCAATGGGACTTTCCAGCAAT 
CCACCCAAGAGCTCTTTATCCCCAACATCACTGTGAATAATGNNGGANNCTATACCGTGC 
CAAGC 
Sequence 6281 

TAGAAAGTTTAAATACAGAAATAATCTTGAAAGAAGGCAGANAAAAATGACACATTAACG 
TATAGAAAAAAAATGACTACTGACATCATAAAAAATAATAAATGCCAGAACACAGTAGAA 
ATACACATTGCAAGTGCTAAAAAAAGCTTTCAAATGAGATTATATGCTCCAAATATATCA 
TTTAAGAATGAAAGCAAAATTACACTTTCAGTTATGATGGAGTAACAAGGACTACATATA 
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CTTCAACTCTAMCAATMGAAGACACMCTGNATTCATTCATTTCATTTAAGAAGACAA 

GAGTCTGGCTTTTG 

Sequence 6282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 
ACAAGTCTGMTGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAA 
TGTCGGATGGATGAMCCCAGACACATAGCMTTCAGGAMTTTGACTTTCCATTCTCTG 
CTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACAATCTCATCCTTCCAAGCACGACT 

ATGTGTAATGCTCTAAGACCTCTCAGCACGGGCGGAAGAAACTCCCGGAGAGCTCACCCA 

AAAAACAAGGA 

Sequence 6283 

CCGAANTTTGGGGGCCCCTCTTMANMMGGCCCATTTGGGNCCCTTTCCCGGAANACC 

GGGCCCCGCCCAA GTTGGTT GAATGGGGANTTATTCCTTGGCAMGAAAAAMANTTTTT 

TTCCNNGGGCCCCCTTTTTTCCGAAAGCCGGGCCCGCCCCCCGGGGGCCAGGGTTNCCCC 

CNGGGGG^CNAAMATTMCCGGGGAAGGGNCTTTTGGGGGNTATTTCTNNGGGGGGG 

GGGG 

Sequence 6284 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGAAAAATGATGTATTATGAAAACAGTTA 

TATGAAGGCTGGAGTAACTATATTAACATCAGATAAAATATGCTTCAAGACAAAAAGTAG 

TNACAGAGATMAAAGGGACATTTCATTATGAAMAAAGTTTAATTCATTAGCAAGATAT 

CACAATCATAAATATGTATGTGGTTAGCACAAAGTTAAAAATGCATGAAGCAAAAACTAA 

TNGAAGTNAAAGAAGGMTAGACAATTTCACAACAAACATTAAAGATTATAACACTCTTC 

TCCTGCCAATTAATAGAATAACTAGACAAAACATAATTATCCNGATTATCTGAAGATTAT 

CMCCATCTTGNCTTTMTTGATATTTATAGCACAATTTGCAGAATACAA 

Sequence 6285 

C CCTTA GCGTGGTCGCGGCCGAGGTACTGGAGATGTATTTGATAACCAAGGTTTTAGGTA 

MTTTTCACCCAGTATTAGTTTTATTTGCAMCCTGAAAAMGTTGGTAGCTTAATGTAA 

AATAACCCCTTTAGTGMCCTTTNTTTNTTTT 

NTTTTTGAAAMNATTATTTGTTTGNAAGGGMAAAATNGGNAGGGGGANCTTTNNCTTA 

ATTCCNCCCCCTTAATGGGAAAAAAAANAAANTNGGCCTTAAAAAGGAA 

Sequence 6286 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCMTTTAGGTTTTGGACACTTAGTTGGATA 

MCAAGTTTATTTGTAMTTTAGTCAACATACATAATTGACCTAAAAACTTCAGTAAATT 

TTAAAACCACTTGGAAGGCCATCTCTATAAAAATGATTTTCCCAGGACAGTAACCAGATG 

TAACCTMCCCAAC ACCAT CTTMTTGGCAGAGGTTCAGTGGGCTGGAGTTTTGTGCTCC 

TCCCCCACACCMGTTTTTATAATACAAATGCCACAAGAAAAAGAACTTCGGTACACAAT 

GGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGTAAACCTT 

GCTATGGCCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTNCAGGCAATGG 

GAGAGAGGGGCAGAAGGGTGTAGAAGGTGAANGGGTCTTAGAAAGCTTACCTCCTGAGTT 

TTCTTCCCTTTCTGNCCTTCNAAMTCTTTTACTTTCTTT 

Sequence 6287 

CCCTTAGCGTG GTCGC NGCCCGAGGTACCTTAATAGCTACCCAACAAGTCATTAACATAC 

AAGAAACATGCATTTTNNAAGCAGGAAGCATCACCCATCCCTTCTNGCATATTAGCAACT 

TGTNACTNCCTGAGCAACAGTGCTCACATCACTGAGGTCTGTGAACAGTCCTTTTTCGAT 

TCATCCTGAGTGAAAGATGGGMTGACTTAAGTACCTGGCCCNGGGCCGGNCGGCTTCGA 

AAAG 

Sequence 6288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAGGAGTAAGTGTGGCAGCAATTTN 

CCAGMACTGTATATTATATTGMCCTGTGAGTCTTTACCATGTATATATATTTCCTTTT 

TCATTCATATAACTNTAAAAAMTCAAATTTATTAATAACTAAGATAGTATCCTTCTTGA 

CAGCAATGCATCAAAMCTTAGGCTGAAATTATTTTTMTTTTGCCTTACTTTCCTT^ 

AAATGGTATATTATGGTATAAGGTACCTCGGCCCGCGACCACGCTAAGGG 
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Sequence 6289 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAGTTTGCCTTMCCTACTTTTTGTTGTATT 

TGTTTMTTTCTTCTACTGGATTATAATTCCCCTGAGTAGACAAGTATTTGTCTAACTAT 

CTTAGAGTGCTGAGAAGAGTGTGTGGCTCAGACTATGGGTGTAATTCAGTTGACACATGG 

TGCATGCCTATAAGGATATTCTGAGAGTGACAAAGTTAAGACAGACATCAGACGTAATTA 

GTAAACACACATATTACACAGTTCCATATTATATATGAATGTAAAACATTCAGATAAGGA 

ATATGCCCGCGTACCTGCCCGGGCGGCCCGNTCGAAAG 

Sequence 6290 

CCCTTTCGAGCGGCCGCCCGGCAGGTACTTATTATTTTTNTTTTTTATTTNTTTGCTNTA 

NAGGGGGTNGAGGGGGGGCTATAAGGTAAATACNGGCCCTATTTAAAGATTTTTAGGGGA 
ATT 

Sequence 6291 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGAATATATGCCAGCATGAAGTGCCCAGACCA 

GAAGTGTCTATATACCTGTCAGATCAAGGATGGTGGTGTGCAGCCTCAGTTTGAAATTGT 

TCCTGAAGATGACCCCCAGAATGCCATTGTCAGCTCTTCTGCAGATGCTTGTCATGCAGA 

ACTGCTC AGGACT ATAAGCACTACTATGGGGAAACTAATGCCTAACCTGCTTCCAGCTGG 

AGCTGAC 1 1 1 I I IGGATTTTCTCATCCAGCCATCCACAACCTGATCCAGAGCTGTCCAGG 

AGCTCGAAAATGCATCAATTACCAGTGGGTGAAATTTGATGTGTGCAAACCTGGAGATGG 

GCAGCTACCTGAGGGGCTGCCGG 

Sequence 6292 

CCCTTAGCGTGGTCGCGGCCGAGGAACTTTN 1 1 I I I I I 1 1 I 1 1 I I 1 1 I 1 1 1 1 1 1 I | IACA 

NAGTGGGAAACAACTTTMTGANAMCCCAGTTTCCCAGTTTCCCTTTCATTTCAAGACT 

ATGACATTCCGACTTNrrrTGAGGGCTTCCATTGCCTAGGNGGCCTTTTTNTTGTAGTTAG 

GCATTNTTANAGCTNTGGGCATGGGCTTGTNTTGGCCAAAATGTCTTTTAGCAAAGTAAT 

CATNTATGCCAATAGGCAAATAGTGAGCAAGGCANATCCACAANTAAGCNCCTTTCCCTG 

GCGTGTAATAGGCAAAAGGGCTNTTCGCCAANATAGCATGCTGGATNTCCCGCANCACCG 

GANAGAAGTCCTTGCTGGCTAACGAGTTGATCAATAGGAGGAAATTCCGCTGTGCTAAAA 

TNTANTCCTGGCCCGTAlN rrCTTTCCTGT ACTATACAGCmATTTTAACCCCTATGGTGA 

TTAAAAATTTAACAAANAA 1 1 1 1 1 1 1 1 1 INflTTAAAAAAGGCATTTTTTTAGTTNGCTTT 

TTCAANAATAATAACTTTTTACCTANTCCCGTTCTTTGN I I 1 1 1 1 1 1 l AA 

Sequence 6293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACCAGCCTACAAGCTGGCACTTGCTAA 

CAAATCAGAAATATGACAATTAATGATTAAAGACTGTGATTGCCACCTAAGAAAAAANNN 

NNNGCTATNNNAAANAAAGTACTTGGGCTGGAAGGCCAAGACAGCACCANAAACTAGCAA 
CATTTA 

Sequence 6294 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

1 1 1 1 1 1 I 1 1 1 1 1 I I I 1 1 GAGTCTTTCTTAAAAAACAAACAAATAAAAAACTCT 

TCAAC AAATC CTAAAGACCAGGAAATAAACATCTGCTGAGTTTTCTGCTCAGGGTCCATT 
CATGATTTTTCTGGTAACAATACTGCCAGTTNCTTAGGGGGCAACCCCCTGACTCTAGAG 
CCATGTAGCTTAGTGGAGTGAACCCC 
Sequence 6295 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATTCCAAAAAGTTGAGGAGAAGGGAC 

TTCTCCCTAACTCATTCTATGAGGCCAGCATCATCCTGATACCTGGCAGAGATACAACAA 

CAAAAACAAAAACTTCAGGCCAATATCCTTGATGAACATCAATGTAAAAATTCTCAAGAA 

AATACTGGCAAATCAAATCCAGCAAGCACATCAAAAAGCTTATCCACCACAAGCAAGTAA 

ACTTTCTCATGGTTATCAACCTTATGCAAGGTTGGTTAAACATACNCCAAATCAAGAAAT 

GTGATTCATNNNCATAAACAGAACTAAAAGACAAAAAAGCACCATGATTTATCCCAATAG 

ATGCAGAAAAGGGCTTTTTTCAATAAAA 

Sequence 6296 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGACTTTGTCACCAATNCAAATCACAGCTG 
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TTTTCGTATCACATTCTCATTGTTACAMTATCTTTAGATGTTTACATTCAACACAACTT 

TGAAGTTGAAGCAATTATTCCCAATGCTAGACCTTGTTAGTTAATAATAAATAAGCCACC 

ATGCCCGGCCAGTGATTTACACTTCTATATACTCTCTTCTTTTATTAAATACTTAGGGAA 

AAAGCCCAGTNTTGATGCTTAAAAAAACTGANGCCGGGCGCGGTGGCTCCCCCTGTAATC 

CCANCGCTTTGGGAGGCCGAGGCGGGGGGATCACNGAGGTCAGGAGATCGGGACCATCCT 

GGCCAACATGGTGAAACCCCGTCTNTAATAAAAATGCAAAAATTANCCGGGCGTGGAGGC 

ACNCATCTGTAATCTCAGCTATTCAGGAGGCTNAGGAGGCAGGAGAATCACTTGAACCCA 

GGANGCGGAGGTTGCANTGAGCTGAAATCACACCACCGCACTNCAACCTGGCAACAAGAN 

TGAGACTTGGTATNAAAAATATATATTATTT7TTGGCNTCNNAAATAAANAATNGAANCT 

GGCNAAANGGATAAAA 

Sequence 6297 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTC I 1 1 I I I 1 1 I I I I I 

1 1 i i I iGAGACAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTC 

ACTGCAACCTCCACCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTG 

GGATTACGGGCGCCCGCCACCACGCCCGGCTMTTTTTTGTATTTTTAAGTAGANACAGG 

GTTTCACCGTGTTAACCAGGATGGTCTCGATCTCCTGACCTTGTGATCCACCCACCTCGG 

CCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCACATTCAGTTNTTA 

TCAAAGAAATAACCCANACTTTAATCTTGAATGATACGATTATGCCCAATATTAAAGTAA 

AAAATTTAAGAAAAGGGTATTCTTAAATAGATCTTAAGGCAAAATACCAGCTTGATGAAN 

GGATTNTGANGCCTTNATTTNGTCANNCTTNTCCCAAAAACAANTAAAANAACCACTTTT 

TTGTNGGGCAATTTNAAAATTTTAAAGGGNTNNAANTCCCAATTGATNNAAACAAACNNG 

CCNGNMTTGAAAAAATTTGNTTTTTAAAAGGGGGG^NTTTTAAAATGGNNGNNCCTTA 

ANTNGGNNAANTNAAATNANGGNTANGNANAAANNGNNGNANAGGANCTTNNAGNTTNGA 

ANTNNTCNAANNANTCCCAANGGNNANNNTTNNNNTTTAAAAAACAANNTNTNNATTAAA 

GGNTTNAANCNAAAAAAA 

Sequence 6298 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACCCNNGATTGATAAATTCTGGGGTGCAT 

AGCCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAGCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGT 

CAGGGTGGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGA 

GGGAGATCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTC 

TGAGCAGGTGCTGAAGGACCCCCTCGGTGGAGTTGAATGTAGCTGAACCCTTGCCCATAT 

CTGGTGAATACTGGAGATTGGAGATGGTGAAGTTGAGTGTGAGGGTCTTTCAGGTGGTAC 

CTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6299 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGTGGTATCCATATTCGTTGCAAAAATGA 

TAATTACTGGAATTTTCCAAACATCMNTGNGGGNNGATCAATGGGTTACCACTATCGTT 

TTCAACCAATATACAGATGTTCGCTCAAGGTCTAGGGTTTATTTCTACATAGTAGTATTC 

ACATGAGTTCCCTATTCTGAAGTATTATCAAAACGAGGACCCTTGAACCCGCGTCCCAAG 

GGTGGTGGAGA CCTCTA ATTANGATATACTTCTGATCAGANGCTTCAGACATTAACCAAA 

GAGMCTTGACCTTTTTACTGCAAAATATGGNCTTANTTATTTAAAAAAAAAA 

Sequence 6300 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAATCTGGGTGATAGAGCAAGACCTTGTC 
TTGAAAACAAGATAAA ACAAG ATAAAACCTTTCCCTCATCAACCATTTGCCCAGGAAAGA 

AGACMTTACTTGGGGTTTTGTTTCCTTTGTTTACCANTTTTCAGAATGAGTTGGTACCA 

TCAGCCCTGGC 

Sequence 6301 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAGGAAGGAATTCCTCCTGATCAGCAG 
AGACTGATCTTTGCTGGCAAGCAGCTGGAAGATGGACGTACCGAAGTATAGAGGGCTGCT 
GTATTTGCAGAGCTAAGTCCTCCAGTTCTCGATTCACTGACAGTAAACGCTATGAAAAGG 
ACTTCCAGAGCTGTTTTGGATTGCATGAGACTCGTTCAGGAGACATCTGCAATGCCTGTG 
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TCCTGCTTGTGAAAAGATGGAAGAAGTTGCCAGCAGGATCAAAAAAAAACTGGAACCATG 

TGGtAGATGCAAGGGCTGGA 

Sequence 6302 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I I 1 I I 1 1 I I I 1 1 1 I I 1 1 1 1 I 1 ICCTTTTTTT 

"" ■ i 1 I I I I 1 I 1 I I 1 1 M I I I I I I I M M I 1 I I 11 1 1 I I I I 1 1 I I AAAAAANNACCNT 

TTTTAAl I 1 1 I AGGCCAATTTTGAGNAGTCAAAGNAANANCNNCCANTTTGNNTNGGGAG 

CCNNGGCNNAATTGCAAAANCNTNTTTNAGGGGNCCGGGGGNGGGGGAANCCGACNTTTG 

GNANNAANANCCNNGCNGGGNNCNGGNCCCTTTTANNAANCAGNCAAANCCCNNCAAAAG 

GGGNNAAMTTCNNCNNNTTTTTTGGGGGGNNNCAANNGGNATTNAGAAAAAAACCCC 
Sequence 6303 

CGMCTTCMCTT NTTNAG GGGGGGCCGGGAAAMTATATTTTGGGGGGGGGGGGGGGGC 

CCCCCCCCCCCCNTTTTTNNNTTNTTTTTNAAMGTATGGCCTTGGCTTTCCGNAGGCCG 

GGNCCC GCCCAAGTTGGTTGGMTTGGGATTATTCTTGGGCCAAAAAAATTTCCGCCCCC 

inn MC CGNA AGCCGGGGCCCCGNCCCCCGGGGGCCCAAGGGTTTACCCCCCCGGGGG 

GGGNNGGTTTTCCCCNGNGGGGAAAAAAAAAAAAANAATNGGGGNNNNNNNNNNNNCNNN 

CNNNNNNNNNGNGGNNNNNNNNNNNNNNANAAAAAAAAAAAAA 

Sequence 6304 

CGCCAGTGT GATGGATATTCTGCAG AATTCGCCCCTTTCGAGCCGGNCCGCCCGGGCCAG 
GGACCTTNNN I I II I I II I 1 1 I I I 1 1 I II I I NNAMMNNNTNTTTTTTNNTNTTTTNNN 
NT NNNNN TNNNNNNAAAAAAANCNACCC I I I I I I I I I I I GAAATTNNTTTTTAAAAGNGG 
GGi ll I INGGGGGGGGCGNNMNCCCTTNNAAAMNGNNAAAAACCCCTTTTTNTAACCT 
TTGGGGGGGGGGGNAAAAATNAATTTTAATANNTCNNNAAAAGGGGGGGGGG 
Sequence 6305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGACAGCAGAAGGATCACTGGGCTGG 

AAGCTCTAACAGGCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACT 

TACCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGCTGAGTTCA 

GACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATGGCTAGCCTGGTTACCCGT 

AGTGAGAATGGAGAGGGCCACCTGCCCAGCTACACAGATGTTTCCCAGGACAACAGGAGG 

CTGTGTCCACTGACAGTTCAGACAGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTG 

TTGCCCACCTGGCTACTAGTGAGCCTTGAAACCAGCGAAACAATTNATCAAAGAGCANTT 
CTGTCA 

Sequence 6306 

CCCTTAGCGTGGTCG CGGCCGAGGTACTTTG I I M I I I M I I I I ) 1 1 1 1 I I I I I IA CTTT 

H M I I I II I I I I M I | I N N N II I I I I II I I I II II 1 1 I M N M I 1 1 II I IA TTTT 

i i I i i i i M I NN l M l l I M Gl I I I I NCTTANAANCANAATAANTTTTTTAAAAAANAGG 

NN NCANAG GCCNNTTGGGTAAANTGNGGNANATAAAAANNNTTNGTTTTNNTAGACNNNC 

NAAI I I I I INTTANANANMAMAMNNTTTTTTTNTTT 

Sequence 6307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGNGGCCAAAGTGGCGAGCCTGAGAGGAA 

TGGAGTTCAGGGGTGCGCCAGCACTCAGGTTGAATCAGAAAATAACCANGAAGACCAGAA 

ANCCGGTGCGCTTACCAGAAAGCCGNCTGACACCATGGGAGGTGTGGGTTTATTGGCAAA 

GAAAAAGAANACCTNACCGGTTGCACTTGAAACTCTAGAGGAATTAAATCACCACTTNGA 

AAAAGAAAAGAANTGGAAGAACCTTGAAAAAAGAAAGATAATTGCTGAAGAAAACNCAAG 

GMTGGGTTTCAAAAANAAGAATTGGCCAAAANGGAAAGGAANGAGGAACCAAAAAATTA 

TTAMGAMTTGGGNGGAAAAAAGCCNCCAAANGGACCTGGAGNAAAGAATTCTTTCCAA 

GAAAAAACCAAAAGAAAAATTTTCAAGAATGGGTTAAAGAAAAAAAA 

Sequence 6308 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAACATATAAGAAACAAAAGTTCAATTT 
TGCTTCAGAAATGCMGGTAGGCCATTTGAATTTGTGACACGTGACAAAATGAGTTAACA 
GTATGGTGGCTGAAATMTCCTTTGGTAATCATCACTTTATAGAAATATCTTTAATTGCT 
AMGGAMGGGTAGACAMTTCTTCTCCGTTGCTTTTGGTCCAAGTAGGGCTTCTGATTA 



# 
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ATACTGMGAGCATTTAAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 6309 

GATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACAAGANCATCCTTTAGT 

CTAGGGCTAGATTTCCACTCTACCCAATGTCCCATGAATTATGAGGCTTTCCACTCTGGC 

TGGTGGGAACAGGCACTATTCCTAGACCACTATTCCAAGCTTCCTAAATCTCGGCCAGAA 

CAMTTCATTAATTTAT TTAGA MGATTTATTAAGCACCTTCATGTTAATAGCACTAAGG 

ACTGTTCCCTCTCATCCTTTTAMGTGGTTCTTTTCCCAGCATTATGTATCTTCTTCAT 

Sequence 6310 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTTATACAGGAGGCTGAAACAGAATGAAAGG 

GTGAAAATTAGGTTTAATTTACTTAGGAAACAAGAAATAGAAAGTCATAGCTATAACACT 

CCACTTTCAGG TGCCC ATGAAGTAGCCTTCAATGGAGATTCCCCATAGTTGTTTCACAGC 

ACAGTGTTAAAATTTTATTACAAGCCCTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

GAATTNCAGCACACTGGCGGCCCGTTACTAGTGGATCCCGAGCTCGG 

Sequence 6311 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATCAGTAACAATAATCATTTTCATGTTA 

AMTTATTGTGTGCC ACAGA GGTMCAMTATTCTTGTCAGTTGTGTCTTTTAACTATGG 

CTTTCCTTAAMCTTCTTTTATTCATCAATAGACMTTGTCTTATTTTGTCTTGTTTTTA 

ACCCTCTTTAAAAGGTTTACAATCAGATATAAAACTCTAACAAGTGCACTTAAATGCAGA 

TTTTCTGATMCTTTGAAAATTGTGACATTGAAATAAAGGGAAAAATTTCAGAACTGTAA 

TGGGAGAGCTGAAATGTTCATGACTATCAAACAGAACAGGAGTTAACTGAATTAATTGAA 

CCCAACAGAAAACCCTAAGTTATCTTTT 

Sequence 6312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTATCAGTGTGACTTATTACTGTTAGTG 

TTMTCTTGATAACCTAGCCGAGATAGTGTTTATCAGATTTCTCCACTACAAAGTTATTT 

TCCCCCTTTCCATATGTAATTTTTGGAAGGAAGTCACTATTCANCTCACACTANAGAAGT 

AGGAAGTTCTGCTCCATATCCTTGAGGGCAGAGTTCATAAATTATTTGGAATTCTTCTTC 

ATGGGAGATTCAT CTATT CTACCCCATTTATTAATGTATTCAATTTTCTGGCACTACAAG 

MTATATATATATATTTTTGTAATCGACTTTAAAATAATTAGGAAAATGATAGAACATTT 

TAATATAAGAACAAGATATGGTAAATTGATGAATATTATTAGACATTATCAGTAACAAGA 

GCTTTGTATCTTAAGTTGTTTTGAGTT 

Sequence 6313 

CCCTTTCG AG CGGCCGC CCGGGCAGGTA C 1 1 1 1 1 1 I 1 1 I I 1 1 1 I I 1 1 IC I 1 1 1 1 I 1 1 1 1 1 
1 1 1 I I I 1 1 NTN I 1 1 1 1 I 1 1 I I 1 1 1 1 I 1 1 I I 1 1 1 1 1 | I GGACCTTAACTTTCTATTTTTTA 
NNNGNNrrATANNAMNGNCTCNAMAAAAANAGNNNlsrTTTTTNGNTTTNNNAAANAANNN 
MGGNGGGNTNAANGNGNNNTTGGGN 1 1 1 I I 1 1 I I I NGGNCCNNGGAANNTTTAAANTTT 
TATNATTNNCCNGGNAAAAAAN T 1 1 I II 1 1 IGA 
Sequence 6314 

CCCTTAGCGTGGTCCGCGGCCGAGGTACMGNGGTGGCCACANAAGTAGGGGGGNNAGCC 
NAAGCTCTCTTACTTTATGCTAACCNGCTAAATCTGATCATTATTTNAGANGGGNAACAG 
CNTGAAACTAAAAATTGATATANGGCCCTACTACACTGG 
Sequence 6315 

CCCTTAGCGTGGTCGCG GCCG AGGTACCTGGGACATACTAAGTAATATAATTGTTAACTC 

TTACTAGCATTCTGTCCCTTTTATTTCCTAAATATCTCTCATGCCCATCTCCTAAATATC 

TCTTTCCTAMTATCTCTCATGCTTTTGGCTTAAGACCTCTTTTCCTCCTTATCCATTGA 

CTGGACTGCGGCAMTGCCTGCTMTCGTTATTTTTGTGTTCATTCATTTAGCAAGCCAA 

TTTATTACGCGCTTAGGGTGCTGCCAGGGCTACAAAAGCTGTTGAGACTGTACCTGCCCG 

GGCGGCCGCTCGAAAGGGCN 

Sequence 6316 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC 1 1 1 1 I 1 1 I I I I I I I I I 1 1 1 I I I I I 1 1 1 1 ATT 
"" i 1 1 1 1 i I H 1 1 II | | | | | M | | | | H | 1 1 1 1 1 1 1 1 AAAAANCN ANCN NTTTTAATT 
TTTAGGCCMTTTTGANTAGNCAMNTNANANCATTCMTTTNNNTTGNGANCCNAGGCA 
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NAANTNCAAAAACNTNTTTNAGGGGTCCNGGGGAGGGGGNAACCCAGCTTTGGGANTAAA 

NACCNNGCTG GGGACN GNNCCCCNTNAGGATGCNNGCNAANCCCTGCAAAAATNNTTAAA 

ATTCNNNCTNCTTTTTTNGNGGGACCTCNATGGGTTTAGGANAAAAAACCCC 
Sequence 6317 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGGTCTGAAAATTGAACAAGATGGACG 

GGTCCAGGAAAGAGGAGGAGGAAGACAGCACATTCACCAACATTTCTCTTGCAGATGACA 

TAGGAAGACCAACCCCTTCTCTTCCTCCTTCTCCTCAGCTTGTTCAATGTGAAAATGAAG 

AAGATGAAGACTTTCATGATGACCCACTTCCACGTNATACCATTCCTCAAGAATTTNGNA 

TNCAAGGCCCAAAAGTTTGNTNCCCAAGATGATGAATG 

Sequence 6318 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC 1 1 I II I I I 1 1 I 1 1 1 I 1 1 1 1 1 1 1 1 I I I 1 1 1 1 I 

TTTTTC I I I 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 ) I 1 1 1 1 1 I 1 1 1 I | 1 1 1 1 1 1 1 1 1 I 

I I 1 1 I I NAAAAAANCNANN I I I rTNAATTTTNAGNCNANTTTTGNNNNNTAAAANTNAAA 

ANATTTNNTTTNTNTTNNGANCCNNGGCNNANTTNAAAAAACTTTTTTNNGGNNNCCGGG 

GGNGGGGGNANCCAANNTT TNGAA ANAAAANCCGNGNNGGGNANGGNNCCCTTTNAGNNT 

NN AGGN AAANCCCTGAAAAATTTTTNAAAATTNANNN I 1 1 I 1 1 1 I GGGGGGGNNCTTTNT 

NNTTT TAGNANAAAMCCCCNGGGGNCCCCAMAAGGGI^rTTTTANAAAAAAACCCCCTT 

TTTTTNNNNNNGGGGGGGGGTNAANNCAANAAAAACNAAN AI 1 1 1 1 1 II 1 1 1 1 

Sequence 6319 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCAGAGTCTTCTTTTCTTTTCTTTTTGAGA 

TGGAGTCTTGCTCTGTTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAATC 

TCCACCTCCCGGGTTCAAGCGACTCTCCTGCCTCAGCCTCCCGAGTAACTGGGACTACAG 

GTGCGCGCCACCAAGCCCAGCTCATCCTTGTATTTTTAGTAGAGATGGGGTTTCACCGAT 

GTTGG CTAGG ATGGTCTCGATCTCTGGTCAGAGTCTTTTCTGTAAATATCCTTGGTAAAG 

AAGCAATTTTAGACTGTAAGCTGTTGCAAATGCTTTAAGGAAGAAAGCAAAA 

Sequence 6320 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTGCA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAGGGAACAAAGAGGAAGATGTCTGGGAACCGAGGAGTAATAGAGACCTGAGTTTA 

CATCACTACTCTTGCCACTCCCTAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 
Sequence 6321 

CCCTTTCNNTCGGCCGCCCGNTNAGGTACATTGTATCTTTGTTCTCACTGGTTTCAAAGA 

ACATCTTTATTTCTGCCTTCATTTCGTTATTTAACCGGTAGTCATTCGGGAGCAGGTTGT 

TCAGTTTCCTTGTAGTTGTGCGGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAA7TTGC 

CCGCGTACTCCTTCCTCCTGTCCACATCATCCCGGCACACCCCCACGCGCCACCTTTTAT 

TGTGTCCTCCGTCCACCTCCAGTAATGTTTCCTGCTTGGAAACTCTGAGAAGCCACCACA 

CTCTTCCTTGTAAATCTCTTCTCAGAAGTGAGGCACCTNCTG 

Sequence 6322 

CCCTTAGCGTGGTCGGGCCGAGGTA C 1 1 I I I I 1 1 I I I I I 1 1 I I G 1 1 1 1 1 1 1 1 1 1 1 1 [| II 

' "" i 1 1 i 1 1 I I I I 1 1 1 I 1 1 1 1 1 1 | 1 1 | | | | | N I I I 1 1 I I I I I I I I I I I 1 1 1 1 | || 1 1| 

i H i i I I I I I l I I I I I I I I N NTNTNNNT I I I I I I I I I I I NTNTTNNCNNCCAAAAAAAAA 

AAA I 1 1 I 1 1 I I I I I | 1 1 1 | I NNACNCCCNAATTTTTNAAAAAAAAAAAAANCCCCNNNTT 

NNNNAAAAAANCAANNCNAAAAAAAANNNNNGTANANAAANATTGGGGNGGGGATAANTT 

TTNTTAAAAAAAAAAAAAAT ANCCN N NTTTTTTN N AA AAAAAAA I 1 1 1 1 1 II 1 1 1 I I ANA 

AAAA 

Sequence 6323 
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CCCTTANCGTGGCNGGGGCCGANGTACTAAATAAANATTATTGGAATGAACAGCCGAAGC 

GACtGACTTCTANATGGAGCACTATTGCTCATTTCACTTCTGTTCCTNGCACCTAAACAA 

ACCTTTACATCCTCACTGGTCTGNGAGGCCAGANAACAGGTGTGGCCTTGGTGTGATAAG 

AAATGCTANTTTTATACAAAACTGAANCCAATNCNTGGGCCTNAAACTCTTGACCCCCCA 

AATGCNCCTTCAAAAATGGNATTCAATTGGAGCCCANNGNGNAGGGCTTNGAANGNAAAG 

GGAGNGNAAGCCAATTCATGGCCCCCTTT 

Sequence 6324 

CCCTTGAGCGGCCCGCCCGGGCAGGTACTTCCCTTATCATAACACCTATCATGCTTTATT 

ATTATGCCTATTATATTAGTTTCCTATTTCTTCTGTAACAAATTACACCAA I I 1 1 I I 1 1 1 

GCTTAA AACA GCACAAATTTATTATAGTTCTGGAGCTCAAAAGTCTAAAATAGGCTAGCA 

GTGCCATT1TCCTTCTGGAGGATATACAAGATMTCAATTTCTTTATCTTTTACAGCTTT 

TAGAGGCTACCTGTATTCTTTGGCTTGTGGTCCCTTCCTCTATCTTCAAAGTCAGCAGGC 

CATCTTTMCTTTCTGTCTTCTGACCTCTGCTTCTATTTTCACATTGCCTTCCCACATTG 

ATTTTCTGCCTCTCTCGTTCTCTTATAAGGATCTTGGTGATTACATTGGGCCCACCTAGG 
TAATCC 

Sequence 6325 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTTCAGTTCCATATTTTTGTTTGNTTCTTT 
TTATGTTTTGCATCTCTTTACTGATATTTCACTMTATATTATTTTTGTGGGTTTTCCAC 
ATCTTCCmAGTTTACTGAGCATCmMGAGATTTCTTTTAMGACTTTTTCTAGTAA 
ATTGGGC ATTGGT CTTATGAACAGTTTCTGTTGATTTTATATTTATTTGGATGGACCATA 

CTTTCTTA GAATACTTTGTGATTTTTTTGTTGAAAATTGGACATTTGAATCTAA 

GMTGTGGTACTTTGGAAATCAGATTCTCGTCCTTTCCTAGGTTTNTGGGGTGTGTGTGT 

GAGTGTTAMTTTTTACTCTTTCTTTAANCTTAAAACTG 

Sequence 6326 

CCCTTCGAGCGGCCGCCCGGGCAGGGTACCCCGGGCTAGCACTCTTGACCTAGCAGTCAA 

CATGAAAGGCTCTCATTGTCTGGGGCTTGCCTCCTTTCTGGTACCGGGCCAAGGCAAGGT 

CTTrGAAAGGGTGTGAGTTGGCCAAGAACTNTTAAAAAMTGGGAATGGATTGCTTCAGG 

GGAATCAACCTAACCAACTTGATGTGTTTGGCCCAATGGGAAGAATGGTTACAACACACN 

AAGCTACAAACTACAATGCTTGANACAGAAACACTTGANTATTGGGATATTTCAAGATCA 

ATANCCCGCTACTGGTGTAATGATGGCAAAACCCCAAGGAACAAGTTAAATGCCTGTCAT 

TTAATNCTGCAGTGCTTTTGCTTGCAAGATAACCATCGCTGATGCTTGTAACCTTGGTGC 

AAAAGAAGGGTTGTNCCGTGATNCCACAANGGCATTTAAAACCATTGGGTTGGCATTGGA 

AAAAATCGTTTGTC AAAAA CAGAAAATGTNCCGTCAGTATTGTTCAAAGGTTGGTGGAGT 

GTMCTTCCAAAMTTTTTCCTTCTTCAAGCTCAATTTTGGCCTCTCTTCACATTTAAAG 

GGAGTAGGGMTTTAAGTGGAAAGGTCACACCTANCCATTTATTTTTCCCCTTCA 

Sequence 6327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGCAGGATCTTGCTGTCGGTGGTCTGCG 

GGAAGCCAAAGTCCATGAGCTCGTCCAGCAACTCGTAGACGATGACAAAGTTGTCCCGGA 

TGCTCTCCTCCTCCA GCTC CTTGAAGTATTNGCAGAATACCTCTATTGTCTTATACAGGA 

AGGA GTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGAGTTGATCGACTCCAGCGACT 

TTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGAGCGGGACGGCCCCAA 
Sequence 6328 

CCCTTTCGAGCGGCCGCCCGGGGAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAAT 

TTAGACTTTCTGCTCAAAAGGGCAGTGATGTMGCTCAGGGAAGGTGTGTGGTTGCAAAG 

AGCTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGT 

GAACAGCTCTCAGAGTAACAAMCTGACCACCAGCTAGTTGTGATGGCGCACACCTGTAA 

TTCCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAG 

CCTGGAAAGTGAGACCCCGTNTTTAAACAAAGCAAAACAAAACAAAACCGACCACAGTGC 

CAGGAAAGTGCTACTGCTAACTGGCAGTGGGCTTGTAACCATGCAAAATGTGGATACCTG 

TCACTTTGGAAACATTACATTTAAATTCAAGCTTAA G I I I I 1 1 1 1 I I 1 1 1 1 1 I I I AAAAN . 

AATTAGTTTTAMCCTACTTCCTAGGGACTTGGCTTGGGTNCCATTMTTAATTTTTTAA 
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Sequence 6329 

agaAttngcccttagcgttttcgcggccgaggtacaaatgacacaatnagagagaaaaga 
gtgacaaaaagcaaagagatgaatactgattataacttattcccacaaca 

Sequence 6330 

CCCTTAGCNTNGNCCNGNCCGACGNNCANATAGGNMNNCTTTCTCCCACTTGCTTCTAG 

TGAACAAACACACCACTGCACCTCATCCACTGCTCTCACCAAACCTNTAGCCCCTTTGAC 

AGGGAACAGTTGCTTGCAATTGGCTGAGACCACCTTATAAAATCACAGTCCATCAGCCCA 

CCAGGGAACACAATGGTTTAATAATATTCAGCATCTCTTCTTCAAAGTAAGTGCAATGGT 

ATAMCCAATAAATAT7TGTATATCCTTCTATTAMGMG7TTTGGCTTAAATTTAAACA 

ACAAAGCAGAACAAAAAATTCCATACTTGCAGAGAAAAGTTTAAAAAAAGTGGAGCATAA 

AGNGGGTTCCCMTTCTGTTTCTCTATTATCTCTTCMCCCTTTTTT 

Sequence 6331 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATAGATTAAATAGCTTAAAGGAAGAAAAMTCA 

T CATAG TAAAAGAATTTGAGAAGATACAAAGCCNGGGAAGAAATGGAGAAAGAAGATGAA 

MTTTTGAGAGAAAGCCCTGAAGAATTNCGTAAAGAAATATTGCAGAAGAAATTAGAAAT 
TAAAATT 

Sequence 6332 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACNCGNGGAMGTAMTGAGNATTTNTMTTTT 

ATGTGATANTTTTTAAAACTNTGTGTTANCTAGGGTNNTAGGAANCCNGATGTCCANAAC 

CAATCATGTGGGGCTGTTCAGACTGGGATCCACTCAGGGTCCCCGANCCGNTCCCANGAA 

CTTNNGGCCTGGGCAGAAAACATANGAAAAGCCANNGTTCTAATAATACCCAAACTATAT 

CAGTNTTTGAGTTCAATTTGTTGTACCTCGGCCGCGACCACTCTAAGGG 

Sequence 6333 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGATATTGGAGCAGCAAGAGGCTGG 

GAAGCCATCACTTACCTTGCACTGAGAAAGAAGACAAAGGCCAGTATGCACAGCTTTCCT 

CCACTGCTGCTGCTGTTCTGGGGTGTGGTGTCTCACAGCTTCCCAGCGACTNTAGAAACA 

CAAGAGCAAGATGTGGACTTAGTCCANAAATACCTGGAAAAATACTACAACCTGAAGAAT 

GATGGGAGGCAAGTTNAAAAGCGGGAAGAAAATAGTTGGCTCCCAGTGGTTTGAAAAAAA 

TTTGAAANNCAAATTGCCAGGAAATT 

Sequence 6334 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACTGGAGTCCATATGCAGACCAAAGCATCAA 

AGTGAGGATAAGCCTAAAATCAGCTCTTGGAGATAAAGCATTGAATGGAACGACAATGAA 

ATGTACGGGGGGAGTCCGAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGG 

AAACCG GTAGCG CTTGCAGCATGGCTGACCAACTGACTGAAGAGCAGATTGCAGAATTCA 

AAGAAACI I I I l CACTATTTGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGG 

GAACTGTAATGAGATCTCTTGGGCAGAATCCCACAGAAGCAGAGTTACAGGACATGATTA 

ATGAAGTAGATGCTGATGGTAATGGCACAATTGACTTCCTGAATTTCTGACAATGATGGC 
AAAGAA 

Sequence 6335 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGNGCTAGCACTCTGACCTAGCNGCCANCAT 

GAAGGNTNTAATNNNNCTGGGGCTNGTCNTCCTTNCTGTANNNCCACANGCAAGTGTCTT 

TGAAAGGTGTNNGTNTGNCCANAACTNTGAAAAGATTGTNTAATGGATGGCTACAGGCNG 

AATCATCCTAGCAAACTGGATGTGTTTGNCCMATGGGANAGTGGNTCAACACACGATCT 

ACANAACTACAATGCTTGGAGACAGAAGCACTGATTATGGGATATTTCANATCATATAGC 

NCGCTAC TGNT GTAATGATGGCAAAACCCNAANGAGCAGTTAATGCCTGTCATTTATCCT 

GCAGTGCTTTTCTTGCAAGATAACCATCGCTGNTGCTGTAACTTGTGCAAAAGAGGGTTT 

GTCCCGTGATCCANAATGGCATTANAAGCATGGGTGGCAATGGANTAAATCNGTTTGTNA 

AAMCANAGTNTGTTCCTTC ANTAT GTTCAAAGGGTTGANGGAAGTGNNAACTCCANAAA 

ATTATCCTTCTTNMGCTCMTTTTGA^^TTCTTCACCATTAAAGGGAGTTNNGAMTTN 

ANTTGAAAAGGTTCACAACTACCATTATTTN 

Sequence 6336 
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CCCTTAGCGTGGNGCNGNGGNCGANGTACTACAGGCTGACCTTCTCTGTTTGCCAATTCT 

GGAACCAAAATATGCAGTTGAAAAAATANTANAAGCTATTCTACANGAAAAAATGTNCCT 

GCCCGGGCGGCCGCTCGAAAGGGCCGAATTCCANGCACACTGGCCGGCTCGTTTACTAGT 

GGATCCNGAGCNTCGGTTACCAAGCTTGGCGTAATCAATGGTTCATAGGCTGGTTTCCCT 

GNGNGGAAAATTTGTTATlvrrCGCTTCACANATTTCCACAACANANCATTACCGAAGNNCG 

NGAAGGCATTNTTANGTNGTAAAAAGGCCCTGGGGGGTTGCNCTTAAATTGAAGTTGNAG 

GCCTAACCTTCACCA 

Sequence 6337 

CCCTTTCGAGCGGCCCGCCCGGGCA GGTAC 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I ACTTTNTTTT 
" 1 1 1 1 I INI I I 1 1 1 I I I II 1 1 1 I I 1 1 1 1 1 | | 1 1 | I NNATTTGGGAATGAAAAAATAACT 

TTNTTTTNTTNNGGGGAGCGGNCCCCCCCTGGGAGGGGTNACCCGGCCC 
Sequence 6338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAATTT 

AGACTTT CTGC TCAAAAGGGCAGTGATGTAAGCTCAGGGAAGGTGTGTGGTTGCAAAGAG 

CTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGTGA 

ACAGCTCTCAGAGTAACAAAACTGACCACCAGCTAGCTGTGATGGCGCACACCTGTAATT 

CCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAGCC 

TGGAAAGTGAGACCCCGTCTCTAAACAAAGCAAAACAAAACAAAACCCGACCACAGTGCC 

AGGAAAGTGCTACTGCTAACTGGCAGTGGCTTGTAACCATGCAAATGTGGATACCTGTCA 

CTTGGAAACATTACATTTAATTCAGGCTCAAC 1 1 1 I I I 1 1 1 1 1 1 AAAGAATTAGTTTTAA 

CCTACTTCCTAGGACTTGCTGNGTTCCATTATTTATTTTTTATTTTnTAGACAGGATCT 

CGCTATGTCACCTGGCTGGAGTGCAGTGGGTGTGATCATGGCTCACTGCAACCCCAACC 
Sequence 6339 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCAACTGCAGAGCCAGGAAAACTTTTGAAGCCT 

TCATGAAGGCAATCGGTCTGCCGGAAGANCTCATCCANAANGGGTTAAGGATATTCAAAG 

GGGGTTGTNGGGAAAATTCNGGCCAANAATTGGTGAAGCCACTTTCNAATGTTTCACCCA 

TTCCNCCCGNTTGGNGTTTCCCAAAAAGATGNAATTCCCAAAAAAACCGA 

Sequence 6340 

CCCTTAAGCGTGGTCGCGGCCGAGGTACTTTCCAGGGGAACCGCATGGAGATCCCTTAAG 
TTGAAACTGGACAAAACCAGAAACCAAGTTGGGATGGTCTAGCTGANATCTGGGATAGTT 
TCTTGAATTCAAAAGTGTTCACCANCCCATTTGGATTTTTTTAACTTGGGAAACCCCC 
Sequence 6341 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTGGCCTAGCCTCCCAGCCTACATC 

TTTCTCCCATGCTGGATGCTTCCTGCCCTCAAACACTGGACTCCAGGTTCTTGTTTTGGG 

ACTTGGACTGGCTCTCCTTGCTCCTCAGCTTACAGATGCCTATTGTAGGACCTTGTGATA 

GTAAAGGAGATGGGTGTATGAGTTCTGCAGAAGTCCACCAAATGTGGGCCAGGGTTATTT 

CCCTGGTGATGCTCTGAAGCTTTTGCCAAAGGACAAATGGAA 

Sequence 6342 

ACTCACTATAGGGCGAATGGGCCCTTAGATGCATGCTCGAGCCGGCCGCAATGGTGAATG 

GATTTCTGCAGAATTCGCCCTTCAGCCGGCCGCCCGGCCAGGTCCCCGGAAATGGTGGAT 

ATAATGGTAATATCATATTAAATAATAAGAGAAAGGGATTTTGGTTAAATGAAAAATGGT 

TMCCNAGMTCTGGTCTATTNNATTGGGACTTGCCCCTTTGGTCAAAGTATTTTCTTTA 

AGGCTTNGNATTGTGAACAGCTCTTACTTGGCCCAGTGACAGATCAGTGGTCTTCTTTTC 

CCAGTTGAACAGTGCATACGCAGTAGCTATTATTGGGGTAATCTTTACTTCTCTTCATGG 

TAGAAACCAAAGTCTTCTCTGCTGGCTGGGGCTGAAAAGAGGGCTGGGGTTATCTCCTTC 

TGATCTTCAAAAACAAAGAAGAGAAGACCTTGGAATACACTGACTCTTTCCACCCTTTTT 

MIMIC 

Sequence 6343 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTTGGGCTACAAAGTAGAGAATTTATTT 

TGACTTCTTTAGCCCCATCAAGGCTCGTGGTTCTCCCTGACACCCCTCACCACCTCATGT 

C7TCATCTGCAGACTGTGCTGGGATGCTAGGCTGTTCCTCCCGTTAGGAGCAGCTCAGTG 
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ggagcagattcaagtagaaggagagaggaatctgcatgcattgggctgacggtgatttgt 

tcatTtcttagagtaatcagtmcatcttgattgatgcattcttagtttagtacctcggc 

cgcgaccacgctaaggg 

Sequence 6344 

CC CTTT CGAGCGGCCGCCCGGGCAGGTAC 1 I 1 1 I II I I 1 1 1 1 I 1 1 1 1 I I I I j I GAAACTG 

AGTTTTGCTCTTCTTGCCTAGGCTGGAGTGCAGTGGTGCTGTCTCGGCTCACTGCAGCCT 

CCACCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGTTGGGATTACAGG 

TGCCCACCACCACGCCCGGCTAATTTTTCTATTTTTAGTAMNACGGGGTTTCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCGGACCTCAGGTGATCCGCCCACCTTGCTCTCCCAAAG 

TGCTGGGATTAGAGGCATGAGCCACCATGGCACCTGGCTATATCTAACTTCTGTTACAGC 

AMTGATGCTGATTTCCTCTTTAMTGMTGATATMACTTGCATTTTANAATGCATTCA 

CAATATTCTGTATTTAACAAATAATAGATTTAAAGA 

Sequence 6345 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTNGNGGATGATTCACGTGGCAAAGGACGCCCAT 

TNNCTNCATTNTTATTGTNTACAANTTGCTACTTTTGCTACTTNAMNCATTCATTNAAA 

AAATATGTATTAANAATCATCTNAATAAGCTATTAGTGCTAGATGCTAAAGATATAGCAG 

TGAACAACAGTCTCTGCTGACATNAACCTTGTAGTCTACTGAANGAGACAAGTAATAAAT 

AAGGAAACCAAATGTAAA 

Sequence 6346 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I II I M 1 1 1 1 I I I I M I CTTTCTTTTTTT 
' " t n i 1 1 M I 11 I I I 11 II M < I I < 1 I I I I | 1 1 11 I 1 1 I 1 I I I AG ATTTNTANAAAAA 
ACAANNTNTTTAAATT^TANGGCCN^^TTTG 

NTNNNNANCCNNGGNNNMTTNAAAAANCTNTTTTNNGGNNNCCGGGGGNGGNGGNNNCC 

AANNTNTGNNATTAATAACCNGGCNGGNGACGGNCCCNNGTTANANTTNAGGNNAAACCC 

NNNNAAAAGGGNTNTAAMTTCANNNNNNTTTTTTNGNGGACCCTCNANGGTTTTAANAA 

MANACCCANGGGNNCCCCCCNCAANGGNNTNTTTTAAMCNNANTrCCNTTTTTTAACCC 

N NGGGNGGG GNGNGANNCCCAAAAAACCCCA 1 1 I I I 1 I I 1 I I I AGGGGGGGCCNNTTNAC 

AC i i i i n i nGG GGCNTTA NCNAGGGTTNCGAGGGCCNANTTNGNCCCNCAGTNNCGNG 

GGCMAAACCCCTTTTTTTNAAANGGGGGCCAATTACCTN 1 1 I I 1 I I 1 NNNAAAAGGNCN 

NNCCCTNTTANNAGGT MCCCGG ATTTCNCGGGCCCTTTNTNTTTAANAAAAAAAAAAAA 

NNNTTTCCCTNAAAAMATTTTTTNTNGANCNCNTAGGTNTTTANGGGMTTCCTTATTN 

NNAAAAATAANG I II I I I I 1 I I I 

Sequence 6347 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTTAAAGCTGAGAGTGGAGCAGGCA 

CTAGGGGAAAACCTGGCATGCANATCCCCACCCCCAGAGGGATATGAAGCTTGTGGTAGG 

TGCCCTGATGGTAACCAGAGCAACAGTAAGGCTCAAACCCAGTCCAGCTTCTAATGAAAT 

TAACTCGATTCTTGCACTAATAGCTTAGCAGGAGGGAAAAACCTTGTAGGTNTATTAGTA 

GGAATTACCCATG 

Sequence 6348 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I I I I I I I I I I GTTTTTCTTGA I I 1 I I I I I M 1 
1 1 i 1 I 1 I N II I 1 I 1 M I I M rNTTTTTTTATTTNTTTTTNTTA I M I I I I II I I M I I I I 
TNT TTTT N ANTNNN TAGATTTTTTTNTTTTNTTTTT^ I 1 1 I I I I I II I AANA 

MATTTTNTTTTITNACACAAAAANAT^ 

GGAGTTGNNTTATATANTMTTGMTTCATTTATNTTNAGGGGGNAACAATTGTAAAGAA 
ACAAAAAANGTCNAGATGAATGTATGCTACAAATAAAAGTTNNNANNTTNTTGNNNNAAA 
A AAAAAAATNTT TATAANAAANAAAAANTATNNNAAATNTTNAAANANNGNNNTNNANAT 
ATTTTTTTTT1 I CTTTATTNAAAAAMMAANNAAANTTNCATNATNNNTTTTTAATAAA 
Sequence 6349 

CCCTTAGCNTGGTCGCGGCCGAGGTACCTAATGCTGCCTTTAGATGAAGTCACATTCAGT 

CTG CTTT GAAATGAAATATCTTTAAGTAATCTGTTCTGCCAGGCTAGAAAAATGTCACCA 

NCATTTTNCTGATGCATGGAGATNTGGNANNTNNTAAACTACTATTTAGAGAGGAANAGA 



WO 01/070979 PCT/US01/09126 



TABLE 1A 

260/599 

TAAAATCAGGTACAAGAACCAGTTGGCAGTATGTAAATTCAGAGCTTTGTGGAACAGAGT 

TTCAAAGTAAGGCTGCCGTCCGAAGGCACGAAGTGTCCATAGTCCTTTTAAGCTTGTAAC 

AAGATGAGTGAAAATTGGACTCCTGCCTTCAGATTCCAGTTGTTTGAGTTGCTGTGAGGT 

TTGGAGGAAATATGCTCTCAACATAATAAAAGCCACTATCACTGGCACTGTTGCAACAAA 

NATGTAGGGTTGTAAAACTGCGACAACTGCTATNGCTCCANTCACAATTAATAACA 
Sequence 4395 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTTTTACAGGGTATACAACGTCCAATAATT 

TCCCTTCATCAACATGCCATGATTTATCAGCCTTGAAAAGTATCTCAAAGGCTTAGAAAA 

CmATTCATTTATTCATTCATTCATTTATTCTGTGGATGATCATTGAAAGCCTATTGCA 

TGCCAAGAAATATACTA GAAAT AAAGGATCATCAAAATAGTCATATAATCCCTCTTCCCA 

GGCCAGAAAGCTTACAGTTTTACATCCGGATGAGAATAGAAGGAATCAACTCATTTAGCA 

GATGGAGAAGAGGCCCAGAAAAATTACATAATAATCGATGTTACTATTGCATTCTTCATG 

ACCTACCACACCTTGAATTTTTCCTTTTCTCCTAACAACATAATTTTCCACCATATAACC 

TACAGTATTGGGAGATTTCTGGGCATACAAGACTTCACTAACTCATATCTTAGCTGGTAT 

AGGGAAT 

Sequence 4396 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTATTTTGAATGGTTTCCCACTTTCAAATGG 

GAAMCCGACTGTCTTTCTTCCCTTCCCCAGTTATTATCCAGCTTTGTATTGCAAACAAT 

GACTCTCCTGTTGTTCTCATTGAAGCGTGGGTTAAAGTGGAAGGCAACATCATTCCCTCT 

TTGGAAATCTAAAGCAATTCTGTTTGCATTGGGCTTCACCGTGCCCAGAATTGTTATCAG 

CATGCGAGGCACCACTCCCCCAGGCAAAGGCAGGTTATAAGGCACAATCAGTGGCCCCCC 

GCGTACCCAGCACCACCTAGGAAGTATTTTTGCCACAAAATCAGACCTCCAGATCTAACT 

ACCATTTTATAGGAAAGATAAGTTCAGAGAACCATGTCAAATGACACCTCGGGATTTCAA 

CCAGCAACGTTCAAATGTGCTAAACTCTGTAGATGGAAAGAGACTTACAGACATTTCAAA 

TAAATGCAATATATGGGCCTTGCTTGAATCTAATACAAACAATTCAACTACCAAAACAGC 

CAMCATTTGGTGGGACAATGGGGAGATGCTTGGAATTCCGATTGGTTANTTTAAGGGTG 

TTTAGAAATA7TTATNGGCCAAATGGATGTAATGCTCCGGAAATTGCTTTAAAATGAATC 

CAGGA C I 1 1 1 1 I I I 1 1 1 1 1 1 1 

Sequence 4397 

GGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCAGCTATTT 

TATAGACTATCCCTCMTTGGGATTTGTCTGATGTTTTTCTTATAACTATACTGGGATTA 

TAGGTTTGGGAGGGGAAAACTACAGAGATAAAGCACCTCTTTCATATCAAGGGTACACTC 

TATGATGGTCACGTNACNNTNAANTCACCTGGCAGACNTANTTCTCATAATGTATCTCCT 

TTGTCAAGCANCACATGACTGTATAATATTTTACCTAAGAAAGAATTCTTCGGTGAAAAT 

ACCAATGCTGTAGAATTACTGTANTCAATTTTTAGGTTCAA 

Sequence 4398 

GCATTGCTTTTTACATTACAATTCCAGATCAATATAAGCACCTGGAGAAGAACCCTGACA 

CATGTAGCCCAAGCTA AAGAA GTAGTATTTTTCATTAAGATACTATCATAAAATAAAGTG 

ATTACAGCTACTCCACATTTTAAMGCMCATGTTTTTATAAGAAAATTGTTATAAATGA 

AAAACGTGACTTCTTGAAGACAGTTTTGAATGTCTAAAAATGTTGTTATCACTACTGAGA 

GGAAACTTGCCTATGAAAAATATTATAATGAGTTTGTGGAAAAAAGTTAACAGGTTAAAT 

ATTTTAAGCCATTTAACTATAGCATAATATTAGTCATCTGAGCACTTTCAGTATCACTCT 

TATTTTATTAAATTTATCCCATTTATTAATAGAAACTAGGGCCCTGATTGGCCAGGTTCT 

GTTATTTACTAATGGGGTCAAG 

Sequence 4399 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTAGTAACATAGTCTGTTGGGTAATACT 

GCCGCTGGTGGAACTGGAAGCCTGGGAACGGCTTATTAACTGTGCAGGTGTAGGAGAAGT 

GGAGAGGTTGATAGACGTTTGGGACATACTTGACTGCTGTGTGACACTTCCTGTGGGAGA 

TGTAGATGGTCTTCCACTGGACAAACTTGCCTGAACAGCAGCAAGGCTCTGAAGCTGGGA 

GCTGCTTAAATGCTGCTGCTGAAGAGCTGCAGTATGCAGCATCAAGTGCTGTTGTTGGGC 
TGC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

261/599 

Sequence 4400 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATTTTGCCTAGGGCCAGCTTGAGATATAACT 

GTTTGTATAAGGTTTGTATAAGGTTGCAGTGAGCCGAGATCATGCAGAGAACCCTAAATG 

CAGAGTAATTATCACTTATAGACATTCATCATTACTATATCAACTCTGTGACGAGGGGAA 

TMTGTGCTATTTACATTAAATGTGCAGTTTATAAATCAAAAAATGGATTTCAGTAGAGT 

AAAGTCGGGTAGAATGAGAGATATATTTACCAAAAAATCAAAAACAAAAAAGAGTCCTAT 

TCAGCCCTGGAGTCTAGGTTCCAATCATTTCTAGGATACAGATATTCAATATACAATATA 

GTTCTTGCTGTGCTAAAAGAATAGAATTATTGGAGACGACCAGTATGTATTGNTTTTCAT 

AATATGACCTCTGCCAGAAAAATTGTGATCTTGCAAGTTTTAGTACCTGCCCGGGCGGCC 

GCTCGAAAGGG 

Sequence 4401 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCATGCACTGGGGTAAAGAAGATTCATCTG 

CTCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCA 

CCTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGC 

CAACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCT 

AGAGAAAAAGAACCAATCAGATGTGTATATATAGAAAGAGAGAATTATTTTAGGGAATTA 

GCTCACATCATTATGCAGGCTGGTCAATCAAAAATCTGTGGAGTGGGCTAGCAGGCTNGA 

GACCCAGGGAAAGGCTAAATTGCAGTTTANATCAGAAGGTCATCTACTGGCAGAATTCCC 

TCATCTTCCAGGAAGGTGGATCTTTTTC 

Sequence 4402 

CCTTTCGAGCGGCCCGCCGGGCAGGTCCTGCTTTGCATTTCATTTGCTCTGTNTTTCAGA 

ACTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTAAT 

ATCAATTCTAATTTAATACATAAATGACTTGTTCAAATCTTACTTAGACTCCATGTAAGG 

GGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTGGAC 

CACACTACANCAATTGGAAGCTACTTATCATATTTCCTAAGATAAAGGTTTGTTGGATCC 

TAATATGGGAAGGATTTAAAAGAGATTTAAAAAGGTAGGACAGCTNAATTTAAAATCCCA 

AAATTCTCAACCAAGTTTGATCTCATTNGGCAGATGGTNGATGATCTTGAATGACTGTGA 

GCCTAGAAAGGTNGAAAGTAATTTCTTTATTGGAGAAAATAAAGACCTTGGNTCCTAAGG 

AAAAAGGGCTA 

Sequence 4403 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGATCAGAACCTTGAAAGTCAGTGAGGACT 

AGGGGAATAGGAAGTAGTATTTGGGCTGACTTGAAGTTGAGGGGAAGGACATCTACAGTT 

GAGGGAAATGGTATGGGCAGAGTCGTGGTCAGTGGTTAGGAAATGGTGTATGGTGTATAT 

GGGGTAGTCCGAAGATCCACTGGGATAAAATAGAAAGCAGCAAATGTGCATCTGACAATT 

TTGGAGAACCTTTGGATATCTMCTGTATMTTTATTATTCATTTATTATTATTTTTTGA 

GATAGGGTCTTGCTTT 

Sequence 4404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTCGGCTTTTTGTCTGMTTTATTTGG 

AAGTCACTGGMGGTAAGATAGGGTGTGATCTGATTTACAGTTTTTAACATTTGGAATAA 

TCCCGAACTTTCAGAATCATTACTAATATTTTAATAAAAGTAAGTTGCCAAATTGATGCC 

CCATCACTCCTGAATACTTTAGTGTGTACACCACAATGGCTGAGCACTTCCTGACGTTGC 

TGGTAGTGCCTGCCATCAAGAAAGATTATGGTTCCCAGGAAGACTTCACTCAAGTGTGGA 

ACACCACCATGAAAGGGCTCAAGTGCTGTGGCTTCACCAACTATACGGATTTTGAGGACT 

CACCCTACTTTCAAAGAGAACAGTNCCTTTCCC 

Sequence 4405 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGCATTATACCTCTAGGCGTCATCAGAAA 

TTTGTGCTTAATATTGNNCACTNACATTCCNTGAACAACGNTNCCTACTNANATCCCTAG 

ACTAACAACATGAAGTCTTAGGGGTATAGTCTATAATCATTACAACACAGGAAGAAAATA 

CCTGGTATTCCATT AAGC GGNATAAACATTACTTTAGCATAGTGATTGCAGCTTNCAAAT 

ACACCTGACTCANATTTTGAATATTATAGTAAGCAAATTAAGTACCTGGGAAGAGTATTT 
TGAAACCTTCATCAATGGAAAAGTGGTT 
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Sequence 4406 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCTGCCTCCTATACCTAGCTGGTCTCCTCT 

CTGTTGCTCAATGTTACCACAGCAGGCTTTCTAGAAGCACTCTGACAGTGTTACTCCCTA 

ATATCCTTCAGTGACTTCAGGAACTTTCAGGAGAAAGCCAAACTCCTCTGTTTGGTGTAC 

TCAGGATTATTGTT TTGTAGGCM GGTGATTGTCTTCGTGTTTATTATTCATTTGTGGTA 

AGTTCACCTTGGACTTTTTATTTTGGGTAAACATCACATACATCATGATTAATCAGGCTT 

TGGGGCTCCTTTTCCCCATT ATTCMT GTCTCTCTGCTCTTTTTTTAAATTATTATTATA 

CTTAMTTTTAGGGTACTTNNTTTTTTNTTNNNNNNNNNNNNNNNNAATCAAAGCNCATT 

TTAATCATTTANTTTTAAAAGGGG 

Sequence 4407 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTTCTAGCATGGCATATmTCAC 

ATATCTAGT ATGM ATTATATM GTATTC TAAATTTATATCTTGTAGCTTTATCAAAGGG 

TGAAAATTATTTTGTTCATACATATTTTTGTAGCACTGACAGATTTCCATCCTAGTCACT 

ACCTTCATGCATAGGTTTAGCAGTATAGTGGCGCCACTGTTTTGAATCTCATAATTTATA 

CAAGTCATATTAATATATTTCCATTAAAAAATCAAGTTGTACCTCGGCCGCGACCACGCT 

AAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnAGCCGGAAGCATAAAGnnnnnnnnnnnnnnnnnnnnnnnnnnnNGA 

nnnnnnnnnnnnnnnnnnnnnnnAGCGCTCACTGCCCCGCTTTTCCAGTCGGGAAACCTN 

TCGNGCCCGCCTGCATTAATGGAATCGGCCAACNCGCCGGGGAACGCCCTTTGGCTAGGC 

NGGGCNNTTGTNCACT TGGTTNNNA GCTGACNTANNGNGCCCTTCGANTNNCNCGNCNNG 

GGNNCAAACNGGNNTNTTTTNTTTTNTTCCCTTTTTTTCTCCCCCCCCCCNTCCTTCCCC 

CCCCCCCCCCTNTCTCCCTTTTTTNCCCCCNTTTNCCTNNNCCCCCCCCCCC 
Sequence 4408 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACACAGTTTTAAAGAAATATGAGATTTGCAAGA 
AATTTCCAGGTTTCCTTTTGGGTACTGGCAACGTGGCTCTTTTCACCCTGAAAACTGAGA 
AAACTGCCAGTGCATTCACAACATACACAGCCTCTTCTAACCATGGGGGGAAAAAGGCTG 
GGAGATGCGGTAGTAACAGAAAGTTGGTAGTCCTAGGAAGTTATCATTCAACAAGGGTTT 

TTGCTGAAAGATAAATCAGCCCCTCTGAGGAGTTTTATGACTCAAACTGCTCTAAAGCCC 

CCAAGGCCC 

Sequence 4409 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCTCCATATATATTTGTTAAATATCCAC 

TAGGTTCCAGGAGCTATGCCAGACACCAGGGGAGTGTGTGATGAGCAAAAGCAGTCATGC 

TCCCTACCCTTGTTGAGCTTACCAAAAAAAAAAAGAAAACAGAGACATGAAACAAGCAAT 

CAC AATC TGATGATGATAGTAAAGGGAACAAGCAAGGTGTCACAGGAGTGCAGCACAAGG 

GAATTTTACCCAGGCCAGGGTCTTTGATGAATTGCAGAGCANGGGATAAGTGCCAGAGAA 

GGGCATGATGTAGGTCAAAGACTGGACCCCTAAGAAGAACTGACTGGGGTGTTCCCTAGC 

CTTGTTTCAGTGTTTGCCCTCTATTCATCATTCCTCCAANTGCTCCAAGCTTCCCGNCCA 

AGACAGCTTGTNGGCAATGTACCCTGCC 

Sequence 4410 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGGCAAGAATCCAGGGCAACGTGGTTCCCT 

CGCTCACGGTCCCGGAAATGTCCAGGGAAGCAGGTCTGAGCCTGCTGCTGTTAGTGCATT 

CAGTCGCCTGCCTCAGTCTCTCTGTAGAGCCTGCCCGCGTACAGACTATTTAGTTGTTTG 

AGAAAACAGGGGCGTTTCCTAATTTGGTCTTTATCCTGCGACAACACTTTCAGCAGACTA 

GCCTCTCCTTATCTCACAGATCACAAGCACCCCTAGATAGTGTGATTCTGTCAGATAGCA 

TTTATGCAAAAATCTATGAAGTTAAAAGATCGTANGAAGCCAAATGAAATGTTACCTGCC 
C 

Sequence 4411 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAATCAA 

TGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAAA 

ACAACTTAAGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTACC 
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ATATCTTGTTCTTATATTAMATGTTCTATCATTTTCCTMTTATTTTAAAGTCGATTAC 

AAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTA 

GAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGG 

ATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAA 

TTACATATGGAAAGGG 

Sequence 4412 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGAGGMGTTTCTGATCGTTACTGTTTTA 

TGGATGAGAAGACTAAACCTCAGAGAAGTTTATTCCTTATCCATGGTCACACAGCTAATA 

ATCAGCAGAATCAGGATACGGTCTCAGGTCTGTCTGACTCCTAAATCTGTGCTCTTAACC 

AGTCTTATGTGCTGACTCAATGAAATTAGTTGGGAATAGAATGAAATTCACTCAGCTACC 

CTCAGCCTTCTGGATGGTGAGCCTTCCTTCAAGGAAAACAGAACAACAAATCAAGATAGT 

AACTGACATCTCTCGGGAGAATTACTTTATATTACTACAAAGTAATATAAAGTGATAAAT 

CCTTATTCACATTTACTGTTTTCTCTTATTGGCTTCAAGTGTTGCATTTCCCCATAAACT 

AGAGGATTAATTTAGAMCATGMGAACCTTGTCAGCCTTTGGCCAATTCCTTTTGTTTG 

TGAAGGAAACAAAAACAAAATTGGATAGGAAAAAAAAAAACCCNAAAAAAAAAAAAAGAA 
AA 

Sequence 441 3 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACCTGCTTTGCATTTCATTTGCTCTGTTTTTCA 

GAACTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTA 

ATATCMTtCTAATTTAATACATAAATGACTTGTTCAAATACTTACTTAGACTCCATGTA 

AGGGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTAG 

ACCACACTACAACAATTGGGAAGCTACTTATCATATTTNCTAAGATAAAGTTTTGTCTGG 

ATCCTAATATGGGGAANGGATTTAAAAGAGANTTAAAAAGGTGGACAGCTAATTTAAAAT 

CCCAAAATTCTCAACCAAGTTGATCTCATTGGCAGAATGGTAGATGATCTGAATGACTGT 

GAGCCTANAAAAGGTGNMGTTATTTCTTTATTGAGAAAATAAAGACATGGTTCCTTAAN 

GGAAAAGG 

Sequence 4414 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGCTTCTGCATAGCAAAAGCCCCCCACAATT 

ACAGGTAAATAAATGCTACCCTTCCCAGCAAGGGCCAGGAAGTGCAGGAAAATATCAAGT 

TGCCTGAGGATCTGAATGCAATAGAAAAAGTTCTGAAAGTCAAAGGTCTTGCAATAGAAC 

ATTCAAGAGGTGAAGCCTTATGATTCATCAACTTGGGTTCACTCAGTGGTCAAACCAAAA 

AAAAAAAAAAAAAAAAAAAGTACTTNN I I I I 1 1 I I I I ) I I 

Sequence 4415 

cccttagcgtggtcgcggccgaggtacattaaactacatgataattaaatatgagaaagg 

cmattctatttcactcgttacgtttgaccaaaacacggtaaacagcattagcttgcctt 

ttgctctcccataccacctgtgaactcttcatcagcatcagaccaaagatccttatgtaa 

acttgaaaaccggaAgaacattaccttcagaaacacagaaatctaaaagcaaaacagctg 

ttgtgtatacaagcaattaaaatatgaaggctaaaccttctataaacctacagaatgcca 

tttnttagatagaacttctaacagcccttacaaaataggaggtcaccataaagttaggca 

acaagtgtcactgctatatgtaaggcggacaggaagatatcttgttttggaactgaatat 

tcctaacctcatccctacaagtatttaaggacacctttgatacttggcactgcaggagaa 

ttcaatttggaaagtagaataa 

Sequence 4416 

CCCTTAGC GTGGT CGCGGCCCGAGGTACTGTCATAAATATTGTTATCTTTTCTTGCACTC 

GATAAGACATTTTACACTACTGATACGGACAGAGGCTGTATCCCCTCAAAGTATTTGAAG 

AAACTACAAAAGGAGAGGACAAAAGGATGTGAATTGTAGGAAGAATGGGGAGAAGGGGTC 

ATTGGCAGTCATCTTGGGGACTGGCTATTGCCTCACAMAGGATATGTGATTTGATTTTT 

GCCNAANAAAAAAANGANAAAAAAAAAGGTNCCTGCCCGGGCGGCCGCTCGAAAG 
Sequence 4417 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTTAGAGACACGGAGGATTAAAGACTCAA 
CGACTGAAAATTTGGGGACTAACATGTAACTATGTTAAGAAAGTAATTCTTGAAAAATTC 
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ACTTACCCGGGACAMGAMTGATGTTAATAAAACATTTGTTTTCCACTTNTCACCTCCA 

AAGGCTATAGAAGAAAACAAAAGTTGTATAAATACAGATTTTCTTTAAAGCAAACCAAAT 

ATCCATATTACAAATCTGATATTTGCCAAACTGTCAGACAGCAATGAGTACCTGCCCGGG 

CGGCCGCTCAAAGGG 

Sequence 4418 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTGAAACATGGNCATTTTTAGCCCTTTTCCTTA 

GGMCCATGTCTTTATTTTCTCAATAMGAMTTACTTTCAACTTTCTAGGCTCACAGTC 

ATTCAGATCATCTAC CATCT GCCMTGAGATCMCTTGGTTGAGMTTTTGGGATTTTAA 

ATTAGCTGTCCTACCTTTTTAMTCTCTTTTAAATCCTTCCCATATTAGGATCCAACAAA 

ACTTTATCTTAGGAAATATGATAAGTAGCTTCCAATTGTTGTAGTGTGGTCTACAAATGT 

GAmGATTCATCTTCCCCCACTCTMTTTTCTCCCCTTTTCTCCTCCCTTACATGGAGT 

CTMGTAAGTATTTGAACAAGTCATTTATGTATTAAATTAAGAACTGATATTAACTAAAT 

GTAGGMCATTCTGCTTATACCAGTTTTTCTCATGTCGTAAAGTGTAGTTCTGGAAAAGC 

AGAGCCAAATGAA 

Sequence 4419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCACNACAAATCNTGTACCGTATANNCTN 

CACATTCTTANANATANNGTNTGTGANCTNNAAAAANTGCCAGAGGACACGTTTNTGCTC 

NNCNNGNCCANTGATTATTNGCTGGNGATNGTGNCCANNGGNTCNTNCANTAACNNACNT 

TCGACTCCANAGGGTNNTNCACTCGATCNNNCTNAANAGGGATATCCAGCAGNTGANCGG 

TNCTNNTNNTCTNCAAGTACTCACACACTGTNGTNTAAGCTCNTNCATTTAGTNCGANCN 

GTNC CTCACA CNNNCTTGGGGCGATNrrATGGNNTAATrJTTTNNAATATANTTGNGTCCGA 

NNNGAI 1 1 1 ICTCTTATTCNTIMTNGANACTNTATGGNTAANTACATNTNATTNGAGCGTT 

NCTAGACACAANTANAGNNAATNCNTCNNAGNCTTTNNNATTGAATAGATAATNTATNGN 

TMTNGGATATG^ANTAN NTGA TTNTNGNGTATTTTTTTNTACNNNTCANTATnTGGT 

NNCATACNMTCANTACAIsrrTTTNCTATATTTATNATANTTTNATNTNANGTTANTNGTT 

CTTNCCCCCCCCCCCCNTNGNNCCCNNATTAGTATTTATTNNTTTTTTCCCCCCCCNCCC 

NTTTTNTTTCCC CCCCCCC CCCCCCNCCCCGNTTGTNI 1 1 1 I 1 1 I I I I I 1 1 I CCTCCCCC 

CCCCTCTATTTN I I I I 1 1 I ICTCI I I 1 1 1 1 1 INCCI I 1 1 1 1 1 1 1 I I I CNCCCCCCCCNCC 

Sequence 4420 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCACCACCACTGTATNGATGCTCATGAGCTCT 

GGCATGCCATGAAAGGGAGTAGGGCACTGATGAGAAATTGCCTCATTTGAAAATACTAGC 

CTCAAAGAACAAATNGGAGGAAAATTTTTCCAAGATGCCGAGAAAGCCTACTGCTTTGGC 

MATTACMGCAMTTAAACCCTTCCCAAAGANGGACCATTTTATTTTCAAGAAGAACCC 

TTCGGGGGGACCACTTTCAAGNAGGAATTACNTCTTCAATGGAAACNTTGGGTTCCAAGG 

GGGGAACCCAAGAAGAAGGGGAAAGGGGATTATTAACCGGGACCCCCNTGGCCGAATNGG 

GCCTGGCCTTCAAGGGNATTGGCCAAAATGGGGTTCCCCTTAATGGGGGGNAAAGGCCCC 

TTGGTTCCAGGCCAAGGAAAGGAACCGGGGGGGGGNAGGNCAANCAAAAAAA 

Sequence 4421 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGACATTTAAACAGAACAT7TCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTMCTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAAGGGGAA 

Sequence 4422 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATGCACTGAGGTAAAGAAGATTCATCTGC 
TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 
CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGCC 




1 
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AACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCTA 

GAGAAAAAGAACCMTCAGATGTGTATATATAGAAAGAGAGAATTATTTTAGGGAATTAG 
CTCACATCATTATGC 

Sequence 4423 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTNCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTTCTATGA 
AAAACAGAGGGAA 

Sequence 4424 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTTAGTCCATTCTCTAACTGCTGCTA 

GAATAGTCTTCTACTGTCTTCTTAATGATTATAGAATAAAATCCAAATTCTTTAGTGTGA 

TATGTAAGGACCTCAATGATTTCACACTTCCATGTCAGATAGCTTATGCTACTTTCTCTA 

CTGGAAATGCTCCCTC ACCTTG GCCTTCTAATAAGCATGTAC I I I I I I I I I I I 1 1 I 1 1 [ | 

TTCCCTTGGACCATAAA ATTGGCAGGTCAAGANAAGAACCGGGGGTAAGGGTCCC 

TTC 

Sequence 4425 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 111 1 11 1 111 11 111111 1 11111 CTGC 

TTNAMTCATGTTTATTGNGGGGCCAGGGGGTAGGGGANAATGTTATTTTTTTNTACTGA 

AATGCACCTTTAACTTTATAATATCTGGTAATGGNGAAACAAAATTCACTTNTAGTAACA 

AGACCTAAGCCACAAAATTTCANAGT 

Sequence 4426 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCCACCATACAGCCAAGCTTGCTAAAGG 

AAMCCCAGTTTAAGATTTCTCCAGGCCAAGAGGAGGAATGAGAGAAGGATTAATTTCCT 

CMGTTAACACTTTCCTTAGGTCCAAGGAATCAATGCCTTAAAGCACACTGAAGTTTAGA 

ACACTGTGGTGACAACAGACATTCCTACCTCTCCTGATTTCCACTGGATTAGCACCTTTG 

CTAATCTTCTCGAAGQCTTCCTTGGCTATAGAGCGTGCCAGTACCTCGGCCGCGACCACG 
CTAAGGGCGAATTCCA 

Sequence 4427 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACCTCCCTTTACCTGTTTCCCTACTGGAAAGTG 

GGATMTACTTTTTACCTCATGGACTTGTCAGGAGGATTCATTAAAACGACTCGCATAAA 

GCCTATGCCACATGGTAGATGCCAATTGAGGGTCTCAAGAAAGAACAGCCCACAGGATTG 

ACACTGAACCTTAACAAAGTTMCAGGACCAAGGTGCAGAGAGGGTGCTAGGACAGCGAA 

GCCAAAGAGGACCCCTCAAACCCAACAAGAGCTGTGCGGCTCCCTGATTCCTCGCCAGTG 

TTGCTACCGCCCTTGGCTCTTCTTGCATGGCTGGCTCTTGAGACCCTGGAAGCTGATGGA 

GGCAACGTGAGAAGCACATGGACATCCGACCTTGAGCTTGAGAGGCAGAGGCCTGAGTTC 

TAGTTACAGCCCCAGCAGTACCTTCGGCCGCGACCACGCTAAGGG 

Sequence 4428 

GGTACNCTTGNNNTATCAANGNNANGNTCCAGCACNTCNNACANGAGCTTTTTATACCTA 

NCNNTNNTGGGAATAANAANNGATNCTATATGNNCNAAGCCCNTANCTTATNCNCTNGNN 

TTANTATGACNACNTTNANAATGANCACAGACTCTGNAANTGCTNCTNNCCTTTCAGCTG 

NGGCNANCGTNNGCATAANTANAGNAGTGCTGNNCATGGTGGNTTTGATNTACCNACNNT 

GGNGTATTNrrNGATNTTTNATGAAGAANGGNAANTTCTAGNACANTGNNNGNNGNTNNNA 

ANNGNANCGNGCTCNGATACNAAACTAGCNGGNNTNGTGCGTCATAGCTNGGGCTGGCCA 

GGGCTTGANTGGGAGTTGCAAAGGGATTTATTATACCATGATCTCTGCTTGTGCATATGT 

TTTGGAGATTTTCATAATCNAATGTGMNATTTTTGATnTCATAATCANAAATCAATCA 

AAATATGAATGGTATAACG 

Sequence 4429 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTGGCAAAGGAATGAAAAAAGTT 

AGAAAGTTGTCTGTCTGTGGGTTAGGCTCTGCCTGCAAGATCTTACAATCTAGGTCAGAG 

GTTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGA 

CTATTGTAGAGTCTTACATGMGCTAMTTTGTTCATTTATATCACTTCTCTTTTATTAT 

GAGATTATGTCCTCTGCAGTTTTTTGGTATTAAAATGTCTTTTATGAAAGGATAGTAAGA 

GTTAG ATAGTAGTC I I 1 1 1 I 

Sequence 4430 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACATCCGGCTAATATTTTTTCTTATTTT 

TTGTAGAGCAGGTGTCTCTCTCGTTGCCCAGGCTAGTCTCAGACTCATGACCTCAAAGAG 

TCCTCCCACCT CTGC CTCTCAAAGTGCTGGAATTATAGATGTGAGCCACTGTGCTGGACC 

AGTGAMGCTATTTTAAMTGTTTTTATAATTTTGTGCTTCTCTTTTAGTGGCTGCTATG 

GTCTGAATATTTGTGTACCAGCTCTGCTTCATTCCTGTCTGAAGAAGGGCAGATAGTTTG 

GCTGCTCCTGTGTT GTCA CCTGCAATTCTCCCTTATCAGGGCCATTGGCCTCTCCCTTCT 

CTNTGTGAGGGATATTTTCTCTGACTTGTCAAATCCAACATCTTCCCAATTCCCTTCAAG 

ATCCAAATTGAAACATTCCAAACCTNNCANrTTAAAAANNMGAGGTTTTCTTTGGGGGTC 

ACmCCTAAMTMTATTNTGCTTANTTTCTTNCATAACCTCTGNNATTCACCTTTGTA 

TTTGGACCCACCCACATTATTGCTAAATANCCTAATCTTACCTGCTTGGAGNTTTGTCNA 

GmTGNIsrTNTTCACCTNGGAAAMCCAMAGAAAAMATTGGTTTTTAAT 

Sequence 4431 

CCCTTTNGAGNGGNGCGCCCGGGCAGGTACCGCGGGGAGGNTGTGGGAGCGGATGGAGC 

GCTACAGTCAGCGCTTGGGGCTGGCCTCANCTTGTAGACCCGAGCCCTGCANAACAACCC 

CCCGTGGCNGCATGAGAGCAGAAGAAAGGGGGCCTTTATGCCCTTTTGAGGGAAGCACAC 

ATTCNTGCAAGGCCCGTGGAAACAAAGGGAGGGAACTGTTTTGTTAGCCCTCGTCCAGNA 

CCGCCCCTAANACAAACAATGGAGGAAGGGAAAGGGCAAAGTTGACCTTGTCCAGGAGNC 

CACTTCTGTTCAAAAAAGGGGGGACCTTGAGGTCCCTTCAGGGGGCTTGTTTGAACTCCA 

AAAGCCTGACAAAGNCAGGGTGGGCATTTNTTTTCTTTCANGAGCCAGGGGCCAANGTGT 

TAAATTCTTGGGACCCAATGGNGGTGGATTTCTTGAGGACCAGGACCCAACCCAAACTTG 

AAGNGAAGCCANAG TTTA CACCCCTGTTTAAACCCTGCCTTTTCAAAGGGGGACCGACTT 

CTTNTTMGMTTGCTTTTGCTTACCTTTMTTTCAAAGTTTTGACCACCGAAATNGCCC 
CCTTTTC 

Sequence 4432 

TTCTCTTTGGTGGCCTCAAGATGCCAGGATAGAANTTGAGGTANTGGGATGCCCCAATAG 

CTAT TGAC CC AGACC AGTTAACAGAAGCCACCNCATGAGGAAAATGAGCTCTACTCTCTC 

CTACTTTTGGATTTTATCCCATGCAGTGGCCACCAGATNGAATAGGTGAGGCACGTGTGG 

ATTCACAAAAGCATTGAGTTTATATGTACCTGCCCGGGCGGCCGCTCNAAGGGCTNAATT 

CCAGCNCACTGGCGGC 

Sequence 4433 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAMCAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAG 

Sequence 4434 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCTGGTCTGGCAAGTCCATGGGTGGGAAC 

AAGCACTGTGCTGAGATGAGCTCCAATAACAACTTTTTAACTTGGAGCAGCAACGAATGC 

AACAAGCGCCAACACTTCCTGTGCAAGTACTAGCTTCATAAAGTATGGTGCCTGCAGTCT 

TAGATATATTTATGTTTATGTTTAAATACAGATATATTTAAAAGGCTACAAGCAACATCT 

ACCCGCTCCTTACAGCCTGGTCCAGTGAGGGGTATTCCCTCCTCTCAAAGTCCACCTCCA 

GGCTTCTTGTTCTACTTCAGGTACCTGCCCGGGCCGGCCCGNTNGAAAAA 

Sequence 4435 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

267/599 



CCCTT AGCGT GGTCGCGGCCGAGGTACAGCTCTAATTTCAMTTTTATTGTTTCGTATTT 

CAGTAl l l 1 1 AGGGGAGGAAGGAGAGTCGTGATTGATGCATCCCTTTTCTTCCTTGTTAA 

AAGCAAAAAGAACATTACTACCATGCAAGTGACTAGGGTGTTATATGGCGCTGTGGAATA 

AAAGTTAAGCCTCCTCCCACCCCAGCAAACCAGAATTTCTGGCATAAACATACCTTATAG 

AACAGATATATCAMTCTACTATGAMTATTTAGCATTCTGGATATCTTTAGAAGTTTAT 

TCTAGTCCTGGGCTGTTTATTTCACACATATTTAAATAACTAAAAGAGATATTTATAAAT 

TAAATTATATTTATGGAACAATTACTTTACACATATTAAT 

Sequence 4436 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I I I II I 1 1 1 1 1 1 I I I 1 1 1 I ICCCCTC 

TATGCCCTACAAGGGAGTTCATCACTTCAGATTATTTTAAAGATGAATGTGGAGGCAGAG 

ACATTCCAAAGTGGGAGTTAGATAGCAAGTCAGTGGCAAGGCCCAGGGGTAGAGACCTGG 

GAAGACCAGCTGCAATTTGTGCTGTTTAATACTAGCAGCCTCGAAGAGAGCAGACCCATT 

ACAGCTGCAGGCTTGTTCAATTATTCTAACTTTATCTTTAAATATTGCTAGAGCATCTCA 

TAAGCTAAAGTGCTTTAAT 

Sequence 4437 

i CCCTTTCGAG CGGCCG CCCGGGCAGGTACATATTATATGCAAGGTTACMAAAAAAATCA 
ATGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 
AACMCTTAAGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 
CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTCCTAATTATTTTAAAGTCGATTA 
CAAAAATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTAG 
AATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGGA 
TATGGAGCAGAACTTCCTACTTNTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAAT 
TACCATATGGGAAAGGGGGAAAATAACTTTTGT 
Sequence 4438 

AGATA TCTGCA NAATTCGCCCTTTGAGCGGCCGCCCGGGCNGGTACAGTATATTTATCAG 

CCGANTT TTTTI vrrrATCGTTCCAMTTACATTTGGGGTTTCGGNATACGANTTTGAGGCT 

ACNANCCTTTTATGTTTATTGTAGTAGGGCCTTAGATTTGCNCCGAAAAGGCTAGGGTAA 

TANGTGThTITGTTTACCTTACCACTTTTATTTT 

Sequence 4439 

CCCTTTCGAGCG GCCGC CCGGGCAGGTACCTGGAACTACAGGCACATATCACTACAGGGG 

GCTATTTATTGTATTTTTAGTAAACAGTGTTCATCATGTTGGCCAGGCTGGTCTTGAACT 

CCTGACCTCAAATGATCTGCTTGCCTTGGCCTCCCAAAGTGCTGAGACCACAGGCGTGAA 

CCACTGCACCAGACCAGATAGGATAATTTAGCCCTCTATAAAATTGAAAATTGGAGACCA 

TTTTCTCTTAGAACTTCMACATTATTTTTTGTCTTCTGGCCTCTATTGTGCTATTAAAA 

AATGTGTTATAATTTTAATTGTAMCCCATTGTAGATCATTGTTCCCACTTTAACTGATT 

TTMTATCTTATTCTCT7TATAAGTATTTMGTTTCAATGATGTATCTATATTTTAAACA 

ACTTATAGGATATTTGCTTATCCTATAAGTTTTGATAAAATTCTTAGGTCTATGACATCT 

TTGMTAATCTTGTCAAATCTTATCTATTATCTCATTAGANATTTCTGCTTTCCATTCTT 

ACTTTTGGTTGGATACMCTTTCMTAAAATTATATATTAACATTTTTCCATTCTAACTT 

TCATTTCACCCATCTCNTTTTCATAATAATAATTCAAATTGGCCTTCCCTTT 

Sequence 4440 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTTTTAAATTAAGGAGTTTTAGTTATA 

ATGAMTTGATTTGTAGTCTGTTTTGCCGTAAACTTGTTTTCTTTAAATTG7TCTTACAG 

TGATATCTTACTATTTTTMCTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGTT 

MTCAGTCTTGTCCCTACAAGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGAAC 

ATTTCTTGGCTGGGCGCTGCGGCTTGCGCCTGTNATCTCAGCACTTTGGGAGGCTGAAGG 

TGGGTGGATCACCTGAGGTTGGGAAGTTCGAGACCAGCCTGACNAAACATAGTGAAACCC 

CGTCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGTGGTGGGTGTCTGTAATCCCAG 

CTATTCGGGAGGCTGAGGCAGGAAAAATCGCTTGAACCCGGGAGGTGGAGGTTGCAATTG 

AGCTGANATCCTGCCACTGCACTCCAGTCTGGGTGGACAGNAGCAAGGACTCCATCTNCA 

AAAAAATAAAATNAATAGAAAGAAGANANGAGAGGGAAAAAA 
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Sequence 4441 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACANTGGATGGAACCCAAAAAGGCCACGTTACT 

CAMTGTTTCAGAACAAACTTCTCGATTAAAAGGAACTCTGATGAAATTACAGCTTCTTT 

AGAAATGAATGCCAGTGAAAATATTATTCATCAAAGTCCGCAGGGAGCAGCCAGGAGCAC 

ACAGGAAACACAGCCGGAAATGCGCTTACAAAGACTTGGCGGGCACGTGGGCTCACGCCT 

GGAATCCTGGCACTTTGGGAGACTGAGGCAGGTGGACTGCTTCAGCCCAGGAGTTCAGAC 

CGGCCTAGGCAACACAAGCAAGACTCCATCCATCTCTACAAAAAATTAAAAAAG 

Sequence 4442 

CCCTTTCGAG(XIGCCGCCCGGGCAGGTACTGCTTCTTCTCTTCGTTTTCCTCCAGCTTCC 

GGATATGGCGCAGGACAGGCTGCAGATTCATATAGAGGCGGTGGCTGTTGCTCAGAAGTT 

GCAGGAGGTGTCTGGAGCGCATGGGGCACCCCGTGTAGTATATGAGCTTCCGGGCTGAAG 

GCAAGCCATCTGGCAAAATCTCAAATTTCTTACCCACAAACACCAATTTTCCAACATTTG 

TCCAGGGGAAATCATAAAGTAATTGTTTCTCTTCATCTAAATTCTGAAAAATCTGTATTC 

CCCTCATGGTCAATCCAAGAGTCAGCGATGCTTCAATTTCCCTTTTATCCTTATACAATC 

TGTAGTAATGAACAGCGACGTCATCCAGTCGGACAGCCTCTTTGATATATTTAAGATGAG 

CTTCGGAAGCTGTTAGTGCAAACTGATCTTTGTGCATGTTTGGAATGTGCTTCAAGATGT 

AAGTCCTTCC 

Sequence 4443 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCCCCGGATTGATAAATTCTGGGGTGCAT 

AACCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAAGCTTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGG 

GTCAGGGTGGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCT 

GAGGGAGATCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGG 

TCTGAGCAGGTGCTGAAGGACCCCCTCGGTGGNAGTTGAATGTAACCTGAAGCCCT 

Sequence 4444 

CCCTTGGCCGCCCGGGCAGGTACTCGCCCCGGATTGATAAATTCTGGGGTGCATAGCCAT 

TGATGAAGAGGCCATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCATGGGTCA 

GCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGTCAGGGT 

GGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGAGGGAGA 

TCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTCAGGTGC 

TGAAGGACCCCCTCGGTGGAGTTGAATGTAGCTGAGCCCTTGCCCATATCTGGTGAATAC 

TGGAGATTGGAGATGGTGAAGTTGAGTGTGAGGGTCTTCAGGTGGTACCTCGGCCGCGAC 

CACGCTTAAGGG 

Sequence 4445 

CTTAGGGAGTCGACTCAAGCTCTTTCTTTCTGTTCAAGAAAGGTGATGCCTATCCCTACA 

TGCACCAAAGATTAAAGTTCCAAGGTCCACAATGTAAGGCAGAATTCTCCCTGAGTGCTG 

TGACCCCAMCATTGGGGGTATCTTTACGTGCTTTGGTTCTCAAAGCTCATCTCCTTACC 

TGTTGTCACACCCCAGTGTTCCTGTGGAGATCAAAGTTTCAGGACTGGCAAAGTACCAGA 

AGTCTTTGATATGGGTCTCCGTAGTCTTCTTCCTACTGTTCTTTGTCCTCACCCTCTTCT 

TTTTCCTCAGACTCTGGCATCAGAACAAGCACAGGAAAGGAGTACAGACAAAGATTGACT 

TGCAACATCCAGAAGGAGCTGTAGAGCCAAAGAGCATTGTTGGACACCTGCAGAAGAGTT 

CCAGACCAGCTNCTGCCATCCAGGAAGAAATCTTGTGTGAGAAAAGATGGCCTGGGAGGG 

AGATAACTGAGGTCTCAGCATCTGATGCTACTGTGAANGTCACAAGGTCTTGCAGACAAT 

GTGGAGCTAGGCATACTGAGCCCACATCAGGGATGACCCCTCATACACTTGTATGCCGAA 

GGTGAAACCTGCTAGACTCAGAANGGCACAGACTACCTCTTCTTTCCTGTTTNCAAANGG 

AATTACAGGCACTTCTTAACCCCAGACCGGAAAAA 

Sequence 4446 

CCCTTAGCG TGGT CGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 
ATATCTTGCATTTTCGTCCTTATAGTCATCTATGCAATAGGACCTTTGCTTTACTGGCTG 
CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 
CGAGAT7TAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCANTAAG 
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CAGTGGTAA 
Sequence 4447 

TCGCCCCGCGTCCGGAAATTTTGAAGAATATTAGAAAATATCTGAAACTGAATGAAAATA 

AAACACAACATATCAAAATTAGTGAAATAGAAATAAAGTAGTACTTAGTGGTAAGTTTAT 

MTTMTTTACTTACGTTAGAATTAATTACTTTTATTCGGAAAGAATAAAGGTCTCAAGT 

CAACACTTTAAGCTTTTGCTTTAAGAAATCTAAAAAAAAA 

Sequence 4448 

TAGGGAGTCGACCCNCGCGNCTCGGCCNGACCGGNNCGATGGCTCGCTCGGTGACCGTGA 

TCTTTCTGGTGCTrGTCTCTCTGGCCGTCGTGCTTGCCATTCAGAAAACTCCCCAAATTC 

AAGTGTACTCTCGCCATCCACCGGAGAATGGGAAGCCCAACTTCCTCAACTGCTACGTGT 

CTCAGTTCCACCCACCTCAGATAGAAATTGAGCTACTGAAGAATGGAAAGAAGATACCAA 

ATATCGAGATGTCAGATCTGTCCTTCAGCAAGGACTGGTCTTTCTACATCCTGGCTCACA 

CTGAATTCACACCCACCGAGACCGATGTATATGCTTGCAGAGTTAAACACCGTCACTCTG 

AAGGAGCCCAAAACCGTCACCTGGGACCGAGACATGTAATCAAGCTCTATGGAGCTCTGA 

ATCATCTGGACCAGTTTAACTCCAGATCCGGTTTCTAATATGCTATACAATTTATCCACA 

AAGTAAAGAATAGCAATGAGCACACCATCTTCTTCATATCTTACCTTAAATATTTTATGC 

ATGTTTTAAAAAAAATTGGAGACTAATATCCTAGATTTCCCGGAATAAATAAAAGCTTCA 

ATGAGTGTTTTGATCAAGAATAATTAAAAAAAAAAAAAAAA 

Sequence 4449 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAATGCGATCACTGTGGGAAGGCCTTCAGCA 

TAGGTTCCAACCTGAATGTGCACGGGCGGATCCACACCGGGGAGAAGCCCTACGAATGCC 

TTGTCTGCGGGAAAGTCTTCAGCGACCACTCATCCCTCAGGAGCCACGTGAAAACTCACC 

GGAGAGAGAAGCTCTTTGTGTCATCCGTGTGGAAAAGGCTCCAGTGAGCGCGCCTGCTTT 

AGAGACACAGGATGATTCAGACCGGAAACAGACCTCGTGGGTGTAAGAGGAAGCCTCTGT 

GAGCTCGCACCTTACTGGGTGCAAAAGAATCCACGGAACTTGGGAGAAGTCCAGTTCCTG 

TAAAAACTGGGAAGACGAGGCGTTCTCATCCCATAGGAGGTTTGTGAGAACTCACGCCGG 
GGGTGAAAATG 

Sequence 4450 

CCCTTTCG AGCG GCCGCCCGGGCAGGTACTCTGCTGAAATTCCCTATCTATACAAAAATG 
TMTTCACCTTTTCTACTGGATCCTTAAACATATTTATAAAAAGGATTTTACAATCCTTG 
TCTGTTAG TTTCAA CATATGGCTCATCTGTGGATCTGCTTCTATTGACTATTTTTTCCCT 
CAGTCTTA I 1 1 I I ICTGCnTCTTCCTGAGTCTTGTAACTTTTTATTTTATGCCAGATGTT 

GTGTGTAAAAGTGTGGCAATAGGTATATCCAGAAAAGGACATGTCCCTTCCGCTGTTAGG 
CTGCTAGGA 

Sequence 4451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGAGGTTGCAGTGAGCTGAGATGGA 

GCCATTGCACTCCAGCCTGGACAACAGGGCGAGACTCCATCTCAAAAAGAAAGAAAGGAA 

TGTCCCCACATCTCCTTTGTGATGACAGATTATGGAGGAATTGAGGGACATCCTCTGGGA 

ATTAGGGGTGATGCTTGCTATCTACACTGAGCATTACCGAGGCCCTGACAAGGAGCTTTT 

CACTGCGGGCATGAGAAATGCCATCTTACAGTAGGCACACTACCAATGGTGTGGCACACT 

GGCGTCTATCTTGAGTCCCTTCATAGGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGT 

GAGCCAAGATCGTGCCACTGCACTCCAGCCTGGACCACAGAGTGAGACTCCGTCT 
Sequence 4452 

CCCTTTCGAG CGGCCGCCC GGGCAGGTACCTACACTTGGAATAAGACACTGTTCTGAATT 
TGTGGCATAG 1 1 I 1 1 1 1 1 ITC ATATTGACATTAATAGAGGCTTNTATNGGGGTTAGGCtA 
AAMTCTTTNGTAAMATTTTAAATGACNCTGCTGATTTTTATCCGTTAATTATCAGTTT 
ATAANCTAATAAAAACTTNGGCTNGATATTACATTCTAGNGGTTAAATTNGNCATAAAAG 
GAATATGTGCTGA GTTACT TATGTATNGNMTCTNGANATTNCNATTTTTTATTTGAAAA 
TTANACAAAGTTGGi I I I IMTTTTTATTNCATTTTAATAATNGAGTTCAAATTAAATGG 
GAAGGCTMATTNGAATTCTGTTTTTCTCTCAAMTACTGNTTTTCTATTATTTAAAGGC 
ATTCCTTGGAGGTCTAAATTGGGCATTTATAGGTGTTGATGAACCNCACCGNTTAAAGAA 
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TGATGACTCCCTTCTGTATAAAACTTTAATAGATTTT 
Sequence 4453 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAATCAGAGGATTAAAAATAATMAAAAG 

CATAAAGGAAGTCCAAGTGACTTCTGGGACACCATCAAATGAACCAATTTGTGTGTATGG 

AAGTTCCAGAAGGAGGAAAGTGAGAGGGGCAGAAAGCATATTTAAAGACATACTGGCTGA 

GGCCAGGTGTAGTGGCTCACACCTGTAATCCCAGCACTGTGGGAGGCCAAAGTGGACGGA 

TCACATGAACACAGGAGTTCGAGACCAGCCTGGCCAACATGGTAAAATCCCGTCTCTACT 
AA 

Sequence 4454 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C I I I I I I I 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 I I I 1 1 ICTT 
I I M I I I I I I I 1 1 I | I | | | | | | | | | | | | M I I I I I M I I I I I I I INTNTAI I I I I I I I I I 
1 1 1 1 1 1 1 NAAAAAANTTTTNTNMTTTTTNNTTGGNTTTTGGGNAMMATTNAANTTTT 
NAANAAAA ANN I I 1 1 1 1 1 1 1 I AAAMAAMAAAMAANGGTTNTTGGGGGGGATTTTTTT 
TTTTTTTTN AAAAACCCCAA AA AAAN AMN CCCTTNTTTN AAAAAAAAAAAAA 
Sequence 4455 

CCCTTAGCG TGGT CGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 

ATATCTTGCATTTTCGTCCTTATAGTCATCTATGCAATAGGACCTTTGCTTTACTGGCTG 

CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 

CGAGATTTAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCAGTAAG 

CAGTGGTAACAACGCAGAGACTTTNN 1 1 I I I I 1 1 

Sequence 4456 

CCCT TTCGAG CGGCCGCCCGGGCAGGTACCACACAGAACTGTTTCATCGTCCTAACTACT 

ACTACTTTTTGTTATTCTTTCTCCTCCTCCTCCTGCTTTTCTCCGTCTCCCCTTCTCCTT 

CTCCTTCTGCTTTCTTCTTC 1 1 I I I 1 1 1 AGGAAGGTCTTGTTATATTGCCCAGGCTGCTC 

TTAAAATCCCTGACTCAAACAACTCTCTCACCTCAGCCTCCCAACATGCTGAGATTATAG 

GmGAGCTATCMGCCTAGCTTGAmTMTCMTCTCTATMCmCTTTTTCTACAA 

TGCCATATAAGTGGATCATGTAATATGTAAGCCTTTTGGATCTTACTTCCTTGACTGAAG 

GAMTGCATGTCTGACTCATGCATACTGTGGCGTANATCMTMTTTGTTTTTTGTTGTT 

GTTGACAACTAGGATG CTATTT TATGGATGCACCACAGTTTATTCAACTGCTATAAAGCA 

TCTGGTTTATACCCAGCTTTTTGCAATTGAAAATAAAGTTAGCAATACACAGCCCCAAAA 

AGGTTTGCATTTCAAACATTAGTTTTCACTTTG 

Sequence 4457 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAGTTTTGAGACTACCTAGTCAATTTTCT 

TTCTGTAGATATACAAGATCTATGAAGATCAGTGTTTCCTGGCTCTCCTCATCCACCTCC 

CTGTC CAATA TATTTATTCTGTTTTCACTGGTGCCTCCTCCTTTGCATAACCTGTGGACA 

CTAGTCTTTTCCAGGTrTCTACTCTAMTTATCTTTGCTTTTCTTCTATATCATTCTTTT 

TGAGTMGTTCATCTACTCCTATTCATTCATTTGCAAACTTAACAAAACTATTTATTGAG 

TGTCTACAATGTGCTMCACCATTCTAGATGCTGGGAATGGGGTGGTAACAAAACAAAGT 

TCTTTCCTTCATGGAGCTTATCTGCTAAAAGGAAGATAGACAAATAAGTNTATAATATAA 

TTTCAGGGGGTAAAAAATGGTATGAATGGGGCT 

Sequence 4458 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCTGAAGACCCTCACACTCAACTTCACCA 

TCTCCAATCTCCAGTATTCACCAGATATGGGCAAGGGCTCAGCTACATTCAACTCCACCG 

AGGGGGTCCTTCAGCACCTGCTCAGACCCTTGTTCCAGAAGAGCAGCATGGGCCCCTTCT 

ACTCGGGTTGCCAACCGATCTCCCTCAGGCCTGAGAAGGATGGGGCAGCCACTGGTGTGG 

ACACCACCTGCACCTACCACCCTGACCCTGTGGGCCCCGGGCTGGACATACAGCAGCTTT 

ACTGGGAGCTGAGTCAGCTGACCCATGGTGTCACCCAACTGGGCTTCTATGTCCTGGACA 
Sequence 4459 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 1 I I I 1 1 1 1 1 1 1 1 I 1 1 1 1 NGAGACGAAG 

TCTTGCTCTGTTGCCCANGCTGGACTGCAGTGGCACNATTTCNGCTCACTGCAANCTCCN 

CCTCCCNGATTCATNCCATTCTCCTNCCTCAACCTCCCAAATAACTANNACTACAAGCNC 
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CTACCACCACACCCAGCTMTTTTTTNTATTTTTAATNAAAATNGGGTTTCACTGTATTA 

ACCAAAATANTCTCAATCTCCTAACCTTATAATCCACCCATCTTNACCTCCCAAAAACCA 

AAAAATAAAAANCCTTTTNCCACCNCACCCAATCCCTAAATATATAANTATTTAACTTTC 

ATTTTCCT TAATA ACTMTATCCTmATTmCCCACATAMNNTTTAAAAAAAAATTT 

TCCCAACNTTTTCAAAAAAAACCCTTGTTAAAAATTTTAAATTTCCNA I I I 1 1 I 1 1 I NAT 

TCAMTAAM ACMTTTTN AAMAMAATTTACTTTTTTN N CCCAATNTTTTAAATTTTT 

TNATAAMCNTAAAAAACTCMNTGATAANCTTTTCACTTTANTTAANATTCATTTTTTA 

ACTTTTNTCNNCNNAAANTTTTTTTCTTTTTNCAMN^ 

CCCCNTTNCCTTNCCCAAACNACCCTTTTAAAA 

Sequence 4460 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTTTTAAATTAAGGAGTTTTAGTTATA 

ATGAAATTGATTTGTAGTCTGTTTTGCCGTAAACTTGTTTTTCTTTAMTTGTTCTTACA 

GTGATATCTTACTATTTTTAACTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGT 

TMTCAAGTCTTGTCCCTACMGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGA 

ACATTTCTTGGGCTGGGCGCTGCGGCTTGCGCCTGTAATCTCAGCACTTTGGGAGGCTGA 

GGTGGGTGGATCACCTGANGTTGGGAAGTTCGAAGACCAGCCTGACAAAACATAGTGAAA 

CCCCGTCTCTACTAAAAATACAAAAAT 

Sequence 4461 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTCTCTCACTGTGGGTCCCCTGTATTTCTTAT 

CTCCCACTCAAGATCAGTGTTTCTGAGGCTAAAATCCAAGCAAGTGTGGCCTAGAGGTAG 

GGGGCTTTCTTCTTCTACCCACCCTCCACTCACAGAGTCATGCTCTACGGTAGGCATGGC 

AGGCTGAGMTACAGGGGTCTCTCCTGCTCTCATTTCAGCTCACAGGGCAGAAGTTTTGC 

ACCAGATGAGGCAAGCCAAGACCAGAGGCTGCTGTCACTGTCTAGTCCCTAGCTTCAGAG 

CAGTGNGTTAGAGATTTTTTTCCCAGGGGAAGAG 

Sequence 4462 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCMGGAACAGAAMTTGTATTTTGA 

GmCCTTAGAGATTCCAGMCATTCTGCAGTAMTAMCMGATCAAGCTTATGTTTTA 

AAAAATTATCAGAGAATTAGAAAATGTTACTGGAAAGAAAACCATTAAAAAAGTGTTAGA 

AAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAAAAAATGAGAAAACT 

CTGAGAGAAACATCAAAGAGAAACATCGAGATAGAGAGGCTAGAATTCCATCATGTGACT 

AATGCCGAACTTTGGAAAGATCAGAAAAAATAGAGACAAGAAACTAGTCAAAAAACTAAT 

TGACATTATTTCACAACATTTAACAACAAATATCAAATTGGGAGAACCTGACAAGTTCCT 

AGMTGATGGAAAMGTCCTATTTCTAAACACATTCATGAAATTTCAGACATTAAAGATA 

CAAAGATGGTCTTAAAGGTGATTGGGGAAAAAAATGCCAGTTTATGGATAAAGTGAACNG 

GAATCAGATTGGCANTAGAAAATGAAGCCGTGAGACAAAGANAAAATTGTATATTCTTGG 

CCAGCCATNCTAATCTGGGTAANGGTANACCCCAAAGTAA 

Sequence 4463 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCCTTGGGCTGCAGTAAGCATGTCAGGTGC 

CACATGGTTCTGCAGGACAACTGTGCGCAGTTGAGCACGTTGATCTAATAATAACATAAG 

CCCAGMCTACTATCATTAANAGCCTTTTCTGTGTGCAAGCTTAAGACTTTGGTTTGCTG 

CTGGAGTAAGACAGTGCCTGCAGCAGGATAGAGTATTGTGACAGGATACCACCACCATGG 

GGTTCGACGCACTTGCAACCAGCGATATTTATAAGTTTCTAAATTACT 

Sequence 4464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAGGTCAATAACTAATATTTAACA 

CATATTCATTCACAGATATGMTTGAGAACAAAATAGCACCAGAAATTTTCAAGAAGTGA 

AGAACAAATGTAGAGAAGCATAATGATAACAAATAGAAAAAAAAAGATGCCCCAAAAAAC 

AGMCTCAAGGAACAGAAMTTGTATTTTGAGTTTCCTTAGAGATTCGAGAACATTCTGC 

AGTAMTAAMCAAGATCMGCTTATGTTTTAAAAAATTATCAGAGAATTAGAAAATGTT 

ACTGGAAAGAAAACCATTAAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCANAAGAT 

AGAGCAAAAAAGTCAAAAAAAATGAGAAAACTCTGAGAGAAACATCAAAGAGAAACATCG 

AGATAGAGAGGCTAGAATTCCATCATGTGACTAATGCGAACTTTGGAAAGGATCAGAAAA 



# 
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MTTGAGACCANGAMCTAGTCCAAAMCTAATTGACATTATTTCACMCATTTACAACA 

MTATCMATTGGGAGMCCTGGCCAGGTTCCTAGAATGATGGNAAAAGGTCTATTTCTT 

AMCCCATTCATGA MTTTC ANAACNTTTAAGATCCAAGATNGNCTTAAAGGGGATTGGG 

GAAMAAATGCCCGTJTTTGGATAAGTGGAACGGGAATAAGATGGCATTTNAAAATGAGG 

CCGGGGANAMAANAAATTGTTNTTTTGCCCAGNCATCCTMTCTGNGTMGGNTTACTN 

CCAAGTANAAAAAAAAAAAAAAAAA 

Sequence 4465 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGNNNCANAGACACCTATA 

CAMGNCATNTNTTNTCTNNNTCTATMCTAATATTTAACACATATTCATTCACAGATAT 

GAATTGAGAACAAAATAGCACCAGAAATTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAAT GATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAAGTCAAGGAACAGAAA 

ATTGTATTT TGAG TTTCCTTAGAGATTCCAGAACATTCTGCAGTAAATAAAACCAGGATC 

AAGCTTATGTTTTAAAAAATTATCAGAGMTTAGAAAATGTTACTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 

AAAATGAGAAAACTCTGAGAGAAACATCAAAGAAGAAACATCGAGATNGGAGAGGCTAGA 

ATTCCATCTGTGACTTATGGCGACCTTNGGAAGGATCAGAAAAAATTGGGGNCAGAAACT 

TGTCCAAAACTAATTGCATTATTTCACACCTTTTACCACCAATNTTCAATTGGGGGAANC 

CGGCCAGTNC7TGMTGNTTGGMGAAGTCCTNTTTCTTMCACCTTCATGAAATTTCAG 

AACNTTTAAGATTCCAAAGTGGNCTTAAANGGGGTTNGGGGAAA 

Sequence 4466 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCATGGATGCATGAAATTTTAGACATGATTCT 

AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCANACTCTAGATAGACACGCTTTCCT 

TGMCTGAAATTTCCCCATAMGAAMACCAGATTTGGAGTTCGTTCTTGAAATGTCCTC 

ACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGA 

AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGGATTGCCTGGTGTCCTACTACC 

ACTTTCCAGGATGGCTTCCTTTATGCCTGGATCCTC 

Sequence 4467 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGCAACAAAGACACCTATA 

CAAAGTCATAGGAGATCAAGGTCAATMCTAATATTTAACACATATTCATTCACAGATAT 

GAATTGAGAACAAAATAGCACCAGAAATTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAAT GATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAA 

ATTGTATTT TGAGT TTCCTTAGAGATTCCAGAACATTCTGCAGTAAATAAAACAAGATCA 

AGGCTTATGTTTTAAAAAAATTTCAGAGAATTNGMAATGTTTCTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 
AAAATGA 

Sequence 4468 

CCCTTAGCGTNNTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCMATGAGGTATGGTGGACMTCTTGTTTATMCATCACCTGACCMGTTTTCTC 

CAAGAATTCCAACACCTTGTGGATCTCATGTTTTGGA I 11)1)1 I AATATCCTCGTAGAA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCCGCCMCAACTTTTNCGGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAG 

GATCAGGCATAAAGGAAGCCATC 

Sequence 4469 . 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGMATATCGTATCAGGMTTGTTAMTTTT 

ATCAG CTGC TTTTCCAGCATCAGATGGTATATTTGACTTTTTGATCAATATCAATAAGCA 

TATTMTTTTATTATATTMTAGATTTCCCAGTATTGAATCACCCTGCATTCTTGGGTTA 

MTACTATTTGCCTGTGGTAGGTTGTTGAATGAATATGATCTTATAGTATTTGTTTATAC 

AATCATATATATGAGACAATGAATATTTATGCTCATGTACCTCGGCCGCGACCACGCTAA 
GGG 

Sequence 4470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATGTGGGTATGGGCAGCTGAGGAACTTA 
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ACTCMTGTTTTMTTTTATTMTTTGAATTTAGCCACATATGGCTAGCCAGTGGTTACC 
ATATTGGACAGAACAGATGTANACTANTAGAGTGTNAGTTTCAGTCATTTGAACCAT 
Sequence 4471 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTGTTCGGCTGTTTATTGTTGGAAGTTT 

GAGTTGGGATCTTCTGTAGCATCCTGCCTGAGATATATGAGAGGAAATACGGAAAAACAG 

GGAA CTCAT TGCCATGCCATTCTTCAAATCTAAAGGTCCCTAGGAAGCCCACCTTCTTTT 

TCTACTTTTCTGAGACTTCCTATACTTGTTTGTTTCGTTATATATGGTTTTTGTTATTTC 

TGGTTTTGTTATACCTCTTCAGGTAAAAGAGGGAGGACACGGGAGGAAGGGGATACTCCA 

TCTTGGCACMCTAGMGTCTCTAAGTTGCTTTTTTGTAAATATAAAACTCTCAAATAAG 

AGAAATAATNAATGGTGGAAAT 

Sequence 4472 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTANAACAGTGCCTGGCCTGAAGTAAGCATTCA 

GTAAAAATTACCAATTGTTTATTATTATTTTAAGGCANAAACATGGGCAGATAATTTTAT 

AATCTTGGGGCAGAGAAGGCCTTTCTAAGCATAACTCTNAACCTANTGACCACAAAAGAA 

AAGATTMTTATTTGATTTCATAAAAACTAAAAGCTTTTACATGGCAAAATCTCCATGAT 

AAGAATCAATGAACAAATACCCAAGTGGGGGAGAATAATTGCAATATGNTTGACAGAAGG 

AGGATTGATATCATTAATATTTAGG GATCA CTGAATAAGTCAACCAGNAAAAGAGATGAG 

NATNAAATTCAGT TTGAA CAGAATNTTTTTCANAAAANANTANAAAACANAAANGTTCNA 

TTGAGGAGCCANGTTTTCAACC 1 1 1 1 1 I I I GGGGCANAAGAAAATGNTATTGATTAAACC 

CTTTTT 

Sequence 4473 

CCCTTAGCGTGGTCGCGGCCGAGGTACTA A 1 1 1 1 1 I I 1 1 1 1 1 1 I I I I 1 1 GTAGAGACAGG 

GTTTCCTCATGTTGGCCAGGATGTTCTCCAGCTCCTGGCCTCAAATTACCTGCCCGTCTC 

AGTCTCCCAAAGTGCTGGGATTACAGGTGTGAACCACTGTGCCCGGTCCAGTCCAGGAGC 

AAGTTCTAACCAGGATCAGGGGTCAAGGTCTGGGTTTGTCCATTATCATAGGCTAAGTCA 

GGGTCAGGGTTCAGCCAGGGATCAGGGCTCAGTTCAGGATTGGGGCTCAGCCAGGGTCAG 

GGCTCATCTTGGAGTCAGAGCTGAGCCTGGGGTCAGGCATCAGTCTAGGTTGGAGGTTGG 

GATTGGGACCTGGGGGTCTTGGTCCAGGATTGGAGGCTGTGTCTGGGATT 

Sequence 4474 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGTAGAGATTGACTTCCTAAGCTACTTAAGA 

CMCCTGCACCACTMGAAAAAAATGTAGAACCATTTGGAAAAATGAAATTTAGTAGTTC 

CMGTTTCAAAGAAAATGTCAACATTTTATTCCATTCAATAAAGAACAAAACCAATAGTG 

TTTTTATTACTTTCAT CTGA AACATTCCATGTTTTAATCTGAGCCTTGCAGACTTTCATT 

TGGAGTTTGAACCCGTTTTGGTTGCATTTCATTTTTGGAGAACTTAATTAACGTGAGATT 

GGGCMTTGAAATGCCAGGTGCAGTTTTCTGTTAATGTCATGCTGTTGTTTAGGTAATAA 

GAAAATATTAAG 

Sequence 4475 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 I I I I I I 1 1 I I I I 1 1 1 1 1 1 I CCTGTAGTT 

TATTCAAAGTTGMAAAAMACATTCATTATTCTTTAATATTACATGAAAATCTTGTTCA 

ANAGTGAAMGCCCAMTTTTTATCCTTGCATTATTGCCATTTACTACTGGTTTTCTTCT 

GACCCAGTCANATGTAANAGGCCTNTAACTGGATCCAAGCCACTTAATTACCANATCTAA 

TTTGATTCTGGACCCAGTTCAGTTT7TGGCATGACTTCCAAACNCAGTTTTGGATT 

Sequence 4476 

CCCTTTCGAGCGGCCGC CCGG GCAGGTAC I 1 1 1 1 1 I I I 1 1 I I I I 1 1 I 1 1 1 ATTAAGAGAA 

AGCTTGTTTCTAAGATCCTTTTGGGAGCAAAGGCAAGTAAGTATTCATTAAATGTTTACC 

TTCTTGACTTTAATTCACTTCAGCAGATGATAACTCAGGNGGGATTATGTNATGACAGTG 

ATCTGACAAGGTCCTTGTTCAGGGNAGTTACTGACTTTT 

Sequence 4477 

CCCTTAGCG GCCG CCCGGGCAGGTA C I I I I 1 1 I I I I I 1 1 I 1 1 1 I 1 1 I I GCTAGTTTAGTG 

TTTGCATTTATTTTAAAAATACNCAAAATAGAAhfTTTTTACATCAAAGTGTGATAACCTC 
ACTTACACATTGTTNNCATACTTACCT 
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Sequence 4478 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCCTGATCTCTCTTTTCCCCACATTTACAAA 
CGCCACAGTGAAGAACTTTGTTGCAAAGACATGCAGGCTGTGAAAAGAACTCTGTGCCTA 
AAGTCCTTTCATTTCTTTGCTGGAGTTTTTTTGAGGCAGAT^ 

AGGGCAMTGCCATGTAGTTTTGTTAGACGCTGCCAAATCCTCTTCCATGAGGCTGCAAT 

ATTCTGCATTCCATAGTGACGTATGAGAGTCCTTGTATCCCACAGCTTCATAAACAAAGC 

ATGA CGGCA CATCTGCACGTTTACCAATCACACAGGTGAGAAATCTTATCCTAGCTTCAC 

CTTTGTTTTTGGTTTGCATTTTTGTGACCAGCTTTTTTATGGTATMTGCACAGAAGG 

ATGAACACATTCTACCCACAAGCTTCTTCCTGTGCCTTTGGAATCTGCTCCTACCAGTCT 

GCAGGCAACCACGGATCTG 

Sequence 4479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTGTTGGATGATGGATATTTTTGTATCCCTA 

TAAATATC CTTGA TCTTTGTTCTGGGACACAGGTATTTGGAAACAGGTTTGATCCTTCCC 

AGGCTTGCTTTTCAGCTTTGTTAGGCTGGGACCACGGMACATTTAGTCAAATGCCAGTT 

TTGCTCCACTATTGAGACAAACTCCTGMTACTTTATCCGATGCCCCATGAATAATATTT 

TCCACTTTGGTTGAAGGAAACAGGAAATATTCCCAGCCCTGTGTAAACCATAGGAATTGT 

TCCTTGTAATCACTTTGAGTGGTCCTTTCTCTGGTCTTCAGTAATTTCCTCACAGCCATG 

CACTTATTAGCTGAAGACTGMGAGGGCCACTCCGCANGTCTTTCGGCGAGCTTTCTCTC 

TTGCAGCTCTCTGCTCACCAGCCCTGACCCTGGTAAACTCCAGCTACCTTGGTGTCTCAG 

MTTCCATTTCCATCTNCTCMCTTACAAGANGCTGCCCGGGCTGTGTTTGGGTTCCCCC 

CTCCCTNTGCTTGNANCCTGGAAAANATTTTCCAGGAAACCGACTGGGNAAATGCCCAGG 

GC TCATT MCATTTATNTTTTCAAAAGAGCCCTTGGCCTTAATTACCCTGGACCCCCCAN 

NGTTTTTGGGAMCTGNTTGGTTNCATATANTTTTAANCANGGGGGGGTTMNTTGGTTT 

NGGGG 

Sequence 4480 

GATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACACAGAAAGGCAGAAGTTGAA 

ATTAGTTTGAAGACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGT 

GMGCMCATCMTGCCGTTTCTGGATGGTTACAGCAGTTATGTCAAAATTAGATTTTTA 

AMGTAAAAAGGCAMGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCA 

MTTAGAGATGTTAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACA 

TACTATGTATCAGGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAG 

ATAATTAAAAATTATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTAC 

MATTATATACTACAAGGAAAACAAAGAAATAAAGGGAATTAATGGAGGATTTACCCTAG 

GGGTGGTTAGAAAAGGGTT 

Sequence 4481 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACACAATCACAATTCACTGCAGCCTTGAC 

CTGCTGGACTCAAGTCATCCTCCCACCTCAGCCTCCCAAGTTGCTAGGGACAGGCATGTG 

CCACCACGCACAGCTAATTTTTMMTTTTTCTGTAGAGATTAGGTCTCACTATGTTGCC 

CAGGCTGCTCTCAAAACTCCTGAGCTCAAGGGATCTTCCCACCTTGGCCTCTCAAAATGC 

TAAGATTACAGGATGAGCCACTGTGCCTGGCATGCTTTTGG I I I I I I I CTTGCAATTTAA 

CAMGTGGTGTCCCATATATTTMGTATCMATGTATMCTGMTTTTCTTGCTTTTCAG 

GGATCTCMGGGTATTTCCCTTTGCCCACCTCACCTTTTCATATTTGGTAAACTGGTATG 

CATTTGCCTTCAGCCCAAGATTATAAATATGAACTGGATTATGANCTGCATGTTCTCTCT 

TTNGGTTCMGCMTTTTCCTTACAGAAAAANCACCCGGTGGGAAGTCATGGGGTAAAAT 

ATGGTGGTTGGMTTNGGTMCTTCCCTNTTGGGAGAMTTTCTTTGTGAAATTACCACA 

NCAMTM GGGGA ACCTCAATTTAAACTGGGAAAACATAAATCTTNATTTNGNAAAGNGG 

GGGGCCCATTTTTNTAANATTTTTNTTTTTGGATMCCCTTCCCCTTTT 

Sequence 4482 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 

TGGCCT AAGG CATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 

TGATCTCTTTTGGTGTGGGAGGACATGGGGTACCCATTATCTTAGAAAATCTAGTTTAAA 
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CTGTTTTCTTTCACCGCAAMGMTTAAATGGGAAAATCATTTGTTTATCTCTAAGTTAT 

ACTMTTAGTAGAACCAMCMA7TATCTTCTTTTAAAAAATAAATCTTATAGGAAAATA 

G ACAGTC CAAAGTCATGTCTTTGAACAGTGGATTGGAATCTGTGCCAGTAATGACAAAAT 
TAI I 1 1 I I I GACTTGCT 

Sequence 4483 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I 1 1 1 1 I 1 1 1 1 1 1 I N 1 1 1 I 1 1 I I GAAAGAGA 

TAGGGGTCTCATTATGTTGCCCCAGCTGGAGTGCAGTGGCTACACACAGGGACAATCATG 

GCCCGATCATTGCTTCAGGCTCCTGGGCTCAAGCAATGCTCCTGCCTCAGTGNCCTGAGT 

AGCTGGGACTACAGGTGCATGCCACCACGCCTGGCTTATTTTTNATTTTNCTTTTCGTGT 

GGCTGGGAATATTACAACAGAGACGTTGGGNAGTNCAGCAAACANATGGTTNTTAAACTG 

NN CAAT NAAAATGCAACANAAAAGGGCTTCCTTTCAATCAAAGGAATNAAGGGATGCTTT 

GCTTTTAAAGGGGGCCATTCAA 

Sequence 4484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 NACTAGC 

ACAAATGGCATTTTATTMAGAAMTCTMTTTACAMGCTTTGTAMTTTTAAGAAAAA 

CATTTNTTGATCAT AAACC AAAAMTTTTCAANTTTGCMTATTCAAATTTACAAGGAAA 

MTAAGCCCCAAACTTTTAAACAGTGCAGGTTATTGCTGCACTCCTTTAATTCCTTATCC 

AAAGCCCAAAANAATGTA GGACA AACCCCTAAAAATGTTNCCAGAAGCATTTCCCCCACA 

CTTGGTNTCCAAAATCTAGTTTTGTGCAAAAAATGTTTCCACCTNNATTTATAGAGTNCC 
CCGGGGGA 

Sequence 4485 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I C I 1 1 I 1 1 1 1 1 I 1 1 1 I 1 1 1 GGTATTT 

TTAGTAGAGACGGGGTTTCACTGTGTTAGCCACGATGGTCTCGATCTCCTGACCTCGTGA 

TCTGCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCC 

GACTTCTC 7TTANTCAGG TGGGTATATATGCCACTMTTTTGTTTGATTGNGTTTTTCCC 

TTGATTTCA TTTTG TTTTGGCCMGTMTATCCTATTGATTGNATGATTATCACNCAATT 

TGATATCCATTTTTNTGAATGGGAGACAGGTTTTAC 

Sequence 4486 

CCCTTAGCGTGGNCNCGGCCGACGTACATATCAGAAACNGGATCTAACTCACAATATTAT 

TATAAAGCAT ACTGN TTACATAATTNACTAANTAGGTAAATTATCTAATTCATTANACTT 

GCTNGGMTCTTTTTCTAGNTACACTCCTATGTATTCCAAAAGCTACCTAATACTCTATT 

ACCCTCCCCCTACAAACTACNGAAAAACTCAAGTCANCAACTGAGGGTGTAACGTGCCTC 

CCCGGTTCAAGCNAT TCTTGT GTCTCAGCCTCCTGAATAGCCAAGACTACAGGCACACGC 

CATCACACCTGGCTTATTTTTACCI I I I II I I GTAGAGNCAGGGTTTTGCCATGTTGGCC 

AGGCTCGTCTTAAACTCCTGACCTCAAATGATNCACCCGCCTTGGCCTCTCAAAGTGCTG 

GGATTACAGGCGTGAGCCACCGNGCCTGGCCAAATAMGTATTTTTAACATACAAGTTAA 

GCATTCTAGNTNNATTCCAAAGTAAATACAGNGTGCTCAACAAACATATTCTTGGGTTCC 

AGGACAGANTCAACCA ACCT ANATTNAAAAATTTAAATCAAAAATTTAAAACCGGTNAAA 

ANACAGTGGACCAAGGTTTTGAATGGCTCACACCCTGTAATNCCAAACACTTTNGNGNAG 

GCCAANGGCNAGGACAAATTTGGACCTTGGGANGGTAAAANGNGCAAGGAGCCTNAAACC 

ATNCTTNNCGCANTTCCANCCTTGGGGAAAAANAAAAATNTGGNCNCAANAAAAAAAAA 
Sequence 4487 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 I I I 1 1 1 1 I 1 1 I I 1 1 I I I 1 1 1 GAGATG 

GAGTTNNGCTCTTGTCACCTGGGCTATGGAGNGCAATGCCACGATCTTGGCTCACTGCAA 

GCTCCACCTCCCCGGTTCAAGTGATTCTNCTGCCTCAGCCCCCCAAATAGCTGGAATTAG 

AGGTGCCCGCCACCACGTTTGGCTMTTTTTGTATTTTTAGTAGAGACAAGGTTCGTCAT 

GTTGGCANGCTGGTTTNNAACTCCTGACCTTAGGGTGATCCACCTGCCTTGGCCTCTNAA 

AGNGCTGGGATTACAGGCATGAGCCACTGTGCCCGGGCGAAGTTTAAAGTTTTAATTCAC 

AGGGATGCT NAAAAGCAN GCTTGGGTAAGGNGTTTTCTTTTCTTTAAAANAAAATTCATT 

TTrCAATCCCTTTTMnTTGGGAAATNTAANGGGGTTGCTTTTCNATTTACAGATTNGAC 

CAAAAMACNTATAGGTGTCNTTCTGGTTTTTTTGATTGGGAAGAACN I I 1 1 I I I I I 
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Sequence 4488 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAAAAATAAAGAAGAGQCTGCAGAATAT 
GCTAMCTTTTGGCCAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAATTGCG 
AAGA GACGCA GACTTTCCTCTCTGCGAGCTTCTACTTCTAAGTCTGAATCCAGTCAGAAA 

TAAG A i GAGTAACAAATAAATAAGATCAGACTCTAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAMGGTCCGCGGGATCGCCAGAGTCCCTGAACTCTCGCTTTCTTTTTAATCCCC 

TGCATCG 

Sequence 4489 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTAACTGGTATATAACCATCGGGGGCATTC 

CACTGGTAAAAGAAAGAATGCCTCAAATGAGCATGCATACAACTCCAGTAAACACACTGC 
T 

Sequence 4490 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCATGTTCTGACMGGTTTCATTTATTTCA 

TTTAGATGATTTCTGCTGTTNTCACAGGTMCCTCCTTTCTCACTGCCAGTGTCCCAGTT 

ATATCTATCT 

Sequence 4491 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGAGCCCAAGGCAGGAGATCACTTGAGCT 

CAGGGGTTCAAGACCAGCCTAGTAACATAGTGAGACCTCGTCTCTACTAAAAATTTAAAA 

AATCAGGTGTGGTGGTGGACGCCTGTAGTCCCTACTTGGGAGGCTGAAGTAGGAGGACTG 

CTTGAACCCAGGAGATGGAGGCTACAGTGAGTTATGATGGCGCCATTGCACTCCAGCTTG 

AGACTGTTTCAAAAAAAAAAGCTAGGTAAGAGTAATAGGTTAAAGTGATCCCACTGGCCC 

TCCCCCATCCTTATTTTTMCTTTGAMGTTATTAGAAATACCTCAGGAMGCTTTCTTG 

AAAGGTTATGTGTGAAGTCTTTCCCTCTAGACTAGTGGTTCTCAATACCTATGCCGGTAT 

CAGAATTACCTGGGGAAGCTTAAAAA 

Sequence 4492 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCACAGGACTCCCCAGAATAATGGAATAG 

AATAGGTAGTCTAGAACTAGACTCAGTTACATGTAGAAATTTGTATATGGTAAAGTAGTA 

TCTTAAATAGGTAGGGAAAAGATGGGCCATTCAGTATAAGTTTGGGGGACATATAATAGG 

TATTTGGAAMAAATTTAGATACATACCTTACACCTTACAGCAGGATACGTTGCAAATGG 

ATTAAAATTTTAAGTGANAAAAAAANAAAAAAAANANGGTNCCTCGGCCGCGACCACGCT 

AAGGGCGAATTCCA 

Sequence 4493 

CCCTTGGCCGCCCGGGCAGGTACACATTAGCCTCCCAGAAATGGTTCTTAACCAGAGTGA 

GCTGACTGTGGACATAGAATTCAGAAGTTGGATGACAAGGAAGCTCAGTGAGAATGAGGA 

GAAA GTTGA AACATAATCCAAGGAATCCAATAAAACAATTCAGTAGCTGAAAGATAAAAT 

ATCCATTTTMGAAAGAACCMATTAMTTTTTGGMCTGAAAMTTTACTTCCAGATCT 

CCACAATAGAATCTGAAGCATCAGCAGCAGAAAAATTAAGATGAAGAAAGAATCTCTGAG 

CTGGAAGACCAGCTTATACAATCAACTCAGTCAGACNNAANANAAAAAAAAAAAAAAAAA 

AAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4494 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTGCCTCTCAGAGGTATTTTAATTGATATGTAG 

TTMTGMGGACGTGGTGATGTTCTTAGAAATTGCTGTGAAATGTGAATTAAAGAATGAT 

CMCGGGACTAGTGGGCACAGCTTGTCAGGCATGTTTTTMTTAGCATTTATGTAACTTT 

CCTATT TCTGGGCATCCTTGGGAAGACACATTTMTTTMGAMTTAAMAGGMGATTT 

ATT1TTCCAAAACGCTTCCTGACCTTCACAGAATAAAAACCAATGAACCCGAGCTTCGGA 

GACGACAGACTGTCGGGAATTGTAAAGATGATTTGGGCAGCGCATTGTTTGGCGGGAGGA 

GCTCAGCCTTCCACTMCAGAAMGTCTACGTCAGTNTTTACTTAGAAAATTTATTTTA 

Sequence 4495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAATTTTCTTTTGATGTTGTATCAAATTACC 

ACACACTTCATGATTTAAAATAGTGTGGATGTATTATCTTACAATTTTGTATGTTAGAAA 

CCCAACACAGGTCTCTCAGTAGGGTAAAATCAAGATGTCAGCAAGGCTGTGCTTCTTTCT 
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GGAAGCTTTAGGGGAGMTTCATTCCCTTGGCTTTTCCATTTTATATAAACTGCCCACAT 

TCC TCGGC TCATGGGCCCAGTGGGAAATGCTGGGAAGAGTNCTTCTCATGCTGTCGTTCC 

CTGTTTTTCTCTTCCMGTTTCTCTTTTTTACTTTTAAGGACTCTTGTA 

TCCACTGGAAATACTCCAGGATAATCTCATT 

Sequence 4496 

CCCTTAGCGTGGTCGCGGCCGANGTACATTCGGNCTGAGGGCCAGGACAGTNCTTTCTCC 

TGGACGGACCTGCTGCTGAAGAATAATTCTGAGCTGCTTAACAACCTGGGCAACTTCATC 

AACANGAGCTGGGATGTTTGTGTCTAMGTTCTTTTGGGGGCTATGTGCCTGAGATGGTG 

CTCACCCCTGATGATCANCNGCCTGCTGGCCCATGTCACCCTGGGAGCTCCNGCACTATC 

ACCAGCTACTTGAGAAGGTTCGGATCCCGG 

Sequence 4497 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTATACATAACAACAAACTTGGAAGAAAT 

CAGAAGAATAAAAAAAAGACTGACAGTTTGGACCACACATACATGCACAAAATGAAAAAT 

AATAACTTCTATTAGTAAAAAAAAAAAACCTCACTGTTATAAAAAGGGAAATGGCAAATT 

GAAMAGGATACTGGTGAGATTATAAAAGATTAATATCAGTTCTCACTTCTTATAAGCCA 

ATAAAATAAAAATTAAACAAAAGAGAGGGACCAAGGATAAAAATAAAGGTAAATAACAAA 

AGGAGATACAAATGGTTAATGAGTATGGAAAATGTCTAAATCCCATAGAAATAAAA 

Sequence 4498 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAACCCTGCCTGGAACCGCAGCCCTGCTNTCA 

GAATCAAATTCCTGAAAGTGGGCAAGCGGAAGCGGAAATAAGCCCTCTCCCAACGCCAGC 

TGACTCGATTTCGTCTCGGTCTTCCCCAGAGCTGGACACGAGGCACCATGATCAGAGAGA 

CACATTCCCTGCGGACGGCGCTCCCATCGGATACTGGAGGGACGCGACACTAGAGGCAGG 

CAGTACCTCGGCCGNGACCACGCTAAGGG 

Sequence 4499 

CCCTTAGCGGCCGCCCGGCAGGTACAGAAAGATCTGGAAGAAGGCCTGGCAGTGAATCCA 

AGGACTCTGGGCCCCCAACAATAGATGGTAGCCGTAAGTCTGGAGCAGCGGTGTTTCACC 

ACCAAATGCCTTTCCAGGCTGCCCTTCCAACACTCAGGAGAGCATCCAGATCCCTGGGCA 

GAGGCTCTACATTCTTGGCTTTAGAGGTGGTGGGCAGCGGCAGCAGGTCAGAGCCACTTC 

TGGCGGTTTCCCTCCCCTTTTTAGTGCCCATMGTTTTTTTGGATCCTCCCTT^ 

TACCAGCACMGCCATTCTTTGCCCCTGTTCACATAACTTGAGCTCAAGCTCTTGCCAAA 

CCCAACAAGCAAGATGGTTGCAACCTGGCAACATTGAATC 

Sequence 4500 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACACATTATCAATCCCAAACTGATTTTATGAC 

TCTTGTCATAGAAACCCCCAAAACATCAGGGAGGGTAAGATATTCCAAATGGACCAATCA 

CMAMG GATTCC TGTGATTCAACTATCCAATACTTATGGCTATCAATTTAGTCTGGCTT 

GGGGCTGTTTTTTACAGGGAGGTGGCCTCCCATGGCGCACAATGTGTTTTTCTAAGCTAT 

CCAGAATGGCCACAGCAATCTGTTGGACATGGGGATCAGTATGTTCATGATCTTTGATGT 

TGTATAAATGCTGCAATCCTCCTTCTTCAATCAGCATGCTGCAATACCTTGAAGCTGAAA 

MGAAMAAAAACACACACAAAACAGGAGMATAGCTTTTCTTAAAACACTTGAAAATTA 

TTCCCAAAAAAATGACTTCTAGGAGCCA I I I I I I I I I AGCTGGTTTGTTATTGATCACTA 

ACATGCTTCAGCTTGGTAAAATAACCTCTATTCTTGATGTTACGTCTACCAGNGCAAGGG 

CCTT AC AC ATTTC A ATTC N AT AAAATTAG CTT AG CTTG G ATT 

Sequence 4501 

CCCTTANNAGCGGCCGNCCGGGCAGGTTCNAGGATATTGTTCACCCCNTCAACGGAAAGT 

GAAAAAACAGCNACCCCTGGAACCTNATTTCATTNTGAGGGACACTGGTCACCGCCCAGT 

GGCANGTAAAGAGAGCAGCCACCAGCCAANCGNAAAAGGAATNCAATGCNGGAGGCGGGA 

ATTTTCTTAAGAGAGAAGAAGGGCCTTCCCTTTGCTGTAGGTGGAGTC 

Sequence 4502 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTATTCACAAAGTTGGGGCAAGGTGTGGTG 
GCTCCTGCCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCACTTGAGGCCAG 
GAGTTCGAGAACAGCTTGGGCAACATCATGAGACCTTATCTCATTTTTTTAAAAGTGGGC 
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MTGATAMTMMTGATACTGAMTTTTTGAACACTTCATATTTCATATACGTTTACAA 
ACCTGTTATAATTGGCTACCAAMTCTTCACATTTTTATCCCCTTCCAGTCTCTACTTAC 
TCCTTGTAT TrrAGAGCATCTGGGTTTTTTGGTTTTGGTTTTGGG A I 1 I I I I I I i I 1 I I I 
1 1 I 1 1 1 I I I GGTCATTACCCTATCATGCTCTTGTCCTTGAA I I I I I I CTCAATTTCCTTA 
TTATCTCCAAAAATATCTGCAGCACATTGATAAAGGGAATGGTATAGATAGACAATAGGG 
GAAAACATCCCACAAAATATTCTAGCAATACTAMTTCTTATCTGCMGTTTTCTCTGGC 
TGAAMNTTAGGTGGAAAAAGAAAGGGGGTGAAAAAAAAAGCCAAAATTCCCCTTTCTTC 
ATGCCTTGAAAAACCCTGGGNGGGGNCCCTTATTTAAGGAGACCCCGTCNAGGAAAAAAT 
Sequence 4503 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGACACTATAGGTCACATATAGGA 

AAMGTAT TTCCC TACAMGGCTGCTTCCTAAMTTGAMGMGCMCTGTTTCACCGGA 

GGCACAGATTTTAATGTTGTGACACAAGAAACATGAAAAAGCAAGGAAACAACACCCCAA 

AAGAACACAATAATTCCTCAGTAGTAGACCCTAAAGAAAATAATTATGAAATGCTTAAAA 

GAAATTCAAAATAATAATCTTAAGAAAACTCAGCAAGATATAAGAGAGTATAGATAGATA 

ATTCACTGAAATCAGGAACACAATTCATTATCTGAATGAGATTCAACAGAGATAGATATA 

MAGGAMCAMCAGAAATCTTGGAGCTGMTMTTCAATGMTGAAATTTTAAAATATA 

ATAGTGATCTTCAACAATAGTCTAAGATCAAGAAGAAAAATTTCTGACCTTGAAGGCAAG 

TATTCTAAAATACTCCAGTAGTCAAAAAAAAAAAAAAAAAA 

Sequence 4504 

CCCTTAGCNTGGTCGCGGCCGAGGTACGCGGGGTNTTAATTCTTACATGCAGGAACACTC 

AGCAGACACACGTATGCGAAGGGCCAGAGAAACCAGACCCAAAAAAAAAAAAANAAATNG 

AANGAGGTNCGCGGGGGGCCTTATATATCAAGAGCACCATAGGCAAGCCCCAGCGCCTAT 

ATTMGGCACATTTGAATAAATTCTATTACCAGTTCAAAAAAAAAAAAAAAAAAAAAAAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGGCAAN 

Sequence 4505 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C I I I I I I I I I I I I I I I 1 1 I I I 1 1 11 I I I M AT 
I I I 1 1 1 I I I I I I I I I I I II I I I I I I I I I I I I I I I I CCTTCATNTTTNACTNGGNCAAAAT 
TTTTCCTNhJTMATTNCCCCAAAAAGlsrTTTTTTNCNAMNAAAANT^ 

NTNG NGNGGGTCNCCCCTTTAAGGGGGNNCCCCNCCCNANGGNNAAAATAAAGCCCATNC 

TTTTNGGCCNNCNCANNANCCAGGGAAAGCCCGG 

Sequence 4506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCCACACCAGCCTAGAGACTTCTGCTTATT 

TTCTGCCGCATCCTCAGTTCCCAGCTCTGTAGGTGTTCACAAGCATGAATTCAACACTGT 

GCGAAAGAACTGAAGCTCACGTAGTCCACAACTTCCCCCAGTGTGGGGTGTGTGCCACCA 

GTGCTACACAAAGTGTTAGGTGGTGTGCMACATTTTGTATTTTAATAGTTATACACTTG 

TTTTAATGTGAATTAGAAAAAATATAAGAAAGACAACAAAGGTGTTATAGATACTAATAA 

TTAGGACAAGTTGAAAGGTTTAAAAAAATACCGTTACTAAGTAAATGATGGTATAGAGAT 

CATTTAAGCATGGCAAATGTAATAAAAATGACACACACACAACAGTTTAAGTAAAACTGA 

CTCAATGGCAAAGAAAAA 

Sequence 4507 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACGCACTGCGGCCGCGTAGCGCCGC 

GGGTTTGATGMCGCGGTTCCCGGGGAGACTGTATGATTTTTCMATTTTTATCMGTCT 

AAAGTATAAAGAGAAGAACTCTAACCTCCCCAGGTGATTTGGATATCTACTCTGGAGATA 

MGTTGGTTCATCGTTAAAATATTCTGATGAAAGCNAAGCATTGTAGAACACCATTGGGC 

AGCTTATTCMGCACGTAMTGTGMTTGATGATGMCTGGATTCTTTCCATTGATTTTG 

AAGAAACNNGGAAACAGAAGAAAGAAGTTAATTGAAAATGATTATAGAAGTTAGTACCTN 

CTGTGTGGAAAGGTCCCTGGATTTTTCCTAACACCCACCCTCTTCC 

Sequence 4508 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCC 

TCCTTGTCCTCCTCCTCATTGTCACTGCAAACAGGTCAATGTCATCATCCTCGTCATCCT 

CTGCTGGTGTGGCTGGCTTCTTGGCTGGGGCCCGTGGGCTACGGTATCCGGAAGCTACAG 
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ATTCAGTGTGTGGTGGAGGGCGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACC 
AAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCANCTNTCAACAANGATCTGAAGCCT 
GAGTGTGTGTACCTGCCCGGGCGGCCGTT 
Sequence 4509 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACATTGTTTTTTAGTTTTTATTATTTTTCAGCA 
AT7TGGGTTAAAACCTGAATTGTATCCTGGCTCAACAAATCTCTAAAAAAGGACCAGCTT 
TTTAATTTTATTCATG ATGTTT TTAGTTGACTGCCCCAAGGGAA 1 1 1 1 1 1 I III I ACTTC 

TGAMTACAMTTTGCTTTTTACCAAAATTCTTATGTATAGAATACTTCTACTATGCATC 

TGTTTTACTTCTGAGAAAAGTAAATTCATGCTACTACAACATGTAGAGATGACAGCAGCT 

ATAGATCAACCAC TTTG ACAGGACGATCGAGGATCGAGCCTTCCCAGTGATGAGGGATAC 

CTTGACACTCAGATTTTGTTCATCAATGCGTTTCMGAAGAAAAGATTTTTGATCAAAAG 

GGGGGAAATGAGAAAAGAACTTTTATNTAAAGTAATGCGAGTCCTTCTTAAATTACCAGG 

TTCANGAGAGATGTTAAAACGAGAGAACCATTCTTGTCCTGNTTTCCCTCTTT 

Sequence 4510 

CCCTTAGCGTGGTCNTTGCCGAGGTACCTAAGGTGATGGGGAACTCCATTCAGATAATAA 

AATTCTCTTTCAGCTAGAGAAGTTAACAGGAATAAATATATGAACAAAAAAGCTGCAAGG 

ATAMTGTGGAGAAAATGATGAGAATTAGCTAACATTTTTMGTTTTTTTAAACTTTCTT 

CCCCTCAGT TGTACA GTTAAAAAGGAAAAAAAAAGAAAACCAGCTTGGCATTTCAGAATT 

G TCTTA TTCCT I 1 1 1 AGTGTATTGGACCGAGTTCCAGATGGGCCAGTATTTATTGCTATG 

TGTTTTCTAGTGGGAGTAATGGATGCAGTTAGCTTTGCTGCAGCAATGACTGCATCTTCT 

TCTATCCTGGCAAAGGCTTTTCCAAATAACGTGGCTACGGTATTGGGAAGTCTTGAGACT 

TTTTCTGGACTGGGGCTAATACTAGGTCCTCCTGTAGGTGGCTTTTTGTATCAATCCT 
Sequence 451 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GAGATAGAGTC 
TTGCTCTGTCGCCCAGCCTGGAATGCAGAGGCGTGATCTCAGCTCACTGCGACCTCCGCC 
TCCTGGGTTCAAGTGATT CTCAT GCTTCAGCCTCTCAGGCAGCTGGGATTACAGGCACCC 
GCCACCACACCTGGCTAGTTTTTGTATTTTTAGTAGAGATGAGGTTTCACCATGTTGGCC 
AGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCTCCCGACTTGGCCTCCCAGAGTGCTA 
GGATTTACAGGCATGAGCCACCACACCTGGTCCAAAGCAGAATTCTTAACACTTCCATTT 
TATAGATGAGGAAGTAGAGGCTACTACAGAGCCTCCTACATAATGGGGACTCAACAAATG 
TGTTTA7TGAGTTTGAATCTTTCCCTTACTTATACTTTCATTACATTTATAATCTCTTGC 
CCTATGTTTAACTTTTCTCTAANAATATTGMTGTGTCAATTTTATCTTCAAATTACTTT 



Sequence 4512 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGGGTTTNACCNTGTNGGCCAGGCTGGTN 

TTGAAGTCCTAACCTCATGNCGGTCCACCCACCTAGTGCCTCCNANANTGCTAGGATTAC 

AGGCA TGAGT CACCATACCNNNCCGNNTATNTGCAGTNATNAATTNTNATATTANNTNCA 

TGAATATTTTTANCCTACAAAATTCACTATNATCTTATGAGGAAATGAAGGTGTGANAGA 

CACCGTGTAACCNGNACAAAAATCAGNTTAAGNTACNCACCTTANCGNTNNGTNNTTATN 

NAAACAGGCANATTNTTAGNAAATAAGA 

Sequence 4513 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGGCTGAGCCTAGAACTTGAAGCTTCCAAACT 

CAGTGCTCGCTTTAACGCAGCTCCCTGAAACGTTTTGGAATCGGATGGTCTCAGGTTGAA 

CTTTGCAGTTrTCCTCAACTGTAAAATGGGGATGACAGTGCATGAGGGTGTTGCGAGGAT 

CAAATGAAATAAAGCATGGTAAACATCCAAAAAAAAAAAAAAAAAAAAAAAGTCCCAGGA 

ACAACAGGTGGCCTAAATACATGAAAAGCAGTGTAAGCTAGTGACACTAAAGCCAGTCTT 

GTATTACTGTAT7TTTGACAGA 

Sequence 451 4 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCAAGGGATGCAGTTATTAAATGCT 

GTTCTTCTCTCCTAAGTTGAAAATCAGAAACTTGTGGAAAAGAGCACTTGAATGTTGGTA 

CATGAGGAATTCTTATCAAAGATCATGCACAATCCATGCCACTTAAATGGGTTTTAGCTG 



T 
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AGGTTTTGCTCATGTTACTCTGAATTTCTAAGGACAGATCAGTGACCCTCTTAGCCTGAG 

CAGAAAGCATATTCTTCCCACTGCAGTTTCCTACACAATTTAGTCCTGATTAGATGAGGC 

ATTATAGCAGCACCTGAAGTAGAGCCTCCAGAATCCACTGCCCTTTTCATCAAAGGCTAT 

TTGGTTCCCCCCTCAGGATTGGCATACTCACGAGACATTTTCACAATCCTAATGCATACT 

TTAGGTTACTTAATTAACCAAGCNATATGCTCTGTCAAAGAACTTATTTCAAGTCAAAGC 

AAAAAAAGGGNCTTAATGCNNGNACAAAAACCAAACANAAAAAGCNCTTTTCCCAATTAA 

AAANAATTTCCCAAAAAAAAAAAAA 

Sequence 451 5 

CGCCAGT GTGAT GGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TGTTGCTATTTTTCCTTGTGGGTGATTGATTGATGGATGAGTGCTGACACTTCAATGAAG 
CTATTTCGACTGCCATCTCAATCCGATGATGTGAGGGGTATATTTTCTGTCCATGCCTCA 
TTA CTTCAG MTGACATTCCTGGMCTTCATTTACTTTTTCCCTCCTTCCCCGAAGCGCC 
ATA 1 1 1 1 1 iCCCATCTAGGTTATGCATGCCATAAAAAAAGCAATTTGCTATTATATGTGG 
CATAAGGGCAACACTTTCCCTAGGAGGTAAATAAGAAG I 1 1 1 1 1 1 I I I I I I 1 1 AATCCCA 
ATGTTGMTTTAGGGATCATGTCAAMTTTCCAAAACAATTCCAACAGGCAGCCTCCTTG 
AGAMTGGTGAGGAAGAGATATTTGGTTTCATTTTGTCAGTGGTGAGAATAAAAA 
Sequence 4516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGCCAAAAAAAAAAAAAAGTCCCAAAA 

CACCAAGAGACAAAAGGTAGGAGGAAAGACAAGAAAGGAAGATACAAAAGGAGCAGGAAG 

AAACTTACTTAGGGACAAGATTAGCATCATACATACCTAAGAGTGGGGGGTGAGGGGGAA 

GAACAAGATGAGAGAGCATTTAAAAGCATTTACCCACACAGCCCTGGTGATAATTGGATT 

GGMTCAAMCAAACACAGCATGAGATTATTAAGAGGTTTTAAAAGGCAAACAGTGGTGT 

GGGACTGNTTATTGCCAGTGTTMGAGAGAMTAAACTTGGGTTTTTAGGCACCAGAAGA 

TTGGAGCACCACCCATNCCTTTCCAGAAGGATGACAGACTTNGGAAAGGGGAANCAGGCC 

CCTGGGACAAGNTGCCACTTGGTGTGTGTANATGGTCTTCCTNAANGTCAATCTCANGTG 

TATCTTCCCCGMGTCTTTNJTGNCCCTAAACTTCTANGTTANGGCCTTTGGGGANTTCCC 

TGGGGAGAMGGGGATNNTCAAMAATNTGNMGACCTTCCCCTTTTTCACAAANGTTNA 

AAAACCNTTNCCGGGGAAAIMTGGAGCCCTTGGTTNNAACAGAACCCNTATTCCCTrGGGG 

MMGGGNCATGGTTTIsrrTTCTTGAAGGCCAAGANTTTGGGNAAACCNNNCTCCCCACCC 

NGGGmNAAMMNTCTNCCTTNTTTGCGGCCCmmTAI^CCCTTTGmTNGGGTTT 
lllllllll 

Sequence 4517 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACACTTATTGAGCTTTCANGGCCACTGTAA 

GGGGCTTGCAGMTANCCTCTTTGCAACCCAGAGAATTAATCTGATTCCCCTTTCCTNAN 

CCCACGCCTACCTNCMCTTCAATTTTACAGGAGTAGTTTCCCAAGAGTCCCCACCCCCT 

CCATTTGCAGAATTAANGAAGTGGAAGGACTGGAGAGTTCAGNGTGGAAAAACGTGTGGA 

GTAATCTGCTTGAGACAACTGTGTTTTAAAAAAATTCAAGCTGAAGTGTGGGTCTCATGT 

CTATGTGGCTCTCCATGAAC I I I I I I I I I IG 

Sequence 4518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAGCAAATGCCAGGTCTAGCAAACATAATG 

CTAGTCCTAGAT TACTT ATTGATTTAAAAACAAAAAAACACAAAAAATAGTAAAATATAA 

AAACMATTMTGTTTTATAGACCCTGGGAAAMGMTTTTCAGCAAAGTACACGGGTCT 

ATrTGGCAGTGACCTTGCTCTGGAGACGATGATATTCCTTCAGCCTGAGGGMTTGATGT 

TGATGAACCCGGTGGCATCAGTTGGCTCATAATCACCCCTGCACGTTCA 
Sequence 4519 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGCCAGTCATCCATACGCTAAGGCCTAG 

T TGAG AAAMCCTTTGATTCAGGATGGCTGGGTTACTAACCTTGAAATGTAAGAGATCTG 

GTTTTGMTGTAAMGTTGCMCACACAAACGGAAGTCTTAMMCTTTTTGCTCTGGTC 

AGTTACAGGTGGATCCCCMTAATCTGTTTTTGGTTTTCTGATGGAAATAATAGAATTAG 

GGGAAATCAAATCTGGTTGGTTAGGTGTCTACAGTATTAGAAGAGGGTATAAGGGCACTG 

TTTAACACCTAAGTTCTAATACTTCCAGAAACTGTGCATTCCAGATCTACCATACTAAAT 

i 

t 
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GCTCTTATCATT 
Sequence 4520 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAMCAAAAATAMGTTTTCTACATTATTTT 

CAGCCTTGGGTTATGGTATAGTTTCTTTGTGTTTGTCGTAATATGCACATTGTCCTTCTA 

GGACCTGTCACCCCACCATGGGAAGAAAAAGAGTCTTTTTGGTTCTTTTTAACATAAGTG 

ATTAAGTTTAAGAGTATGCTGAGGAGCCACTGGGCTTAAAGAAGGATGTAAATAAGACCC 

AAATACATAGGGACCAGGCGCTGCTTTCTCATGTTCACAAAAGCAGTCCTCCACCACTGA 

ACTCCCCCGCGTACCTCATTTATTATTTGTGAAATAATTACAACTTCTGAGTGCCATTAT 

GAGTTAAGAAGAAGAAGGGGTCTAGCTTTTNGGACTTTAGGTCTCCCCATCTACCACCTG 

CCTGCTACCCATC 

Sequence 4521 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGTAACCTGGGAGGTGGAGGATGGAGAGTT 

GATATCAC CAGAG TTGGGAAGAAGGCAGGAAAAACAAGTAGAAGAAATAAAAAACTATAA 

TTATGAATGi 1 1 1 I AGTTCAGTGTTCTAGGGCCTATTTGATACCATAAATTACTTTTAAT 

AATGAATTGGAATAATTAGACAAAGATTAAATAACGTTCTGAGCTTCCTGCCAAGGAAAG 

TAGGTAAATGTGTAATTGATTCTGGAGAAATTTTTGTTCAAGATATCATAACTATCTTAA 

ATAACTGATGCCCTGMGGTTTTGMTTTTAGAAGTTTTTGATGTATTTTTAAAGCGATG 

CACAMTMTTGAMGGTTGAAATAGTAMTMTACTGTTTTCCAAAGTTTAATTAAAAT 

ACTTTATAAAGCTTAAAAGAAtCTCAAGTTACTTAAATTTGAAAAAAATGAA 

Sequence 4522 

CCCTTTCGAGCGGCC GCCCGGG CAGGTACTTACCTCATCAGGTGGTGGTGATGAACTGTT 

TATTTATTTAAAAAAAATTTTTTTGAGACAGGGTGTAGCTCTGTCACCCAAGCTGGAGGG 

CATTGGCATGATCACAGCTCACTGCAACCTTGACCTCTTGGACTCAAGCAATCCTTCCGT 

CTCAGCCTCCTAAGTAGCTAGGACCATAGGCATGCACCACCACACCCAGCTAATTTTTTA 

TTCTTTGTAGAGAAGGAGTCTTGCTATGTTACCCAGGTTAAGTATCAAACTCTTGGACTC 

AAGCAATCCTCCTGCCTTGACCTCTCAAAGTGTTGGCATTACAGGTGTGAGCCGCCATGG 

CCAGCCTATGAACTGTTTAAGTGGATGACCAGCCTAGGCAAGAAAGATGCCATCTCCGGN 

AANAGAAAANAAAAAAANGGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

Sequence 4523 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTTTTATAAAACTGCATTTAAAAAAAGA 

TCTATGACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGTTCATTGAAA 

TGTTTTCAATCATTGCCTTCCCATTGATCCTTCTAACATGCTGTTGACATCACACCTAAT 

ATTCAGAGGGAATGGG CAAG GTATGAGGGAAGGAAATAAAAAATAAAATAAATAAAATAG 

AATGACACAAATTTGAGTTTTGTGAACCCCTGAACAGATGGTCTTAAGGACGTTATCTGG 

AACTGGAGAAAAGCAGAGTTGAGAGACAATTCTATAGATTAAATCCTGGTAAGGACAAAC 

ATTGCCATTAGAAGAAAAGCTTCAAAATAGACCTGTGGCAGATGTCACATGAGTAGAATT 

TCTGCC CAGCCTTACTGCATTCAGAGGGATATATCAATGAACTAAACTTGGAACTAAAAA 

1 1 I 1 1 I AACCAAAAGTTATTAAATTGAAGACACATGGNTGGTGAATCAAATGAANGATTT 

TCTTT 

Sequence 4524 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCG 

CCATCTCTAGCTATCTGTAGCACCAACCCTCTGCTACTACTGCTGCCTTCTCCCGTGGGA 

TGAATGTGGTGAATTGTG CATTC ATATTTCAGGAATGATTAACATTCAAGGTTGGAGATA 

TTCCAGMTCACAATTTGATTTTATAAGATGCTTTGCAGAAATATCTTAGATAATCTAAG 

GATTCCTAATGGCTTATACAAAAGAACTAAAGTGAGTGTGACTATCCAGCTTCTTCTATT 

TCTCCCTACTCTTTCGCTTCTTTTGTTCCCTTCATGATTCTGCTGCATGCCAGGAATGGA 

CTCACATGACTTCTCAAACTCCTAGCCAATGTAAACATAGTGAAACATAATAAAGTGGTA 

AAMGCTATCTGGACCTAGATTTGAGTCTAAGCCCTGTCTTTTCTTGNGAACATTTGAAC 

AAATTCCCTCACCTCTCTGAGTTACAATGTCCTTATGTATGAA 

Sequence 4525 

NNTNNTCAAGNNGACGGNTATNTGANGAATATCGNCCTTAATNAGCGGCTNGCCNGNGCA 
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GCGTACTGGCNNGTTCI I I I I 1 1 1 1 1 1 1 I I I I GGGAATGAAAATAAATGTTTTTTATTAG 
GCANMTCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGG 
GAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT 
Sequence 4526 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

TTTAGAMCTTCTGCTTT GCAGG TGGCATACAAGGCACAGTATGTCTACCCTTGGCTTTC 

TC TGGGG AAGATGCATTCTTTTCAGCAGTATCTTGATGAGCACTGCCTTCTTCCTCTGGC 

TTCT7TTTGTTGTTAGAMCTTTCATTTTCTTAGAGGGTAGAATTTCATCGATGATTACA 

GGAGTGGCACATCTCTTGGCTTTCATTTTTACATGATGCTTTTCTTTCTGTTCCAAATCC 

TTCTGAGCAGAAAGCCTAAGAGATCTTCTCTGAGGCTGGGCTGGAGTTTTTCTTGATATG 

G CTGCCT CAACTTCCAGGGAAGAACAAGCATTTGACGGAATGGATTGTTCCACAAGATTT 

TCm 1 1 iCTGCCTCTTTGTAGTAAGTGTTGCAACTGGTTTCAAAGGTGTGACAATAGCTT 

GCTGAAGATTAACCTTTCTCAAAGGAGTTTTGCCCTGAAAAAGCCCTCCAGTTCCATTCT 

TTCCCCAGTAACTTA 

Sequence 4527 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I 1 1 1 1 I I 1 1 1 I II I I I 1 1 1 1 I ACAAC 

ATTGCCCTTTGATGTCCCCATGAGGGCCAGGCCCAGGCAGAACCCATCCCATTTTATCCT 

TAAACTCANAAGGAAATTTGTCTAAATATTAAAGGATTAATATGGGAATAAAAAATGAAC 

CTTAAACCCCGC 

Sequence 4528 

CCCTTTGAGCGGCCGTCCGGGCAGGTACCATGGAGGGCAAGAGAAGGACTTGAGAAAATG 

GTAGCTGAGGACAATGAGCGCTACCGATTAGTGAGCGACACCATCACTCAGAAGGTGGAG 

GAGATCGATGCAGCCATTCTGCGATCACAGCAGTTTGACCAAGCAGCTGATGCTGAGTTA 

TCCTGGATTACTGAAACANAAAAAAAATTGATGTCTCTGGGTGACATCAGGCTTGAGCAA 

GACCAGACTTCTGCTCAGCTTCAAGTTCAAAAGACATTCACCATGGAGATTTTGAGACAC 

AAGGATATTATTGATGAC 

Sequence 4529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 I I I I I I II I I 1 1 1 1 1 1 1 1 1 1 GGNCAAG 

GCACTAMTAGGTTGCTTGATCAAACTTAGGTTATTTTATTTTATTTTATTTTATTTTAC 

ATTACTTTAAGTTCTGGGATAAATGTGCANAACATGCAGGTTTGTTACATAGGTATACAT 

GTGCCATGGTGGTTTGCTGMCCTATCMCCTATCATCTAGGTTAAACTTAGTTTTGAAG 

GGCTACTTATGTCATGTCCATATTACAAGTAAAGATCAATTACTAAGTTGGAAAGAACAA 

TTTGATGGAAAAAAACATGAATNATTATNAAATGATAGGTCATGCTTTTACAGCCCATTG 

NAGGTGATCCAAATGACTGGGGTAGGGCAGGACCTTGAAAA 

Sequence 4530 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTGCTCTCATGTTTTAAAAAAAAAAAGG 

TA AATGTAACTTAA TAGTT TTGTA AATGGGAGAGGGGGAATCTATAAACTATAAATACAG 

TTATTTTATTITTTGCACATTTTTAAGGAGAAAAAATAAATATTCATAACATAAGACAAA 

AAAAAAAAAAAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4531 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTNI 1 1 I I 1 1 I 1 1 1 1 1 I I 1 1 1 1 1 I I I AACCTT 

ATCTCTTTAATTTGTCTMTTTTTGGTTAAGAGAATGGGAACCTTGATCCCGCTGCCTGG 

ATGAACTCCACGGTTACTGACTGATACTTCCCAAAGTCACAGTTTCCTCAACTGTAAAAT 

GTGGATAATAATAGCACTTCCCCTTAGGGTTTTAGTAAGGATTAAATGAGATAATATATA 

GAGAGAATTTANGAAAGTGCCTGACACATTTAGGNGCTCATTAAATGTTGGCTAATGTGT 

TACTAATATTAATCT 

Sequence 4532 

CCCTTA GCGT GGTCGCGGCCGAGGTACTAGTAAGAAATTGGCACTCAAAGGAAAAATGCA 
AAAGTATTTTCAACATGAAAACACAAGACAGTGGAATTGGAACTTTCGGATAAAACACTG 
TAAC CCAGTT AGCTCfGTGGGGGTGTGGGGGGAGAGATGGGCCCTCAACATTTCTGCAGA 
TAACl CCCCTAAATTCATCTAAATTACCTATCATTATCCCAAACAGGCACTTCAA 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

283/599 

ACTATTAAACTAAAACACAGATCTTAATCTAGTTATGACTATTCTTCAAGAACTCATGTG 

AGTATCTTTCTTTAGMAGAAAGTTTCATTTTATGACAGCTATTCAGGTTCTCAATGTAG 

AATTCATGCTATCCAGTATTAACACAGAAGTTACTAAATATAAATTCAGCTTTAAGGTAA 

CTGCTGGGTTCTAMAMCA TTACT ACACAATTATCAAAGAACCATTACTTTTTGACAAA 

TGGAAMTCGTCAAGMTAGTTTTTGCTGNTCTAAAAAAAAATNCCCTAAAAAAAGTTAT 

ATACTGGTTGGAAGAAAAAATTNTTAAAAANAAAAAA 

Sequence 4533 

CCCTTCGAGCGGCCGCCCGGGCAGGTNCAATTCGTGTCAATTTGGCCAAACCAATGAGAA 

TTAAGGAAGGCTCTTCCAGGCCAGTTTGGTCAGATATGACTGGTTGAAGAAGTTTTCTGG 

GAAGACGCTTGAAGAGAATAAAGAGGAAGAAGGGTCAGAAGCCTCCCAAAGCAGAAGACC 

CAGGAGGTGTACCTCGGNCCGCGACCACGCTAAGGGCGAATTCCACACACTTGGCGGCCG 

TTACTAGTTGGATCCGAGCTCGG 

Sequence 4534 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCTTCATGTTCTGGTTTGGTTTTCCCTTTT 
TCTGCTGCTCTTGGCAGCAGCCTGGTCATCATCTGCTTGTGGGAGTGGGAAATGGGTATT 
TTAGACCCAACACAGGTTC TAAATTT AAAACAAATAATAATTGGAACAAATAAAGGTTCT 
TGTACGTGTTAGTTNTTTT GTTT TTTG I I I I II 1 1 I I ATTGCGAAGTGCTCTCTCTTTCC 

TTGAMCTTTGTGAGMTATTTTGAGGGTTGAGTTGAGGTTGATTTCGTCCACAGAGGTT 
TTGTCTTTGC 1 1 I I IGCC 
Sequence 4535 

CCCTTAGCGTGGTCGC GGCCG AGGTACGCGGGGATGATGCTGAAGCTATCCTTGCTGCAG 

ACTTCGAAATTGGTCACTTTTTACGTGAGCGTATAATCCCAAGATCAGTGTTATATTTTA 

CTGGAAGAAGCTATTGAAGATGATGATGATGATTATGATGAAGAAGGTGAAGAAGCGGAT 

GAGGAAGGGGAAGAAGAAGGAGATGAGGAAAATGATCCAGACTATGACCCAAAGAAGGAT 

CAAAACCCAGCAGAGTGCAAGCAGCAGTGAAGCAGGATGTATGTGGCCTTGAGGATAACC 

TGCACTGTAATAGCCTAMCACMCTCTTATTTACTTACAGCCTTATGTTTTTGTATTTT 

CTTGGTAGACTAGGGTA A I 1 1 I 1 1 II I 

Sequence 4536 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I I 1 1 1 1 1 1 [ I I I I I 1 1 I ACAGTAGAGAT 

GGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCTTGACCTGAGGTGATCCGCCTGC 

CTTGGCCTCCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCGGCCCCGCCAAA 

GCAACTCTTATTCACTGTTGGTGGGAATGAAAAACGATGCAGCCACTTTGGAAGACAGTT 

TGGCAATTTCTTATAA AACTA AACATCCCGCGTACCAGACACTCCAAGTGCTTAGAAAAT 

TAAAT TMCTCATTTAATTTTACTAAAAACCTGTGAGATAAGGGACTATTGTTATGCCCA 

TTTTTCAGATGAGGAAAGTGGGACAGAGTTTACTGAGTGGTAGAGATGAGATTTGAACCC 

AGGCAAGCAGGCTCTAGGTCTGGAC 

Sequence 4537 

TGGTCGCGGCCGAGGTACTTN I I 1 1 I 1 1 I I I NGGGGGNNGTTTTGAGACGGACTCTCACT 

GTNACNCTNGCTGTTGGAGTGCAATGGCGTGGTCTCGGNTCACTGCAAACCTCCGCCTNC 

CGTGNT CAAGCG AT TCTCC AACCTCCACCTCCCTGGGACTACAGGCACGTGCACCACACC 

TGGCTMTT7TTGTNTTTTTAGTAAAGCAAGGTTTCANTATNTTGGCCCCNTGGTNTTNA 

TATNCTGACCTTGTNAACCGNCCACTCAGGNCTACNAAAGTNCTTANGGANTAACAGGCG 

TGAGNCCANTGGCACCGNGGCCNANGAAAI 1 1 1 1 I 1 1 ATTTNTAANTTTTTAATTTTTG A 

TGMGTATNTNCGGTGCtATATATTNACGTGANATTTTCTTTTNAAATATGTNAAANGGT 

NTNAATIMTCAGTGACATTTCANATGGNAGGTGCAGGNGAAAAAGA 

Sequence 4538 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGTAAAATGCAGTGGTTTAAGATAAT 

AACTTTGGGGTC TATC AGACTGAAATCAAACTCAGCTCTGTAAGTGTATGCACTTGAGCC 

TCTATAMTCTMTTTTCTTCATTGGAAAATGGATATAATAATAGCTTATACTTCAAAAG 

ATTAAGAGGATAAAAGGAAATAATGTAAGTAATGTGTTTAACAGAGTTCCTGACACATTG 

GGCATACTCMTAAACACAACTTGGTTTTTTTAAAAAAAGGTATCAATTTTTAAATTAGA 
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AAGCATGGTATCAGATAAGTTACTCAGCCTCTCTGCTCCCCCTTTACCTCATATGTAATG 
ACAGTAATAACTACCACTAGCATCATGGTACCTGCCCGGGCGGCCGCTCAAGGG 
Sequence 4539 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAACACCTCTTACGATAAAAGGAAAA 

AGTGTGAAAATATGTGTTCCAGGAAAGAAAAAAGCACAGAACAAAGAGGTGAAGAAAAAG 

ACTTTAGAGTCAAAGAAAGTATCTGCATCTGCCTTAAAAAGAGATGCAGATGCTTCAAAA 

GCTGTTGAAATTGTTACTTCAACTTCTGCTGCCAAAACTGGACAAGCCAAGGCATCTGTA 

GCCAAAGTAAACAAATCTACGGGGAAATCAGCAAGTTCTGTAAAATCTGTGGTAACGGTA 

GCTGTTAAAGGTAATAAAGCTTCAATCAAAACAGGTAAGACTATTGGGGAGGAGAGATTT 

TATTGGTTATTCTTTATTTATGTTTTAMTTCGTATAATMTTTITAGCATCTMTAC^ 

GMGAGTTTAGTAGATATTTCCTTGATATTTAMACCTGACCCATTTTGGTTGGAAT 

Sequence 4540 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN M I I I 1 1 1 I I I I I I 1 I 1 1 1 1 GGAAAAATA 

AGCATMTTAAMACTGTTAGATTTGGAACTTTCTATTTCATAATTMCACATATTTAAC 

AAATATTTATAAAGCCTATAAATCTACAAAAAAAGATAAATAGNGNGCTGTGTAATGTTT 

GGTTATATGTCTGTTTGGATTTTATAGCCTTACTAATATATACTATAAAACATTAAAAAA 

TTCAGMTACAMGCTGTCTTCCANAGAAAGCTTTGTTTAGATACACTAAAAAAAAAAAT 

CMGTAACTTATAAATAATAATGTGCTTTACAAATAACTTCAATGTAATAGATGACAATT 

GTNTATTTTAGCCAAATCCATTATTCTGCTTATACMTTCATCTTCTAATTTTTACCAGT 

GGAMGMACTTTGGAGACAGGTGAAAATGAATTTAGCAGACATATTCCTAAAAACTGGA 

G AGTTTTA I I I I I IA 

Sequence 4541 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAGGCCMCGGGCTCGGTTTCTATGGTTTTCT 

GGGGAGACGGCTGAGGGAAGGTCGGCTTCCGGCGTCGCGCTGCAAACGTCTCGCTGAGGT 

CATCCTTTACGGCAGGCGTCCGCGTCGCTAGCTAGTCGTTCTGAAGCGGCGGCCAGAGGA 

GAGTCAAGGGCACGAGCATCGGGTAGCCATGCCTTTCTTGGACATCCAGAAAAGGTTCGG 

CCTTAACATAGATCGATGGTTGACAATCCANAGTGGTGAACAGCCCTACAAGATGGCTGG 

TCGATGCCATGCTTTTGAAAAAGAATGGATAGAATGTGCACATGGAATCGGTTATACTCG 

GGCAG AG AAAG AGTGCAAG ATAG AAATATG ATG ATT 

Sequence 4542 

CCCTTAGCGTGGTC GCGG CCCGAGGTACGGACTTCCTTTAGGATCTCAGGCTTCTGCAGT 

TCTCATGACTCCTACTrTTCATCCTAGTCTAGCATTCTGCAACATTTATATAGACTGTTG 

AMGGAGAATTTGAAAMTGCATAATAACTACTTCCATCCCTGCTTATTTTTAATTTGGG 

AAAATAAATACATTCGAAGGAACCTGTGTTATCACAGTAACCCAGAGCTGTATTTGGCTA 

GCAATCTGCCTGTATCTCTCACTATTATCTAAAAGAAACCTTCCAATGCTTCTGTTGATC 

TCAGTATTGTCAGGGGMCAGAGMGTTGGGAAAAGATTACTGAAATATACCTTTTGCAT 

TTCTTTCTAGAGTAGCTCCCATATATGGAGATGGGTGATTCTCTTGATGCCACCTTCAGA 

TCCTTTTATTCTCCAGAATMTTCTTMCAGTGG1TCAMTTTCCTTT 

Sequence 4543 

CCCTTAGCGTGGTCGCGGCCGACGTNCCNCCAGCTNTNTGNTCTNCACANGGCTCCCCGC 

CNCACCCNGCCTGTTAAAGCGCGCCGACTGGGCTACAANGCCNAACAAGGTTACNTTATA 

TACAAGGATNCATGNTCGCCGNGGTNGGCGAAANCNCCACAGCNTCCTAANTGGTGCAAC 

TTACNGCAATGCCTGTCCATCATGGCGNTAACCAGCT 

Sequence 4544 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I I I I I I I I 1 1 I I I I I N TTTTTTGGGA 
"^"^SZZE^ AT ACT7TN G GTTTTTG GTTTTTG G CCTG G C ATTG G ATTTCC CTG A AT ACTCTT 
GATTTT TGGGTTTGATTCTTGGTTTTC 

i I I I l I ACTTGGGTCTTTGTTTTTGTGGGGGNGCCMTNGGNTGTNAAATNTTGGTGTTT 
TTN TCTC CGAGGGAAAAATTGGGATCAGGGCNCAAAACTTAANCCCCNCCCCCNCTTGGG 
AANTTTTNTTTAAAAAAA 
Sequence 4545 
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CGCCAGTGTGATGGGA TATC TGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTACMCCMTTCCAAGTTTTMTTT7TAACACCATGGCGCCTTTTGCACATAACATGCT 

TTAGATTATATATTCCGCACTCAAGGAGTAACCAGGTCGTCCAAGCAAAAACAAATGGGA 

AAATGTCTTAAAAAATCCTGGGTGGACTTTTGAAAAG C I I I I I I I I 1 1 I I 1 1 1 I I I GAGA 

CGGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTAGCACGATCTCGGCTCACTGCACC 

CTCCGTCTCTCGGGTTCAAGCAATTGTCTGCCTCAACCTCCCGAGTAGCTGGGATTACAG 

GTGCGCACTACCACGCCAAGCTAATTTTTGTATTTTTTAGTAGAGATGGGGTTTCACCAT 

CTTGGCCAGGCTGGTCTTGAATTCCTGACCTCAGGTGATCCACCCACCTTGGCCTCCCAA 

AGTGCTAGTATTATGGGGCGTGAACCACCATGCCCAGCCGAAAAGCTTTTTGAGGGGCTG 

ACnTCAATCCATGTAGGAAAGTAAAATGGAANGAAATTGGGTGCATTTCTAGGGACTTTT 

CTMCATATGTCTATMTAMAGGGTTAAGGTCNTTTTTTT 

Sequence 4546 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGCAGTTGGGACTTAGCGAAAATTTGGGC 

TGGQCTGGATCATGAAAAGAAGCTGCTATCTTCTTACCTCCAGAGAGTCATCANCATTCA 

CCATCCAACAGTCAGTCCAGGTGGCCACAATCAAAAACCCAGCAGAGAAAAAGGCAAAGA 

AGCAAGCGATGTATTGAAGAAGATCCCTCATTGTGGCAAGCAGCCCATCAGGATGGCAAC 

ATGGGCAGACACCAGCCCTGGCCCCACTTAAGTGGCGGGTGTCAGTCTTCTGTGTTTCTG 

GTACTTGCTAAGGGCATGATCCTCTTATGAATCCACCAGAATTCAGCCATCAACAAAAAT 

CCCGTGAGTGGAAAATTGTATGGATCTCTAACATGACATAAAAAC 

Sequence 4547 

CCCTTAGCGTGGTCGCGGCCCGAG GTACTTTA I 1 1 I 1 1 I 1 1 1 I I 1 1 1 1 1 I A ATTNATTTT 
" 1 1 1 1 i i 1 1 1 1 1 I 1 1 1 1 1 | 1 1 1 1 I 1 1 1 1 1 1 I I I I 1 1 1 1 1 1 NGGGNAAAAAAANTTNNNN 
AN 1 1 1 i i i i 1 1 NAA CTAACCCCNNCCN I 1 1 1 I II I NANGGAAAGNANNCANTTNCAAATN 
GGATNTTNNTTTT AAAAA NGNGNTTTAAAMNGTANCTTTNNTTTTANCACNCNNCNTNN 
AACAMAANAA NNTTTTCCC CCCCCNTGGAAAAAAAAANGNGTGGGGAATTTNTCI^TTNN 
TGGGNAANANN I 1 1 1 1 I I 1 1 AGNNCNNAAGTTTTTTTCCCAAAAAANAAANCCACAAAAA 
GGCG GMNNGGGGMNNGTCCCNCNNNTTAAAAAAAATTTTTCCNAAAAAAAAAANTGTT 
TTTTCAAAAAAAATCCTTNNNGGGGCNCCCTTTTTCNCCCN 1 1 I I I 1 1 1 NTTTCAAATTA 

AAMAMNCAAAMh^GGGTTAAACCACCCCCCTTTGNTTGTNAAANGTTTTNCACCCCN 
NGGGGGNTTCCN 1 1 1 I I I 1 1 I I NNA 
Sequence 4548 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGATGTTAGGTGTGCATATGTAGTTAAAT 

TTATTATAACATTTCT7TGAATTGATCCTATATTATTATATAGTGACCGTCTTTGTCTCC 

TT7TACAGTCTTTGACTTGTTTATTTTATCTGGTATMGTATGTGTAACCTTGTTCTTTT 

TAGTTTCTMTTACATTAAATATGTTATTTTTCTTCCTTCACTTTTGGTCTATGTGTGTC 

TTTATAGGTGACATGGG TTTCTTA TAGGCAGTATGTAATTAAGTCTTGCTATTTAAAAAT 

TTATTGAACCAAAGTATATTTTTTMTTGGAGMTTTMGTTCATTTACATACATTTTAT 

TATTGATAGAT AAGG ACTTACTACTGCCATTTTGTTACTTGTTTTGTGGTTGTCTTGTAG 

TTCCTGTCTTCTTTTCTTTCTCACTGTCTTTATTCATGCTTAAGTGAGTTTCTCCAGCAG 

TATGTTTTAATTTG 

Sequence 4549 

CCCTTAGCGTGGTCG CGGCC GAGGTACAAAATGGCTGTTAAACAGATTTTTGAATTAAAC 
TTAMACCTCTTGCMTTTTTAAMGCGTGTATCMTACTTTAAGAAAACTTTGTTGTTT 
ACACAGACTCTGGTCCTGTATCATGTGATNCCCTGACAGCAACATTTAATTTTTANAATA 
T CGTGATAM CAATTTTCTTTNTCAATACNNAGGTGGGACCCANTCNTCACAATGAAAAC 

c " NATT GAGNA CCAGGNGGGTTTTANGAAAAATCCCTGCTTTNCTTANTTNTG 

GGTTTMGTTTCCTTTTTCANCTCNACNTTTTTTTCAAACCCCNCNCNACCCCCCNCTCA 
AANGTGCCTTTTAATNTGTTCCTTGTGNAAATATANTTTGC I 1 1 I I I 1 1 NAAAAAAANNA 
AAANTTTNATTGGGNAMCCAAACCAMNTTTTTTAAAAAAANTTATNGGGNTNAANAAA 
TNTNTTTAACCCAACCAMTTACCNAANTTTTNTTTTTACCNCCCAAAAAAAT 
Sequence 4550 
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CCC7TTCGAGCGGCCGCCCGGGCAGGTACCCCTTAGATGGCTCTTGAAAATTATCCCCTG 

TGCCTTCTGTGTTACACCTGCATCTTAGTTAAATAMGTGTAGATTCTTMCCTTTTTTT 

GTGCGATGGATCCCTTAGCTGTCTGGTGAAGCCTATGGATCCCTTCTCAGAATAACATTT 

TTAAACCTATAAATAAAATGCACAGAACTAAGTGCACTTACATTTGAGAATGATTATCAA 

GCTATTAAAMCCAAATTTGTGATACAGTAATACATAGTTCTTTAGTAGGTCATTAAATA 

TCAAA AGCTA CTGGTGGTGGTTTCATTGCTGTAATTTCAAAGTAGTGATGAGTGTTACAA 

ATGATATTTTGCAATACCTGTAACAGCTAGATGTAACATGGTATAAAATTATCTGTGATC 

TCTTTTGGTAACAAAGTCACAGATACATCTACTGCTGTTGTTATTATCTAAAGTTAGTTG 

AAMMGTAATTTTGTGTTCACATCTCATTTAATGGACCCACTGAATCTTTGGGTTAAAG 

TMTTGMCTAGAAATGTMATAGTTATACTTTCTTACTTTAATAAAAATATAACTTATT 

AAAAGCTTAAGGCTGAATACAGGGGCTCTTGGCCTATAATCTGAGCACTTTGGGAAGTNC 

CGANGTAGGAAGGATCACTTTGAGCCCAGGAGTTTGAGACCAGNCCTGGGCAACAATGGT 

GGAGACCCTGTCTNTACAAAAAATTTAAAAATTACC 

Sequence 4551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTCCCTTTGTTACTGCAGACAATNNN 

TAATAGAAATGTTTAAAGGTGCCNTNNTTTATCAAATAAGGTCAGATGTTCTCACCCTGT 

TTGAAATGGAAACTAGGAGTGGATTCCATTAACTCTCTTGTTCACACAACACACACACAT 

GCACACACGCACA CACAC ACACATCTCAGTGGTTGGCCAGAGCATTCAACAAATAAGATT 

TGCTCCAATCCCTGTTTTTAGCTATGAAAATATGAGCAGAGAGTTCATGTGATATGTAGA 

CAATTACCGGGCCAATCTGAATACAACCACCCAACTCATCAACCAACTAACTAACTAGCC 

ACAATCTTTGAGCACTCAAGTAATTTT 

Sequence 4552 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATACAAACTTTGACTTTTGTGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAA 

AAAAAAAMMAAAAAAANTATTTTTAAMAAAAAAAAAAAATTTANGGNGGGNNGGNTT 

I 1 1 1 1 1 I 1 1 1 1 1 I I I I I I GNGAAAAAAAANAAATNANNTTTTTNAAANTCNNTGNNAAAA 

AAATTNNTANCNCAAANNTNGGGTNCTAANATANTANTNACCCCCCTTNTTTTNNNNAAA 

TNAAAANANNCCNCACACNCTN 1 1 1 I I I I 1 1 1 1 1 1 ANTNGAGGAANAAAAAAANTTTNNA 

GNNNGTGG GGGG GNTTTANAAGNANTAACTNAGACACATNGGGGGGGTNTNTTTTTAATN 

NNAGACCNGTTTTGNAACNMTGAGTTGTGMTNAMTTTNAAAAATTGTTTTCCANTAA 

AAAAAAAATN 

Sequence 4553 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTCCGCACAGAGGTCTGCGAGGAGA 

GAGAGTGTC7TCATTCTTTCCGCCNTCTTGATTCTTTCTCACTGACCAAGACTCAGCCGT 

GGGAAATATGAGTTGAGCTTTGTAAGAGCAAGATCCCAATCCTCAGAAAGAGGAAATGAC 

CAAGAGTCTTCCCAGCCGGTTGGATCTGTGATTGTCCAGGAGCCCACTGAGGAAAAACGT 

CAAGAAGAGGAACCACCAACTGATAATCAGGGTATTGCACCTAGTGGGGAGATTGAAAAT 

CMGCAGTGCCTN C I I I I IA AGG 

Sequence 4554 

CCCTTTCGAGCGCCGCCCGGGCAGGTACGAAATGACCACCATGAAAACCTGAACTTGCAT 

CACCAGCTCCACCATAGCCATGTCCTCCCATACCTGGAAACACAATTTGCCAAGATTATA 

AACTATTACAGATACAAGTAGGGAAGTATACATACATACTATACAAGGTATAAAGCTCTA 

TATAGGMTGCACTGAMTTTGTCTGAATTAACTTTATACAAGTTTCCTATATTACCACT 

AAGAGCTTGCAMGCAAATACTAMATTTACCTATGAATAAAAATGTCTTTAATATTTAT 

TTTACCTCTTCCATCTCTCATTCTGTCATCAAAGCCATCATTCCCATAGCCGTAATTATT 

ATAGCCACCATAGTCATCAAAACCTCCATAACCTGTGTAATTTAAGGAGAAACACATGAC 

TACACACTTTCCAGAGATAMTNTTATAATTTAGTTTACAAAAACATTTTGTGGTAACAG 

TCTGTGTAACTTGATTGCAAGTTTGCAATTCCCAACTTAAAACCTATGAAAAAAGCAGTC 

AACCGTGATGGAAATTTAAAATCTCAGAAAGTTAATTAAGTTCAGACATGTAAATTAAAT 

TTCATCCCTAGGCAAAAAAANGTCAAAATATGCCAACATCTTATTTTTAA 

Sequence 4555 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTNTTCTTNTNTTTTNTTGGCCTAAGNCA 
AACCNCAGAACTTTATTNNGGNAAANGANNGCATTTTTTNGTTGGCAAACNATANNCTCC 
TATGAAATACTCTTAGAGATGTTTATNCTGAGCTAGI I 1 1 1 1 I I GCGGGGAGGTGCTGTT 
TACATGCTATGTTA 
Sequence 4556 

CCC7TAGCGTG GTCG CGGCCGAGGTACATGCCAAAAATGCCTGAATAAGCTTTGAAATGT 
AA MCAAAMTGTTTTAA AGAAGTTTAATTGCAGTTGNCAATATATACTTAATATGGCTT 
GCAI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I GAAATAACATTGTGACTTAAAGGATTTCTAGGTCCTAAAAT 
CT GGAAAAGGG ATCTGGAAAAATTTGGACTCCATGAGTAGTTTGGATTCAATCTCTNTGT 
GCI I 1 1 I 1 1 I I I CTTTATAACATGAATGGGATGGG 
Sequence 4557 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCCACAAATTCATGTCTTCCCAGAATCTATG 

MTGTGGCCTTATTTGGAAACAGAATCTTTGAGATGTCATCAAGTTAAGAAGAGGTTACA 

CTGGATTCAGGCAGGCCCTAAATCCATTATGACCTGTGTATTTGTAAGAAAAATTCAGAC 

ACAGAGATTCAGACACACAGAAACATTGTTATGTGGTGGCAGAGGCAGATATTGTAGTGA 

TGCATTTCCATGCCGGGAAATGCTAAGGATGGCTGTTAATAACCAGAAGCTGGGAGACAG 

GCATGGGGCAGATTCCCACTCTGGATGCCCAAGAAAGAATCA 

Sequence 4558 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTAATGATGGTCCAGTATTCTCAAAAAAA 

AAAAAGCCTACTTTAAAGACTAATCAATAAATTAAACAAAACAAAACCCACACAATGTTC 

CCCCACCCCCCAMGCTAGCAGTTTGTGAGTTGTATTTATATTGAAACCTAATGTTTTAA 

AA ATAGT TCTGGTTCTCCAACCACCCCATGCCACCCCGGGTATGCAGCAATAGTAATCAA 

TTATTTTATTCTACCCTCCCAAAAGATTATTMTCCAGTGTTCTTTAGCTTTTTAAAATA 

TAAATTGGGAAAGTGTTATTAAATAAGCTTTTTTTAA 

Sequence 4559 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTAGTGAGAGAGTTTCACTATGTTGCC 

CAGGATGGTCTCAAACTCCTGAGCTCAAGTGATCTGCCCATCTCAGCCTCCCAAAGTGCT 

GGGATTACAAGTGTGAGCTACTGCATCCAGCCTGCAATTGGTTTTGACTGCACAAGAAAA 

MCATAAAAAAGGTTCCATGMCCTTTTTATAACCTCTTATAATTGTTACCGGTTTTAAT 

nCTTTCCTCAATTTTTCTATGTCCATTCAGTTT 

Sequence 4560 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACAGA 

TGAACAGACTCAGGTTGTGATTGATGCAGGAGCACTCGCCGTCTTTCCCAGCCTGCTCAC 

CAACCCCAAAACTAACATTCAGAAGGAAGCTACGTGGACAATGTCAAACATCACAGCCGG 

CCGCCAGGACCAGATACAGCAAGTTGTGAATCATGGATTAAGTCCCATTCCTTGTCAGTG 

TTCTCTCTAAGGCAGATTTTAAGACACAAAAGGAAGCTGTGTGGGCCGTGACCAACTATA 

CCAGTGGTGGAAC AGTTG AACAGATTGTGTACGCNGGTCCAAGCAATACCATAAAAGCTT 

GAAGCAAAAACAGCTTTTAMTCMAMGCAAAATTTTTAAAATTAAAACTTTTAGAGAA 

AAAATAAATTAGGCATGAGAATAGTAATTATCTCTGTAAGTTTCAAGTAAGATAAGACTT 

AGGTGATTATTGTAAAGATAAAAATGGAAATAATGGACATAATCATT 

Sequence 4561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATTTGGCTTTCTCTCTCTTTTCTCCCC 

TCCTTCTTCCCAGGCCTGGCTGGCTGGTGCCTGACACCATTTGGGGCTCTGAGAGGGTTG 

TGGCTGCCAGCCCCCAGTCGCCAATGCCTGGTCAGGCACTCGTATCCCCTGTCCTGTTCA 

CCATTTCTCCTTTCTCATTGTTCTCATAATTTGNCCTGCTTAAAACTCCTAGGGTCTAAA 

GGGACCCCCTGCATTGCTTGCCTTTCCTTTGCTAGACACCANANAAGAGGCTAAAAAAGT 

GAAATGTGGCCTGGTGCANTGGCTTATGCCTGTAATTCCAACACTTTGGGAAGGCAAAGC 

AGGCAAAAAACTTGAAGGNAAGAGTTCAAGGGCAGCTTGGAACAAAACAACGGAATCCTG 

TCTTTTACTTAAAAAATC 

Sequence 4562 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCACCAAAGACCAATAATAAAAAAGAAGGTTC 
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CAGGGAGGGCATGACCTCTGAAATTCCCCATGATCTTTGGGTGTTTAAATCCCATTTTCC 

CTTCTGAGTCATTGGTCATCCTTGGTCTCAGTAGATCAGGCACGTTAGAACTGTGGCAGA 

AGAGATAAGAATGAAGCANCCAAAATTGAGCCTTTGCTTCTTAGGTAATGCTGAAAAGTT 

TCCAACTTGGTCTGTTTACTCMCACTTTATTTTTNCCACTTTGCCAGCTTTAAAATCAA 

GACAGCGGCTGGGCTTTTGTTGTNGCTGTTTCTGTTCTTTTGATCCCAGNGCCCCATGAA 

AATTTAAACCNGTGTGTTGGATGGGATCTNGCCACGTCTCCATTGGGTGGGGGGAGGAAT 
TNTTAAA 

Sequence 4563 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTGTGGCTGATC 

CAGGCGTTTGCCCATGTAGCTGGAATCTTTATCTCCGAGGCAGGGNNCTGGATGACAGGG 

TATAGTGCCCCAGGCCGAGCTTCCTCTTAAACCACTATTCCTGACAGTCCCGGTGACTGA 

TGAGGCTTCAGAGACTCCACCACTCGCTAGTTCCAACACAGCMGMTTTTTTTAAAAAA 

CAAAACAAAACAAAAAACACACACCAAAGGAAAAAAAAAAAAGGGCGAGGAGTGAGATCT 

GTAGAAAAAAACACCCACACACAGCCTTCCCAGATCTTGCCTGGCTTCCCCCAGCTGCCG 

GGGTCCACTTGGGATGAGGCAGTTTGTTCTCTAACCAAGGCTGTCTGTAGTGATGTCAAT 

TGCCAGCGTTCGTAAAGGGGGAAAAAAAATCAAAGTCCTTTTAGCACAACTCCGAATCCT 

TGCAGATCAACTTCCTGTCTTCTTGGGTGTCTCTTTCCCCACCTTAAAGAAAAAGAAAAA 

AGAGAGAGAGAAAGAGAAAGGAAAGAAAGGAAAANGAAAGAAAGGAANGAAAAAAGAAAG 

GGGGGAAAAAGNAAAAAAAAAGAA 

Sequence 4564 

GATATCTGC AGA ATTCGC CCTTAGCGTGGTCGCGGCCCGAGGTACI I I 1 1 1 1 1 1 1 1 1 1 1 I 

1 1 1 1 1 1 1 1 1 1 NTTCTTTTTGAAAAAGGTATCAAAGGCCTTTATTGATTTAATTTTCCTTT 

CAACTTATCAATGCTATCACAAATTNTAAGGAAACAGGACTTGNCCAAATAACNATTNNC 

CCACCATGAACATGGGGCTTGGGAAGACATAATCTACAAGCTACATCATATATTGAGGCT 

TNTAA NAAN AATCGNCTCTTNATNTTTCAAAAGCATANCTNNAAATTNGNCCNTNATCTT 

GATTATTTTGAAAAATGTNAAGCACATACTCGCNCTTNGATAANNGNATGTTCTANNNCN 

CTTTNT GNANAAGTANTCNANCCTAATTTGGNGTTGANAAANAGCNCTTAATAGATTCCT 

1 1 1 1 1 iGTTAAATGANCTNATGTTGCCCCNTTAAAAACTTTGGNNNNTGTCTCAAAANAA 

TAATTNNATACCAANAGNTCTNTGAAACANNTGCCNATTTGCTTTIMTNAAGCAGATAAAA 

ACAGAAATCATGNANGTTAAGTCAATTGANAAAAAAAA 

Sequence 4565 

CCCTTTCGAGCGG CCG CCCGGGCAGGTACTTTN I 1 1 I I 1 1 1 1 1 I I I I 1 1 1 1 1 1 I 1 1 1 1 AA 

AAAGTAAGCTAAAGTCCTTGNGGTAGGCAGCGTCTAACAAATAGAATATAGCAGAAATAA 

TGAGATACCACTTCCAAGATTAGGTTATAAAAATTCTTAGGCGTCACCTTCTCTCACTCA 

TTTGCTCAGAGGGAGGCAGATGCCAAACTGTGGTGCCCTTTGGAGAGGCCCATATGGCAA 

AGMCTGAGAAAAGCCTNTGGCCAACAGCCAGCAACAATTGATTTCTTCAGTCCAAGAGC 

CCCAGGAAACTGAACCCTGCAAGAGCCACATTGAATGAGTTCAGAAACAGATCTTCCACC 

ANTAGAGCTTCCANATGTGACTGCAACCCCAACTGACAGCTTTGACTACCACCTTTTTTA 

TGAGCCACAGGCACCCAAGTTAAGCTTGCACCCANATTTNTAACCCACAAAAACTGGAAA 

AAAAATGTTTGGNGGCTTAAAGNCCTTAAAATTCTGGGNGCAATGGGCTTNTGCCAACAA 

TAAANAAAAAATATCCCTGGCCCACTTTTATAATTCAATAATTCCCATGGGGCCTTTAGG 

GTATTAAATTAAAAATTTGGGAAAGGCNAAAAAAAN 

Sequence 4566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMMCACTTCCAGCAAAAMTCTTTATTTTT 

MGAAMAAGTATTTNTTCTCATTTTCTATTTTTGTCATAMTTTTTATTCTTTCCAGTG 

GAACCAAAACTTGAACTTCCTTTTGGTTGATACATGCCCAGCAAGACTGATCAAAGAAAA 

GATGGCACAGATAAACAGTGTTAGAAATGAAAATGGAAACATAACCATAGATAACTACAG 

ATTAAAAAGATAAAACATTATACAAATAAATTGAAAATTGCATGTAATAGATAAATTTGT 

GGAAAAATTTAACTTGCCAAAATTGATGCAAGAATAAATAACTTGAATAAGATTCAAGTA 

AATTGGATTTGTAGGTTAAAATTTTCTCAAAATGAAAACACCAGGATCAGATGGAGTTAT 

TCCAGACACCTAGTAACAAATTATCTCTTGGACTAATCCACAATATGTTAAAAAAAAAAA 
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AAMAAAMMAGGAGGCMTACTNCCTACTCATTTTANGAGGCTAGCATAACCTTGATA 

GCTA TTAA GGCCAAATTNGAAAGGCAGTTNTNGGNCCGTCTTACTGATAGCATAGNGTAA 

MGCT TTTCCTTTMGGTTAGAMTCTGCCAGMTGCCNCCTNTCAGCCTTTCTTTCTTC 

CTTTTCCTTT 

Sequence 4567 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGNGTTTTACCNTGTNGGCCAGGCTGGAG 

CTAGAAGTCCTAANCTTATGACGGTCCANCCACCTAGGATCTTCNANANTGNTAGGANTA 

CAGGNATGAGTCANNATACCNNNCCGNATATATGNANTNATGAATTNTAATATNANNTNC 

ATGAATATTNTTAACNTACAGAATTCACTATGATCTTTATGAC 

Sequence 4568 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAGAGACGGGGTTTCACCGNGNNAG 

CCAANATGGTCTCANTCCNCTGACCTTGTGATCCACCCACCTAGGCCTTCCAAAGTGCTG 

GGATTACAGACGTGAGTCACCGCNCGCAGCCCGCTTTTGTGGTTTCAAAAGTTCTCACTT 

GCTAATGTCATGTTAGAGATACAAATTTAAAGTATGCTAATATCANTGGAGAGAACAGAT 

GTNTTAATCTATAAGACACTTATACATGCACTAAANAAAAGTTGACTACTATACTGAANT 

CCCTTATAAAAAGGGAGTTGTTAAGGATAATGGAATGTGGATTGGGCTCTTTCANAGACT 

CCATACAGGTNTATTTAATTANCAAAGG 

Sequence 4569 

CCCTTT CGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTGTGTTTTAATATAATATCCAGG 

ATTTT TATAT GCATT TAGCAGAAGGATGTCTACTCTGCCTTTGTAGAAGTGTCTCACTGA 

TTT7TACATATTTTTCCAGCACACAMCATACACAATTTMCTCAAAGCATCTTAGCAGA 

GCTTAATTAA ATGG ATAGATGTCTGTTCCCTTTGCTGGACGCCAAGAATACAAAAAAGAA 

CAAGTGACAATTTTCTCCGTCTTAGGGAGAAGAGACAGCAGAAGTGTAAATGATCCCTAA 

AGAGTGATAGATGTTATCATGAAGCCACAGGAGGGGTGCCAGGCTGCACAAAAGAGACAC 

TGGATGCTTC TTGG TAGTAGAGGCAGTGGCTTCCAGCCTTGGGGCTAAGGCTTGTAGGGT 

GMTTGGMCTTTTCAGATGAGCAAGGCAAAGAAGGGACCTTCTAACATTCCTTGGATGG 

MCATT7TTGACATTTTCC 

Sequence 4570 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTTATAATAAAATTGTAGTAAAATACTGA 
CATTNGNNNGTGATNAANNNNGNANGAGTNCATGTAAAAATCATGTTATAGCATGTAAAA 
TTTAATTNGAAAAATTCATAGCTCACAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4571 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACACAACAAAGGTTCAAACATCGAGATGTT 

CCCTTAGCMGGCTGMAATTTCAGTCTCTGGTATTTGGAATTTAGGCTGCAGTCCTTGT 

TTTTGGATGGATCACTGGGTGTGTGGCACAGTCCATGCTTTTAACCAGATTTGAACAGAA 

GMTGGCCACTTGGCCCAGGTAGAAGTAGATGAAGTGTTTGGTTTCATGTGTCACATAAC 

TACCGAAGTTCCTCCCCACGATGCAATGCCAGGTGGGATTGTACATCATTAATAGGTCCG 

GTATGTCTTCTCATTTACTGGCAACTTCTCCAAACTCATCTAGAGTTTCCANACCATCTA 

TTACCTTTCCAAATACNGTGTATTNCATGTCCAAATGTGGCTGTTTGCCATAGGTGATGA 

AGAACTGAGATCCATTGGTGTTCNGGCCATTATTAGCCATAGATTCAACACCTTTAACAT 

TTGTGCTTMNAATATTTCACTGTATTCATTCCCTCAMCTTTCTTTG 

Sequence 4572 

CCCTTGAGCGGCCGCCCGGGC AGGTA CCGCCGTTCTTGTCACCACCAACTGGTTTTGTAA 

CAGTTGCGAGAACCTTCTCCTTC7TTTTCTTTTCAACCTTGGATTTAGCGGCTGAGTACA 

AGCCAGMTTACTATTTCTTTGACTTATTATTAGCTTGGC^ 

T TTTAT GACATGGTATACTACTATATTTACTCAGTTTGAMCTATTCATTTCTACACACT 

ATTTTTAAAAATTGCCTACTAGGTGAMCATTACMTAAMCTACCTGTGCTGAMTTTG 

GGGG AAGT TTAGGTCCTTTAAAAAAACATATTAATCATTGACTACATCTATGATAAAAGT 

GCTTATTTTGGTTTACTMGATMTGCAGTTGGTGGAMTGATAMCGTTTTAAGTGTTA 

ACATCCTTTGAATGCGTTGGATTTCAGAGAATAAACATTTTGTAAAAATCACTTGGTAAG 

GATTATAAACTTAATTACTGCACTTAAMTGAMCATTACTTTTTTTAAACAATGTGTCA 
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CAAATGTANGTCTGTATTACTTGNATGCTTGGGTGACTTACTGGTAGTCCAGCTCTNAAA 
ATTT A MNGG TGTAATTGAMTCMGAAAAGAACCTTCTTTTAAAANAAAGCAAGTATAT 

TTTTGCTTTTACCTTCAAATGGTANTTNAAGNAGAMATTTMTTTGNAGATATAACCNT 
TAA 

Sequence 4573 

CCCTTNCGAGCGGCCGCCCGGGCAGGTACTGAAGTCTAAGAAATCTACATCAAACTGAGC 

CTTT TGTTT TCTTTTCAAMACAGATGAAAAAACCATCTACCTNCTCTTCAATGAGACTG 

AGMTTTTACANTMCAANATCTTAAACCTGGTTAGCNTAATAACTTGCAGCTTNCTCAN 

CCCCTGGTTTACAGATCCTGAATCAAGTTCNGTGGGAGGTTT 

Sequence 4574 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACTTGAAATTATAATATAGCCTGTCCGT 

TTG CTGTT TCCAGGCTGTGATATATTTTCCTAGTGGTTTGATTTTAAAAATAAATAAGGT 

TTAATTTTCTCCCCAAAAAAAAAAMAAAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGG 
G 

Sequence 4575 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTAGCCTGGGTGACAGAACAAGATCTTGTG 

TTAAGAAGAAAAAACAAAAAACAAAAAAAACTTGCCAATCTGATGTGTGTGAAATGGTAG 

TTCATCAGTTAAA TCTG CATTTTCCTTGATTTTTMGTATCTTATTTTATATT^ 

TTGGTCA TTTAA GTTTTCTTTTTGGCAAATTTCCTATGCATATTC 

GA TTGTC l 1 I I I CTT ATTC ATTTAAGTTTGTTGTG GTG CCTTTC ATTG AG C AAAAACTTT 

AMTTTTMTGTAGCAAAAGATATATTTTTCTTTATAATTTGTATGTTTTATGACT^ 

TMGAAATTCTTCCTTAATGTCTCAACATATTCAATTTAATAATGTATCAGAAACTGTCC 

TGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4576 

CCCTT AGCG GCCGCCCGGGCAGGTACCCTMTCGTTCAACAGCAATCATCTTTGGGGAAT 

GGGCATTTTGGTAGGTAMGTGTGGTGGACGTCCTTATTATTATTTTTGAGACAGTGTCT 

TGCTCTGTCCCCCAGGCTGGAGGTCAGTGGCACAAATCTCAGCTCACTCTAACCTGCACC 

TCCCGGGTTNAGGTGATTCTCATNTCAGCCTCCCAAGTAAGTGTGAACTGAGGGGCCGTT 

GTGCCACCACCGCCTGGCTAGTTTTTTTGTATTTmAAGTAGAG 

TGTTTGGGCCAGGGCTGGGTCTCTGAACTCCTGGCCTCAGGTNGATCCACCCACCTTANC 
CGCCCAAGGTGTTTGGGATTTGCANGCATTGAGCCACCATGCCCGGCCCNT 
Sequence 4577 

CACAA GGTA AATTGTCTCACCTGTGGMGTTTCAGAGGATTCTGTTGAATTTGAATCANT 

GCCAGTTTTGCTTTCAAGGTCTGTTTGGCAAGAGTCTCATCTCTATTTTCTTGTGCTTGG 

CTTTCTTCTTCTTCCTCTTCACCATCTGGAAACTCCCACTGAGACTCGCCCGACTGTTCG 

TTTACATAGAAATACCGTCTATGATCCCAAGTTTCAGATGTCCGGACTCCAAGTGCCANT 

TTCTTCCCGGTGTTCAGCCACTGTGTTAATCCTCCACAGGGAACTGCTACACGCTGCTCT 

GGTGAGGCATTCCACCGGGGCAATTTCCTACCCGGGAGTGCTCTTTG 

Sequence 4578 

CCCTTGAGCGGCCCGCCCGGGCAGGTACCAGGGCAAGTCAGACATCATGTCAGCACCCTT 

TTCTCTTGTCTTTCTTGCACATATTCATAGACAMTAGTTTGGAMTGGGCACTTTAGAA 

GCTAAACCTGGAATTCTGCCACCTGTAATACAGGCCAAGCAATGAAATCTGATAGGTGGA 

GTCAAAGGGGTCCACTTTTGGAGGTTCCTGT6TCACTTCTCCCCCTCCCAGATGTCTCCT 

CATCCTGAGTGTCATCACCAAAGTTCTTGGGCCTGTACCTCGGCCGCGACCACGCTAAGG 

GnnnnnnnnnnnnnnnnnnnnnnnnnnCTAGTNGGATCCCGAGCTCGGTACCAAGCTTTG 

GCGTAATCATGGTCATAAGCTGTTTCCTGT 

Sequence 4579 

CCCTTGCCCGGGCNGGTACCCMGTGTTTTGTCAGATACTTTGCATGGAAATACCTGCAG 
TTTGGGAGACTGGTGTGTATTGMTGCTTCTTTTAGCATATTTCAGGTTGGACTGCGATG 
CANTTCTTCAGCTCTTCATTGAAACGCTGCTCCACAACACAAATGCCGGCCAAGGCCAGG 
GAGATGCAAGCATGGACTCTGCAAAGCGGCGGCATCCCAAACTCCTGGCCAAAGCCCTTG 
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AGAT<3GTTCCTTTACTGACGAGCACAAAAGATTNGGTCATCAGTCTTAGTGGAATACTAC 

ATAAGTTGGATCCTTATGACTATGAAATGATTGAAAGNTGTCTTGAAAGTTATTAGAACG 

AAGCTNATGAAAAGATAACCAATATTAATATTAATCAGGCATTGAGTATTCTGAAACATT 

TGAAAGGTCATACCCAAGAATTTCTTC 

Sequence 4580 

GGGGNCCCGNAAAATATTTGGGGGGGGCCCCCTTTCTTAAGATNAGGCCATNGGCTTTCC 
GGAANGCCGGGC CCGGC CCCAANTTGGTTGGAATGGGGAATTATTCTTTGGCCAGGAAAA 
TTTTCCGCCCCCCTTTTTACCCGAGGCCCGGGCCCCGCCCCC 
Sequence 4581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTACTATGTGAACCCATGTTTTCATTTC 

TCTAAAATATATAAACCCAGGAGTGTGAATGCTGCGTCATGTAGCATGCTCAACTTTATA 

AGAAACTGCCAAGCTGTTTTCCCAAGTTMTTTTAGGAAGTCAMTCAATTGATTTTTTC 

ACGAAGATGM GAAAGTTTT ATGCMCTTTCTTCATTATTTTGCTGTCATATAAAAGTTA 

ATMATATTCACTTTTATTTTCTTCTACTTTTAGGGMTAAAMACATTTAATTTTAACA 

CATCTAGAACTTATTTTGGTGTATGATGTAAAGCAAAAATGTAAGGTGAAI I I I I 1 1 1 1 1 

CTCAACAGCCAAGCA ATGGT CTTAATCCCTTTTGTTGAATAAATCCTTCCCATACTAATT 

AATTTGTAATAGCTTCTTTTTAATACAATTTAATTCTTAAATGAAAACCTGAGTTATTCT 

ATTCCTCTGNGCTGAGGAGTCAAAAGTTCCACAGGTCAGATTTAACATTCCAAGCCAAAG 

GGACCACCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGCANAATGCTTGGGGNTAGG 

GAGTCAAGAACCAGNCTGGCCAACCCGNGGAAAACCCCNCCTTTCTTAAAAATAAAAAAA 
T 

Sequence 4582 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTTAGATCTCAATATAGTTGTTTAAAACA 

AAAAAATCCATGTGTATGGAGATGGGGAGTGGCTGGAAAAAGCTTAACCTCCCAATTAGG 

CAAAAGACAAACAGGATAGGGAGGGGGACTAGGGGCTTGTGAGTGGCAATAGCTGCAGCA 

GCAGCCCTGGCAGGACAGCCTGTGGGTTACAGACCGCCCTCCTGTCAATGAAGTCAAGTC 

CTCTGCTTCCTGAAAACCGCCTCTTTTTTCTAACAATGTTCTTTCCCCCAAACTAGGAAG 

ACAGGCTGATGGTAAACACAAAGTTCTCTGAACCAAAGCCTTATATGTATGTTTCTGAGG 

GGGCTCTTTATAACCTAGTTGCAAGCAATCTGAACACAGCCCGGCGAATTTCCAGCTTTT 

GAAACTCAGATTTCCTTTTGCGAC 

Sequence 4583 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTGGI I I I 1 1 1 1 1 I I I I IAACTCCACT 

GGGTCAGTGGATCACACCTGTGATCCTTGCACTTTGGGAGGCTGAGGTGAGAGGATTGGC 

TGAGACCAGGAAGTCTCCTGGGAATCTTCTCGTCTCCTGTAACCCAGTTNACGACAGACC 

CTTGGACTTTACTATATTGGAAAAATCTACATAAAACAATGTCAGTGTGTCAAAGCATTA 

TGTCTGTCACAAGCTTGTGAAAGGAAAATAAAAATTACTAAGCCAAAGAGAAAAGTNAAG 

GCTGGGAACTGCAGCAGACAAACCTGCCTTCCATTTTATTCTTAAACAAGATAGCTTTGA 

AGGACCAAATAAAAAAAAAAAAAAGCTTNCATANAGGCCGGGCCGGGNGGCTTATGCC 
Sequence 4584 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTACCTGAATGCTTCTATTCCTTTTTTGATC 

TTCGAAAAGAATTCAAGAAATGTTGCCCTGGTTCACCTGATATTGACAAACTGGACGTTG 

CCACAATGACAGAGTATTTAAATTTTGAGAAGAGTAGTTCAGTCTCTCGATATGGAGCCT 

CTCMGTTGMGATATGGGGMTATMTTTTAGCAATGATTTCAGAGCCTTATAATCACA 

GGTTTTCAGATCCAGAGGGAGTGAATTACAAGTTTGAAAGTGGAACTTGCAGCAAGATGG 

AACTTATTGATGATAACACCGTAGTCAGGGCACGAGGTTTACCATGGCAGTCTTCAGATC 

AAGATATTGCAAGGATTCTTCAAAG 

Sequence 4585 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATGATCTGCAGGCTCCGGATAACCAGCAGAC 
TAAAGACATCTGGAAGAAAGTGGCAGAAAAGGAGGAACTGGAGCAAGGATCGAGGCCAGC 
ACCAACCCTGGAAGAAGAGAAAATCCGATCACTCTCCAGTTCTTCAAGAAATATTCAACA 
AATGTTGACAGATTCAATCAATCGTATGAAGGCATATGCATTTCACCAGAAGAAAGAATC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

292/599 

TATGAAGAAAAAACAAGATGAAGAAATAAATCAAATAGAAGAAGAGAGAACGAAGCAGAT 

TTGTAAGAGCTGGAAAGAAGACTCGGAATGGCAGGCATCTCTGCGAAAATCCAAAGCAGC 

TGATGAGAAGAGACGCTCCTTGGCTAAACAAGCACGAGAAGACTACAAGAGGTTATCCCT 
CGGGGC 

Sequence 4586 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTCACCAACCCCTGCAAA 

GTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCCAC 

GCACAGCTGAAGCATGAGGAAACTCATCGCGGGACTAATTTTCCTTAAAATTTAGACTTG 

CACAGTAAGGACTTCAACTGACCTTCCTCAGACTGAGAACTGTTTCCAGTATATACATCA 

AGTCACTGAGAGAACATCACCACCCTGAAGCCAGAGACTAACACTTGCAGGACTCAGCAG 

GACTATTTAAGAAACAACTGAGGCA 

Sequence 4587 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAGTTTTAAACTTAGATGTGCTTCATCTTAG 

TGAMTTTAATTCACAAGGAATCATAAATTGTGTTTTTGAGGCTGGGCGCAGTGACTCAC 

ACCTGTATCCCAGCAATTTGGGAGGCCGAGGTGGGCAGATCACTTGAGGTCAGGAGTTCA 

AGACTAGCCTGGTCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGTCGG 

CATGGTGGTGGGTGGCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGAAGAATCTGAGC 

CAAGATAACACCATTGTAC TCCAG CCTGGGCGACAGAGTGAGACTATCTCAAAAATAAAT 

AMTAMTAMTAAATAGTATTTTTGAGCCTTCAAGATACAAGTTCCTGAATATTCTAAT 

TTAAATTGGTATA ATTG GATTACCTAATATTCTTTTCAAGACTCCTGATGTATTAACTTC 

ATGTTATTGNCACTTTTCAAAAAANGAATTTTTTTCANGAGTTAAATAAAGTCAAGTCTT 

TTATATNCAAGGGTTTCAAACCCCCCAGATTAAACCCACCCCAGATCAAAAAAAAAAAAA 
AAAA 

Sequence 4588 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GAGACGGANTCTC 

GCTCTGCACTCCAGACTGGGTGACAGAGTGAGAACCTGTATCANANAAANAGGAAANTGN 

GGATATGAGAGAGAGGGAGAAACCTATGAAATTTAACAACCATTTCTGCTAAAATCTNTC 

AGTAAACACAGAATANATAGGAACTTCCCTAACTTGATAAAGTGTATCTACCANAAACCT 

ATANCMCCTGCATATGAAAGAGGGATTTAAAAAATTTCCATTAAAAGTCTCAAAACAAG 

CAAANAAGGACTATTCTACATTCCCTTGGANGTGCTAGCCCAAGGCAATGGNGATATCNA 

NNACCNCCCCGAGCNCAATTAAAAATGGGGNAAAATNANCNATT^^^TTGNGGCNAT^^TTT 

TTNAC TTANAACCCNGGNATTGGGCCMCNTTTTTTTGTTTAAGGGGCNAAAAAANAANT 

TTTTTAGGGNNTTGNNNNGCCCAAAAAAAATTTTNNGNAAANAACCNNAANNTTTNCCCT 

AAATANCCTNNACC CAACC TAAAAACCC 1 1 1 1 1 1 1 1 I NNGGGGNAAAAATNTAAAAAATG 

CCTCAAAA CAANA GTTTTTNNAAAAAATTTCNTANAGGNANAATNANGGGNAAACCCTNN 

NN7TTNTTGTTTTNGGGGAAAAAA 

Sequence 4589 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC 1 1 I I I 1 1 1 I 1 1 I I I I I 1 1 I I I I I I 1 1 1 1 II I 
"" MiiiilllllllHII II | | IM IIIIIIIII I MIII N I MM I MM I I I ! IN 
ATATNI 1 1 II I 1 1 I I 1 1 1 1 1 I 1 1 I | | | 1 1 I I NNTTTTNAAAAAAAAAAAANN I I I I I I 1 1 
TTNNGNNNNNT TTAAAA AANTTANTAAANAAAAAAATNTGNNGNGGGGGGAANTTNTTNT 
AAAAAATNTN TA'I I I 1 1 NNCT ATNTTTTCCNNGNGTTTTNTTAATAAAAAAANNNNNTTT 
CTAAAAAANA I I 1 1 1 1 1 I I I I ATNTTANANNTNNNNNNNGGGGTNTNATTTNAGATTTTT 
TTT 

Sequence 4590 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACATGTGGAGGCTGGAATCTGCTCTGGTTGATG 
TTGTAGTGCGTGAATGCCTGGGTGGGGTTTGAGCTGTACTTTN AI 1 1 I I I I M 1 1 1 1 NTT 

TTNGNGAA A I III Mill 

Sequence 4591 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAATGATAACTTAGATGCAGGGGCCATCA 
TGAAMTATTCATCCCATATCTTACATTAAGCAAACTACTAGCMCTGTTTGTTAAAAAG 
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TATAAATGAATAAATCAAAATAGGACAGATAGGCAGTGTGGGAAGCTAAAATATGGAAGT 

GTTATTGCTTTGCTTTATGTGGTATMTGATCTGATTTTATCTTTCCCAGCTCTCCCAGG 

AAGTATGCAGAATAATATTTATCTCATATTGNGGGGTGTGGCAATCAAGACAGAGGGGCT 

AGATGCTTTACCTAAA 

Sequence 4592 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGC 

TTCCCMTTCAAACTG GGGGG AAAAAAACTAAATCATTGGGAGTTACTTGCCAACTTGGA 

AGTTGATATTTCTTTACTTTTTCCCCGCGTACTCTCCTTCTAGTGAAGGATTGTCACAGA 

GTTTCACTGGATGAMCTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAAT 

TATTTGCAAAAAAGAAGAAGAAGAiSGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGA 

AAGAAAGAAAGAAAGAAAG 

Sequence 4593 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACCAGTTCTTTTGTGGATTTTCAGGAACATCCA 

TGACTGATT ACTG GGTTTTGATCTTCTTCAACCTCCTCTTCACGTCTGCCCCTCTTGTCA 

TTTATGGTGTTTTGGAGAAAGATGTGTCTGCAGAGACCCTCATGCAACTGCCTGAACTTT 

ACAG AAGTG GTCAGAAATCAGAGGCATACTTACCCCATACCTTCTGGATCACCTTATTGG 

ATGCTTTTTATCAAAGCCTGGTCTGCTTCTTTGTGCCTTATTTTACCTACCAGGGCTCAG 

ATACTGACATCTTTGCATTTGGAAACCCCCTGAACACAGCCGGNTCTGTTCATCGTTCTC 

CTCCATCTGGTCATTGMAGCMGAGTTTGACTTGGATTCACTTGCTGGTCATCATTGGG 

TAGCATCTTGGTCTTA I J I I I IATTTGCCAT 

Sequence 4594 

CCCTTAGCGTGGTCCGCGGCCGANGTACCATGGAAGGGGCTGGGGCTGGGGAGTGGGCCT 

GCCAACANGCAGGGGTCATGAGAGGTTTTCTGGAACTAGCCTCAGCTTCTCAAATGGGCC 

TTAGGACCCGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nNTCTGTNNTNAAATTGGNTANTCNGTTTACAATTCCACACAANAATACGANCCCGGAAG 

CATAAAGTTGTAAANGCCTGGGGG 

Sequence 4595 

CCCTTAGCGTGNTCGCGGCCGACGTACTTGTTTCTNTGCANANAGCAGANNACTATATGA 

AANCAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAANCCAT 

G CTTGG MGCAGATAAACCAGTTGMGACATACTGACGTATGAGGMTTTCATCCTTTCT 

TGTTT TCTC ANCATTCACAATGNCCATATATAGAATNTGAATCATTTNACANGGCGGTGG 

ATGMTTTTATTCCMGATANAAGGCCAGAAMTTGACTTAAAAGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTTCGAAAGGATCACGANANCAGATTGNAAGCTC 

TTCAGCAGGCTCANGAAATNGACAAACTGAAAGGAGAGCTCATAGAAATGAACCTACAAA 

TAGTTGACAGMCCATTCAGGTANTTCGAAGTGCTTTANCTAACCAGATAGATTGGACAG 

AAATTGGGTTAATTGNGAAAGAAGCCCAGGCTCAAGGAGACCCTGTTGCAAGTGCCAATC 

NANAGAATTAAAACT 

Sequence 4596 

CCCTTAGCGTGGTGCGGCCGAGGTACACATCCAGGCACTTTTTGGGTCATATGGTGCTTT 

CCAACATGGGCCCACCCAGTCTTCACAATAAGCCTGTAAGGCAGATGGGCCAGAAATGGA 

GAAAAAGGGAAACAGAAGGGTCTTTGATTCAAGGAAGGAGCAAGCGAGAGTCAAGCCTCT 

CTCTTTTGGCTATTMTCCACTlTCTTTCTATAAAACCATCTAGGCCMTGGATTTTCTG 

GAGGCCTTGGGGCTTATGCCTCTTTAGGAMCACTTTGTTTTATTATGTCAAGGTGTATG 

GGTACTGGCCCGAGGTTTCTMGTTTTTTANGCATTTATGAAAATCCAGCTTGCTGAAGT 

CACAGCACGTGTGTMTTGTATTGGGTMGTTMTGGCTATTTATGTTTGGAGGTGTTTG 

GAAMCAAGAAGGAGGCAAGAATTTTGAAAATGTGTTTTGACCAAGGTGTNGGNGGGCTC 

ACACCTTTMTCCCMNCACTTTTGGGAAGGCCNAGGCANGMGGATTTGTTTGANCTCA 

AGGAGTTTTGAAACCMCCTTGGGTGACCACAGGMAGACCCTTTATTTTTTCTTAAAM 

ACTNGAAAAAAAAAAAAAAA 

Sequence 4597 
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CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 I I I I I 1 1 I 1 1 1 1 1 1 I 1 1 I GGNANAGA 

TGCGGTCTCCAAGTGTTTCCCAGGCTGGTCTTGAACTCTTGAGCTTAAGGAATNTTCCCA 

CCT TAGCCT CCCCAAATGCTGGGATTACAGATGTGAACCACCATGCCTAGCTAGAGGCTC 

GAG i 1 1 1 i lAAAGATAGTTTTGTGGGCTAGGGAAGGGGTGGTGCTGATTGGTTGGGGATA 

TCATAGGGGTGTGAAAAATGGTCCTNCTGTGCTGAGTCCACTTCTGGGTGGGGCCCACAG 

GACCTNTGAGTCATGAGTCTTGGGTCTGGGTGGAGCCATCCGATCATTAAGAAATACAAA 

AAGCCTGAAAAGACNTTTNAAAAGGTTAATCTTCGCTTCTNTTNATAATGGANGTTATTT 

ACAAAAANTAAATTNGGGGAAAATTGCAAATTTTGGGACCTCCANAANTAATGACTGGTA 

ATCATTTAACTATGCCNTACATTNTAACCAAAATTTAGGCCCCTTGTCANTTCTCCCCAA 

TNTNGGCGGGG 1 1 1 1 1 1 A 

Sequence 4598 

CCXnTAGCGTGGTCGCGGCCGAGGTACTTNWlTNTTT^ 

AAAACTAACAGCTCGTNACAATCTANNTTTNTTNNNNNCCTTNTTNCTTTTCCCAACTNC 

AAAATACTNTGNGGAGATGCATTANNATTTAAAANATATAATATTGNNCAAACAACCAAA 
AGG 

Sequence 4599 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTGTGGCCGGACACGATGGCTCACGC 

CTGTGGTCTTAGCCCTTTGGTAGGCCAAGGCGGGCGGATCACTTTAGCCCAGGAGTTCTA 

GACTATCTTGGGCAACATGGTGAAACCCTGTCTCTACAAAAAACAAAACAAAACAAAGAA 

ATTAGCTAGGTATGGTGGTGCTACCTGGGAGGCTGAGGTTTTCACAGGTTGAACCCCAAA 

ATTAGGGTTCAGTCCAGGAGGCCATTTGGGTTCTTGGCTTCATGAAGGAAGGAATTCAAG 

AATAAGCTGACAGTAAAGTAGAAGCAAGTATATTAAGAAAAGTAAAGGAATAGCGCCGGG 

CCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGGTGAGGGCGGGTGGATTGCT 
Sequence 4600 

CCCTTAGCGTGGTCGCGGCCGAGGACATGGMTGCTTGTATTCTTTTTAATTATCAAGGC 
ATCAGTGTGGTTCTTAAAGCCATGTGCCTGTGTATGCTTGCCTAAGTGTGAATGACATAC 
ACAGACATAA CCTTACATTGCTTTCCCA AAAGGGGAATGCCACCAACAAATCAACTAATT 
GGTACTTTNC I 1 1 I I I 1 1 I I 1 1 1 I I I 1 1 1 1 1 I AGGGGGACTATAACCCATTTTCTATTAA 

TGAGCACATGGAATCTTTATTGCATTTTTCTATCATAAACACTTCTACAATAATTGNGCC 
TGCATMNATTTATTCTATATTTATACTGCTGTATTTCTGAAATAGAATTCCAAAATTCA 
TAATTTTGTCAGGTACCTGCCCGGGCG 
Sequence 4601 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACTTGTCCTCAGCTTGGGCTTCTTCCTCCTCCA 

TCACCTGAAACACTGGACCTGGGGGTAGCCCCGCCCCANCCCTCAGTTCACCCCCACTTC 

CCACTTGGCNGTCTTGTTTGCCTNGAAACTTTTCTAATCCTATTACCGTTTCTTGNNGGA 

NGTTAAAATTAATTNGNGAATTTTGGG 

Sequence 4602 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTAGACAAGTTCTAGATCTCTGANAGATGA 

GCATATGCTCATGGCTGACTGAAAAAACTTATCATCATCCGGGTCCTTTGGAGAAAATCT 

CTTTCCCATTAATTCATTCATTATATCATAAATGATGAAGGATGATCTCTTTAAAGGGTC 

TCCAGGTTGATCAAACAGGCGAATAATATGGTGATATGTTGCAAGCGAGGGTTCTCAAAT 

TACCAGGTAGACAGAAAAAATAAACAATGAGGTAAAAACACAGCAATCCAAAACATAGTT 

TACTGGAGACCGCACTGMTTAAAAACATATTGTTAATATTTAAGCCAAAATATTGCATT 

TCTATTCCTTTGAACAAAGTTATTT 

Sequence 4603 

GGTACI I I I I I 1 1 I I I 1 1 1 1 1 1 1 I | | 1 1 1 | NGGGANNAGGTNATNAAATTTNTTTTAAAA 

NAAAAGNTTTNNTGGGCNNGNTTAAANNCCNGNAAAAANGNATNCNTAAGGGCCTNAATA 

AANTANCCANGGGCCTAANNANGANGGATNCCNNAAAAAAACCNTTAAAANNTTNTNAAC 

NTAACNNAAANNNNNCCNNNCCATAANAATTTTTCAANGCNTCTNANNAAAAAAAAAA 
Sequence 4604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA CI I I 1 1 1 I I I I 1 1 II 1 1 | | I AAGGA 
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GAGAGAAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCTG 

CCTGCCTTGGCCTTCCAAAGTGCTAGGATTACAGATGTTTTGATTCCATAGNTTAATTAA 

TTCTGTGGGCAATTTATTTCGGCATTCCAATTTGAACACACAAGCCCACTATGAGGCCCA 

TTCTTTNTNTTTTACACACACACACACACACACACACACACACACACACACACTCTGTCC 

CTGCTCTCTCGCTCTCATTTGCTTGCTCATCAAAACATNTGCTCTGTATNTCACTGAAAT 

ATCTGTCTTCTGTTTCATTCCTCCAAGTAAAATGGGTAACAACGCGTTAGAAAGAGTTGC 

ATAGGCCAGACATGGTGGTTNACGCCTATAATCCCAGCAGTTTGGGAGGCTGAAATTAGA 

GGCGTGAAGCCANTGCGTCTGGCCTTTACCTTTACAATTAAANAATAAAAATCTTNTTGG 

GAGTTC ATGATNCCTAGMTTATTATTGGATTTMAAATTTTCCATTTTTTCAAATACTT 

I 1 1 1 1 I AG AAAN N AA AAGTTAAAG GTC ATTAAAA AN ATGTTAATTTCTG GTTACCTAATA 

CATTTTTAAAATAT 

Sequence 4605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAGCTGCTTTTATACCCCCTTGCCC 

CGCCAACGTAGTTAAGAGAACAGCAGCATAAGCGGTGGCAGAGGCAAGGAAAGACCAGTA 

GAGAGAAAAAAAGGCCATCTATACCAATTCTAAGTTAATTTAAGACTAAACAAGGTCTTA 

ATAGCAAAGGATAATTGAAATCCCAAACTTCANGGTTTTCAACAANNGTGAAGTTTGCTT 

AAAGTTAACAGTGTAACATGTATTATGGTACTTCTAATTCTTTGTGGCCCTTAGACAGTC 

T AGTCC AAAGGCATNMAAGMAGGTTTTGCTTTAAAAAAAAAAAAAAAAGGGANTGGTT 

ATTTTTCAAAAAAAAAAAAAAAAGTG 

Sequence 4606 

CGC CAGTGTGATGGGATATCTGCA GAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 

TTNNI I I I 1 1 I 1 1 1 1 1 I I I 1 1 1 1 1 | 1 1 GAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGA 

GTGCAGTAGCACGATCTCGGCTCACTGCACCCTCCGTCTCTCGGGTTCAAGCAATTGTCT 

GC CTCAACC TCCCGAGTAGCTGGGATTACAGGTGCGCACTACCACGCCAAGCTAATTTTT 

GTAI I I I I I AGTAAAGATGGGGTTTCACCATCTTGGCCAGGCTGGTCTTGAATTCCTGAC 

CTCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTAGTATTATGGGCGTGAACCACCA 

TGCCCAGCCCGAAAAGCTTTTGAGGGGCTGACTTCAATCCATGTAGGAAAGTAAAATGGA 

AG GAAATTGGG TGCATTTCTAGGACTTTTCTAACATATGTCTATAATATAGGGGTTAAGG 

TTCI 1 1 I I 1 1 1 ICAGGAATACATTTGGAAATT 

Sequence 4607 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAGTTCCGTCCGGAAAGGCGGAGACAGCTCA 

AA GCAAG ACCCCCTATTGGGGGCTTCGAAGTAACAGGTAGGTGAGAGACAGATGGTTGCA 

TTCTTTTGAGTTTCTTGATAAGTCTTTCCAAAGGAGGCAATCAGAATATGCATCTGGTCT 

CTGTGAGCAAATGGATGACTTGAATAGAATAGAAGGCAGATTTGCCCTGAGCAGTTCCCA 

TCTTGAAGGGAC CCAAG AATATTTTTCTTTCACATTTTCCCCTTTTCTTTTTTAACATCT 

TTGGAGAAAGCATTTTTACAACANAATGAGTCTCCAGTCTCAGGAAAGGTCATCTGACCT 

TTCCTGGCTAGGGACGGTTTTATTCCTAGATTGGTAGGTCTTGGGAMGGTTCATTTTTT 

TAGCAGGGTT 

Sequence 4608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGAAATGTAGTTATTGGAAAAGTCTGT 

AACCTGTGGATCATATATATTCAAAGTGAGACAAAGGCAAATAAAAAGCAGCTAT7TTCA 

TGAATAGACAAAGTTGATTTCAGGAAGTATAAATTATATTCTGCACCGAACAAGGAACAG 

AAATTATTGCATCTGTGGAACATATATCTGGAGTTACTATACTTTACTGAAGAGCAAGGC 

ATAAATTTAGACTAAAATCCATCCAGATTACACTCATTCTTTAGGCTACTCCTGGATACT 

TCATTTAAATTTGATTTTTCGAGGTAGTGA 

Sequence 4609 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGGCCAGGGCTATTGGTTGAATGAGTAGGCTGA 

TGGTTTCGATA ATAACT AGCATGGGGATAAGGGGTGTAGGTGTGCCTTGTGGTAAGAAGT 

GGGCTAGGGCATTTTTAATCTTAGAGCGAAAGCCTATAATTACCCCGCGTACGAGCTCAT 

GAAAGTGTTGTGAAGGGCGAAGACTTTTCGCtCCCAGCTTATATGGATCGGCGTGACCAC 

CCCTTGCCGGAGGTGGCCCATGTCAAGCACCTGTCTGCCAGCCAGTAAGGCACTGAAGGA 
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GAAGGAGAAGGCCTCCTGGAGCAGCCTCTCCATGGGATGAGAAAGTCGAGTTGTATCCGC 

ATTAAGTTCAAGG 

Sequence 4610 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAAGCATGGCTGGGAGGCCTCAGGAAAC 

TTACAATCATGGTGGAAGGATAAAGGGGAATTAAGCACGTCTTCACATGGCAGCAGGAGA 

GAGAGAGAGCAAAGGGGGAAGTGCAACATACTTTTAAACAACCGGATCTCATGAGAATTC 

ACTGTCACAAGAACAGCAAGAGGGAAATCTGCCCCCATGTTCCAATCACCTCCCACCAGG 

TCCCTCCCCCAACACTGGGGATTTCCAGTCAACATGAGATTTGGGTGGAGACACAGAGCC 

AAGACCATATCAGTATCCTCACATAACAGAAGAGAAACTGAGTCATAAGTAAATGAAGTA 

ATGTGCCCACTTCCCACAGTCAAGAAGTGGTAGAGCTGAGATTCAGCAGATGAAGCCTTA 

CTCAGAGCCTGTGCTCTGAACACCAGTGTGATCCTGCCTCCTGGCTAAAACCTTTGGTGG 

GTAGGGGAGGGAACAGCCTTATTCTCTCTATTCTTTTATCTTCAAGTGCCCAACCCGCAG 

AGTNATCCTCATCAAACATTGAAATTAAGTTCATTATTAGGTGGCTTCTAGGTCACATCT 

TATACTGGTCACTTTGCAATATAATTTAAGCAGAAAACCCTACTTGTTACTGTCAANAAC 

TTATTACCTANGCTCTGNATTTTGATTCATAAGTTCGAAAAATCACATGCC I 1 1 1 I 1 1 1 1 

TTTT 

Sequence 461 1 

CCCTTAGCGTG GTCG CGGCCGAGGTACCTAGAAGTGGATTGCTGCTGACCAAGTAAGTTT 

TAAACCTAGTGCTTT TATAT TACGCCCTGAGCTAAAGATAGAACTGTGAATAAAAACTGA 

A TTCTG GTTAGTTGATTTTTAAAAAGAGTGGTATGAGTTATCAATTCTGAGAGTAGCTTA 

TATTTTAATCTAGGATTGAGCACGTGCTATTTTTGCAAGTGATGAAAGATAGCTACAGAC 

AAGGGAATTTGG AAAGGC AAGAAATAACCCAGCAGTGCTGCAGTGGAATTAAAAGTGTTG 

GCTTG TGGTCATGTTTTTAATATAGAAATAGAGTTATTAATGTGTGGATACGTATATATA 

ATT7TGTATGTCTTTGCCATATCCTCCATAGAGAAGACCTAAAAGCCAGGGCACTATTAC 

CTAGGAACACCTTCCTACACAGAGACTGCAGCTTCTAAATAGTATTCTCCATTAAAATAA 
ATTA 

Sequence 4612 

CCCTTAGCGTGGfCGCGGCCGAGGTACTGATTGTCTTTTCTTGATTGTCAGCTTTCTTGT 

GGGCATCATCCAGTTGCTGTTGAAGCAACCTATTTTCACTTTGTAGTTGAGCACATCTGT 

CCTCTATAGATTCCTGCTTCTTCAGCGTATTTATTTACTTTGCTTTGTTCATTTTTATAC 

ATTCGTTCMTT TCTTT CTTTTGACACTGTGTTTGGCCAAGGTCTCTTTGGAAACATTCT 

AAA ACTGA CGTCTTTTCTCTGAGTGTTTCTCTTGCATGATGAAACTTAATTTTTAGGCTG 

TTAATTTTACTGTCAG CATTA GAGAGTTTTTrCAGAMCMTCTGTTATCTTTTAGGTTA 

GACATATCAGAA TTCA TTTTCTCCTGTAAATGAACCCATTCATGTCCTGTTCTCTGGAAA 

GCAAGTTCTANGTTTTCTTATGCTGTCTGACTTTGATCACAATCATGTAC 

Sequence 4613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAAMTGTTTTCCTTTTGTTTTACC 

AGGMTGAGTTCGGGCTATACTCTTTGAAACTGCTTTGTGAGCAAAGTGCTTTGGCAAGG 

CAAGGGTCTCCCTCAGCAGGGCTAGGTGCACTACAGCCTCTTTCCCCGTGTCCCGTTGGA 

TCTGAGCTGTGTAGCACTTGTTGCATTACAAAGAAAAAGACTTCTGCAGGAAATAGNGGT 

AGAGAACAGGCTGTCTAATCAGATGCAACTTGATCTGTGGCAAAACCAAGTGTGGTCTTT 

CAACTTCAAGTGTGTTAACATCCCAACACCTGGGATGGGGTTTGTGGGCCAAGTTGATTT 

TGCCCACACTTGTANGGNCCANGTGGTCCCATTGCCACCGTGAAGCCAAATTCTAGCCCA 

AGTCTGGTANAACAAGTCGGGCAANNTAAGTTTTCGGGGGANGATGATGTGGTGGGACAA 

AGGACCTTANTNGCCTNTTACGGACCCTTTTTCCAAAACTAAATNATACCCNANAACTTT 

GGGGGGATGGTTMGTTAMNITTAAAATATTTTTTAAAATTCTTNATTTNGGANTNTAAN 

GGTTAAGGGGGNAATTTNGGNAAACCGTTTNAAAGGGGNNGTNTGAAACCCTNAANNATT 

TNGNGGNAAAAAAANAAA 

Sequence 4614 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTCCT 
TGGAGAAGTCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACAGG 
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TCACCAGGGTGTGCTTGAGGGGGACGGGTAGACATAAACGGAATTCAGAGGCAGGGAAGA 

CTGCAGAGTAGAAAGGTGATGTGCCACAAGCTCCCGACAATGGATCAACTGGGAGCTATC 

CATCTGGGCCAGGAAAAAAAAAAAAGCCACACACAGTTGATCATTAATTAACATAGGCTG 

CTCTGTTATCTCTGGTGGCCATTTTTCCTCCCTGTGCTTTCCGTCCCCGCTGAGTCTTTT 

CTCTCCCCACATCTACCTCCAACTCATTTATTTATCCAGCTACCCATCCATCAACATCAT 
C7TAGA 

Sequence 4615 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTGGGCAGGTAAAGGTGCAGTGGTTCACGC 

CTGTMTCCTTGCACTTTGGGAGGCCGAAGCAGGAGGATCACTTGAGCCCAGGAACTTGA 

GACCAGCCTGGGCAACAAAGCAAGATCCTGTCTCTATTTGGAAAAAAAAAAAAAGAAAAC 

AGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

TTGAGGTCAGGAGTTTAAGACAAGCCTGGCCAACATAGTGAAACCTAGTCTCTACTACAA 

ATACAAAAATTAGCCAGGTGTAGTGGCATGTGCCTGTAGTCCCAGCTACTTGGGAGGCTG 

AGACTGGACAAAA ATTAA CAAGGTGTGGTGGTACCACAGTTTTAACTGAAGGAACCAGTT 

GTAACCAGTCTTMTTTTMCTTAAAACTTTGAAGAAACTTAAAACNACAATGCAAAACC 

TTTTCANCNATTGTTTGGCCCAAACT 

Sequence 4616 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATC 

AACTCACCCAGAAATTAGTTCTTTGAAAAAAAAGAMTTAAGTTGTGAATTTCTAAAGAC 

CTTGMATMGTGTTTCAMTTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATT 

CCTACTACATGAATTAACG 

Sequence 4617 

CCCTTCGAGCGGCCGCCCGGGCAGGTA C I I M I » I I I I I I I I 1 1 M I I I GGGGAAATGTT 

TANAGACCTGCAATTTATCCANCCACTGATGAAGCTGGTTAGAGCTGGCAGGAACTCCAA 

ATTATTCTTGCATACACTGTCCCCCCTGCCTGGACATGAGCACAGTCAGGCAAGGTCTGC 

GAGTATGCCCTCCAAATTAAGTTTTCACTTTCTCTCTTTATGCTCTMGMGTTTAAGTG 

ACTTGTACATAAACTGTGTTTCACTTCCAGATCAGTCTGACACTCTCCAACAAAACCAAA 

TACATTTCGTATGAGGCAACACA A I I I I I I I I I I I 1 1 M I GAGATGGGAGTCTCGCTCTG 

TTGTCCAGGTT GGAGT GCAAGTGGTGTGATCTTGGCTTACTGCAACCTCNCACCTTCTGG 

GTTNMGCAMTTTTTNCTGCCTTANCCTTCNCAAGTNGCNTAGGACTACTNGGTGGTGC 

CACCACCACGCCCTGGCTAAN I I I I I I I I I 

Sequence 4618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGGAAGAAGAGAAAAAAAAAGAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAANGAAAAANAAAA 
AAMAAAMAAAAAAAAAAAAAAAMNGTTTNTAMCATTTTTANTANCNNGNGNN^iTTT 
NAAAAAAAAANNCNNTAAAGNTTTNAATANAATTNTNNTCCCNTAAAAAAANTANGGGNG 

NGTTMTNATNNNNGGGGNTTTmNAAMTNAAAAMAAAAATNTmNNTNNNGGG^ 
AGAAAAAAAA 

Sequence 4619 

CCCTTAGCGTGGTCGCGGCCGAGGACATAGAAAAGAAAGATAAATGCTTGA7TCCTGATT 
AAMGMTCTTMGAGACTGATTAACCAGCTATAACACATGGAAATTTTCTGGATCCCAA 
TTCAAAAGTATCAGCTGTTAAAAAAAAGTAAGATAAATGAGATCACTTATAAGACAGTCA 
AGAMTATTGCGCACTGATTAMTATTTGATGATATTAMG 

TTMGGGAGGTNGATATTGATATTTNTTTCTAMCCAGTTATTATTTACCATTATTTAAA 
TTAGGTATTTANNTTATTAAATACCTTTTTTAGNATAMTAATTANTAMCTTTATTNC^ 
TTTTAAATTACCCCCCCCANAANCCCAAAAATTAAATTT 
Sequence 4620 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I II I I I M I I I I I 1 1 1 II I M I I I I A N AAA 
CTGATGTTTATTTTCCATCAACCATTTTTCCATGCTGCTTAANAGCCTATGCAANAACAG 
CTTAAAGACCAAGTCAGTGGGTTGCTCCTACCCATTCAGNGGCCTGAGCAGTGGGAGCTG 
CAAACCAGTCTTCCGTGGCAGGCTGAGCGCTCCAGTCTTCAGTAGGGAATTGCTGAATAG 
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GCACANAGGGCACCTGTACACTGTATGCATCATCAGTCCAAAGTTTTTCANAGTTCTATG 

TGACTGGTTGAGGAAACACTGCTTGAATTT 

Sequence 4621 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGAGGCTATTGAGACTATGAGCTCACAGA 

CAGGGCTTCGCACAAACTCAAATCATAATTGACATGTTTTATGGATTACTGGAATCTTGA 

TAGCATAATGAAGTTGTTCTAATTAACAGAGAGCATTTAAATATACACTAAGTGCACAAA 

TTGTGGAGTAMGTCATCMGCTCTGTTTTTGAGGTCTAAGTCACAAAGCATTTGTTTTA 

ACCTGTAATGGCA CCATG TTTA ATGGTG GI I 1 1 1 1 I I 1 1 I G AACTACATCTTTCCTTTAA 

AAATTATTGGTTTCI I 1 1 1 ATTTGTTTTTACCTTAGAAATCAATTATATACAGTCAAAAA 

TATTTGATATGCTCATACGTT GTAT CTGCAGCAATTTCAGATAAGTAGCTAAAATGGCCA 

MGCCCCAMCTAAGCCTCCTTTTCTGGCCCTCMTATGACTTTAAATTTGACTTTTCAG 

TGCCTCAGTTTGCACATCTGTAATACAGCAATGCTAAGTAGTCAAGGCCTTTGATAATTG 

GCACTATGGAAATCCTGCAAGATCCCACTACATATGTGTGGAGCAGAANGGTAACTCGGC 

TACAGTAACAGCTTAATTTTGGTAAATT 

Sequence 4622 

CCCTTAGCGGCCCGCCCGGGCAGGTACACTGATCTACAAAAATTTTAAAATGAGCCGGGC 

GCGGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCAAAGCAGGCGGATCATGAGGT 

CAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAA 

AAATTAGCCGGGTGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAG 

GAGAATGGCGTGAAGCCGGGAGGTGGAGCTTGGAGTGAGCCGAGATCACACCACTGCACT 

CCAGCCTGGGCAACAAAGCAAGACTCTCAAAAAAGAAAAAAA I I I I I I 1 1 1 A AATGAGCT 

GGGTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnTCCGCTCACAATTCCCACAACATTACGAGCCGGAAnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnGCGTTGNGCTTACTGGCCCTTT 

CCATCGGGAAAACTGTCTGCCACTTGATTAATGAATCNGCCAACCCCCGG 

Sequence 4623 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGCNGNTGATNTNATNNNNCCAGCNAACNA 

CCTGCCATGCNATGCATTGACAGCATCAATAGNTGCANNNATNGATGGGCACTACACATA 

CNCATTGNCCTGANCTNAATTTNTTGTCANNATAAAATATNAATNACTNCTGNATGCNTA 

TTACATTCTTCAATCACATCATCCNTAATCNCNGTTTCCCATNCAACTTCTTNTTCTNTG 

TNAGAAAGTGTTAANGACTCTTAAATACTATTGAACCTAACAAGACTNTATATNTACAAA 

TGTTTN AG N AAMGTTTAMTNTTTTTATG AATNTAAAAAAATACTTTTG G AAAAAAAAG 

CACATTGNCAGAANGTATTTTNCCCNAAAGAAACANTGCAAGTCTGGTNTTGAAAA 
Sequence 4624 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGCCTCATCGATCTAATCTAATCCCTATGAC 

GACCTACAGAGATAGATACTATTATCTTTGTTTTATAGATGAGGAAGCTGAGGCCTAATG 

TTAAGTAATCCCCCTGAGGACTCANNCCTGGGAAATTAAAGAGAGCAGGATTAGACTCAG 
GTCT 

Sequence 4625 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGAAAAACTGCAGGAAATAGACAA 

GAGAAAACCTGAAAACACTGCTGAGCTTGAGATCTTCCAAGAAGGCATAAAGGTCTTAGA 

AACACTGGTTACTGTTGCTGAAGAACACCATCGCGCTCAGCTGGTGGCCTGTCTTTTGCC 

CATCCTCATTTCCTTCCTTTTGGATGAAAATTCTCTGGGATCAGCAACTTCCATAATGAG 

AAATTTAC ATGAC TTTGCTC TACAA AATCTCATGCAAATTGGACCTCAGTATTCATCTGT 

TTTTAAMGTTTTAGTGGGCTTTTTCTCCAGCCCTAAAAGCCCGTCTTGAGGCTGCTATA 

AAGGGCAATCANGANAGTGTCTNAAGTCAAGNATACCAACATCTAAAATNTTNCTAAGAG 

TCCTGGGNAAAA 

Sequence 4626 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 
TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCCGG 
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TGTGGTGCCTGGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTC 

TTGATGCTGCTGTTTCGGMGAGTTGGTTGAGCGCATCCTCMTATTTCTTTTGTTCCTC 

TGGTAATTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAGGTTTGGTGATGGT 

GAAATTCAAGGTAGAAAGTGCTTGGGTGCT 

Sequence 4627 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACAGGGGACAGCAATCTATGGCTCTCAGGCCAA 

ATCCAGCCACTGCCTGCTTTTGTGTGGCCTGCAGGCTGAAMTGGTTTGTCCATTTTTAA 

ATAG TTAAAAAGAATCAACAGAAAAACAGTATTTTATGATATATACTGTATTACATATTA 

TTTTATATAAAA7TCAAATTTCAGTGTCCATAMTAAMTTTTTGGAACAAATTGTGTAT 

GTATTGCCTATAGCTGTTTTCACTCTACCATAGCATAGTCAAATAGTTGCAACAGAGATG 
TGTATGGCC 

Sequence 4628 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 I I I I I 1 1 I 1 1 ) 1 1 AAGACGGAGTCTTGT 

TCAGCTGCCCAGGCTGGAGTGCAGTGGCTCGATCTTCGCTCACTGCAACCACCGTCTCCT 

GGGTTCAAGCGAT TCTCCT GTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCACCACCA 

TCATGCCCGGCTAATTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGCAGGCT 

GGTCTTGAACTCCTCACCTNAGGTGATCCXJGCCCGTCTTGGCCTCCCAAAGTGCTAGGAT 

TACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAACTCTG 

TGTATTTATATAAAGAGAGACTGTTAAAAGACTTCATAATNTAAAAAAAAACCAAAAACN 

AAAAAAAACTTTACGCTTACCATTNCTGCATANTGTGCAGNATTAAAACACACACTTATT 

TGGGATCAATGAGAAATACGGCAAGAAATGGTCTGCGTAAAACTGNAACTTTTGACAGGC 
ATTTAAAAAAATAA 

Sequence 4629 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATATTGAATTAATATGAAAAATACAGAG 

AATGTAAACATCTCTGANTTAAAATATTCCCAAAAGTT7TAAAGCATGGATAATATATCT 

TTAAAATTGGATAAAATGTGCTTGGATGCTTTAAACATATACTCAAAATAGTAAATAAAT 

GTTTGTGGCCAGGCATGGTGGCTCATGCCTGTAATCTNAGCACTTTGGGAGGNTGAGACA 

NGCAGATCACTTGAAGTCAGGAGTTTNAAACCANCCTGGACAACATGGTGAAACCCCGTC 

TCTACTAAAAACAAATAATAATAATAATAATAATAATAATGCAGAAAAATCTGGGCATGG 
TG 

Sequence 4630 

CCCTTCGAGCGGCCG CCCGGGC AGGTACATGTGTGTATGTGTATCTTTGGGAAAAGAAGA 

AGACATCTTGTTTACTATTTTTTTGGAGAGAGGCTGGGACATGGACAATCACATAATTTG 

GTATTATTACTTCAATCTGACTTGAAGAACCGTTTAAAAATAAAATTTAGCATGTCATAT 

ATTCCTTATAGTAGGCTTATTTCACCTTTTTTCTGTCCAGAGAGAGTATCAGTGAAGAAA 

GATTTTACCGGGTGAAAACATGAATTGGTGGGACTTAAGTAAAGAGNTGAAAAACTACTA 

CAATGTGGGCTACGGNTATTATAAAATGATAGAGATGGAAACTAGAGTAAGTTTATTTTG 

NCTGTTAAACCTGGAAGTGAGCTAGGCATGGGTCACTCACGCCTNGTAATCCCAACACTT 

TTTGGGAGCCCCAAGAACAGGAGGGATCCCTTGAAGTCNCAGGAAGTTTCAAGGACCCAN 

GTCTGGGGCNAACACAAGGGGACCACCCCCANTCTCTGNCCCAAAAAAAAAAAAAAGGAA 
AGG 

Sequence 4631 

CCCTTAGCGTGGTCGCNGCCGAGGTGTCGCTGAGACTCGGGGAGCCATTGACCATCGTCT 
CTGAGGATGGAGACTGGTGGACGGTGCTGTCTGAAGTCTCANGCAGAGAGTNTAACATCC 
CCAGCGTCCACGTGGCCAAAGTCTCCCATGGG 
Sequence 4632 

CCCTTAGC GGCC CGCCCGGGCAGGTACCTTTTATGTAMTTTTGCACAGAAATTTTTGGC 

ATMGTTTATTTTCTTTCAGTTTAGTTCAGTGCATGCACTAATAAAACTGGTTGTTTAAT 

TTAA MGGAAT ATATMGACTTTACCCATGTTATTTTCTTGGTTTTTATTTCAGATGTAG 

ATmGTTTTTGAGGTAAATTCGTTCTTCAGGGATTGAACACTATTGTTAGCAAGTGCCT 

AAAAAAGATGTGAAACAGTTTACATATGTCAACTGTAACAGTAGGTCCCAAAGGCAACTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

300/599 



TAAAGTTCTG GAACCA AGACGGAGGGCGAATATGGGGGCAAATAAAAACAATANGATACC 

TCCTAMACTCTTTTTCATAAGTGTTATTTAAAGCCATCAAACTGTCCAGGTGCAGTGGC 

TTATATCTGTMTCCCAGCACTTTTGGAGTCTGAGGTGGGAGGATTGCTTGAGGCCAGAA 

CTTTGAGACCAGCCTGGGCAACATAGACCCCTGTCCCTTCCNAAA 

Sequence 4633 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATATCTGTATTAGTCGTGGTTCTTGAAAAGG 

ACAGAACTCATAGCATAGATGAGTTTATTAAGGAGTATTGACTCACACGATCACAAGGTG 

AAGTCCCACAATAGGCCATCTGCAAGCTGAGGAGCAAGGAAGCCAGTTCGAGTCCCAAAA 

CCTCAAAAGTGGGGAAGCTGACAGTGCAGCCTTCAGTCTGTGGCTGAAGGTCAGACAGCC 

CCTGGTAAACCATTGGTGTAAGTCCAAGGGTCCAAACATTGAAGAACTTGGAGTCCAATG 

TTCCAGAGCAGGAAGCATCCANCCAGGAAAAAGATGAAGGCCAGAGGACTCAGCAAGTCT 

GTTCTTTCCACTTTCTTCTGCTGCT 

Sequence 4634 

CCCTTTCGAGCGGCCGCCCGGGCAG GTA C I I I I I I I I 11 11 I 1 1 1 1 I I I I INGNTTTTTT 

NIMMMMIIM (MM MINIM I I MM I Mil I ill I II I M I NI | | MM! 

I i m i ii I M i i i ii m M I I I I I II I I GNNGGGGGNNNNTNNNNAAAAAANGGNTAAAA 

NMN TNNN NANGNMAANAAATNNTTTTNNNCNNNCNNNNNNNNNNAAAAAAAAANTTTN 

NNNNTTTTNAAGGGGG GGNAAAAA AAAGGGNANNGGGGGGGNAAAAAAN I I M I M II A A 

AAAAAAAAAAAATAAAA I I I I M II I GGGGAAAAAAAAAAAAA A I I I 1 1 II I I I I I I NTT 

TNAN AAMANANGGGGTTNTNCCCCCCCCTNGGNNAAAANGGAAMANNCNGCCCNTTTT 

1TTTAAAAMAAANGGGG 

1 1 1 I I I I I GNNMANTTTTNAAAAAAAAAMTTTTNTGTAAAAAAMNTTCNCNAMTTT 
GMNAMTTTNGGGGGNn"CCNTNTCAANNAAANNNNGGGNNNCCTTCCNCGGGGAMTTT 
TTTAANNNNGGGGGNNNNNAAAAAAAAAAAA 
Sequence 4635 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I 11 I I I I M I M 1 I I 1 1 1 M I M I M NCCCCT 

GCATTTCTTTGG AGTAATC AGTTATTTTTTTACTATTCCATTTTCTCCTCTA^ 

TCGmTATATTCTTTTTTCATTTANAGGTTGCTCTAAANATTACAMTN 

TGAT TACCACCCGCCTCCAGCCTTTTGTTCTACMGTTGTCGTATTTTTGTTTCCACATA 

TTrTAMTCCCACAAGCCAC MCTATTA TTTTAMCAAGTCAAMTTTGTATTTACTCAC 

ATTTATCCTTACCATTiGNTCATTrrTTTCTC 

T GCMN AAAAAAAAMCTTGCTTTAAATATTCNTTANGNGNCAGCANATTCANCAAATAT 
ATTTTTCNGGAGCTTTAANTTTGGCCTTCATTTTAACTTTANCTMTGGAANGGAN 
TTTAAAATTTAA 
Sequence 4636 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M I 1 1 I M M I II M 1 1 M I M 1 1 ATT AAA 

MTTTANTANTGTTTAT TATAC ACAGTCTTTTAATAAATAAAANAGGACACNTAATAAAG 

ATTCANTTTTCMNTMTTTTTMT1TTCMGNACTAAACAGCCTTMTCTTTGATTGAG 

TTTCTAMATTCTNCACANTATCTTTCANMNAATCTTNMNTTTTAAAAAATNTACATN 

GMTTCTCTTTCCATTTTTGATG 

Sequence 4637 

CCCTTAGCGTGGTCG CGGCC GAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAAAA 

MTCCTGTTGTATTMCTTTTAAAAACAGMTTGTGTTATGTGATCAGTTTTGGGGGTTA 

ACCTTTGCTT AMTT CCTCAGGCTTTGCGATTTAAGGAGGGAGCTGCCTTAAAAAAAAAT 

AMGGCCTTATTTTGCMTTATGGGAGTAAACAATAGTCTAGAGAAGCATTTGGTAAGCT 

TTATCATATATATATTTTTTAAAGAAGAGAAAAACACCTTGAGCCTTAAAACCGGTGCTG 

CTGGGAMCATTTGGCACTCTTTTTAGTGCATTTCCTCCTGCCTTTT 

Sequence 4638 

CCCT TTCGAGC GGCCGCCCGGGCAGGTAC 1 M M 11 II I M M I 11 1 AAATNGGGTTTTT 
GGTCI I II M ICTCAATTAGAAAGGTCTTCGGAAATTAGATATATTGGCCTTTCATCTAT 
GMGTATATTACACATATCTCTCCCMTTTGTTTATCTTTTGACTTTGATTACAGTGTTT 
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T ATTTT CTTTTCAGTCATATAAAATTTTTAT 

CTTTTATTGCTTCTGGACTTTGGTTCGTAGTTAGAGAGCATTTCTTAACACCCGCGTACC 

TCGGCCGCGACCACGCTAAGGG 

Sequence 4639 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACAAGATCCTGTCTCAAAAAAAAAAA 

AAAAATCCTTAAAAAAAAGATGAAAGATACTATAATAACAACAACCAAAATAAAAAACAC 

TTCAGGGTGTTTATTAGCTAAAAAGTATTATCCGTAATACGTTTTATATTAGCCAAAATA 

TMTATTTATCTTATGCTAACAGTACGAGGCAAMTCGTGATTMCMGCTTTGGAAGTT 

TAATACCAGTGAGCTGCGTAAGATTGCTTTAAAAAAAAAAAGCAGTCCTGGCGCATGGCT 

CACCCGGCTTTGGGAGGCCATGGC 

Sequence 4640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAT7TACTGTGGATTCTGTTTMTTTATTGTG 

TATGTGTGGGGAMAGATTGGATTCTAAAATAAAAGTTTACCCTGTGGCAAAAAAAAAAA 

AAA^AAAAAGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCCAACATACCNAGCCCGGAAAGC 

ATAAAAGTGGTAAAAGCC 

Sequence 4641 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCCATCCTGGGTAATGGGAGTG 

AAACCCTGTCTCAAAAGTAATAATAATAATAATAAGGGAACGTTCCAAAACCTCATCTGG 

ACTTGTATTTATCTGMTCTTTTACMTATGACTAAAGTAGTGGNTACCAAATTCTGGCT 

GCATTATTATTATATAGGTGTGTTATTAAAAATNGNGAATTTGCAGCCCGG 

Sequence 4642 

CCCTTAGCGGCCGCCCGGGCAGGTAC J II I II I II I 1 I 1 I II I 11 I I NTNTTNTTAGGGT 

CTGNCTTCMTGAAANTMNGGNTTTANCCTAAGACTTATGTTTAGTATAATGGCTNTGA 

ATGAGTCCCCCTGGCCAGGTGACATCATTTCAAGATGAGACTCATTTTTAGCTCCACTAG 

MCTTGCTTGACGACCTTGAATAAGCTACTTMCCTCTCATTGACTTATTT7TATNTNCT 

GGAAATTGGATATAATAGGTTCANCCTCCCTCATGATGATACTGAAAGATAGTTAACATA 

ATATTTTAAAMTGCTTTAGGACCCCAAGGAACCATGCTGTAAGANAGCCGTTGTATTGG 

MGTCANACCCTA NAQCA CCCTTTGCMCACTTAMTTGNATCATTTATGCACATCTAGA 

TTGACCTCAGTCCATTTTAACTTTAAMGTATCTNTTAMGATTCTTGGGCCAATTTGAA 

ATTACC TTTCCGGA AMNAATCAGTGTNTGATGMGMTTTGCCAACCCTGGANAAAATT 

ACAGGATTTTTTTTAAAMTATCAAGTCCAGAGACCTTTTTAAAAANNNTTTMGGCN^ 

TGGATTTAAAAAATNGGANGAAGCCAAATNGGTAAAATTTT 

Sequence 4643 

TGANGGGATAT CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 I I 1 1 

1 1 I I I I I I I I I IGAGGCAGGGTGTTGCTCANTCACCCAGGCTAGAGAGCAGTGGCNCCAT 

CTCGGCTCACTGCAGTCTCAAACCCCTGGGCTCAGGCGATCCTCCCACCTCANCCCCCCA 

AGTMNCTGGGATTACAGGCATGCACCACCATGTCCAGCTMTTTTTGTAGAGATGGGGG 

TTTCACCGTGTTACCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCTCACCTTG 

GCCTCCCAAAGTGCTGGGATTACAGATGTGTGCCACCTTGCCCAGCCAGATTTTATGACT 

GCTGNATACTTTTGTGAGTCAGTTTTCCACAAGCAAGACATGATGATTACCCCAATATGA 

GTTTCATTATTTMTTAGMCTTGTTMTAGATGTAGGANANAANAGTCTTTGTTCCCAA 

AAGGGTAGAATAAACTGACTATNTTCATATCCCAACTANGTTAAAGGAAGAAGCTGGTTC 

TGCATACTGGMGCTTTTGGGCAAGTTGGTTCCAACTCGAAGTATTAGGGAANNANGAAG 

AGAGATNAGCCGTTTCTACCTAAAAGTCATTTTTTA 

Sequence 4644 

TATCTGCAGAATTCGCCCTTTCGAGCGGTCGCCCGGGCAGGTACCCNAAAAGAMGGAAG 
CTTMGTAATGAMGGATTGCTGCCAAMTCCTGTTTCCCCTTGCAGATCTTACAGAAAA 
CAGCCACAGAATCCCAAGGCATCAGCACCAAAGAGAGCCTGTANAAACTATCTGGTCTAA 
AGCTNCTTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACANGCCTCTTAACAG 
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TCCACTGNTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGA 
Sequence 4645 

CCCTTCGAGCGGCCGCCGGGCAGGTA C I 1 1 1 1 1 II I I I I II I I I I I 1 1 I I I AAACTCTGA 

TCGTTGNGGTGGTCTGAAMTATACCCACACATTTTTTGATATTTCTCCCCTCAGGGGTG 

GAGCCTAATTCCTCCCTCCCTGAGTATGGGCTANATTTAGTGAC7TG7TTCTAAC7TGCA 

NAA GTGACAG AGTGCACCTATAGAGACTAAGTCAGAAAAGACATTGGGGCTTCTTTTCGC 

TCTCi iiim iGGGATACTCGGGAAAAGCCCAGCTACCATTTNATGGGAACACTCAAGTA 

TNTTCTATGGAAAANTNCNTGTGGCAAGGGAGCCAAGGCCATGAGTTGAGGGAGCTAAGG 

CCTNNTGCCAANAGCCACNTGAGTGGGCACAAAAATGGGT 

Sequence 4646 

CCCTTAGCGTG GTCGC GGCCGAGGTACCTTCAAACTAGAGACCAAAACTGGGCACTTACA 

ATGAAAAGGCAATTTTCTTATCCAGCTATAATCCTAAATAAGGCAGGATATATCCACCAA 

ATTACCCACAAAATTCAGCAAAGTAAAATAGCTCATGGGAAAACATAAGCTGGAAAAATA 

CTAATAAAAAAACTGAATTACTTCGAAGTAGTCATCTGAATATTCACAGACTTGTT7TCA 

TTTACAAATGTAAGTCAAAAMGTCTCCTCATCTTTCTAACCACTACGAGGATTAAGGAT 

TTMGTTATTCACTAAGTTMTCATGAAAAAAATAGAAMCATTTTAATTCTAAATTTGT 

ATACACAACAGCTAAAAGACACAAGGCTGGGGAAATTTATTACCAGGGAGAAAAATCAAT 

TGAAAGAAAAAAAA 

Sequence 4647 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCACCATTTAATAGGGTAAAGAAGANAAACCA 

CGTGATTATAGCAGTTGATGCANAAAAACCATTTGACAGAATTCAACACCCATACATATT 

TAAAAACTCTCAGAAAAATAGGAATTGAGGAGGACTTCCTCAACTTGTTAAAGAGCACGT 

GAACACACACCAAAAAAAACCCCACAACTAATGTTATACTTAAGGGCAAAAGGTCGAAGG 

CCTTGTTCCTTAGATTAGGAACAAAGCAGTAATGTCTCTTCTCAACATTAATCAACATAT 

TGATGGGAAGTTCTAGCCAGTGCAGTAAAGCCTAAAANAAAANAAAAAAGGAAAAGGCNT 

ACAACTAAGNAAAGGAAGGAAATAAAAA 

Sequence 4646 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGACCACACTGAATCTCCCCTCCTCACAGT 

TGCCATGTANACCCCTTGAAGAGGGGGGGGGCCTAGGGAGCCGCACCTTGTCATGTACTT 

GCACAAAAMMCAAGCAGTTATTACTATTTAMATTCTATTCCTTCACCCAGTTTTCTC 

ACtCAAGTAGAAACTCATGAATATCTGTGATTTTGGCTATAGGACCAGGCCACAANGAAA 

GGGCTGAAAATATNTCTAAMGTTAGGGAAAAAGTGTTTTCTTTGAGACTTTGAAANGCA 
GT 

Sequence 4649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACATGTCCTGGCTGCACAGCTGCTTCATT 

CCTCTAGTGCCTCCCAAGATCAGGGCAGGCCGTGTTGCCCTCTGGACTTCCAAGGGGGAA 

GTGAGTTACTGGCCCAAGTCACTCACTCATCAAGAACACTGAAGCCAGGTCTGCTGACTC 

CAGGGAGAGCCTTGTAGATTGTGAGGACCGAATGCATATAAAGTCCTTAGTCAACACCAG 

CACATGGTAGGTGCTAACACATGTTGGCTACTATTGTTTCTAAGAGAGGGTTTTCTTGAA 

TGGAAAGAAAGGAGAAAAGACAGAGAGGAAGTCAGGAATGTCACAGAGACACTTTCTGGG 

GCACACAGGTGAGCAAGCACAGAGAGCAGAGCTGCCCAGGCCAGCTGCTGACTTCATTCC 

GTGTGTCCTCCAAGGGCACTTTTAGG 

Sequence 4650 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 1 I I 1 1 1 1 I I I I 1 1 1 1 1 I I I GGAGATGG 

AGGTTTGCTCTTGTTGCTCAGGCCGGAGTGCAGTGGCGTGATCTCGGTTCACTGCAACCT 

CCGCCTCCTGGGCTCAAGTGATTCTTCTGCCTCAGCCTCCTGAGGAGCTGGGATTACAGG 

CGCATGCCACCACGCCTGGCTAATTTTCATATTTTTAGTAGGGACAGGGTTTCACCATGC 

TGGCCAGGCTGGCCTCGAACTCCTGACCTCAGGTGATCCACCGGCCTGGGCCTCCCAAAG 

TGCTGGGATTACAGGTGTGAGCCACGTGCCTGGCCACTTTTCTTTTTTTTATTTTTAAAA 

AmAGTTGTATMTACCMATTCTTCACTTGTCTTTTMCTGAMCCTTTCCCAATTTG 

TGCTTTTAAAGGCATTTGAAGATAAAAAGGGTATGTAGTCAAAATGGAAATTTGAG 
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Sequence 4651 

CCCT TAGCGTGGTCGCGGC CGAGGTACTGGGATTACGCGTGAGCTACTGCACCCGGCTGA 

GTGAI I 1 1 1 1 I I 1 1 I I I I I | IAAGATAGAGAAAGTCCCTCATACTGAGGAGCCTTGCAGT 

TGAGAGAGAACAAAA TTCCA ATTNGAGGGATCAAGGAATTTTGAGGGAGGCAGCNTGCTT 

GCAGTGTTCCTAGGATTTTTACAGGAACTACAATAGAAAGTTAGGGATGAMTTATATTG 

AAAGGGGAAAGCT GGACT GCTCAGGTTTGGAGGTCATGGGGAATTCCAGGATTCAGTATG 

TGGTTGCTCTCTTATTTTTAACTTCTGCTTAGCAGTAAAACCACATCCTTCCTTCTTCCT 

GAAAGTAAATGTTTAACTTCCTCTCCCTGCAGCATTACACTCTATTGTNATGGGAAG 
Sequence 4652 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAAGCCTCAAAATACTTGAACTAGAAGCCATCT 

CTTAAAGTTAAAAGTAAGAAGCTCCAGGAAAAATAAAGATTGCATAGTAAAAAGGGATAG 

ATGGCAGGATTAATTCAACTCAAGAAATATTTATCAAATGTCTACTCTGGTCAGGTGCTG 

TGTTAGCAGCCAGCTTCCCTAAAGGGAGGAAAGGCTAGACACGAGGACATTGAGGATTGT 

TTATTTAAAGTCACTCATAGGCATGCCATAATGGATTTATTAAGGGGAAATTGGGGTTTC 

TGTGAATCTTTACAGGACCATAGCCATGGAGACAATCACTATGTTTAAGTAAGTTTGCTG 

TTTTCCCMTTGGGCTTCAGTTTTCCTGAGACAAAAAAAGTGAGGGAANTTTGGGATTAA 
ATT 

Sequence 4653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTACATGTTTTACTTTCCAAGTTCCAAC 

CTA ACTACTTATAA ACTTGCAAGTAGTTATGAATTGTGGGTTACCTATAGTCAAATAGTA 

GGGI 1 1 1 1 1 1 I I I ICAGTCAATTGGAAATGAAAGGGCAGGTATTGGCAAGGCTTCGGGAC 

TAATTTAATGCCATTAGGAAAGCACAAGATAATGTAAGGGGCTAAAAGCCTCAAAAAAAA 

AAAAAAGGTGAAATGAGGAGTTGTTGCTGATTGGTGCAGGAACCCTGAAAGATGGCACCT 

GAAAACTCAAATTA 

Sequence 4654 

CCCTTAGCGTGGTCGCGGC CGAG GTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAAACTGCATGGTrTGAGTTTTGATTTGAGGTTTTACGTGTTGGCATGCATTCAGGGG 

CTTNNTGTCCCCTTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGA 

GCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCNCAAGTGTGTTTATGGGAAGTTGT 

GCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCAT 

AGACTAATAAGTCTAATAGTTCTATGGCCTTTAGTCATACTAGTGCACATGCCTGAGCCC 

CACTCACCTGTGAACCCC 

Sequence 4655 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACMGGCATGATGAGTCCTTTTGCTTTTAGGCT 

TT TGACT TCTGGTTTTAGACTTTCTTTAGCTTCTGTTGTTAGACMCATTGTGCAAGCTT 

GGi 1 1 1 1 ATAA GTTTG CATGGATTAAACTGAACTTAATGAAATTGTCCCTCCCCCCAAAT 

TCTCAGCACMTTTTTAGGCCCGCAAGGAGTCAAGCACCTCAAGGAGATCTTCAGTTTGA 

ACTTGGTGTAGACACAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTACTTA 

AGAAAGAGAG 

Sequence 4656 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGTGTGATCTCAGCTCACTGCAACCTCC 

GCCTCCCAGGTTCAAGCGATT CTCC TGCCTCAGCCTCCCGAGTAGTTGGGATTACAGGCA 

TGTGCCACCACCCCTGGCTAATTTTGTATTTTTAGTGGAGCCGGGGTNTCTTCATGTTGG 

TCAGGCTGGTCTTAAACTCCCGACCTCAAGTGATCTGCCCGCCTNGGCCTCCCAAAGTGC 

TGGGATTACAGGCGTGAGCCATTGCACCTGTCCCTTGCCAGTGTGTTNTTAAAATAGGTT 

TAGGGGGTTGNGAAAAGATGCAGTGAGCCATTAATTCTNCTTTAGCAAGGTAGTCTCTTA 

AAAATTGATGTTGGATTTTAAAAAATATACCA 

Sequence 4657 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATAACATCATAAATAACATAAATGAGAAGT 
TTTCM GTATTTCAATGTGCCTT GAAAAGTTTCAAACAGTAATTCTCACAATTGGTTAGA 
CAATCAI 1 1 1 I I I ICTTTTCTTTTCCTCTCATTTAGTCTCAGAGCCTAAAAAGAAATGCC 
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TCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAAATTAACAAGATTCTACCTTAAMGAG 
AAMCTTATGTGGGCTTTTCAAATTGTGAAAATTTGTTCCCTCTTATAAAATATAATCTT 
TCCCCTGCTGCTGGTTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAAC 
AACCAACCACAATAAACTAAGGAGCCTCATCTGATGGCTAAGGTTCTCAGGAAAAAATGA 

GAAGAGCACCTTGATCAGGAAAGGAAAAAAGGATAGAGGATAAAAACAGTAACCTTTAAC 
TTCTA 

Sequence 4658 

CCCTT TCGAGCGGCCCGCCCGGGCAGGTACGCGGGCMCATTCATATTTATTAAAGAAAT 

ATTTT AGAGTGGAGCTGAGMGACTTTCTGTMGAAATCTTTAAAGCAGCAAAATAAGTG 

ATTTTGCCAGT MCTTT CACCTGTAGMGTCAGMTAACCAAGCACAGATCTTTTTTCAA 

ACmCTATGATATTTTGACmGCTTCCATCCTTTCTATTGCTTAGTCTAGAGAmA^ 

GTATTACTTCTMTAATAGTCATTTACATTATTTATGTTGCTAATCTCTTGATGACAAGA 

CCTCTACATGTGTCTTGGAAATAAAATCAAATGGCTCTGTGCTTCATATAGAGACTAATT 

TCTAAGACATAAATAAAAGGGAATGGACAAAGGTTGTCAAACAATAGCCAGGTAGTTCTT 

T GCTGA GGAMNGGAACCATTGCTGMTGCTTTTGANAATGCTCTTGGAATATTAAGGAA 

M TTTTNA TTTAT CACCAA AATCTTTMTTMGTTTMGGATCNCNMMTTGGATTTAA 

GGTTTT TAAAAMTTTTTTGGAAGNGGACAAAMTTCCCCATATTCCT^ 

I I 1 1 I II I IAAATC 

Sequence 4659 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCAGAATATCCTTAAGAAGCAGGAAGGAAAC 

MGTTTTCCTCTTCCCACTTCCAAGACTGAGAMGAGTCCAGATGAGCTGGTTTGCCCM 

GCAATTCTTATCACCAGATACTCCGTTATTAMCGTGTCTCCTGCCTTCTTTGAAAGCAA 

CAGGAGAAATGAAGCATAGGAAAGTCTGCAAGCTAACAGTGTATCACCTAGGAGGCTTGT 

ATATAAATATGAAGCTCTGCAAAATGTAGTTATAATGAAAGGCACTTCCTA7TACCAGCT 

CCCTAACTCTTTTTAA 

Sequence 4660 

CGCCCGGGCAGGTACC I I I I I I I I I I I I I I I I I I GTGTTG GTTG GTTG GTTG GTTGTTTT 

TMGAGATGGGGTTTCTGCGGGTGCGGTAGCTTACAACTGTAATCCCAGCAGTTTGGGAG 

GCTGTGGC CGGG TGGATCACCTAAGTTCANGAGGTCGAGACCACCTGGCCAGCACGGAGA 

MCCNTATCTTTTGCTAAAAATAAAAAAATTAGCCNGTCATGGGTNGCCGCATACCCTGT 

AATCCCAGCTACTTCAGGANGCTGAGCAGGGAAAAATNACTTTGAACTTTGGGGAAGGGG 

GAAGGGTTGCAGTNAGCCCNAAAATTGCCGCCATTTGCACTTCCANNCCTGTGCAACAAN 

AAGCCCTTNGCACAAAGANCNAATACTTCCATCTTNA 

Sequence 4661 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTGTAAATAGTAGATATAAAAAGGGAAGA 

GTGATTTAGAGCAAGGATTGAAGAAAGGAGTCCTTGTAAGTGGAATTGGTTTCATATGGC 

ATTCTAATGACACAGGAAAATGTGTTCTCGCCCCATTGACTTGCATACCAGTAAGAGTCT 

TGCCTTTGATTAACTGAAGCTAATCTGGGTGCAGGGAGGTGGTGGACAGTGAATAAAGTC 

ATCTCTTCTCTTCCTCCAAGACACACCAGTGTCAACATGGGAACAGCAATGCCATAATCT 

TCTTCCCMCTCACAACTTTCAAATAGTAGTTAAGCTTGACTAATTCAAACTCAAAAAAA 

AAAAAAAAAAAAAAAGTACCTGCCCGGGCG 

Sequence 4662 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGAGGGTTAGACCTACTTCTGTGTCAGGTAG 

CACCCAAATCCTAACATCTATTTTGGAGACCTGTCTGTGCCTCTTCATGCTCACACCATT 

GTTCTGATAGAT GATGCC AGTGGAACTTCCAAAGAAGCATTCCACCTGATCTTCACCACC 

CTCTTTGATCCTCTTTTTAMTCTGTGTGTGGMGGCMCTGCMTATAGAGGATTTGGA 

AGGTTGTCTGTTTCTGTTGTCTGGGGAAATGATAAAAAAAAAAAAAAAAAGAGAGAGATG 

TGAAAAAGGAAAAAGATGGACCAG 

Sequence 4663 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGTCTTCATTTTGAAGGCTTCCATAGTTA 
TATAAAACGATGATTAAATAAACGTGCTATGCTTCTCGCTTGTTAACCTGCCTTATTATA 
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6CCGTGTCAGCTGTGACCCTTTTGATAGGAAGGAAAGAGATCACACTATTTCTGCCCTTA 

TAGTTCTGATGATGAAGATGGGATGTCTGAAGCACCTGACTCACCTATTGATGAGGTCCT 

GGGACAACTGATAAAGAGCTGGCAAATAAAGGTAAGAATTTTTACCAAGGTGAGTTCTGA 

ATCTCTGCCTGTAGTTTCTGGTCAAGAACTAAAGGTAAAAATTTATCTTTATATCTTACT 

TTCCAMTGCAGGTCAGCAGGAGATCATTTGTTTGAACTGTTCTCTTATGTAAATTTGGA 

TTTCAGGGACTCATTTGTTATTGATCCTTTCCCTTCAACGAACAGCTGTCATTTTCCTGT 

TTTGTGTCCTGAGAACCCAACTTGGCTTGCTGCCTGTCANGACACACTTTGGTGTGTGAA 

NGGGGCTAAACAAATGTTGGAGGCTCCCATTAAAAGCTTACATATTGCCTATTGCCAGCT 

CTTCAAGGCATCTAAATCTTTCTTTCTTTT 

Sequence 4664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGGCTGAAAAAAAGAGTCACAAGTGGCTG 
AGACACTGCTCCATACAGGACTCATGTGTGGTCATTGCCCACCCAATCTTATGACTCCAT 
CATCTTGGGACCTGGAACAMCATGACTTTTTTTGATCGATATTTTGTCCTCGGTGTTTT 
TCAAGGTCTGATGTTGGAGCCCTGTGGCCCACCCTCCCTTCTCCACCAGCATGTTGGTTT 

GAAAAGGATAGGGAATTTAGAAACAGTTCTGTACCTCGGCCGCGACCACGCTMGGG 
Sequence 4665 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACGGCCACAGCCCCTGCCCGGGTTTAACT 

TACATATATACAGAGTGGGCGGGGCAGGCATGGCCACAGAGGTGGTATTACAAAATATAC 

AMGTGGTTTCTTTCTTTACATTTCATAGAAGAAGCCTGCCTCATTTCCAAATGAGAGCA 

CTAGAAGCACAAATCATGCAGACCATTTACTATATAACTTATGAAAAATGCTGTACTGGG 

ACAGCGCCCGCCAAGATCCAGGCCATGGAGGCTAACGTGCAGCTGAGCTTTGACAAGCAC 

TGTGATCCAAAGCAGCCTAATTACTGGCCGGTCATCCCCCCGAAGTTCTGAGCTCGGGGC 

ACAGGGCACCCAGCCTCTTrCCTCTTCCTTTTTGGATACCGCGCCTCTTCATCTCTCCTT 

TCTGTA 

Sequence 4666 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACTTTNNNTTNTTTNNrrNNTNTTTTTGAMMGTAGTTAGCATTTAATGAAACTC 

CCTCCATGTGGCTTCAAGCCACCAGGACACAGGCCCCCCCAACACTNTTAATCTTCTCCT 

CAGCTCTTCTGCTGAAAMTTTGGCCTTCACGATGACAGGCTGCTTTGGGAGCTTTCCCT 

TTCCCANAACTTTATAAGTAGCCCCGATCGCACCACATNAATGGATGGGGAAGCCAGCCC 
Sequence 4667 

CCCTTAGCGTGGTCGCGGCCGAGGTACNGANCNATACAANNNANTNTTCTCCTGTNATCC 
TAACAAAAACCCTATATTTGNTTTATCCCCATTTCAAAATGGGAACTAAGTACATATAGA 
GTGNAACTNGCCCCANATACACACTTCTAATCATGAAACCTATATA 
Sequence 4668 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAACGCAGAGTCCCGGGAAGCAGTGGTAACAAC 

GCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGC 

AGAGTCCC GGGAAGCAGTGGTAA CAACGCANAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCTTNN 1 1 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 CAAAAATAAACACTNTCACTAACC 

ATNTGGTNTCCTATGATTCCTGAAAATAAAATCTATTTNTAGGAACAATTTAAACCGTAA 

AAAAACTTCACTGNGTCATGAATTAAACTTTCCTATTTTTT 

Sequence 4669 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTAATGGAAACAACTTGACCAAAAATTTGT 
CACAGAATTTTGAGACCCATTAAAAAAGTTAAATGAGAAAAAAAAAAAAAAAAAAAGTAC 
CTGCCCGGGCGGCCGCTAAGGG 
Sequence 4670 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGAATAGTGGTATAAGTAGAAATTCTCG 
TCCTGTTTTCA AACTT GCAGATAMGCCCCTAGTCATTCACCATTAAGTATATTAGCTTT 
TGGTGTGGAGTTTTTCATCTTGGCTCACTGCAGCCTCAACCTCTTAAGCTCAAGTGATCC 
TCCCACCTTAACTGCCTGAGTAGTTGGGACAATAGGCATGCACCACCATGCCCAGATAAT 
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1 1 1 1 1 1 I l IMTATTTTGTAAAGATGGGGATTCCCTATATTGTCCAGAATGGTCTTGAAC 

TCCTGGCTTTATGCAGTCTTTCCA CCTCA GCCTCCCAAAGTTCTGGGTTACAGGTGTGAG 

CCACTGCGCCNGGCCMTTTTGGTTTTTCATGGANGACTTTTAACAGGTCTCAAAAAGTT 

T TCTTC TMTMGNTTTCTTNGGNGGTCTAATCATTCATAGGNNGTTGGAATTTACCAAA 

CTTTTTCTATTTCMGTWTTACATTTTTTACCTTTGGTCMGTMTATTGTNTrCATATTA 

AA AGGAA CATTGGATTGNGAAAAAACCCTGCTTAATCATTGGGATGGAAATATCCTTATN 

CCI I 1 1 I GGAATTCTTTT 

Sequence 4671 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGCCACTTTCATACCTGCCTACTATTATGG 

ACTGCAGAGTAATGTGGCCTATATCAATTTTTTCAGGATTGTTCTTTTGTTTGTTGTTTT 

TTTCATCCCTTCCTCCCCCATATTTTCTCTTCACAGGACATGAGACTTCACAACCTGCTA 

AAAATGAACTTTCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGTCAG 

ATGACCTTTCCTGAGACCGGAGACTCATTCTGTTGTAAAAATGCTTTCTCCAAAGATGTT 

AAAAAAGAAAAGGGGAAAATGTGAAAGAAAAATATCTTGGGTCCCTTCAA 

Sequence 4672 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAATTTCAGTCCTGGCTCTGCCACTTAGCCGA 

ATATCTGACCTTGAGCAAGGCACTTAACTTTGCTGGACCTTGGGTTTCTCATCTTTAAAA 

TGGAGATAATTTCATCTTCTTATGATGGATCTCTTCAGAGAAGTAAGAATAATGAAGATT 

TTAAATCATCCCAATATAGTGAAGTTATTCGAAGTCATTGAAACTGAAAAAACACTCTAC 

CTAATCATGGAATATGCAAGTGGAGGTGAAGTATTTGACTATTTGGTTGCACATGGCAGG 

ATGAAGGAAAAAGAAGC 

Sequence 4673 

CCCTTTCGAGCGGCCC(XGGGCAGGTACACACATTTTTTAATTTATAAAATAAATACTGC 

CAGGTGGCTACTTAAAAAAAAAGAAAAGAAAAGAAAAGGCCAGGCGCAGTGGTTCACGCC 

TGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACCTGAGGTCGGGAGTTCGAG 

ACCAGCCTGACCAACATGGAGAAACCCCATCTCCTTACTAAAAATACAAAATTAGCTGGG 

CATGGTGGCGCATGTCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGAATCGCTTG 

AACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCCCACCATTGCACTCCAGCCTGGGCA 

ACAAGAGTGAAACTCCGTCTCAAAAAAAAAAAAAAAAGGTAAATTAGGTTAAAAGAAAAA 

AAGTGTTATGGTGGAAGTGGAGTAGGGTGCCATTTTAGTTAGGGTAGTCTGGGAAGGCCT 

CTCTGAGGAGGAGCTATTTGAATAGAGACCCGAATGAAGGCTGGGA 

Sequence 4674 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTNTTTTTTNTN I I I 1 1 I I I NNGTGCAGAA 

MAM7TTATTGGAMTCCCTTGMTACATTTTNGAAGTTGTAGCTNGGTATTTNCAAAC 

AAAGTAGGTTGGANAGGTTGGAGGANGAGGAGGGACTCTGACACCTGGANACAAACAGNT 

GGTCCCANCCTGTCCCGGGGGTGCTNCAGGAGTCAGNTNTAGGGCTCATTCCTTTTCATG 

GCATNGNCNTGAGGGGCAAGGGGCTGGCNCTTAAACAGTTGCTTTAACTTTNTCCCAAAG 

CTCAANCTNAAAAGTCATGGCTGAAGACTNTTNACAGATGGANGCCCCTGGTNAAAGGCT 

NCTNCCACCTGTAANATGCCAAAANAATTGCTGCCTCANACAATGGCTAGGCCTTTTCAT 

GCCAAGGCCTTGGAAAAGAAAACAATCTCTGAAAATATTGGGGGGCATTTAATAACNTTT 

ACCAGGGGGGCN 

Sequence 4675 

CCCTTTGCGGCCGCCCGGGCAGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAACCTGG 

CCAATATGGTGAAACCCCATCTCCACTAAAAATCTAAAAATTAGCTGGGCATGGTGGTGC 

ACACCTGTAATCCCAGCTACCTGGGAGGCTGAGACAGAGAATAGCTTGAACCTGAGAGGC 

GGAGGTTGCAGTGAGTTGGATTGGCATCACTGCACTCCAGCCGGGCAATAGAGCAAGATT 

CGTCTCAAGAAAGAAAAGAAAAGTGAAATTTCTAAATGAAAAATGCTTGACTATATTTGT 

CTTGTGGGMTTATCGTCMTAATAAGMGCTTTTTGAGTGCTTATTATGTTCCAGGCTT 

ATACATMTTACTCATTTAGTGCACACAACCACTATNTTMGCTGTCTATTTTTATCATC 

ATTTTTACCGGATTTGAGAAAATANGGGCTGGGCACGGTGGCTTATGCCTGTAATTCCCA 

GTGCTTTAGGAGGCTNNCTTGAGCTCAGGAAGTTTCCAGACCCACCCTTGGGCAACCATA 
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GCCAAATACCCCTTNTTCTACCAAAAAATTACCAAAA 
Sequence 4676 

CCCTTTCGAGCGGCCGCCC GGGCAGGTA C I I 1 1 M 1 1 1 1 1 1 1 I I 1 1 I 1 1 1 I I I I 1 1 1 1 I | 
1 1 1 1 " I I 1 1 I I 1 1 1 1 1 I 1 1 1 1 I I I 1 1 1 1 | | 1 1 1 1 1 1 1 1 | | ) 1 1 1 1 1 1 1 1 1 | | | NNNTTT 

1 " NTNNI I I I 1 1 1 1 I I I INNNTNNAAAANAANGGNNAAAAAAAAA 

MAAMNmANTTTATTCTTGTNTTNrTTTTTNCTAATCCTNCTGGNANAAACAAAAATT 
G ANTNTN ATCACAATNTGG N AANG NAATN AAAAACAACCNTTATN ATNTNNGATNAACCC 
TTTNTTAANTNAGNAAGGGAAAACMTMTACAAATTATTN^NTTNCTTTANTNNANCC 
CTTAATTTAAAAAAAAAAAAAAANNCNNNNNNNTTNNNATNGNTNGGNGNNGGNNAGGGN 
GNGGCAAANAAAAAAAAAAAAAAAAAAAAAAANNNTTTNNNANNTNTTTNNNNNNNNNNN 

NNNNAAANNNANNNNNNNNNNGNGNNNNNNNAAAAAAAAAAAAANNNNNCNNCTTTTTTT 

NANAAAAAAAAAAAAA 

Sequence 4677 

CCCT TTCGAGCGGCCGCCCGGGCA GGTA C 1 1 1 1 I I I I I I I I 1 1 I 1 1 I I I 1 1 1 IGTTTTNT 
TTTTNI I I 1 1 I 1 1 1 1 I I I INI I I I I I I I CATGTTGGGGGGGNANCAAAAANGATGTTTNT 

TTCACCTGGNTGCNGGGGGGCTNATTTNNAAAAAAAAGTNAGNGAANAGAAANAAGGGGG 

GGGCTNTTTTANAGGATTTGGGNNGGNAAANNAAAA 

Sequence 4678 

CCCTTAGCGTGGTC GCGGCCGAGGTA C 1 1 I 1 1 1 1 I 1 1 I 1 1 1 I 1 1 1 1 1 I 1 1 1 NAATTTTTT 

1111 "IHII I IIIII I I IU I IHM I HI I I I M I N I M I MIN I III 
l I I I I AAAAAAAAAAAAA I 1 1 I I NNTTAAAAAAAACNAANCANAAAAAAA I I I I I I 1 1 1 I 
TTTTNNNNNGNAAATNAANAAAAAAAAANACNNNN I I I I 1 1 I I I I 1 1 I I ANCAAAAAAAA 
AAAAANTATNNNANCCAACAA I I 1 1 I I I I GTCTTAGCTNTTTNNNTTNTAAAANNNCNGN 
NGNNNTTNAAANTTN NCNAC TCNATCAAAAAMCAAAGCTGNTTTTTNNGNGNAATTNTT 
MTAAAAAAAMAAANTTTTTGTANNAAAAACCCCNCCNCCNTTTTTAAA 
Sequence 4679 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTATGATAGATTATTTTCTATTTGCTGTGGG 

AATTTAAATGTAAAATAAATACAAAATACATGTGTGGTTTAATGAACACTCAATGAAGCA 

CCCGCGTACCTAAATGAACCAAACTATGAGGCTCTGATTAGTATTCAGATTGGAATAATG 

GAACAAACCATTGCTGTTTTAGATAAGATGCACAAAAAGAATGTGGAAAACTGCAAGAAA 

CTACTCAAAAAACTTGGAAAGTTCAGCAATCAAAAAGATATAGCAAATTATGCCCTAAGC 

TGCAATCTACGAGAAGAGTTGGTAGCTGTCTCAGAGAGAAAAGACATCTGTAATGCAATG 

GGGTCTAAACTGACTTGTGAAAAGATTGGTCAAAGAACGGTATTGAAAACATGGATGCAA 

CCAGCAGAAGTTAACAAATATTTCAAAACCACCAAGCTGGNCCANGATTTCAATACTACN 

AGACTGGAGTTTGGAAGGATTTAGMTGGAMCCTTTTCCCCTCTTTGGTTNCAAATGTA 

MMCCCCTGGNGGGAAMCCCCAAGGGCCCAATTCCAATCATTTTAAAAAATCATTTTC 

NTTTNGGGNAAAAA TGNAT TTCCTTTTCNTTCTTACTGGGAAAATNGAAANANCATTGTN 

CN TTGGGG TGGCTGTTTTAAMTNAAAAAATTGTTTMTTTTANNCCTTANTTTGGTTCC 

CAATTTTTGGNCCTGGCCTGAAATAAAAGGTGNGAAAATNCCCAAAANAAAAAAAAAAAA 
AA 

Sequence 4680 

GCGAATTGGGCCCTCTTATTGCTNGCTCGNCGGCCGCCAGTGTGAGGATATCTGCANAAT 
CGCCCTTGACGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 I I I 1 1 1 I 1 1 I I I I I 1 1 1 I 1 1 1 1 1 1 I 

'"""'II I i i 1 1 1 1 1 I I 1 1 I I 1 1 1 1 I I 1 1 1 I I I 1 1 1 1 1 I I I 1 1 1 I 1 1 I 1 1 1 1 

TNN NCCCCCCCCCCCCCNN NNTTTTTTNNNNNNNNNNNAANANCCCCCCCCNNNAAAAAA 
AAAN1 I I I I I I I 1 1 1 I I 1 1 I INGNAAAAAAAAAAAAAAAAAAAAGNN I I I I I 1 1 I I I I M 
NNAAAAAAGGGGGGGGGNN1 I I I I I I I I NAAAAAAAAAN T1 1 1 I 1 1 1 I I I I 1 1 I I I I NAN 
NCCCCCCNAAAAAAAAA 
Sequence 4681 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGAAGAGTTTGCA 
CTTCGAGATCAAGAGAAGTATCTGTATCGATATCCTGGTGGGGAGTCATACCAGGACCTG 
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GTGCAGCGGCTGGAGCCTGTCATCATGGAGCTGGAACGTCAGGGCAATGTCCTCGTCATC 

TCCCACCAGGCTGTCATGCGCTGCCTCCTGGCCTACTTCTTGGATAAGGGCGCAGATGAG 

CTACCATACTTGAGATGCCCTCTCCATACCATCTTCAAACTTACTCCTGTGGCCTATGGG 

TGCAAAGTGGAAACAATTAAACTTAACGTGGAGGCTGTGAACACGCACCGTGACAAGCCA 

ACTGCAGCAGAGACCACACTGGCTGTGCGCAGACGCCCCTCCGCAGCGTCCCTCATGTTG 

CCTTGCTAATGATGTGGATGTTCAGGCCTCACCTCTCAAACGACTGGGATCTACTGAAAA 

GCTTGGGATGTCAGCTTCACAGAGGCTAGAACAGGAAAGTTAAGTGGGAACTGGACTTTG 

GGGGCCACCAAAACGAGGCCTGGAGAAACGTCACCATATTTCCTCCCCCCTGCCTA 
Sequence 4682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGTGAGACCTTGAT 

TAAGACAAAACAAAACAAAAACAAAACANAAAAAACAAACACAAGGTGACTTTTAAGTTG 

AAGAGCAAG CACTTG CCATTTGAGCCTTAGCCAGAACTATAAACTGGTAATGGTGGGTGA 

NGGTCATTCCTTTTTCCATATTNNCTTCTTCTTCACAGAGGTTGNrrTTTTTNAGAAAACT 

TAGAGAAAACCACCCANGTGTTGACTTTTAGTAACCTTCTATGATCNGTAACTAGCTAGT 

AGAATTMTTGGCCNTTTNATNTTTTTTAMGGGNTTTTTTT 

Sequence 4683 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGAAAGTCATTTTTCTAAAGAGCATTAACA 

T TTCA AATAAGCAAATTTTATTTAGAGATGTAAACATGTAAACATTAAAAACTCAACTAA 

ATTTTATCTTTATTATGATGGTCGCTGATTTAAACTATTAATGAAAATATGTCATGTCAG 

AGATATAAAGAAGAATATATCACCCAGATAGTAACATGCAATTAATTTCCATTTGATTAA 

TATAATTGGTGATTTAACACACATACATATACCCGCGTACCTCGGCCGCGACCACGCTAA 
GGG 

Sequence 4684 

CCCTTTCGAGCGGCCGCCCGG GCAGGTACTTTTTTGG I I 1 1 1 1 1 1 1 1 1 I I I 1 1 I NATTTT 
MIIMIIIIM I I III! II II I I III II IM A I III I I I I MI NI I I I II II INNTTTT 
" " ' I ' ? llTT N AAAAAAAAAAAAAT I I I 1 1 I 1 1 1 NAAAAATTTTNNNNCCAAA 
AAl 1 1 1 1 1 n I NAAAAAAAANATTMNAATTTTCNNTTTTNAANCNGGCCNNTTTTTAAA 
AAAAAAAAANI I I I I I 1 1 1 I NTCCNCTNCNNCMANACTTTTTAAAAATTTTTTTCNCGG 
GGGNNAA AAAAA AAAAAANCCCCCNNGGGGTAAACCNAAAANNTTTTNTAAAACNGGAAA 
AmivrrTTCTmNGGNGGAAANCCCTTTTTNGGGAAANNTAAAAAACAAANGGNGGGGT 
TTNTNTNNNGNTN NCNAT TNTNGTCAAAAAAGGNGGGNAAAAAAANNAAAAAAATTTTNC 
NGGTNGAAAAAAA I I 1 1 I NCCCCCTAAATATCCCAAAAAAATAAAMGNNGGNANAAATA 
AAANNAAAACC CGGGNG GGNCTNTNTTTGGGGGCNCAACCNCNCTNTNTTTNGGTNGGGN 
ANMCNCCCCNTTTTTTAANGAGAAAAAACTTNTNTNTCNCNTTTTAANANAAANTACCC 
MCCCCGGGGGAMNNGGGTTTTTNANTTNNGGCCTTTTTThfTTTCTTAAAAAA 
Sequence 4685 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATCTCATTTGACTCTTGAAATAACCCT 

CTGAGGTATGCTAGAAGGGCATCCTTATCCCTGTTTTGCAGATGAGCAAACTGAAGTGCA 

GAAAGTCACACAATGAGTTGGGCGAGAAATTGAGTGTTAAAACTCCTGAATGCTTCTAGT 

CCAATACTCTCCCCATGATACTAGGTATATAACAAGTGTGGGACAATCATGGTTAACCAA 

GAGTATCATCTGATTATATTACAGATGCATTGTGAGAGGTTTCTATGTATCCTGAGAATA 

ATTGGAACCACACTCTTTGGAGTCTCTCTCCTCCTTGGAATCACGGCTGCTTATATTGTT 

GGCTACCAGTTTATCCAMCGGATMTTACTATTTCTCTTTTGGACTGTATGGTGCCTTT 

TTGGCATCACACCTCATCATCCAMGCCTGTTTGCCTTTTTGGAGCACCGAAAAATGAAA 

AAATCCCTAGAAACCCCCATAAAGTTGAACAAAACAGTTGCCCTTT 

Sequence 4686 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAGTGGGAGCCCTGAGCCTGTTTTCCTGTG 
GTCACTGAGAGGAGGCGAGTCATGTGTGAGGCTCCAGGCAGGGGTGGGGCAGTGACTACT 
CAGTCAATTGCTCCATGTCTCAGTGGTTTCATCTA 
Sequence 4687 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCTTAGATAAAACAGAATACTTGAAGTTACC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

309/599 

AGTTACAGAAAACAAGMTCTATAAACTMTACCATAMGCAAAGGAAAATTTGTTTTTT 

GTCTCCATGTGTTGAAGGAGTGCTGGGAGAGTCTCCAGAGCACATTCCTTTGTGTCCTAG 

CTTCTTAGATAGTGTTTACCAAGCCTTTTCCTGGGTCTGGGCTGTGCCTGTTGCTGCCTC 

TGGGACCAGTCAGCCTMTACAGGAMGCTTATTTCTTTCTCTTTTTAATTTTATTTTTC 

CTTATTTCTTTAATTTCCCACCTCAAMCATTTCCTACTCTATTTCATCAACTAAGATTT 

ATATGATTCATCCATTAMTATTTATTTGMTTTCTAATTTTGGTATTATGGTAATCATA 

ATTAAGTAAACATTTCCTACTGTACCTCGGCCGCGACGACGCTAAGGG 

Sequence 4688 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I 1 1 1 I I U 1 1 1 I I IGG I I 1 1 I 1 1 1 1 1 1 

I I I I I I I I 1 1 I I I I I I t I 1 1 1 I I I I I I I I I NAAAAANNNNAAAAAATAANNNNA 

ANNAAAAAAAAAAAANNNNCCCANANTNNNANNGGGNGAGAGGGGTCNCCCCCCCCTNGN 

ANGGANGAAATTATTGNTTNCCCTCCTTGCTTACTGGGTCCTACNCCAACANATATGGGA 

GGGGATCCACC CACTTAANTTT CCCTTGGACTGCNAATGGAANAAATGATTTTCAACTTG 

GCAAGACACACATTTTATTTTTTMTGGACTTAAAAAAAATGTGA 

Sequence 4689 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTACCAAGTAGGCACTTGGGAAATGCTGTG 
TCCACATACTTAGGAAATGGCTTCAGTTAACACTGGGCTTGGGAAGGGCTCTCTTATCCA 
AGGAGCAGTCTTCTCTGGAGCCATGAAACCAGCCTGGCAGCACTGGTAATAAACTAGTCT 
GTGMAT CTGGC AAAGCCTCTGTCCTGTTTGGATATACGCAAAACTGCCTTTTACCATTT 
CCATTGCTT TTTAT TACTTAATCTCCCAACTTTGTGCCTGGTGTC I I I 1 1 I I It I I 1 1 AA 
AANAAAAAN I I I I I GNGGGAATTANGTTTTCANAAAAAAGTTTTGGGGGGATATNCTTTT 
TC CNCNA MCCNTTGTTTAAAAAGGNCCCATTNCCNNATTGGNNAATTTTTNGAAAAAGG 
GTmTTTNNCCCCCAGGNTGGNAANACCTTGGGCCNGGAACCNCCCTAAGGGGGAAATTC 

CANCCCCCCTGGGGGGCCGTAACTATGGGAATCNAAGCTNGGGTACCAAATTTGGGGGGA 
AA 

Sequence 4690 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGGACTGTGACCATGTCCACTATTCCTGG 

GTCAGCATCCCAGGGGAAGTAGAAACCACTGACATACACACTCACATTCAAGCACACACA 

CTCACTCAGGCGCACACACCCACACACACATACCCCANAGCCACCGAGGAAGGGAAACAC 

CAAGGGTCGCTGCACATAAAAATATCACCTCAACTCATCCCTGACACACGCATGTCCTCC 

CAA GGCC ACGCTCACACAACACACACTATAAGCACTTTGCCTGATTCACTCACTGGGTCT 

GTCTTTTGTGGGAAGGAGAGGAAGAATTCATCAAAGGTCTCCTCCCCACCCGCGTACCAG 

CCCGGAGCCTGATAGACCTGCTGGGTGGTTAGATCCAGAAGAACAATAACAATCACTACA 

AGCTCAACTCTCAGGAAAGCCACATCCCTAGGAAAAGGGGAAAGTGCTATGTCAAGGGAA 

CACCCCATGGGCAMAGAATTTGMCMCAGCCTTGAGCCCTTAGACTTTCCTTTTGACA 

TAGTCTACCCAAATGAGAAGGAACTAGAAAAACAATTTCTNGTNATAATGACAAAACAAA 

AGTTCTTTAA 

Sequence 4691 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAGACAATCGATGTCAGACTGTCATATCTT 

ATTCTTTGGGGTATGAAGCAAGGTATTTTACAATGCCCAAAAATAACTTTCAAAATAGTA 

TTTAGCAAACTGTCTGGAGCCTCTTTCCCCCCAAATTAGAGTATCCAACACAGATGATAC 

ACMGATATAACTGGMGATTACTGATTTTTTAAATGCCTCCCCAGAATTTACATATTAA 

ATCGATTATTTTCTCCTTCATAATAGTTACCTTTTGACACTTACACATTCACCCCAAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCC 

Sequence 4692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGCATCCTCACTAAATTATTGCTAAGAC 

TGACCTTTTAATAAAAAGGAAAATCACAAAGGAGGGGAACCGAACAAAGATACTGCTTTC 

TCAAAATTTGGAAGACCACATATACATTTATATAGATAAAGCTCCATGAATCCATATCTA 

TACACACATATCTCTTTAGAT I 1 1 1 1 I I I AAAACTTCCGTTTTCCTGTTCTTAGTTTTAT 

TGTTTTAGCACAAAAACAAAAGCATGTGTCGAAGCATCCTGTGTAAGCCGTGCTAACTCC 

TCCTTCCATTCATCTTGCAGTGCACAGCTCTGAGTCAAGGCATCAGTCCTTGCTCCACAC 
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TAACAAGCAGCACCGCATCTCCTAGCACCGATAGCCCCTGCTCAACCTTGAATAGCTGTG 

TCAGCAAGACGGCAGCCCAACAAAAGGTCCCTGGTGAGACCATTAGCAGCCCTAGTTCCA 

CCCTGGAAAGCAAGGGAC 

Sequence 4693 

GTCGACCCCGCCCGCGTCCGTGGTTTCCTCCCTCAGCGCCATTTTGTGGCTGCGAGACCC 

GCAAATAAAGGCTATCTCCGGGGCTGCGGCGGGAGGAGTGCGGGGGGGGGCCGGCGGCGG 

CGCGGCCTCGGCCTGTGTGACTGGCGGCGCCCGCGCAGCCTCGGGCTGGGAAGGGTACAA 

GATGACCAACGAAGAACCTCTTCCTAAAAAGGTCCGACTGAGTGAAACAGACTTNAAAGT 

TATGGCACGGGATGAGTTAATTCTGAGATGGAAACAATATGAAGCATATGTTCAAGCTTT 

GGAGGGAAAGTACACAGACCTTAATTCAAACGATGTGACTGGCTTAAGGGAATTCTTGAA 

GAAAAACTAAAGCAGCAACAGCAGGAATCTGCACGCAGGGAGAACATCCTTTGTCATTCC 

GGNTAGCAACCAAAGGAAACAGGAANATGCAAGAGTNCACCACTTCAAATTTCAGTACCT 

TNAAGGCAAAGTTTCAGCANCCCGAGTGTAAGCCCCAACTTGGNNATCAACAATTGTTNG 

GACCCCAAGCNGATTCAAACTTTGNTTTTTTTCCTTAAAAAATNAAAAG 

Sequence 4694 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I I I I I I NTTTTTT 
' 1 '"in 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 | | | | NAAAAAAAANTTTTTTNNAAAAGGGNAAAAAA 
^NCCCNNAAMANAAM NTTTNTTNAAAANNGNNAAAAAANGGGNNNAAAAATTTTNN 
NNTTTT TNTTT TNNI I I I I NCCNNNNNMAANNNTTTTTNNNNTTTTTCCCNCNAAAAAA 
AAAAA NTTTTNCNNNAAAAAANCCCCNAANNNAAANCCNNNNCCCCNATNNGGGGGNTTT 
1 1 1 l INTNN NAAAAAA AATTCNCNNCCNCCCCNAAANNTTTTTTNNNNCCNNNGGGGNNN 
NNAAAAANN i inn I AAAAAATTNGNAANNNNAAAAAAAANTTTTTAAANACCCTNGGG 
GGGNTT 

Sequence 4695 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 I 1 1 1 1 1 II I 1 1 1 1 I A AAAAAAANT 

i 1 1 1 1 1 i INGGGNNN ANTTN AAANTTNAAAAAAANNTNCAAAANGGGNTTAAAAANCCNT 

NNTTNNNMNNNCNATTTTNCCNAACCNNGGGGTTTTTANAAAAAANGGGCNNNTTTNNT 

TANNAMNAAN NGGNN TTNTANTTTTTNCNAAMANNNNTTmNAATTTNAAAAANNAA 

NGGGGGGTNNATTTTTNAAAAAANTTNCNCCAAGTAAAAANCCCNAANNAGGGGNNTTNN 

NNNTNAAAAAAAAANNAATTTNNNGGNNNTTNAAAANTTTAAAAN I I I I 1 1 1 1 1 I I NGGG 

GGGTTNNNNNTNANTTTNI^rrTTAAMAGAACCCNTCCNGGTTTTNGNAAAAAAAAANNTT 

TTTAAGGGGGCNCNNTTAAAAAGGGCCCCCCNNTNGGGGNAAACCCCAAAAAGGGGNNNC 

CCCGTTNN CCNCNTCAAMNNTTAAMNCCTTTTTTGGGGAAAAAANAACCCCTGGGGGT 

1 1 1 CCCCGGGGGNTAAGNGGGGGAAAAAAAACC C 1 1 I 1 1 I I I CCCCCG 

Sequence 4696 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAATAATCGAGGGGAGAGACCTGGTGGT 

TAACATGCAT TTAG GTAAAATGTCNGGAACAACTTTCTCTTATTAATACTATAAATCCAT 

CTCAAGCATATTTTAAAATAATGAGAGATGGAGGAAACAATCTAGAANATAAAAGAAAAA 

GATGTGCATMCTTGTTTTCAGTTTCCCTGTTTATGACAGTTTGTCATTTGGCCGGGTTG 

GGGGATGGANCANGGAATAAGACATTGAAAAAGCTCATCCC 

Sequence 4697 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTACAGTTTTGGAGGCTAGAAATCTGAAATC 

MGGTGTTGGCAGGACCATGCCCCCTCTGAAGCCTCTAAGTGGGGATCCTTCCATGCTTC 

TTCCAGCTTCTGGTAGCCTTAGGTGTTCCTTGGCTTGTGGTAGCCTCTCTCCAATCTATC 

CTCTGTCTTCCCCTGGCCACCCTTCTGCTGTGTCTGTGTCTTCTAATAAGGACATATTAT 

TTTAGATTAGAGTCTACCTAATCCAGTAAGACATCATTTTAATTTGACTACATCTGCAAA 

GTCCCTATTTCTGAATAAGGTCACATTCATAAATATTGAGGATTGCGACCTCAACATATT 

TTTTGGTGGGACAGGATTCAACCCACGCCAGACTGTTTAGAGGACTGCTATCTGGTTAAT 

TCAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4698 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I I II I I 1 1 1 1 1 1 1 H NN I I I I I I I I I 
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" 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 n 1 1 1 1 | 1 1 I 1 1 I 1 1 1 1 I I 1 1 NTTTTTTTTN 

TTTTTANMNNNCCCCCNCNNNNTTTTTNTTTTTTTNCANCNCCCCCCCCNNNAAAAAAA 

A NTTNNANAN ANGGGGGGGGGNTTTNTNNNTNTNGGCCNNCCCCCCNNNNAAAAAAAAAN 

TNi i 1 1 1 1 1 1 AAAAAAAANTNNGNGGGGGNGGGNNGGNNGTNNNNAAANAANNAAAGGAG 

GNNNGNANTAANAAAAAAAANCCCCCCCCCCCC 

Sequence 4699 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 I I 1 1 1 1 1 I I I I 1 1 1 1 I I I I NTTTTTCTT 

1 " ' i i i 1 1 II I I I 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 | | 1 1 | 1 1 | 1 1 NANNNGGGGGGGGGNNNNT 

TTTTTNNGGGGGGNCCCCCCCCCCCCCCCNAAAAANTTNCCCCCCCCCCCCCCCCCCNAA 

AAAAAAAANGNNAAAAANNNNGGGGGNGGGGGGNTTNCCCCCCCCCGGGGGNNCNAGGGG 

GGNNAAAAAAACNNNAANCTTTTNNNGGGGGGNCCCCCCCCCCCCNAAAAAAANCCNCCC 

CCNGGGGGNNNNGGNNNCCCCNAANGGGGGGNAAAAAAAAAAAAANNAANNTNNNAGGGN 

GNNCNCNCCCCNTTCTCCCCNNNAAAAAAGGGGGGGGGNNAAAANCCCCCCCCTNNATAN 

CCCCCCCCCCCCTANAAAAANGGGGGGGGGGGNTGTTTTCCNNNTTNGGGGGGGGGGGGG 

NGGAAAAAAAGGGGGGNCCCCCCCC I I I 1 1 1 1 1 I I NTNAAAAAAAAAAACNCCCCCNCNC 

CGGGGGGGGGGGGGGGGGTTATAANAAAAAAAAAAAAAAAAA AI 1 1 1 1 1 1 1 I I I INGGNG 

GGGGGGNGNGAAAAAAAAAAAAAAAAAAAAA I 1 1 1 1 1 1 1 1 I NGGG 

Sequence 4700 

CCCTTAGCGGCCGCCCGGG CAGGTAC I I I I I I I I I I I 1 1 I 1 1 I I I I I I M I 1 1 I I 1 1 1 1 1 

" 1 1 1 i i i 1 1 1 I I I I 1 1 | 1 1 1 1 I I 1 1 1 1 1 I I I 1 1 1 1 1 1 I I I I 1 1 1 1 I I I I I 1 1 1 I I I I 1 1 

1 1 1 1 1 i i ii 1 1 I mTTNNAANTTTNAAAAAAAAAAANTTNNAATTANAANAAAANTNNAT 

TAAAA AAAAAAAAAANNNTTTAANGNNAAAAAAAAAAAANGGGGGNNNCANNNCANNAAT 

i I I I I ATAAAAATAATTAANTGNATAAAAAAAAAANAATNAANNGTGGTTNTTTAATAAA 

AAMGAAAANAANANAANGNNNGNATNNGMGATTGAAAATANNNNTNTTTTTTATNTTN 

TTAANNNNANNNAAANANATGNAATGNNGNNNTNNNNNTANGTATTTAAATTNNATAAAA 

AAANNGNNGTGNNGGNNNAAAANTATAAANGNGNNNNNNTNGTGTTATNTTAATTA 

Sequence 4701 

GCCGCCCGGGCAGGTACAGGACAATAAAGACTACTCCTATCTGCGGAACAACTAGCTTTC 

TATTTAGTTCTAGATGTTGAAACTGACGATGGCTGACATAAAAGTCACATTTACAAAAAG 

TGTCTCCAAATGCTTGACTAGGGAAAAACCCCTTTCAATAGAGGAGCATGTGCAACAATT 

CCACAAATMTCGCTATCCAGGGCMGGCACATTGATATGGAATTTTTGTTTTCGTGCAA 

ATTAAGGAAAAAAAACAAAACAAAACAACATTGTTTCGGGGAGAAAGATGAGGAGCAAAG 

TGTCTTCCCAAGAATTTCAGTTACTTGATTGTATAGGACAGTAGTAGAACCCTTCTGAAG 

GGCTGAAAAACATAGTTTAAAGGCAAGTGCCTAGAGTAGGGATTACAATATTGTGTCTTA 

ATGCACTCTACTTTATCCTACATTAACTATATAAAAATTAGTTACTAACACTAGAACATG 

CAGAGACTTTCTCTGATCAGCAGGGCTTGCCAACCAGAACGTATATATATGTATAGTATA 

GG MCCCTT TTGAATCNCATGGGAACCAAAGGGGGCTTCCTTTCTGGTAAAAAATCCTTG 

CNCI I I I I I GGTTTNGGTCTGGGGTTTTGGGG I I 1 1 I I I I GGTTNGGTTTTGGGT7TTTT 

TNAAAAAAACANGACNTTNGGGGGGGCAAC 1 1 1 1 1 1 1 1 1 1 1 C 

Sequence 4702 

CCCTTTCGAGCGGCCGC CCGG GCAGGTACACTTCACCACAGCAATAGCTTGCCTATTAGT 

CTGCTGAGCAGTCATGMTTTTATTGTATTTCTTGGGTAAGGACAGGCCAGAATGAGTGT 

CACCAGTGGGTAATTGAATCAACTTCTCACACATACTGAAGGCTTTATATGTCTCATGCA 

TACTTAGTGTATCATGMTATTTGGTATCTTTGTGGCTT1TCATATTTTTAGTGCTTCAT 

GMTATTTGGTATCTCTTGCTCCTTTCTATCTGTGGTCACACATACACGCTCTATTAACT 

TTGCCTAATAAGTCTCCTAGGTTACTAACTTACTTACCTAAATGTAACACAATGAATTCC 

AGCCTTCTCATTTGTTCTATACCAGAATGGGAAATTTCCCCAAATCAGAAAATCACA 
Sequence 4703 

GCGAATGGGCCCTCTANTGCAGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCG 
CCCTTACGTGGTCGCGGC CG AGGTC 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 I 1 1 1 INGGNI I 1 1 1 1 1 1 
1 1 i 1 1 1 i i 1 1 1 1 I I 1 1 1 1 I 1 1 NGGGGNAAAAAAANNN I I 1 1 I I I I II I I I I NNNCCCCCC 

! 
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CNNTTNNAAAAAAAAAANCNNGGGGGGGGGGGGGGGGG 
Sequence 4704 

NCCCTTAGCGGTGGTCGCGGCCGAGGNACCTTTTCTCTAATAGAAGGTATTATCCTTAAA 

ACAAACCTNTGCTTATCTTCTATACATTGGTTTACNACAGATGTATAGTATTCTCTCATT 

TTTGTAAATAATTAAAAATCTGTATAAAAGGATAATTTATAATATGTTNATATGAGGCCA 

GGTGCAGCGGCTCACANCTGTAATCCCANCACTTTGGTANGCCNANGCGGNTGGATCACG 

AGGTCAGGAGATCGAAACCATCTTGGCTAACGCAAGTGAAACCCTGTCTCTACTAA 
Sequence 4705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGGTGC 

ATTAACTGTCAAAAGCCACTGTGTCCTGAAGAAAAGCAAAGACATCTGGACAAAAAGCAA 

AGATTCCATAATATAAGGGGTCGGTGGACCGGTCGATGTATGTCTTGTTGCAGATCATCA 

AGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGAAT 

ATATGTTAGACTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACA 

GCTCAGAGGAGGAGG ATGAA ATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGAGCCC 

ATTACMTATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACCTN 

GGCCGCGACCACGCTAAGGGCGAATTCCANCACACTGGCGGCCG 
Sequence 4706 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCACTACATTACAAAATAGTCTCTAACATA 

AAATTGCCTTAATAACTATACTATTATAGAATCTGATAAACCTTACATTATTAAATTGAT 

TATAAMTCTTCTTGGAAAMCTTTGGTATGTATCTTCAGMGGTTTTTTAAAAATAATA 

TTTTAAGGGCCTGTAAGCATTCCATTCTATTAAAGCACAGCAGAATAAGTAATGGATATT 

CAACTGCATACAGAATATAGACTCAAAAAAACAATTTATTATGTATTTGTAGAAAATCAT 

TACCAGAGTAAGCAAAMMCCAACTATTTAAAAGTATCAAACT7TTAAACAGTTCTTTT 

TCCATTCTGATAAAAAATGTTATAAAATCACCATACTCCATTCATGTACCTGCCCGGGCG 
GCCGCTCGA 

Sequence 4707 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I N I N 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 1 I I GAAAGA 

NATGGGGGTCTTACTATGTTGGCTAAGCTGGTCTCAAACTCCTTGCCTCAGGTAATCCTT 

CTGCCTCAGCCTCCCAAAGTGCTGANATTACAGGCNTGAGCCACCATGCCCGACTTCCCT 

TTGTGTAAAATGAGATAATATGTATGTCACAGAATTGTTTTAAGGATGATAAAGGACTAA 

GTGAGATAATGTA GGTGA AGTTTAGTTTGATGCCTGGCTCATAGTTAAGTGCTGAATTAT 

GAATA GTAM TNTATTTTTCTMCTCCNNAACCTTCTTTCTTTACAGATTTNTAAGCNTT 

CTGTCTTTTNTAGGGGGTTAAGAAGTCATAAACCAAAATTACACTTTTCCTCTGCTAGGN 

TTCCTCCCTTTCCTCTTCTTGACAGTCTGATGGGGAAACAAAGGCACACATTAAGAGCCT 

AGTTCCAANTTGTCCAANATCCTGGAGAAGGAAGGGNATATGGGA 
Sequence 4708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 I I 1 1 I M I 1 1 1 1 1 1 I I I I I I I 1 1 | | AA 

GCCTATTTANACTTCTNTGATTGAGGGTTCTMTTTAAATTATAGATATATACTGGGCAC 

AGTGGCTCACNCCTATAATCCCANCACTTTGGGANACTGAGGCATGAAAATCGCTTGAAC 

CTGGGAGGNGGAGGCTNTAGTGAGCCAANATCGTGCCACTTACAGCCTNAAACTTCCGGA 

CTCAGGCMTCCTCCCATAMCTGTGATTMTTCCmCTGGTTATTmTCCTTTTTTT 
I I 1 1 1 IAATTA 

Sequence 4709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAAAGAATTCACACTGGAGAGAAGCCGTA 

TGAATGTGAGGACTGTGGGAAAGCCTTCAGTCATCCCACGACCTTTCATAGACATAAAAT 

TACCCACACCGCAGAGAAACCTTATGAATGTCAGGAATGTGGGGAAGCCTTCCGTTATCC 

TGTTGCTTTTCGTAGACATAAAATTACCCACACTGCAGAGAAACTTTGAGTGTAAGGAAT 

GTGGGAAAGCCTTCTGTTATCACAGTTCCCTTCAAAGACATGAAAGGACTCATAACGGAG 

AAAAGTTGTGTGGATATAAAAAATGTAAAGCCGGCTGGGTGCGGTAGCTGACGCCTGTAA 

TCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCATGANGTCAAGAGATTGAGACCATCA 

TGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACAAAAATT 
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Sequence 4710 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGAC 

CGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGCAGTATCCGGTNATGTTACA 

ACCGATACCGGCNCGGGAAAGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAAC 

GGAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGTTAA 

ACAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAA 

TAGACTCATTCCTTATGATTGGGAAATTTTACCTAAATCTTCCCTTTCACCCTCTCAGTA 

TCTACAGTTTAAAACCTGGT 

Sequence 4711 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATGACTGAGATGATATCMTTTAAGGCAGGA 

TCATGTATT GTGTCTG TTATGATTGGCTATTAGAAAAAGGAAAAAATCTGGCAGACACAA 

TCTGTATTTG 1 1 1 1 1 I ATTGCTGCCTAACAAATTATTACATACATAGCAGCTTAAAACAA 

CACCATTGATTATTTGTAGATCANAAGTCCtGGTGTAGGTTAGATGGCTTCTCTGATTAG 

GATGTCTTCAGGTTGAATCAAGGTGTCACCTGAGACTGTGATCTCTGAGGCTTTGGGATC 

CTCTTCCAAGATCACTGGTTCTTGGCAGAATTCAGTTCCTTGTGGCTACAGGGCTGAAGT 
CCCCATTT 

Sequence 4712 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTATGGGCACAGATAGCTAAAGTAAACATTT 

CACAGAACAAGTGATACCTGCCCTTCTCAGTGTGATGGAGTGTGATGTATTTATTGAGTA 

GCAGCATAGGGTAGTGGCTAAGAACCTAAACTCTAAATTTAGATGTCCTGAGTTCAAATC 

C CAGCTG TATGCTCACCAGCCTTGTATGTGGGGCCAGTTAATTAACCTCTTTGTGTTTTA 

Ci 1 1 1 1 iCAGTTGTGAAGTGTGGATAATAATGGTACCTGCCCGGGCGGCCGCTCGAAAGG 
G 

Sequence 4713 

CCCTTCGAGCG GCCGC CCGGGCAGGTAC I 1 1 1 1 I I 1 1 I II I 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 AG 
GMTTCCTTTCATTTTTATTTGATAAGCCAAAAATGCAAATCTGATTTAAATTCAAGACA 
AAGTTTTAAAAATCATTCTCAACACTACAGAAAAAAAGCCAGTAACTATACAAATACTCA 
CTATAAAGCGATGAAGTCCATAGNACTTT N I 1 1 1 1 I I I I 1 1 1 I I I I 1 1 I I 1 1 1 NGG 
Sequence 4714 

CCCTTAGCGTGGTCQCGGCCGAGGTACTTTATTCTCCTGCTGTCTAGCTAAGCAGCCCAC 

ACAGGACAGAAATGGGTAGCACTGAGGAATGATCANATTATTTTTCTATCCCCAATATTT 

CTGCCC CCTNCC TAAGCCCTGACCCAACCCTATNTTAATAATCACCGAATGGTTAGTACT 

GCATTGCTTTTTAT AAAGTA CAAMTAMGATTTATTTTTAMCAAGTGACTTTGGTTTA 

TTTTATACATTACACTTTTTNTTG CAG AAAAAAATAAAATTG 

Sequence 471 5 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACCCAACAGAAATGAAATGACCACCTCAT 

AAAAATACTGCACTCCCATGTTTAATGCAGAATTAGTCACAATAACCAAGATATGGAAAC 

AATCTAGGTGTCCATCAATGGACAAATGAATAAGGAAGCTGTGGTATATATACAATGGAA 

TATTTTATTCAGCCTTAAAAAAGAGGAACTCCTGCCATTTGTCCCTGCATGGATGGACCT 

GGAGGGCATT ACACTAA GTGAATTAAGTCAGACACAAAACATATTGCATAGTCTTACTTA 

CATGTGGAATC I 1 1 1 I I AAAAGGTCAAATATATAGAGAATAAAACAGTGGTTACCAAGAC 

CAGAGTTATGGGGCAGGGGAATGGGAAGAAGTAGGTCAAAGGACACTGAGTATCCCTAAT 

TGATTTGCAGATTCAATCTAATTCCTAACAAAATTCCAACCGCC I I I 1 1 II I I GCGCAAA 

AATATAAAAGCTAATTCTAAAATTCANGCTAGGCATGGGGGGTNNAATNCTGAATCCCCA 
CAN 

Sequence 4716 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGGATCCGGAGCAGACGCCTCGGGATTT 

ATCAGCGATGCTGGTTAGTATTCAAGAAAGCTTCAAGCAAAGGTCCAAAAAGACTGGAGA 

MTTTTCTGATGAACGTGCTGCATATTTCAGGTGTTATCATAAGGTTACAGAACTCAATA 

ATGTGAAGAACGTAGCTCGAT TGCCA AAAAGCACCAAGAAACATGCCATAGGGATTTATT 

TCAATGACCATACCTCCAAGACTTTTGCTTGCGAATCAAATCTTGAGGCTGATGAGTGGT 
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GCAAAGTACCTNGGCCCGCGACCACGCTAAGGG 
Sequence 4717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTT N I I I I I I I I I I 1 1 I 1 1 I 1 1 I I I I I I NANTT 

' l l 1 1 1 1 l I I I I 1 1 I 1 1 1 1 1 I 1 1 1 I 1 1 I I I I 1 1 I NNANNAGNNNGNNCNC 

GGAGNGCTTTTNAAAAAAAAAANCCCTTNNGANNNNNNANAAAAANGAGNGGAAAAAAAA 
ANAAAAAAAAAAANCNGGGGGGGGGNACCCCCCCCCCCCCCGNGGGNNNTTNNTNNANNA 
ACCNCCCCCCCAAAAAAA 
Sequence 4718 

CGAGCGGCCCGCCAGTGTGATGGATATCTTGCAGAATTCGCCCTTTCGAGCGGCCGCCCG 

GGCAGGTACAACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTG 

ACCAGGGAAGTCACCCCACGGNTATGGGGAAATTAACCCGAGGCTTAGCTTTCATTATCA 

CNGTCTCCCAGGGTGTGCTTGTCAAAAAGATATTCCGCCAGNGCCANGATTCGGGCGCTC 

CCATCTTGCNGCAAGGTTGNNNCACGGTGGTGNACCCCAATTTCTTTTGATGGCCTTTNA 

CCTTGCTCAATTCAGGGTAAATGGGTCNTCCAATGNAAAATCACAACAAAATGGGGGGGN 
CA 

Sequence 4719 

CCCTTTCGAGCGGCC GCCC GGGCAGGTNCTNCATTTGCCTAATTTTTGCCATTCTCATAA 

TGTGGCAATTGTTCAATTTTGCATTTCTTCCATTTTATTTTTTTGCATCTCTGCTTTTCT 

TTTGGTTAGCTTTGCCAGTTCTGCCTATTATATTAATCTCCCAGMTCAGCTTTTAGTTT 

TGTTAAATCTCTGACATGTTTCGTTGATTCCTGCTTTCATCTTAAACATTTCTTCGTTGT 

TMTTTGTGTTTGCTATAAMTAAGCMCATCTTAAATGCTTGATTTGCTTTCGATGTTT 

ATTCTGTAATAAGATATTTAMGATATMTTTTTTCCCTAAATGCTTTATTAGACTTTTC 

TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGAGCTGAGAACACGATGATGAGCACAACAC 

AGTTCTTCCCTTTGGAAACATAGATAAGTGGAGGGAATGTCATCACAAATGTAAAACTTC 

ACTATGAGATGAGTTCC CGTGATA GGATTTTCTTAGGGAAACCCTGAGAAAGAGTTGAGA 

CTAAAGGTATGTGTCATATTTTTTCACAAGGGCAAAACCTGGGGGGAATGACCGTATACA 

GAGGGCTTGG GCCT AGAAAMAAGATACCCGTTAGTTCCACTTTACTTTTTGNAGACAGG 

TTTTGGCTTGGTTTT 

Sequence 4721 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATCTCACAAGTTAGTCCACTCATTG 

T AGTC TTGGCTATACTTTATCATCCAAAAATTCATCAACATTCTGGTGAATGGACGGCAT 

CTTTTGAGGGTTGATTGTATTCTATGTCATTTAAAGGGATTCAGGAAGAATGCTTTCATG 

GGATTCATATGCCATCCTGAATTAGMGTTTAAGTTTTATTCCTAAAGATTCTCCTCACT 

CTGACATTCTCTTAGCCMTMTTCTTTAAAATTTTTCAATCCTGGTCAGGCACGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGGTCAGGAGA 

TTCAGACCATCCTGGCTAACACGGTGAAACCCCGTCTTTACTAAAAATACAAAAAATTAA 

CCGGGCATGGGGGGGGGCGCCTGTANTCCCANCTACCTGGGAGGCTGANGCAGGAAATGG 

NGNGAATTCAGGAGGCAAACTTGCATGAACCNAAACGNCCCCTGNCCTCCACCTGGGCAC 

AGGGCANACTCCTNTCCAAAAAAAAAA 

Sequence 4722 

CCCTTAGCGTGGTCGCGGCCCGANGTACTC I 1 1 I I I I 1 1 I AACACTGTCTTTGGTTTTGG 

TGTCAGGGTMTACAGGCTTCATAAMGTGTTAAAAAAATGTTCCCTTTCTATTTTCTAG 

AAGGGACTATGTAGCATTG GTATTA ATTCTTTAAATGTTAGGTAGAATTATCCAGTGAAG 

CCATCTGACCTGTAMTTTATTTTTTGGGGAAGTTTAMATTATGAATTGAATTTTCTTA 

ATAGTTAAAAG GCTATTCAAATTATG CATTCCTATTAAGTTG AG G N AATTCTACTTTCAA 

GGATTGGTCCCTTCATCTAAGTTGTCCAAGGATGTGTTAANAGCTGTCCATAATGGCCCC 

TTATTNTCTTTTNGATATCTGCAGGATCTGNANNGATGTTCTGGGTTCCCCTTCTGACGT 

GGGGGATTTTGGCTTTNGG 

Sequence 4723 
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CCCTTGAGCGGCCGCCCGGGCAGGTACCTTTTTCAGTAATCMTAGACCAGTTAGAACAC 

CTCAGCCAAAAATAGCAGMTATMATTATTTTTGAGCTCTCACAGAACTTTGCTGAGAT 

ACATTATAACCTGGGCCATAAAACAAACCTCAACCAATTAATACAGTTGAAACCAGAGTG 

TGCTCTCTGACCACAGTAGAATCAAACTATTAATTAGTAATATAATAATGAAAATCTCCA 

CACTCTTAAMATAMCMCATGCTTTTAAATTATCCATGA7TAGGGAAGAAGTCTCAAG 

AGGGAAAGAAACATAGAACTGAGTGTAAAGGAAAATNCGACATCAAAATATGTGGAATGN 

GGCTAAAGCAGTCCTNAGACGGAAATCTGTTGCACTAAAAACTGAAAGAAAGGATGGNTT 

CAAGTNATACCTAAAGGGCTAAACTCAAGAAACTAGATNGGGAAAAAAGGCNGAATAAAT 

GCNAAGTTAGAAGAAGGGAA 

Sequence 4724 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCNNTGMNTAGAAAAAGGCCTTTATTTGTA 

TCATTTTATGTTAA ATACT GGNTAGtSlTACTGGTATNGATAANATCTGGGCANNANACAAC 

TMCCANATATGCATTTTNACANTATATTCANATTNCCCATAANACTTGGCAATGTGTAT 

TACCAGTGAAAATCTAAAGTTTCTACTTGGGAAGGAATACCCAATGATGGGTAATCCTTC 

ATTCTGAGAACACAGTCAGAATATCTTGGAGCTACCAACATTGTGCTTGGNTCTTAATGC 

CAAGTTNTCAAGGGNTGGGGATGNGCTAAAAACACTTTTAANNAATNNATCNGCGANCCA 

TTCTTACACGTTTGrsrTNTTCTTTATTCTTCNTTNGTTCTTTCCTTTN 

CTCTTTAAAAACCCCTCTTTGGAACTAAGGGTMCAAATGATTCCTGGNCATMTTTTAC 

CTATTCTTGTCAATACCAGATTTTAAAAATT 

Sequence 4725 

CAGCNTGCTCGACGGCCGCCAGTGTGATGGATTATCTGCAGAATTCGCCCCTTAGCGTGG 

TCGCGGCCGAGGTCGAATTAAAGACCGCAATAAACTTTCTNCCAGAGGAACGCCGGAAGT 

TGTTTGAGCAAGAGGTGGCTCAACGGGAGGCTCAGAACAACAGCAACAGATGCAGACCTG 

GGAATGACATCACCACTGCCCTATGACTCTCTTGGTTATAATGCCCCGCATCATCCCTTT 

GCTGGTTACCCACCAGGTTATCCCATGCAGGCCTATGTGGATCCCAGCAACCCTAATGCT 

GGAAAGGTGCTCCTGCCCACACCCAGCATGGACCCAGTGTGTTCTCCTGCTCCTTATGAT 

CATGCTCAGCCCTTGGTGGGACATTCTACAGACCCCTTTCTGCCCCTCCACCAGT 

Sequence 4726 

CCCTTAGCGTGGTCGC GGCCGAGGTAC I I I I I I I I I I 1 H < N I 1 1 I IN I I I I I NNANT 
II III III I MM1 II MMMI I II 1 MMH I1I II IM llllll MM IIIIM I M 
TTTAAAAAA AAAAAAANAI I I II I I I NNAAAAATTNTTAAANAAAANGNGGGNAAAAAAA 
AA AAAAA AN U I 1 I I I I I I NGNAAAAAAAAAAAN I I M I I 1 1 NTNTNAAANAACCATTNN 
AMTTTTNCCTTAAMNANNTTTTTNTGAN 

AAAMNGGATNTrsTITTNTTAAAAAAAAMAAMATTTTTNTTANAAAAAANANA 
NAAAAANAANNGGGGGGNNANCC I I I I I I 1 1 I CTTTTTTNAGNAANNAGTGGGTANAAGG 
NAAAAAANGGNTCNTGGGGCATTGGGATTG I IIIIMIM I AGAAAAAAAAAAANNTANN 
CNNCCCCCCCNAAAAAAAAAAA AAAG GGCCCGGTNTTNTNGNTGAAANNTTTNANNGAAA 
AGGGGGGGGGCCCCCCCNTTN I M M M M I CCACCANAANAAACNTNNAAANAATNTTT 
TTNTAAAAMGGGGNGANGGGGCCCCNAAMMAAAMNAACNCNCCCACTTNTTTTNAA x 

AAAAAAAAAAAAAAAAAAAAAAACCNTNNNGNCNNNNNNNNCNNTNGGGGNGNNATTTTT 
TTT 

Sequence 4727 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGGATCCTGTGACTTTGNAACCANACTNNTT 

CCTTTCNMCACANAGGAGGANTNNTNGCTTCATCTGACTTTATTCAAAANTANTTATGT 

ATTGGCCTAMTTA TNNGN GCMANTTTGAMTGNTNTTNATTTAAATATTNGAAATANC 

GCAMGTCATGGAGTTTTTAAAAATTGTTATAATTAAGTAAAANTAAANCTGAATNGTGT 

CNAANTNNANAANGNGNANACAATCCCTGAGGATGTGTGTNGGAGCTCCTAATAGCTTGG 

GNNMGGCTATTAACCGTATTAGCTTTAAATGGGTGGTCCCTGCAACCTCTTGTTTCAAA 

GMTTTTCTCCAAAACTTGAAAGNTCATCAGGGTTCCANCTGGGCCTGCATTTTCAANGN 

NGNCACTTTTAANCNGAAACNGTTGGG 

Sequence 4728 
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CCCmCGAGCGG CCGCCCGGGCAGGTACTTNNTTNTTTTN I 1 1 I I 1 1 1 1 1 1 I 1 I ATTTT 
1 1 1 1 1 1 INI 1 1 I I INNTNNTTNTNNNTNNTACNTTNNANTN^^TTTGCTAATTTTTTAAC 
TTACAACCAACAAAAGTGAATCAATANGTTTACAAATGGTCCATGGCACTACAATTAAAA 
TAAAAAATATCAAAAGGTCACAGGATCTTANGTAAAGTTTACTGACAATTTCATAAATAT 
T CAAMN AMATTTCAAAATTTGNAAACTTAMTTTGCCTCATTTTAACATTTTTGAAAA 

A i AAAMTTTACAATGGTTAATTTTTCTCCCCTCTTGGGTATAGTAAACCAATAT 

T 

Sequence 4729 

CCCTNAGCGNGGTCGCGGCCGANGTACTTCCTNTTTCTTTTCACTTNATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCANAAGAACAGNAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTCATANGCATCCCCTGAACAAAGTGGGNGTCTCTAAAGTTCTA 

TTAACANNACTCAATNNCTAANCACCTNGTAACCAGGAAAAATATTCCCNTNTGGGTCCT 

NNTTCCTTTACATTCCATGNAGTCGGAGAAANGNGAAGGGAATT 

Sequence 4730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTNTNNNCCTAACCCCTTGGNNAGCCTNNGN 
NNGANGATNNCTCGNNATCACNAGTNAGNNACCNGNCNNNNCANCANNCGGNGCCNNATG 
N NNAC NAANGNTCNTAAAAATNTCNCNGGGTGNGNGNGGGCNCACGGAGATNTACTAGGA 
CTTTTACCAGGCTCCAGANG NATG N AGGCCATNTTACCANAGGGTCAG AGG ATNCCAN AT 
GGAGGATNTACAACTNTNANTTTCNCTCAGAATGTATGAGGAAACCCTGCCCCTCCTTGA 

GTGTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAATTCCAG 
CACACTGGC 

Sequence 4731 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCTTGAATGAAGGACTGTGGCTGGATTGGCCTTT 

TAGTTTGCCCCCTACATTAGGCCCCAAATTTTCTTACCCTGAGGTGCTGATATCTGTATG 

GATGAGTTATTTGTCACTAAAGTTATGAGTTGTGCCTAAAAGTTAAAACTGTTGACTGTA 

TTATGTMTGATCAGTATTTCAGTTGGGAAGATATTTTAGAGTCTAGATMTTATGTTTG 

TATATTGAAMAATGGTGGCCAGTTTTTAAGTTCCTTAATAGAAGAGAATTATGTCTCAG 

CAC ATATM CAGTMTGCTAATTTATTGAAACTACTGCTGTTAGAGCACTTCTTATTCAT 

TGTCTTTTAGTGAMTTATGGCGTAACACTTTGTCAGAGAGGAGGCTATATAATTTGGAG 
CG 

Sequence 4732 

GGCCGNCCGG GCAGG TACCTCATTGGCTAAAGCTAGTTACGTGGACAAGCAAAATTCAGT 

GTAGAMGAGATTTTTACAAGGGTGNGAATACCAGGATGCATGGCTTATTGTAGGCCACC 

AAAGAAACAGCATACCNCAGCTATTNAATATGTATTTCACCAGTATNCCACANNTATNTA 

ATGNGTATTNNANCAGNATACCACATCTATTNAATGTGTNTTTNANCAGANTACCACNNN 

TATNNANNGNGNATNTCANCACNATACNACANNTATGGNNTGNGNATTTNNANAGNATAC 

CACNNCN^ITTNNATGAGTNT^JNCATNNCT^^^NCCGCNGGT^^TTAANGNGGGNTAAANCN 

ATCTNCCNNACCTATTTAATGTGTNTNTCAGNACTNTGCCCCAACTATTTAATGTGTATT 

GTCATAGCTATGCCCAGCTATTTAATGTGTATTTCAGCAGTATGCCACAGCTATTTAATG 

TGTATTTCMCANTNTGCCACAGCTATTTAATATGTATTTCAAAAATGCAGGCAGCCTTG 

CTTTGCATGGNAATGNGGAGCCNTAAAAATGACCATTGCTGCTGAAACTCTGCCAAAGCA 

ATGGTMTCATCAGTGMGGGAAATTTATTATTCTGGGACCTTTNCATTTTTTGNGAA 

Sequence 4733 

CCCTTAGCGTGGTCG CGGCCGAGGTAC 1 1 I I I 1 1 I 1 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 (Jl I I 1 1 1 1 1 

[] 1 1 1 1 1 1 I 1 1 1 1 1 I I INI I I I I I NTG I I 1 1 I I I I I CACTTTN I 1 1 I 1 1 I I 1 1 1 I I ICNT 

I 1 1 1 1 1 1 1 I 1 1 I I A TTTTTCTT TCANCCCNNCNCNCCCGNGNTNTNITTTTNAAANANCNT 

NCNAC ATNTT TGGTTTTTTTNGATATTTTTATTTTAGGNGGGGGNTATTNATAAAAAAAA 

AGTNTNTTTTAA AANNGG GCCCTNTTTTTTTNTCCCNCNCGGTNTCTANTNGTTTCAATA 

TTNAAAAAAGNGI I 1 1 I I 1 1 1 1 I AANACACTGGGGGCTTTTACACCNCCCAAAAAAAA 

Sequence 4734 
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CGCGTCCGGCCTGANNNCGTNGGCGCAGCGGGCCTAGCCTAGTCAACATGCCGGTCGCCA 

GAAGCTGGGTTTGTCGCAAAACCTATGTGACCCCACGGAGACCCTTCGAGAAATCGCGTC 

TCGACCAGGAGCTAAAGTTGATTGGAGAGTATGGGCTCCGGAACAAACGTGAGGTGTGGA 

GGGTCAAATTTACCCTGGCGAAGATTCGTAAGGCTGCCCGGGAGCTGTTGACGCTGGACG 

AGMGGATCCTCGGCGTCTGTTTGAAGGCAACGCTCTGCTGAGACGACTTGTTCGAATTG 

GGGTGCTGGATGAGGGCAAGATGAAGCTGGATTACATTCTGGGCCTGAAGATTGAGGATT 

TCTTGGAGAGAAGGCTGCAGACCCAGGTCTTTAAGCTGGGCCTGGCCAAATCTATTCACC 

ATG CCCGTGTG CTC ATCCG CC AACGTC AC ATC AG G GTCCG C AAG CAG GTGGTG AAC ATTC 

CATCTTTTCATTGTTCGCCTGGACTCTCAGMGCACATTGACTTCTTCCTTNCGNTCTNC 

TTATGGTGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCACACCTTCCCTGAACCTG 

AAAACATAAMTGAATGCCAATTGGTGGTGGTAA 

Sequence 4735 

CGGGCAGGTACCTCACMGTTCAAATTATTGTTTTTTGGGGAAATGTAAAGGAATATAGT 

AATATTGMGACTGTTTCCAGCMCTTGACTTTGTGAAAMTGATTTCTTCTTTGAACAG 

ATTTATAAAACCTTAAACATCCATGTGACGTTGGTTGGCATTGAAATATGGACACATGAA 

GATAAAATAGMCTATATTCAAATATAGAAACTACCTTATTGCGTTTTTCATTTTGGCAA 

GAAAAGATCCTTAAAACACGGAAGGATTTTGATCATGTTGTATTACTCAGGTTGGTGATT 

GCTCTATTTTCTTGCATACCT7TG 

Sequence 4736 

CCCTTAGCGTG GTCGC GGCCGANGTACANCCANTTCCCTAATAGATACCCCCATTCGTCA 

AAAATGGGCACATTTTAAAAATNGCTTTTCCCTTTTC 1 1 I ! I ) I J I I AAAAAATAANAAG 

TMTTGNGMT^ATNTAAMCCATTTGTAMTATGTNGTTTNTTACTATTNAATAGTAT 

GMAGTAAACANAAAAAAGAATTTTTAGACTTACATCATNNGCTCCATCTACTTTTGGTA 

AATTTACATCCTCATCACCACCCATGTNGTTNATCATCTATTNGAAGNGNAAAAATTANT 

TTNAAAAATGANGCTAAGTTAGGCCCTMTTATTAATGCTGTNNGCTTCAAAANAAACCT 

TMGTCTGCCACAGATTTMAAAMTGCAAMTGCAAATATAAACATTTTTCCNTTNNGG 

AAAAGGAAAATTATAGGTAATTATACAAAATCCTAAAAACCCATATGGAAATTAAAACTA 

AATTTTCCCT 

Sequence 4737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTCTCCTCAGMGMCTmCAGTTATT 

TATATTTACTMGAATGGCT CTACTT TCCACCCCCAACTCCATTTTAATCCATTCTGAAT 

TTMACCATTGTTAMCTTTATTTTTMATTATGMTGGTAMGGAGCATTTCAAAATCA 

TCTC MTA AACGATCTTTAAAAACATGAGCTTMCTTCMTTGCTTGACATGCCCTTTGG 

CTCCTTTTCTTTGGGTCAAGATCCCGAAGATCTTGTTTCACACCAACACTCTCCATTCAT 

ACCTGCAAGTGAAAAGTGCCTCAACTTGACACCTTATACAGGTACCTCGGCCGCGACCAC 

GCTAAGGGCGAATTCCAAGCACACTGGCCG 

Sequence 4738 

ATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAATAAAA 

GMTNNGAGAAGAGTGGTCAAAMTAGTCTATCTATCTTGAMCCTTTAAGCGCTTTNNT 

NTNCAGGATATGGCACAAATTTAATAATTATAACATTNAAAAAATAAACAACAACGCTGA 

CATCACTACATATTAAAAGCTGTGGTGTGTGGGAAAAGNGGCATCCNATGCNAAATTTCA 

GGCATGAAAGTATTTATCAGAAACTTATAAAAACTGAAAGTAAGTGACCTAAGTCTTCAG 

CTTAA AGATANAAATGATTAAAACNGANCATCAAAAGTNTATNTGAACAATTTAAGCNAA 

TTTTTATACTNCAAAAATGATCAGATATANACNAGCTTGATTAAGATAAGATGGATGACC 

CTNGTTAMTTANCATTAAAAAATGAANTATNMCNACCCAGTTAGACCTTTTAANAAAT 

G CNCAM ACCTATTGTGCAAAGGTTTATACCACTNTGTTTNTGGATGAGATATTNCATGG 

Gi i i n fGTGGNAATTCNNGATMTTTAAACCCGATTNCNAAGNNANTTAAAAANTNTTC 

CNACTTATTTCCCNGGGANNTNGATCCCCCTAAAAAGAAAGTTC 

Sequence 4739 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I I I I I II I 11 1 1 11 Ml I I I I NNTTTTTT 
M 1 1 1 I M I II I 1 I I N M I < I I M M I M M M f f I I I I II I I I M 11 M M I 1 I I I II 
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" " ' ' " " " 11111111 * GGGGGGGGGGGNANAAAAAAAAAAAANAANNAN 

™ ATNl ' AAAAAAAAAAAAAANAANNATNNAAGAANAAAACAAAAANATT 

TTTTTTNNMAAAMTMGAAAMNAGANATTTTTTTNCCNCNCCCCCNAAAANGGANNN 
NNANNTN NTTCCC CCNATAAAAAAAANGAAAANNNNATNTAANNNATNAAAAAAAAAAAA 
AAAAAAANI 1 1 I ICGANAA AAANACN ANGNGATAGGGAGGGAAAAAAANAAAAAAAAAAA 
MAAAAMNTNCNCCCTT^r^IT^TTT^^'GNT^r^"CTGTCNCNCCCCCCCCCANNNANGGA 
GGANGNAGAAAAAAAAAAAAAAAAAAANNNNTNNNATNNNTNATNGGNANANNAAAGGGG 
NNNNGGNATNCNCCCCCCCCNGGNAGGATNGGNGNMNTAATTNTATTAAATTTTTTGAN 
NGNAANNAAAAAAAANAAGTAANANN I I I I I I I 1 1 1 1 I I I I NTTATAAAAAAAAAAAAAA 
AAAA 

Sequence 4740 

CCCTCGAGCGGCCGNCCGGGCAGGTACCCAGACATGCTCAAAATGTGCTTTCCCTTATCT 

TTCAAAACCCACCACCAGGAAACCAAAACGGACCCCACTCTGAGAGTTCCATGATGAAGG 

TGTT TMNMTCACATTM CCCCMGTTAMGGCAGTAGATGAAATTTATCCATTTCTTT 

TTTCTTTTTI I I I I I I 1 1 I AAGTGAGACTACATTTGGGCAAATGGGGAAAATNACTACCC 

NTCATTTTGGATTACAAAAAAATGGTTTTMTTAATCCTTCCTCTTGGAAATTATTGTTC 

CNGGCCCNAGCGTGGATNCCTTTATGCCTGNCATTNCCANNCNCTTTTNGGGANGGNNAA 

NGGCAGAAMGAATCTGTTTGAACCCCCAAGGAANTnTAANACCTANGCCTTGGGNCAA 

NCNTAGTANAGAACCCCCCANTTNTTTTGN I 1 1 1 1 I 1 1 I AAAAAAA 

Sequence 4741 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAGAAACAGAATTGGCAAATGTTCAGTTGA 

CMTTATGAAAGCTGGATAAACAMTACCTGCAGGGTTTATTTTTACTACTTTTCTACTA 

TTGAATATATCTG ATATTTATATAATAAAAAGTTTAAGTTACCAAAATCTCTTCACTGTC 

1 1 1 1 1 1 I 1 1 1 1 I I IGAGATTTCTCCTACTCACCTCAAACCCTCTAAGACTGCCAAAAGCT 

ACGCCACMTCAAATTCTGCAGGTTCTTTCAAATATCATTTCACTTAGCTCTTCTACAAT 

AAAGCCTCACTACTCAA AGTATG GTCCTTAGAATAGCGTCATCATAATTGTTTGGAATGC 

TATTAGAAAAATAAAATG 1 1 I 1 1 CTTCTGATAATTGAAAATGTTCCTCTTCAAAGCATTT 

TACCAAAGAAGACAGTCAAATAACCAATAAACATATAGAAAAGTGTTCAAGTTAATTCTT 

GGCAGGGAAATGCAAATTATAACCCCCAAAGAGGGTCTTCTGCCATNCNCCCAGAATGGG 
TTAAAATGA 

Sequence 4742 

ACTTTTTTTn I I I 1 1 I 1 1 1 1 1 I INGG GGGGGGI 1 1 1 I 1 1 1 1 I I I I 1 1 1 I I I I ) I I I I 1 1 

I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I AAAAAAAAAAAAAAAAANNNT 

'" 1 1 1 I I 1 1 1 l l NAAAAAAAAA AAAAAAANGGNNNNNNN 1 1 I I I I I I TTNGANAAAAAA 
AAAAAAAAAN I I I 1 1 I I I I 1 1 I I NCCAANCNCCCNAAAAN I I I 1 1 1 1 I 1 1 1 AAAAAAAGG 

GGGGGGGGGGGGNNAAAAAAAAAAAANNNGGGGGGGGGGNNNCCCCCGGGNANNNNANNA 

AAAAAAAAGNNTGTNTNAAGGAAAGNNNNTTTTTTT 

Sequence 4743 

TGCTC GACGGCCGCCAGT GTGATGGTATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCA 
GGTACI I 1 1 1 I I I I I I I I 1 1 ITTTGGGI I I I I I I I I 1 1 I I I 1 1 1 I I M I I I I I 1 1 I I | | | 
I I 1 1 1 1 1 I 1 1 1 I II 1 1 1 1 NGNAAAAAAAAAAAA A I I I I I I 1 1 1 1 I I NNGGGGGGGGGGGG 
GNNMAANTNNAAAAANNNNNAANNTTTTTTTNGGGGGGGGNCCCCNNTTTNAAAAANGN 
NNNNTTT NNAAAAANNCNG GGGGGGGGGGGGNNCNNNNN I I 1 1 I I I I I I I NAAAAAAAAA 
NNGGGNNI 1 1 I I I 1 1 I I I 1 1 NAANNNGGGN N 1 1 I II I I I 1 1 1 I NCCNGGG N I I I I 1 1 1 I I 
HI 1 1 I I I 1 1 
Sequence 4744 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAAGGATCAATACCCTATGTGAGTTGCAATA 

TACACAGAAAGCATAGCAAGGAAAAATTTCCTGGAGTAATTGGTGTCAGTGTCCAGAGCA 

GGATTCGTTCAGCCTCCTGAGTTGTCCTCTTCAGCATCCCCCAGGTCCGGGGCTTGTGTC 

ATCTGTGGAAGCTGCTTTGTTCAGGGCTGCGGGTACCTGCCCGGGCGGCCGCTCGAAAGG 
GCGAATTCCAAN 
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Sequence 4745 

CCCTTANCGTGGTCGCGGCCGAAGTAC I < 1 I I 1 I I I I I I I H I M I I 1 1 GNNGGGGGGNN 
N NANNA AAAAAAAAAAAI J M II I I I I 1 I 1 1 I CCNANCANGG MINIM I NNCCCCCCA 
NTTTTTNNCCNNNGTTCCNGGGISTrAC^ 

AACCNCTTNTGNANNCCNTTTGGNCCCCCCCAAANAAANAAAAAAAAAANNAANNTGGNC 

NCCT TTAM AGGNTTTNGCCNNNNTTTTTTTAAAAAGGGNCCNCCCCCCGGGGGNNAAAN 

TTAANTTTTCCCNTTNGAAAAACCNAAAA I MINIM I CCCCNGGGGGNCNNTTNAAAA 

AAAANATTGGTTCCCCNAAAAAATN I I I M M I I AAAAAAANCCAAAACCTTTTTAATTG 

TNNMCAGGNNTTTCGCCNAAAACCTGGNAAAGGGCCCCTTNCANTTTAGGCCCGGAACC 

CNCCNGGGAMTTCCNCCCNCCCAATNTTCCNCNTGGGNANANNMTTTTTTTNNCCCCC 

CAAA AAAAAAAAAAAAAANGGGGTTTAANNAAAAAANAGGTTNTNNAAAAANAAAATANC 

TTTTGTTTGGGGCCCCAAMNGGGCNNNGGGGNGNCCCCCNTTTTTCTTAAAAAAAAAAA 

AAGGNTTGGGGNTNTTNGCCCCCCCC 

Sequence 4746 

CCTTAGCGTGGTC GCGGCCGAGGTC I M I M I I I N I I 1 1 M M I N I GGGG I I IIHU 

TTTTTTTTTTTTTTI NGGGGGGNNNNNNNNTNAAAAAAAAAAAAAANCCCCNTNTTTTTN 

NCC NGGG GGGNAAAAAAAAAAAAANCCCCNAAAANNCCCCCCCNNCCCCCCNTTTGGGGN 

MNTTTTNGGGGGGGGGGGGGGGGCCAAMAAANCCNMNNNGGGNNMAANGGNTTT7T 

TNGGGGGNAAAAANNCCCCCCCCCCC 

Sequence 4747 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCACATCCTTAAAGTTATCTTTTTTTATATA 

AGTAMGAACACACAMTAMTTCACTTGMTTTGATAATTTGGAACATTGGCAATGAAT 

ACAGTGCCTGTTGAGGCCTGAAAGAGAGGGGAAATCAAGAACAGTGTGGGAGAAGAAAGG 

CMTCCTTCGTTGAAMGCTTTTCTCTTAACAATCCTTAGTGCCTGAAAAATAAGCCATT 

TTGATAACAAGAGTATAAAAAGCCATATGATCTGCAAAGTAAATCGTATCTGGNTTAAAT 

TTCATCC CMGT CTCAGGTTATGGCTGAGGAGCTATACTMGTATCTTTGTAACACATTT 

CTTTGMTTTTTATMCTAAGACAAGAAAATTTTTTTATCAGATCTAGGCAGAAATAC^ 

ATCTTCATTTACAAGTATAGTAATTACTTGCAGTCAGGACTATATAGACATGGGGCTCTG 

AAAACCAAACAGAAGGAAACGCCCAACCATAACCCCAAGGCAAAATTAAAAGTACNCNGA 

GMGCCGCGGGTGATAGTTTATGMTTTCMTATTAAMMGAAGCCTTACCCTTTCAGA 

ATGTCCCCCTTAAAGNCCCGAAAAA 

Sequence 4748 

CCCTT TCGA GCGGC CGCC CGGGCAGGTACTTTAGCTTACATCATTTTGGATAAAAAAAAA 

TTCAGTTTTCCCAGCTTTTAGAAGGTAAGTCTGAGTGAGGCCTTTAGGGACTCCCTAGTC 

TCCAGTT TGTTT AAAACACCGATGAATGMTTTTTAAAAACAGACAAGTGAGAGATGAAT 

GGAMACTTTTATGMTAMGACACAAGAMTTAGCCTTTCAAAGTAAAGTTATTCATAA 

TGTATAAACCCATTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4749 

CCC TTAC CGTGGTCGCGGCCGAGGTACAGCTTGGTCAMTTTCCATGATATGMGTATTT 

GAGTTTTMAATATACTGTTATTAAAAGGAAAAAGACATGGCCATTATTCCATGTGCTTA 

AATGATMTTTCCTTATTCAGTTTCAGAAGAAAAAGAATGAAATNGGGTAACTGTCATTG 

CGTTAGCTTTATGTTGMTTGGGAAATTGTGGCATAAAGCTTAMTTCGTGTTTATCAAA 

TGTGGACCATAGTAGTATAATGCTGCTTTGTATATAATGTAAGTGCTACAAATAGTCTCA 

GCACTGAAAATGTATTGATACCTCTTAMTGAATGCMCTTTTGATGTAGGTGTTTTGCT 

ATGCCTCANAMCTATCTGTCTGAGMTTTGTTAATCTGTTTGATAATGAAGATCTTCCT 

GTTTTCTTG NTTCATATTTTCATGTTC AAA 

Sequence 4750 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I III I II I I I I I I 1 1 I 1 I I I 1 I 1 I 11111 

n n 1 1 1 1 1 1 n i M m 1 1 m m m i ii n i n n 1 1 1 n i mnttnnncaaaaa 

AAAAAANN ANi ITTTTTTTTTTTTT1 I NNANANCNATTTNATTITTAAAAANCCTTTTTN 
NAAMNNNTTTTANTTTNTTTAAAMAAAAAAAAAGGGAAMTTTTTTN 
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CCNCCCCCCNNAAAAAATTTTTNAAAAAAAAA 
Sequence 4751 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACTCCAAGTCCAAAGCAAATACCCATGGC 

ATGAACAAATAGGATGCCTAAGATTCTAACATTTGCTTCGGCATGGCTTTCCTCCTCACT 

TCCCTACCTCACAACAAGAAAAAATTTCCTAGATGGGACAATGGCAAGATATTGTGCTAA 

T ACATTTC ATAGGATTTCTAGATGCTGGGCTATAACATCCAGGTTACAATTTGGTGACGG 

A 1 1 1 1 1 i l ATTTCTATTGCAAATGGACTACACTCCAAACACAAAAAGATTCTTGCCATAG 

CATCCAAACATCCCTATGTAGACCCACACTTCCTCTCAATACAGAAAGAGAATCACTCAG 

AAAGGACAAAGCTGGCAGACCAAGAAAGGAGGCAAGGGTAAACTCTGTCACTGACCAATT 

ATCTAAAACAAAAATAGCAGCCTCTGTTATCAAAGTTGTCAGTTAAAACTGTCAGCTGTC 

AGGCCAGTGACACACACCTGTAATCCCAACACTTTGGGAGCCCAAGGTGGGGTGGATCGC 

TTGAGCCCAGGAGTTTTGAGACAAGACTGGGCAACACAGANAAACCCCATCTTTACAAAA 

AATCAAACTTAACCAGGTTGTGGTGGTGTGTGCCTGTAATCCCAGCTGCTTAGGAGGATA 

AGGNGAGANGAACACTTGAACCCCAGAANGGAGGGGTTGAAATGAANCATGATCATGCCC 

CTGNACTTCGGGCCGGGGNGACAAANGGGAGACTCTGGNCCAAAAAAAAAA 

Sequence 4752 

CGTGGTCGCGGCCGAG GTACT GGAACCCAGGACCAGGAAAAAACTAAAGGGTGGCTGAGG 

ACACATCACCCCATAGATTTTTCCAAACCAAAACCTTGACCCAAAAACATTCTGATAAAT 

CTCTGTGCCTANAGAAGGTA AAAG GAAAAGAGACACAGAGATTTTCTACAATACAGTGTC 

AGAGGATTAGTCTTTGTTTCCTTTTCGTGGGAAATATTTACAAGCGGATAACACATCTTC 

TTAAAAGCGCCATTTAATGCTTTGTCAAAAACAATTAATTAAAATATGGTATAAACAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 4753 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGAGAGCTGGGGAGGCCAGTGTGCCTGCAG 

TGAAGGAAGGAAGGGGAGGGTGATTGAAATGATGTCAGAGGGGCAGACGGTTGACCTGTC 

CAGGGCTTGTGGCGAGGGGAATCAAATCATTTATTCTCCACACCAGCATACTTCAGAANG 

TGNACAGGGGANCCATTGNTCATTGTAAGTATTGTACCTGCCCGGGCGGCCGCTNNAAAG 

GGCGAATTCCAGC 

Sequence 4754 

ATTCG CCCT TAGCGTGGT CGCG GCCGACGTACTGGACNCTTCTTTNCCCACCCCTTTCCT 

GATTGTTTTATGTGATTGATTTTAAATTCTCACACTGCCNCTTCTTTAAAAAATNAAANC 

CmNTTNGCTTAACANAAAAAAAAANNGANTAAACTTNAGAAATAAACGAANGTTTGNG 

NANGCTATACTAACCCGNGGGTTGGNCAATTTCGTGCCNGCTACCNTGTTACACNATTTN 

CCCAANAAAATATAANCCCNGCNTAAAAAAATGTnTANATTACCCCNTCCCNAATNAAA 

TTNAAACTTCACCTGGANTTGNANAAANCTCCGGTTGACACAANTTANACTACNAAAAGA 

NGGCTTTNACATTATGTGAACACNCANTNNCTAGNNACCCNNACTGGNATTAGATNCCCN 

NCTTATGCTTAACC 

Sequence 4755 

CCCTTTCGAGCGGCCGCCCGGGCAGG GACTTTN I 1 1 1 1 I I I I I 1 1 I I I I 1 1 I I I I I NCTT 

' 1 1 I 1 1 I I I I I 1 1 I I I I 1 1 | 1 1 1 | I NAAAATNTATTTCCTTTNTTTANATGGNGT 

AANATTTNNAANAANAAANN I J I I I AATNNTGAAAAATGGNNTTAAAANAAAAATATTGT 

CNTGA7TGAGNCMTGGGAAMNANAAAAMTGCTGTATTTAANAATTTTTCCGAAAAAA 

MNGTNTA NTTTGTTNAAA NGCAACAAANCCTGTTTAAATTCACTITATAAACCATACAC 

CCCTTNTTG I 1 1 I I AAACANATTNTGGAAGGCCNNTGTNAAAAACGGATTACNAG 

GTCCCNCCATTAAAAATCCCCCGGGTNCCTTGGCCGAGACCCCNTAAGNGGNAAATTCCA 

NCACACTGGGGGNCGNTACTAANTGGATCCCAAACCNTGGGACCAAACTTGGNGTNAATN 

ANGGNAAAACCTGGTTCCTTGGGGNNAAANTGGTATTCNGNTCNAATTTCNCANAANNTT 

TGAGCCCGAAGCNTNAAANTGNAAAGCCCGGGGG 

Sequence 4756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTCI I 1 1 1 1 I I I 1 1 I 1 1 I GAGACGGAGTT 
TCGCTCTTGTCACCCCAGCTGGAGTGCAGTAGCACGATCTTGGCTAACTGCAACCTCCAG 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTMTTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAAAGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAMTTAATTTCTCATTTTTTGGTCAGGTAGAATTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTMCATTCCMGC7TCCTTTNCTTTTTTGGNCTTTATG 

AAT ATATT T ATATG GGCNGMTTTAGATTMCAMATTGATTGGCCCATTCTTTACTTTC 

CCATTTTGN TTTT CTANAACCCACAAAAGTTAAAACTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGAAGGTTCNGNCCCAAAAACAAACACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGMATTTATTTAACCGGTTTTTGGTGGGNGGG 
GGGI 1 1 1 1 IGGG 

Sequence 4757 

ACCCTTTTAACAAAGGAAAGTGGGTTTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTT CTCT MGTGAMTTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTGTTTTCCCTATGCCAGAGGGATATGAATTTCCTTCTTAAATAAACCCTTAAATAA 

ATAAATTTAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTTTTCAACACTCCTCC 

CCCTACTCCACCGGACCTCAACCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCAAACGGGCTGCAGAGATGGAGCTTCAGGCAAAACTTACAGCTTAACCCATTTTCAA 

GCAAAACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTTTTATTAATATTTGCACATGGGATTGCTAAAACAGCTTCCTGTTACT 

GAGATGTCTT CAAT G GGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAMNGGGTTTTCTTTT TTAAATGT TTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCMTATCATGTGA I I I I I 1 1 1 CCTCCCCTTTCCCTTTTTTTGGTT A I 1 1 1 1 1 1 I 

AGACTGNGCCMTAACTTTANANGMCCCTTTNGCATTTTTTNTCATTTCCCATGTGGGN 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGAACAGCTGGGGAATTAATTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

AAATGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTMTTTTTGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACT TCTAGTA ACATCATATAGTTAGTAAAGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGTTTGATTTTTTCTATTATAGAAATCCTTTCCCCTTTCTTAATGTCTCTTTGGTA 

TTCT TGAAAAAAACAAAAGAGAGCCAACAAATAAAAGTAATTCCTCAGAATTTATGCTAA 

TTTTGTAGC MTATA ACTTGCGCATTTGATTGCTGCTTGATTTTTAAAATCAMTATTTT 

CCTACATTGCTTTTTAAGGGCAAGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 

GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 

AGGGCGTGTGATAACAAANACACTTTTCCTATA 

Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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CTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 

TTTAATAATACTGATATAAGGCAGCTTTTAATCTATTCACAGGAAAAGGAAAAATTTATA 

TTATCTCCTAAATATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 

GAAAAAAACTAACTTTAAATAAGTTAATTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCAAAAGANAAATTTTAAAGCTGGGCAGTCCGGGG 

GAGACATCACACGTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAAAAGGAGAATTGCTTGAACCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCANGGTC 

ATNGCCTGNTTTCCCTTGTTGNNAANATTTGTTANTCCGGTTAACAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

AAGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAMGAGATTTATACCAGTAACTTTCATACATTTCTGTTTCCTTATTCTCT 

CACTTAAATTCAACAACATCATTCCTCTTAACATTTTTGCCAATGGTGAAAAGTATTTCG 

TATACAMTTTACATATTCTTACTCATGTGGTTAAGTTTCTTACATGTATTTGTTGAACT 

TCCTGTGAAT TGCTT ATTCATATCTTTTTCTCACTTTTTCCTMTGAGTTTTGGTATTTT 

TCTTTMTGMTTTTAAGMTGCTTTATGTATTGGTGCTATTAATCTTCAATTTTACGTA 

TAmGCATAAGTAATTGCCT ACTTT TMCTCTTCGTGGCATACAGACATTTTTACATTT 

TAmACTTAMTTTATCAATCTTTTTCTTTAAAAGTTCTCTGGATTTTGGGGTTTATTG 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTTTGTTTTTAT^ 
TGTTTTC TCCGTGTGTGTGTTTTCCTAATTTATTTACCTCTGTTTCCCCTTTTTCCTTTT 
i 1 1 1 1 1 i MTTAMG AGCAAAGCT TTTTA TTACTTTGTAATTTAAAAAACTGAAAAAAAA 

AAACTGAAGAACTTTGGGGGGAATTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 
Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 II 1 1 1 1 1 1 1 AAAGCAAACCATTGTATG 
TGTMGTGTTTMGTNACCTTTTTGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
MTGAMGCCATGTCAMTTMTCACTTGGATTGACTGCTTCATCTTTTTATTTTTAAT 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACATTACTTTGTTTTTTCAGGTGAAGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTG CAAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I 1 1 I IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCNTCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

CNTNTNCTCMGACTNNGGGGNMAMATTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCCTTGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 
AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACCTTTGANAGAGGGTCCAGTAAATCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

TTCCAGTAMGTTTAGAGAAGAGGAAMGCTACTTGGCTTGCTCCTTTGAAGGTTTTGTT 

TCCCTCTTMCACAGAAATTAMAGGTAGAGGAGAGATGCTGAATGATGCTTTTTTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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ATGATGAAAGAAAATCAGATGTTTGTTTCAATCAAAGTGAANCAAAATGAGAATAACTAT 

TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGA GCGGCCGC CCGGGCAGGTACTGGAATTACAGGCATGAGTCACGCCTCCCNG 
GCCCCCCCC I I II I I I 1 1 AATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGMTACCTCTTCTAAAGACTCAGCAAAAGGGTCATTTGTGCCTCTTTAACTGTTC 
TTACCAAACTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA I I II I I I IT 
Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 

GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 

CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 

AATCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 

CGATT CCAGGT TTTAMTAG TTTGT AMTTTTCMGTTTCTACACACTTTATCATCCACT 

TGTGAi M I I lAATT AMGCGTTTTMTTCCTTTCTCTGTTCAGCTGTTGATGCTGAGAT 

C CATATTTA GTTTTATAGGCTTCTCCCTGG I I I I I II I I I ICGGI Mill I TGGCTCANG 

AAl I m l IGGTTTGGCATGGAAAATGTAAAAMGGGGAAATTTAANTANCATTTCAAGT 

TTMTTNTGNAAATNGNNAGGGMATTTTTTCAAAAAAAAATTTAAAAANNATNGGGCCC 

CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 

TATGAGCCATTTCATTTAGACATTTMTTATGTCCTATTTCTCTGGCTAAATACATTGAA 

AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 

TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I I I II I I I I M 1 1 I I I I I I I I I I I I I H I I 

n 1 1 n I I I I I I I II I I I I I n I I I I NTC CAAAAAANTTTTTNNNGGGGGNAAAAAANNT 

NNNAMMANTTTNNGGGNNNNTTTTNNNANNAAAAAAAANGNGGGNAAAAAAAAAAAAN 

NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 

NTNTT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 

CTTTTNCCCCCNNTGNTAAAAAANCCCCCCCCCNGN I I I I I I I I I I II I I I I I AAAAANA 

ATTTMNCCCCCCCNGGGGGGGGNTTTTNAAAAAANTTTCCAAAANAANTNGGGNNNNNN 

AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I I II I I I I I I NN 

GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 

Sequence 4772 

CCCTTAGCGTGGT CGCG GCCGAGGTACTTTGACAGAGGTTCCAGTAAACGAAAACTTGAT 
TGTTTCCTTGTATATTTTCAGCGTTATGTTTC 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 
AGA CCAMGA TCAMCTCTGTMTTCTCTGGMGAATCCATCAGGCAGGTACMTTTT7T 
TTTCi mmi lAGTMTAGAGTTCTACTMTGGGAATMTGGGATTTTTTGGCGGGGGAC 
GGGAGGTAACATTTTGCTCAATTTGG 
Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTTTI I GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGCTCACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTMTTmGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTCTTGAACTCCTCACCTCAGGTGATCCGCCCGTCTTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

AAAACCCAA AAAA AAACTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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CTTTTGACAGCNT7TTNAAAAAATAA 
Sequence 4774 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTAACACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCGAAGTCCTT 

CAACAGAAGTTTC7TCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTMTGAGCTTGTGTGTTTTTGTCATTCTTTTTTCTTTTTT^ 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCAACTGCCAGTCCTGTCTCTTCMTTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGMACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCA CAGCA GTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTMTMTTGATGTATAAAGAACACCACTTCCTTACAGMCTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CCC TTTCGAGCGGCCGCCCGG GCAGGTAC I II 1 1 M II II I 1 I I M I I I 1 I I M I M I I N 

NNN1 I 1 I I 1 I I I 1 H 1 1 I I I I I 11 M I I I 1 I I I 1 I I I I I I I I I I 1 1 1 M I I I I M I I I II 

I I I I I I I M I I I I M I I I I II I I I N I I I I I I I I II I I I I I I NNTTTTNANNANNGNNNNG 

GNNNTTNNNAATTAANACCAAAAANAAANGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCCNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACA AAATN NCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

MAGNNTTTTGGGNAGTTTATAAMANTNNNTANCTTGGGGTTTTGGGTTTATTT 

MGCNAACCCCTTNAANCAATNNMTNGNTNGNGGGNMAMhrTTTNTAAAANTTTTNNC 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 

CANGGNTNNAATTNAACCCCCNTTTTNNAMCAAGANCAAANCAAATTNTNCCCTTTNAA 

ANGNAAGGGCTTTNAAAAATTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 

GGAAAAGG 

Sequence 4777 

NGGGCGAGGAGGGCGGCCGAGNAANNMMTNTNTTTTNTTTTTNTCTGACCNTGAAGCC 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGAATAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCAACATATAMGGNTGANTTTTTTCATGAACGGGGAAGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGMGGGGCGTNTTMGGAMGCCCTNTGCTCCAATATTTTTTCTTAAA 

Sequence 4780 

AC I I 1 I I I I | | | | | 1 1 1 I I I I It I I I INANTTTAAAAAANGGGNAAAANGGG 1 I I I I I I I 
TNNNNNTTAAAAANTTTTNNCCCNGNAAANTTTAANCCCNNCCCCCCAANAAAAANTTTT 
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TTNGGNM^r^TT NCNT TTNMAMANNANMMACNTTTTTTTNCNGGNCCCCCNNAAAA 
MANGNNTTNGNTTTTA AAACC CNNATTTTAAAAAAANTTTCCNANNAAAAAAAANCCCC 
TTTNAAAMNTTGNGNNTTTTTCCCTNhnTTTAAMTTNGNMGGCCCNTTTTTAAAAA 
Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTATMTTTATATTTTTTCXJTATAGAGGCTTTT 

CTATTTATGTGTATTCCACTTCCCCATATCACTAAACTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

TTTCTTTGMCATAGTTTCCACAGAATTCTTCCCTGTAGGGGAAGGCCTGGGCACTTCTT 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTAACATAGCGAGACCTCGTNTCTACATTAAAAATTTTAA 
AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCCCGGGC AGGTAC I I I I 1 1 1 1 1 I I I 1 1 1 I I 1 1 I II I 1 1 I I I I 1 1 1 I 
I I 1 1 1 I I I 1 1 1 I I I 1 1 1 I I 1 1 1 1 I I I I 1 1 1 1 1 1 I | I 1 1 I NN I I 1 1 1 1 I I [ I INNNNANNN 
ANNTNNNTTTTN I 1 1 I I I 1 1 1 1 I I NTTNTTTAANAAN N 1 I I I 1 1 1 I NNTTTNTTGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
AT NTNCTT ACCTTGGATTCTTGGCTTAAAGTANAAG ) 1 1 1 1 1 1 1 AANTTATNNAGGAAAA 
CAM i i i INTAAAANTTAAAATTNAACCCACTTTAAATGCTTCAAAAANAAANCCATNCC 
TTNCATTGTNATNNNNNNNAAAAAAAAAMTTNACANAAANCNTTTTTCACTNAATACTN 
NTTTANNNTTTAAAAATANTTTCAANANAAAATTTNNNCNAANTAGNNGGGNNNAANTTT 
TNNTTTANTATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGAATAGAACTGTGCAGA'MTAAAACATTTCTAAATAGCA 

AAATACTTCATAATTGAAAATTCAGAAATGAGCAGCTACAAATTATTGAGAATTTAAATG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTAACCTGACAGGMTTAACTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACAAGCTACTTTTTCTTCTGTCCCTTTAACAAAT 

TTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGAACACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATAAATTCCTCAGGAAGAGTTTGCATGAGCATCACCTCGCAATATTCTGTACC 
Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAAGTTTGTGTGACTAAACCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TCMGCCAGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
TTCTTTTCCTCCTTGTTGTGGGAMCAAGCTATGCMCCATTTGACATTCTGTATTTTAG 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGAACTCATGGATGCTGATGGGTTGGATTTTAACTTTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

AATAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 
Sequence 4789 

CGCCAGTGTGAT GGGAT ATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 

TTTGGGAT TATGGTTTT TAAAAGCTTGAGAATATNACTTATTTACTTTTGCAGCTTTCCA 

TGCAGCTG 1 1 1 I I I I I ICTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGATTNTNATC 

TTTACTTTTCTC7TTATTNTGTGCCTTGGNCTTGAAAAAGTAATAAATATTTCTTACTGA 

GGCCCCCTCCTGCTTTG TTCTG CCATCTAAGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCAACTTTACTACTTCTTNAACATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGAATTTTTTGGTCACCTNATGTTAAAGGAG 

GCNCACTTNATNCTNAAACTTCAAGTAACTTGTGCCTTGCCTGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTAAGACAAAACAATGGGGCCCCTTATTTTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCAAGAGCTTTAGAATTTGGTTCTCAAGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

AACGTACCTATTCATCTTANAATTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AAATATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAAAAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNAAMANGNMNNCCNTTTTTTNTTNNN 

NANNTCCGNi 1 1 i iNGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTrmTTTmNTTTTTTTTNCCCCCNCCCC 
CCCCC 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGAATTCTGACAAGAAACATCACAAGTTTA 

TATAAATACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGAMTGAGATAATATTTATGTTTTTGCCATAGTGATAGCTCAACTGCCACTTCATCTC 

TTTTCCTGTT CTTCTT CCGACGACCCTTCAGTCTGTTTTCAAMGCTTCTAGTTCAGCCT 

GTTGTCTTCGTTTTTCTTCTTCMGAGCAGCTTTGGCTTCTGCTTCTTTTATC^ 

CTTTCCGCTTCAmCCTTGCACGTTGTGTCACATTCTATTGAMCCTGATTTTCACGT^ 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAAACCAAGCTGCAGTTACTCCTTTGA 

GACACCAAAMAAG7TGCTTCCATATGGTTACATTGTTAATTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCMTTCMTGTCCTTMCTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTAC^ 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAMCTGMTTCTAGAMGATTATTTTGGA 

AAGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAAATTTAtGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCAATGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACTTTGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGTGACGAGGMGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAAAGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTAATATAGCCACAGAAATAAAGGATGGAGAAA 

AAT CTGGGA CAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 
ATTCl I I 1 1 

Sequence 4798 

NCCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I 1 1 I M I 1 1 1 1 1 I 1 1 H I 1 I U N 1 1 I 1 i I 

" M I I I I I I I 1 [| | 1 I I | I | M | | | | 1 | M I I 1 I I 1 1 I i I I I I I I I I I I I I I I I I 1 I I I 

nTTTTTTm lAAAAAAANAANNNCTNNNNNTTTGGNACNCIMNNANAAGAANAAAAAAA 

NANNTNNMNAAAAAAAMAAAAAANATNTAMNAMAAMANTNCTTATTTTTATTTTT 

TTTAAAAAAAAAAAAACGGGNGGGGGGGGGGGGGGAAAAAACCCCNNTNTTCATNTTTNC 

CMGAMNNNNNGNACNNCNGGGGNCTTTNNCNMTNCAACCANTTTTNCCCCCCCCNCC 

GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CAAGG CCTTTTGGGMCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCATG 

TCTTTTTCTTCTAAGAAATTAATCAGCTGAGAGAAGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I I I 1 1 1 I H I 1 1 1 I 1 1 I 1 I 1 II 1 I 1 I I I M I 
M I M I I 11 I I M I I I | | | | 1 | | | | | | | l | I I I I t 11 I I I { 1 II I AN I I I I 1 U I INTTT 
TTNI I I 1 1 I I I NANTNTNNTNTTNNNNNTTTTTTTGAANNANNNACCNTAAATNCCACTA 
TTGNGGAMTAAGAAAATTGTMTTGTGAAMMTAATTTTAAGGAAATNTTACAAGTAT 
TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 
GGTTT GCAGMAGANATGGATATAGTTACCTNAGMGAMTATTTTATGTGGGTTTmG 
TTTTTCGTTACTANATTTCAAGGATNMGGGGATATGGNTTGACCTTT^ 
Sequence 4801 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I I I I I I I I I I I I I I M I I II I I I II M I 

m m i i i n 1 1 M I I » I I M 1 1 1 I N M I M I N NNNNCCCCCCCCCCCCCNGGGNNNNA 

ATTN i i i 1 1 NAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN I I 1 I I I I I iNCCCCCCN 

CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN I I 1 1 I 1 1 I AAAAAAAAAAANCCCCC 

NNTNNNNMAAAMAAANNTAATTATANGGGNTTNTTTTTNANCCNAAAAAAAAAAAAAN 

T NNTTNNCCC CCCAAAA I I I I I I I I NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 

A 1 1 i i i 1 1 1 1 I CNNCNNNCAAAAAAAAA 1 1 I I 1 1 1 1 1 J J I I NGNCNANNATNNNNTNNNN 

NAMAAAAMC CGGGNNGNTTN CCNTTTTNTTNANANGGGGNG 

GGGGGGAAACN I MINIMI I NNAAAAAAAAAACTNTN I I I I II 1 I I I 1 1 II I AAAAAA 

AAAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 

NCCCCCCCCNTNTTTTATNNGGGGGGG 

Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 

TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGAACTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAMGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CMGCAMTTAAMTAGMGAGMTGCMCAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTMTGAGACAGTTACAGMGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I I 1 1 1 1 I I I I I I I I I I I I I CCAAAAC 
CAMTCTTTATTCTCTAGTTTGAAAAGGAGGGGTMATGGTTGTTCTGTTTAGTTCCAGA 
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GMCAGMCMGGCCCAATAGGTAGAAATTNTAGGAAAGCANAATTCATTCATTATAAGG 

AAGGATTTCTAACAATTANAAT7TCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NAACCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAAAAGCCAGGACCAMCCCAGGGGGTAAMTGCCCTGGGGATCTGNTTTTTTGGG 

AAAGGAAAAMGATTGGAMTTTTTTACMGCNGMCCGGGTNTTT^ 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 
Sequence 4806 

CCCTTTCGAGCGGCCGCC CGGGCAGGAAC I I 1 1 I I 1 I I I 1 1 II I II I I I I I I M I fTCTT 

" M 1 1 1 1 1 I I H I 1 I M 11 I 1 I I I I I I 1 I I 1 M I II I I | I 1 I 1 1 1 I 1 11 I I 1 AANNNTT 

minim iMNTATGAAGNTTTNANNNAGTATTGTNNNANGGACNAAAAANCNNTTTNT 

GNAA AAAAAMNACNNCGGGGGGGGGGGGGGNGNGTTCTTTTAAAAAMAAAGNGTTTTT 

TTTTAAMA AMGGGGGG GGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 

ANNNNAANNI I I I I I I I I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 

GTNNCAAMTANANNTTTAAAAAAACCCTANTTTATATTAAAAMAANANTNNTTTGGGN 

GNTGGATTGTTNTTNNNNAAAAACCAAAAANNMTNTAAAAAATTNNAAAATGGNNTTTN 

NGGNGNAAMNNACC CNTNTTT TTTTCNNANCAAANAAAAAAAMAAAACNTTTrslTCNA^ 

NTGAMAATATNATNNTTTTTTTC^^ 

NGNTNTGNNGGGGGCCTNTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 
NTTTTT 

Sequence 4807 

GAGCCGGC CCGC CAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 

CCGAGGTACTTTTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 

TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 

AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTCTGAG 
Sequence 4808 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

CTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGT GGGAT GMGTGCTTTCACATCTTGTGGAAGGACCAMTTTTCTGAAAAAATTGGAAC 

MTCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACMTGTCTGTMAGATTGCCTACAGCGCTCCTTTMGGCACAGGTTTTCTCCTGCC 

CTGC7TGCCGG CATG ATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTCTTCCCTGGCTACAGCAAAGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTGIVfTCTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I I I I I I U I I I I 1 I I I I U I I I 1 I I I I I NNT 
m n m m M I i I 11 I I I I < > M I I I I | | | | | i | 1 | | 1 1 | | M I I I I I I I I I I I I NNNTN 
TNAAAA/W^ 

TTTNl Mill I NGNNNAAAAAAAMANNANNTTNTTTTNTNNCNAAAAAAAAAAAAAAAA 
NCCN NGGGGNNA NANNNNNMAAMANNCCCCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCN i i i i I II II GGTNTTATTNNAAAMMAAAAAATNTCNNTTTNNNTTTTAAAAAAA 
AAAANCNNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN I I I I I I I I I 1 AAA 
Sequence 4810 

GC TCGNCGGCCGCCATGTGAGG ATATCTGCAGAATCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTTTTI I I I I I M I I M I I I I NGGG I I I M M I I I I I I I M M M 1 1 I I I I M I I 
H * n m m l ) I I M I II II M I I I I AAAAAAAAAAAAAA AAAAA I II I I I I I I I I I j I N 
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AAAA'AAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN H I I 11 11 I 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATMCTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 4813 

GATATCTGCAGAATTCGCCCT7TAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAMTTCTCMTGTCCTTCTTACATTGTTCTMTTCTTTCTCAA 

GTTTGGATAGGAATCTAAGAGAGCATTGGGTTTACCTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTTCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGMTGTATGGGGGGTGGGGTCMGCATTTTAAGGGGGATCCCMGGGCTTTTTCATTTG 

AATGACAGCTTCTTTACCTATGCTC I I I I I I 1 1 I I CTTCCTCTTCNTTTAAAGGGGGAAC 

ATGGG GAAGT TAAATTTACCCMTCCAACAMGACTGTAACCCATCTTCTNTTTGGGANG 

GATNGNTTTTNATCATTTNACAAGANAGMTTTAMGTTTGGCACACTTCAATCCTTNT^ 

TTGACCCMCTTAAGGGCCAAMNMCCGAAMACTGTTGMTGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTA C I I 1 1 I I I H I I H I I I 1 1 M 1 1 I I CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTMTTAGTTNGTCATTTGAAGMTATTCCTTMCMATGTAACATTTAACA 

TTACAAAAAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAAATMTNCAAAAATATAAMATATATAAAMTAAGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCTACTTACTGNGTAGCT 

ACAACTGNGAAATAACTAAMTTCAGTATCAGAGTCTTGGATTTACAATACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 4815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 N M I I I I I I \ AACAGATGTAATTTCACTTA 
ACCCTTTGCGCTTTCCCTTAGTTGTCATTTMCATACAATACTGGCTTTACTTATCTCTA 
GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 
TTGTCTTAGCTGTTAAACTGTTTTTAGTATTTTTGTTAM 

TTCTACAGAGGATMTTMTTTCAAGAAMATATCTTGAGTTTTAAGAAATAAACATCTC 
CAGAAAAGGAGAMGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 
GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 
Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAMGGTAACTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

GGmGMTCTCTGCTCTGCCACTmATTAATCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 
CACCCTAAACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 
CGCAGGGAATTTGCCTN 
Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTATTAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAGCATTGATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGAATATAAGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTAAGTTTCTAAGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTAATTAAATCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTMGCCTTTTGGTGGGAACAGTTTCTCAAAGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAMCACMCAAGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAAATGNTATCAATACTTTTCTGNTGGTTTTTATTTTANGA 

Sequence 4819 

AC I 1 1 1 I I II 1 1 I I 1 1 1 I 1 1 ITTTTNG I I 1 1 1 I I I 1 1 1 I I 1 1 1 1 I I I 1 1 1 I 1 1 1 1 1 I I ) N 
NNT'I I I I 1 1 1 1 1 I NGTTTTNTTNTNNAAANTTNNTTTTTTTATNTTTAATAAANTTAACC 
TTCTC CCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 
TTTTTNNATNAAAAAAAMAAAAATNNTNTTNTTTTTNNTATANAAANNANAATTAAAAA 
AAAAAAA 

Sequence 4820 

TCGACGGCGC AGTG TGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGG 

TGGGGGAGACTTTTGACGTGGAGTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGAAGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAAAGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGAANATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 

GTTTCTCTTCCCTTGNA 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 
TG AGGT CCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 
GGTTTTGTAATGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 A AACAAAACAACAAATC 

AACAACAGCAACAACAACAACAAAAATTAAAAACTTTTTTCTAAAAAAAAAGTGAAAATA 

AAAAAAATTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC 

AGATTGNAGCCATACTTAAAAAAAAAAAAAAAGCCAAAAGATGATGACACATTTTTATCA 

GTA TTGN GAATAAACTTGAACCCCAATACCCGAAGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTAAGGGMGCGACCMCTTGGACTTTTNTGGCACACGATTCGCAGTT 

NTNTAAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

AAATATGGGGAGTTGGTTTTAAGCCTTTTT 

Sequence 4823 

CCCTTAGCGTGGGTCGCGGC CGAGGTAC 1 1 I 1 1 1 I 1 1 I I I I 1 1 1 1 I 1 1 I 1 1 I I IATTTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I CTTTTTTACATTTTTATAANAGTATATAAAAAATGATNTAAATG 

GACATTTAC CGGT AAGTGGGGGGAAGGCATATATNTACGTTAAAAGGCAGGACATTTTTA 

AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 I I I I 1 1 I I I I I 1 1 I I I I 1 1 I I I I. IAAA 
MTNGAATCACTTATTTTTTTTAAAGCCCTGCATAGAAATTCCCAAGGTNTCAAAAACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGAATGTNTAAGGCACACTTTGTGTTNTTTGCAACATCCC 
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ATGAGCAAGTACATTTTATCCACTTAGGTAANAAAAGTATAATTGTAACTCAATN7TTGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

TTTACAACTTTAAATCAAACAACTT7TG GTATATTCTTAAAATTATATAAA AATAG TTTT 

AGTGATAAAATGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCG NCTAA AAAAAAAAACCNAAAATAAACCCCCCCACAAAAAAAG 

NTCCTNCCCGGGCGGCCGTTTTAAAGGGCGAATTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAAATTTTGGCCNCNCCCMGGGGNATAANTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGGCTGTAGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGT TATAC CCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

AAGTAGGTTTACATTTMCATTTTTCTTAACTACATTCACTTCTTAAAAAGGAACAAGAA 

GTGT AAATA AGTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TATGCTTTTMGTCAAAATTMTATTCTCAAATTCGAATTTGATAGCTATTATTTCTAAA 

TCTTTTTMTCCTCAATTTTCCTGGTMCCTTCTTTCAAGAGTCTCCTTCTTCTAAAAGT 

TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 

TGGCATTCCCCCCATGCMGTTTTCAGCTTGCTTATCTATGTTTGTAGCTCAAGTTTTCA 

GGTCGCTCTTTGTTAGGAMGAMTTATTTTGGGGCTGCTTTTTGTTAAAAGGGAAATTC 

TGCCTAAATAATTTTTTCTAACTTNT 

Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I II 1 1 1 1 I 1 1 I 1 11 1 I 1 1 1 1 1 1 I GGAGACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATTNTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTAATTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAAATGAGTTCTGGCAACTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGGCCGAGGT AC I I I I I I I I I I I I I I I I I I 1 1 I I I I I I I I I 1 1 1 I 

"in H I I I 1 1 1 I I I 1 1 I 1 1 1 1 I I I I I I I 1 1 1 1 1 I I I I I I I I I 1 1 1 NGGGGGNA 

AAAAAAANl I 1 1 1 1 NNAAAAAAAAAAAAAAAAAAAAAAAAAANANANTG 1 1 1 1 1 1 1 1 1 1 1 
TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN1 1 1 1 1 1 1 I I 1 1 1 1 I NAA 
AAAAAANNNNNGGGG GGNAAAAA NNCCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCCI I I I I I I 1 1 I NNGGGGGGGGGGGGGGMAAMAAAAAATTTTTTT 
I I 1 1 1 iNGGGGGGNGNNAAMAAAMNCCCCNTTTTTNCCCCCCCCCCCAAAANNNTTTT 
NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCANNGGGGGGGGGGG 
GGGGGTNCCCC 
Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCMCCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTT MTATM TTATGACCATGCTMTGTGAATTCTTAGGCTTTACTATATTTACAACAG 
CACMTTTTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCTTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 

GGATCACTTGAGGCCACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 

ACAAMACAAGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 

CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGG GCAGG TACTMTTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAAAGAGTAMATTTTAAAAMTGMTTAATTTACATACAAAAGCAGTGGCATT 

GAAATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCAATTTTCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 

GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 

AGCAGTGGCATTAGATTCTCATAGGAGCATGAACTTTATTGTGAACTGCACATGCAAGGG 

ATCTAGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTAATCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGGGTCCCTG 

GTGCCCAAAAAGTTAGGGGAC 

Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I I l I I I I I I I I I I I I I I M I I I I AAN ) I I I 1 1 

I I 1 1 I M I M II I I I 1 1 1 I I I I I I I | I INI I I II I I I I I I I I I NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACCGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGAAANNTNTNNGGGGGGGAACCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCATTNGG 

GGG GGCNCTA AAAATTTNTTNTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNTTTTTTNNGGGGGGGGGGCNAAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

AAMAMMAANCCNTAAAANTTTTTNGGGGNAAAMANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNINGGGGGNGGNANNAANNAAAANNNNNNNNNNNNISITNTT 

NTTATNNANNNNNNNNNNNNNNNNNNNNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 

Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCAATCGGAGACACTTTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAMCATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

tac taag ggaataagcttgcggccgcaccaa i i i i i i i i i i i i i n 1 1 i m i i i i i icaa 

tgcttttmgacctttaataatgcccacgtgccctaaggttggccctcttaactccctca 

gctctttctggctttaagccatcaccccaggtgtgcagtttatgtcagaggggccatcag 

gtagggamcttatcagctgctctaagagaaAaggccgccctgctattatcagtgggcac 

aggctggagctcacccagcaggggctacagtcgggttacctgnagacatgatcccctggt 

cctctgagggcctaggcaggacatgggggaggacacggcccccggnacagantcctctgg 

ccaggagcancctttcaggttgctcttgngtgctanaamaaatattttctctatgtgcc 

atgtcatgaaaaagacaaaagcactgagttaatgggatgnggaaactttanccacaggct 

tttn tgctg tgmnaaagcatttttgcatgtgaacagctggancangaggcttaatggca 

ntgci i i i icaaaaaccacaacattcccccaatccctnggcanctacattcacctatnca 

tttatccttcccttaccctggcamantttattgnatgcctactttgcccaaggcccatc 

tttatcccnaaacaaagtgaanaccccttaaangggcaaatcctgggggatttnggaaac 
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AAAGNCCCAGGG GTNTN NGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 

TTGAATGCMGACTTmGm^GGGGGGGGNATmCCAAAATTmCCCCNCCTTT 
TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 
GGAGAGAAGTTAAAGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 
GGGTTGGCCAGATCTTTGMCCTACAACACTTCATTCCGGTTTTCATTTTCTTTGTGTTC 
ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

AC " ■ " " I I I I I 1 1 I I I I ITTTTTTNANI I I I I I I I I I I I I I I I I I I I NAAAAAAAAA 

AAAAAN I 1 1 I I I I NAAAANTNNNAAAANNCNGNNTTTTTTNNNAAAAAAAAAAAAAAAAA 

MhnTTNAAAAAA ANNN NTTNNNNAAANTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 

NNNAAAAAAANNCTTTTNNGGNNTNCCCNAAAAAAAANNAAANNCCCCCCCNNNCNGNNT 

TTNAAAAAANCAAAAAAAAAAANGGGGG 

Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAAAATCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGG TAAAA TTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCAAAGAAAATTTTAAAAAAAANGGAGAGAGAGAAACCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAAAGGGAATAAATCCATTTGAAAATTAGAAAAGAGGAAT 

TGGGAMAGGGAAAAAAACTTATTGGGTTTTANAAGACCAGCCTTGCTTCCNTTGGAGGG 
GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CGTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAAAAATACCCT 

CCCTTTAAACNGTGGATTGAAAATGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCA AAAAT CCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

GCCTCC TGTGATTTTGAAAGCCATTGTGAAGGAAAACAATGCAGTGAAAAGAAAGTCTTT 

CTTTTTAGGACAGATATTATTGCATCACATrTATTTATCTTTCTGGGNATTTTTATAGCC 

CTTAATAAAAAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 
AAAAAAA 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTNTGTNTNCATTI\rrNTTTTTTAAANAATCATCA 

NGACTCCTTATGMTNMmTNCATTTGCTGTNTTGTNCCAAAACCATATANCNCAGAAAA 

ATC AAMCC ATGACANGACATTTTACCNTTTAANTACTTNNNATAACTAANTACTCTTTA 

AATATTmAmCMTACTGTGGATGGAMTGAGMGCATTCTAMTTTNAGTTAATAT 

ATTTTTATGAANATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTC^NNTNATGGACNTATI^ANGTTANCTMTTTGGCCTTTTAAAAAANGNGTANNG 

TTGTTTATTATAGCTACTTTCAAGGGAAAGTTTGAATATNATTCTAGTCTCTAAAGTTCT 

TCACGTTTTTCTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAAANACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 
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TT NANG GANC1 m il iTC CCCNTTTTTGGNAAACAAGGTNAAAAAAAGNCNTTTTNNCT 
TAT TTTA ATTATAAAl 1 1 I I AAMACCANNATTTTTTTATTNTTAAACANGNTTATTCCC 
ATATTT TCTNN AGN ATTGNG CCTNAAGAAAATTCNNTTTTTTNNNNTGCCCNANNAATTA 
TAA AAAl i i I iNTNNl 1111 I NNTGAATANGNNNAAAANAAAAACAAACTTN I I 1 I I 1 1 1 
TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGG 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCTATGAGACTGAGMGMCAATGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAAAAACGATGCCTCTATGCAAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTCTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCT GCCT GTGTGACAGAGTGACCCCTTAAAAGANAAAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAAATNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTMCCCATNTTTNCGNTGAAATNGMTTCCTTMGTTCTTGAAAAAATNCTNTTTTNA 

ATAMCTTGC TCTTGG GTTTCNTGGGACMNMTNMCTNCAATTCNTTTTTTGTTAMN 

AAAAAAAAAAAI I I 1 1 GTTCNTGGCTTTTGGCMTAATTCAAAAAAACCTTNTTGGGATA 

ACCCCTTGATCAAACAACCCGGGTTTCNAMTTTTTTTCCTGGMTCGGGNGGNCCATT^ 

TGMCATTMNTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

AATNAMTTC CAAAC CCCTTCCCNNCCMMNTNCNCTTTTGGGCCGGGNAANCCCNCTT 

TMGGGCNAATTTTCNNCCCNNCTTGGGGGGGGGNTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAAAAAACAAAAGCAAACAAACAAAAAAAAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

MATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCMGTGCAGTMCCAGTTCAAGTTGGAAAGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGCCCG GGCAGGTAC 1 1 1 I 1 1 1 M I < I I I I N M I I M I CTTTTTT 
''Nil IMIIM MINI M ill I I I I HIM I I Mi l l I M I I I M 1 1 1 Ml M I I M 
JliJiiiiiilllllNllllliJI NAAAAAAAAAAAAAAAANCCC ) \\\\\\\ NAAAAA 
AAMAMMNNNTTNATNNCiyiNNTTNAMAAANNAANAAMNANNNAANCGNNTTTTTNA 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I I I I I I I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACAACTCMAAGTTCTTCACAATTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAGI I I I I I I I I AAACAGTGACATCTNTTGGGAAAAATGG 

ACTTMTAGGGMTATTGGGACTGAGTTCCAGTCTTTnTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I I 1 M I I M I I I I I I I I NN I 1 11 11 I 1 1 1 1 I 

M I I 1 M M I I 1 I I I ) I I I I I 11 I I I I I I I 1 II I 1 I I I 1 I I 1 1 1 I 11 M I I NTNTNNNTT 

NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 

CCTTTANCNANMCAAAACACCATTCAGGATAAAAACTTAMTTCCMNTTTAGGGANTT 

AAGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 

TCANANNNN GNNAN AAGNNNGAAANCAANNAAATNANAAAANNNNNNAATNTTNTNCCCT 

TTTCCCCCANTTTTAGNMCAAANTNAATTTTNANAAAAAAAAA 

Sequence 4847 

CCCTTTCGAG CGGCCGCCCGGGCAGGTAC H I I I I 1 I I 1 I I 1 1 1 I I 1 1 1 11 11 111 1 1 1 I 
n I I 1 I I 11 I 1 1 1 I I I 1 I I n I I I I I I I I I 1 I I I NNNTNNNNTTTTNC C I I 1 1 I I 1 1 I I N 
ANNTTTGGGGGGGNNNNNNNNANNTTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 
ANTTTTAAAAAANCTTNAANTNGNTNNTTTNGGGGNCCCCCCNAAAAAAANTGGGGGAAA 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I I 1 1 I I I I I I M I II N I I I I I I II I II I ( 1 1 

MHMMMMH II MM1 MI I M II I Ml I I G MM I I III MM I I I II II 11 I I 

I I I II 1 1 1 1 I II I NNNANGGNGNNGGGGCNNNCCCCN I I I I 1 1 I I I I i II I NTNAAAAAA 

AAATNTC TTAAAAAAATN M I I II I" I AAAAAAANG ANAAAANAANNCCNNNAAAAAAGGG 

GGGGGNAI M I I I I I I I M I \ 7NCCNCAAAAAMTTTTTTNTGNNGNNTTTTTTAAAAAA 

MAAAAAANTNAN CNNNM TTNANCCNNGGGGGGGGGNNNAAMNNTTTTTAANNNANNN 

NNNNNNNNNNNN^^ TTTTNAAAAAAAN AANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 

AAAAANCCCCCCCCN I I 1 1 I 1 1 I I II I NNTAAAAAAAAAAAAAAAAA 

Sequence 4849 

CCCTTTGAGCGGCCGCCCGGGC AGGTAC I I 1 1 I II I I I I M I I I I M I I 1 1 1 1 II INNNN 

M I n n n M I I I I I M II 11 II I I AAAAAAAAAAAAANCN I rTTTTTTTTTTTI I AAA 

AMAAMNNNNNNAAANNGNNNNTTTTTTNGGGGAAAAAAAAAAAAAAAAAAANCNNTTT 

TTTNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 

AAAAAAAANTTNNNGGGGGGAANNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 

NNAAAAA AGGNGNN I I I 1 1 I I I I ANNGGGGGGGGNGGGGNTTTNNNTTNNNAAAAAAANG 

GGGGGGNI II I I I I I I I INTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 

GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 

Sequence 4850 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA I MINIM I AAG AAAAATGGAATCACACT 

AAATATTTCAGAAAAATATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

AACCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCT ATT AAAT ATACAAA 

Sequence 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCA 

CGAAGGCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATTTTGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TACTTGMGCTTTCAATTTMGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGGTT 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTACI I II 1 1 M I I II I 1 I 1 1 M 1 I NAN I 1 I 1 I I I I 1 
1 1 n l l l l l I I NNGGGGAAAAAAAAAANAAN 1 11)1111 1 NNNNNTTGGGGGGGGGGNCC 
CCNNAANNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAMAAMNGGGGGGGNTTTNAAANNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCNTTNAMAAANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTTNGNGCCCCCNNNTNGGGGGGGNNNA 1 MUM I NNNANGG 
GGAAAANAAAN NANGGGG N I I I II I I I I I II I 1 AAAAAAGNNN I I I I I 1 I I I I I I I I NAA 
AA ATTA AAA AN N I I I I i I I NNNMMAGGTTTTTNTAANACNTTTTTTNAAAAANTTTTT 
GNNMAAANAAANANGGGGNNNTTNCCCCCCNTTTNTTTTT7TGGGGGGGGNGAN 
TCCCCNTTTNNAAAAAAAAAAAAAANCCCCGAANG 1 1 1 I I 1 1 1 1 1 < AAAAAACCCTTTTN 
AAAANTTTTTTCCCCCCCC 
Sequence 4853 

CCCTTNGAGCGGCCGCCCGGGCAGG NAC I I I I I 11 1 I I II I I 1 1 II I I I I I IC M I I I I I 

n i i i t ii i M I I I I I I 1 1 M I I I M I I 1 1 I M I I I I I II I I I I 1 I I 1 1 I I I I I I II I IC 

CAAAMAAAAANNN NCTTNT TTATNNANGGNAMAAANGNTTTTTGGGGGGANAAATNAA 

AMNGGNTNAAAAATTTTTTNTTrTTTAAMANGCCCCTTNCNGGNAGGGGGGNAAAAAN 

AAATTNANNAAAACNAAAAANTTNCCCTTTTANAAAAAAAA 

Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATTTTCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGTTTCCTCACTGGGAGACAACTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGMGTGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGAMTGCTCCCTTTTTMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCC7TACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 
TTCACTCTGTAAATCATCACTAAGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 
TGTTTMTGCTTGAAGGATGGTTTGGGAGGCAGGGMTCCTTTTCTTAAAACACCTTTM 
TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCAACC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATTMGTTTCCMCACATGCTTTTT 

GTGMACATGTTCMACCATAGCATTTTCAAATTCCAAAATAAGATATCCCTTACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAGCGGCCGCCCGGG CAGGTA C T I 1 1 1 1 1 1 I I I I I I I 1 1 1 1 I I NGGNTTTTTT 

" ' I Ml I I II I 1 1 1 1 1 1 I I I NNGGGGGNAAAAANATN I I I I 1 1 1 I NTNANNNNN 

AAANN NNNAAANNG GGGGGGGNNNNNNNNAAAAAAANNNGGGNNAANNNTTTTTTTNGGG 
GGGGNI I I 1 1 I I I INNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
AANAAAANGGGGNTCCCCIMCNNAAAAAAAANTTTT 
Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCTGCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTGACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4860 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAMTMAATGTTTTACATAMTMGTGTTAMTTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCMTTTGGGAAAMTCTCACMTTATTAACTCTTCTCAGTTACATTTATTTTTG 

AGCATTTAAATCTACTATACACCAGTTTGTAAAATTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGTGCTGGGGAGGTTTA 

AATAGCACTTAAAGAATATTCATGAGAGTTCTGAAATGAAGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGAAGAACAAAGGGCTCAACCCTGATAACTCTAAAATTTGGGATCTTGTCAAA 

TTMNTTTCAACATTCTTTAMTTTTACCCTNATCCTTGTTTTCTTCGCTTGGACTNACG 

NCCTTTCTGACTCTNTTCCGCTnTGGGTTGGTCTTCTAACAGTAAGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCCCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 

TTCCGCCCTTTCGAGCGGT CGCCCGGGCAGGGACTTTAI I 1 1 1 I 1 1 1 1 I I I I I 1 1 I A AAT 
"IIIIIIIII III I I IIII IIII I I I II I I I I I IIII I II I IIMl l lllll ll inn 

1 1 1 I I I I I I 1 1 I I 1 1 1 1 I I 1 1 1 1 | | | 1 1 GNNGCNNNNNNGNNNNNNNNNAAAAA 

AAAAAAAAAAAAAAANNNANATNTNNCn 1 1 1 1 1 I 1 1 1 NNAAAAAAANAAAN I 1 1 I II I N 

NCCNN NNGNNA NNAANANTNAANNNANNNNNTTNNTTTTNTTTTTTNNNNTTGGGGAAAA 

AANATNl I I I I I MTTNNAAANGAAAGGGGNGGAAAAAAAAAAAAANNTTTATTNTTTTT 

NNTNTTNNNAAATAAAAAAAN CNCCCGNG GGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 

NCNNCAAAAAAAAANNANAAN I I 1 1 1 1 1 I NNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 

NNANAAAAAAAAAAAA 

Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TAATTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 

AGACTCTTTGMGACTTTCTTGMTTGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 

AGCTGAG TATCAAC TT GCCTTT CTGATAGMATGTTTCTTGTGCCAGTTTTATTGTTGAG 

ATATACTAj m i m l CCTTTTTTAATTCAGTTTTTTAAAAAAACAAATGTATTGTGGCTT 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATAATTGTGGTA 

TAGTGACCAATAGATGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 

CCGGGAGTAAAA TGAG TG ACCTC AGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 

GAATATGGTATMTTTTAAATTTTAATGCNAMATTTTAATTTGGNCTT^ 

Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAAATGACCTCCCAGATTGACTAGTTTTGTAAGGAACTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCMTGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGCGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCMGCTTGGGCCGTAATCAATGGGACATAGCTTGTTTCCTGTNGTGAAAATTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCGGCCGA GGTAC I I I I I I I I 11 1 I 1 i I I I I i I I I NNI I I 1 1 1 M I 
' M I 1 I I I M I I H I I M I I I I I I 1 1 I I I I I I I 1 1 M I 1 I ) 1 1 I M I I I 1 1 I GANNNNNA 
AAA AAAAA NN nilllll NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTNNAAA AAAA AAAAANNNCAANNA 1 I I I I I 1 1 I NAAAAAAAAAAAACNCAAAA 
ANGGGNN CCNNNTTTTN NNNANNNMNAANANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG T I NIM H 1 NAAAAAAAAAA 1 I 11 1 I I I II I I I 1 I NTCCNCCCNAAAANNAT 
NATNNNTN mini NGGGTGNNGGGCCCCCCCCCCCCNNMAAAAAAAAAANTTCTTTTT 
TTTNNCAAANNGNGGGGGGG I I I 1 I I I I I I I I i I 11 I AAANAAACNNGGGGNNAAAAAAA 
AAAANAA ATNTANN NGNNCCCGCN 1 11111)11 1 1 NCCCCCCCCCTCCCCCNNNNGNGNN 
NAAMANTTTTTTTNAAANCCCCCCNCTN1 1 1 1 1 I 1 I I 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACMTTTGTTTTATTATGTA 

ATTGATAAMTGGTGATGTGTATTMTGTTAGTTCAACCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAMTMTTTTGTCAGTGTTCAGCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGTTT 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCAC7TGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCAANNNGGGNAANCCCCTTNTTTNNTAAAANTNCAAAATTT 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGIMGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTMTTT 

CGCATAGCTTCCCTAGTAAGTCGTTTAGGTGGAGGCCGCTCGCCAAATTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAAACCACGCGTCCTACTACAAAGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCG GGCAG GTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCTTTCTGTGCTTTTATCTGTCACGACAGGMGGTGTGGAAAGTTTATA 

TC GTTT ATATCCTTAATTTGACTACTCTTGGATATTAAMTCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAATTACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGAACTGAGAGTTCTTTGAAAACCATTCCCAATAAAAACTAAATGAAAAATAA 

ATATMAACAAAGCTTAAAAAAATATGCATTACCTGACACCAACCTTTTCTGGCTGACAA 

TATTTATTCATGAAMCATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TMCTAGGGGCTGMGCMACTAGCATTTAGGATGCAMCATTCTTGGATTTGTGATGTA 

AACTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTCTTTAGCTTTCACAAAACATTGGTCCACAMTTAAATTTTCAAAA 

AGT 

Sequence 4872 

NCCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I 1 1 I I I I I I I II I IGG1 I I 1 1 M 11 J 
» i i i M l I I l I I M 1 1 I I I 1 11 I I 1 M I I I I I I 1 I I I NTTAAAAAAA I I I I I 1 I I I I I NA 
AAA AAAAAAAAA AAAAAAAAAAAANAAAAAAAGNAAAGGAA I I I I I I 1 1 NTNTAAAAAAA 

MA i i i i NTAAAAAAAAAAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 

NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
AAAAATNAGNNNNTGNGGGGGANAAAAAAAAAAAAAAAANCCNTTTAAANNAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNTTTAAAAAAAMAAMNAACANNTANTTTNTGGTNNANAAMAMAAAATTTTNTTN 
AN AAAAAAAAAAAA AAAAA 1 T 1 1 1 I'CCNGTGNMGNAAMNATATTTTTATTAGAAAAAA 
AMTTTTTTTTTTT AT A AAAA A A AAA A AAA NNNNNNNNNN CTTT AAT N N AAA A AAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I 11 I M 1 I I I I I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAG CTATT CT CCTGCC TCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTMTTTTTGTATTTTTTGTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTMAACMGTTTCTMTTANAACCCTTATTTTACCC 

AMTGGGGTTNAGGGMCAMAACCAACCCTNATCACCCTATTTGGGGAAAAATNAATTT 



Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTAAGTTTGTGMAAGTGATGCAATTTGTTAT 

ACATTCAM TGCAM TTAGMCTAGCTGCCTTACGATGAGATTTCACTGTCATTTTTTTA 

GCACCCTMTTTTTGTCGGTTCTGTAGGTTTCMGTAGCAGMACTTACATCTATTTCCT 

TCAGAAMTTAAGGAGCAGATATTTTAATATGCTTTATGTAMTAGGATTCTGATAATT^ 

TAGCTTTAGTTAA TGCA ACACACTTNCCTGGGCACAACCATGACCTCTCTGAGAACTGGA 

AMTACTGCATAATTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAAATAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCMTACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATT TGGAA AACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTGTTTTTGTTTCCATTATCCAATMATGCAAMTTTCTTCTGAGGATTTGGGCTGGT 

GTAMGTAAGTCCATGAACGACCACCCCTTTTTGGGTATCTTCCCGGACAGCAAGTGGCC 

CTGAATTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 

GATAAAGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 

ATAAAAGTGTCMACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 

AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTAAACAATCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

AATAGACATCCTAATACTAAGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

AAAGGCACAAMTATGAATTCTGCMGMGGCTATTTTTTATTGTAGTTTGAATGGGTTA 

GGAMAGCCTCAATTTTTCACTCTTMGTCCTTCAGTACATTTTTCTTTCATCTTA 

TTATGCAAGTTMGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTMGAAGTCATGTAAACGGTTAACMGCTTACCMGGTTAGCMAACTTTCATTGT 

MATCAGTCTGTACTGAGCAAATAAAMTCATTATTAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCATACTACTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TGTTACACAMCTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATAAATTCTATCTTT A AATTN N N AN A AA AA A AAAAAAA AA AG G G N G N CCNTTN AATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAMNCTGGTTTIvrrGGNNCNCTTTAMGGNTTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCMAAAAAAAACANTTTTTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTISITNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGT GGTCGC GGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACMTTTTTTAAAMTAAATTMGAGGTATTTATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGAATCTAAACCAGCTTAAAAACAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACAAGAMTTCAGAGTMTGCTTTGMGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTMNCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAAATGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTAAACTAAAATGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCAAGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCCTTAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNC CTTCC CCCCTTTATGTNAACTMCCNTTATTTCCCGGGAATACCTTTCN 

MATTCCTGAACTTTTTACCCAAACCNATTTGACAGAAGTCCCNCGTTTATAAACCTTCT 
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TTNGGAAAATATTTGGTAAAAGGGCCCNTCTANACNAAATNTGCCAGGGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGAGCGGCCGCCCGGGCAG GTA C I I I I I I I I I I I I 1 1 I I I 1 1 I I I I I I I I I I M 
" n n i i i I I I I I U | | | | | || | M | | ^NTTNTTTNTTTTTTNAAAAAAAAAAATTC 
mm i I NTTANAAAANTGGT^AMCACATTTTTTNTTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTT ATNTAA ACTANNATNNAACTTTGATAAAAACTATAT 

mCTTTCTTTAAAANMTTTAAATGTTTTTTCACAAAGC^ 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I 1 1 I I I I I I I I I M I I I I I I I I I I I I I I I I I 
" M I I I I I M M I I I I I I I I H I I I I M I I I IN M I H I I I I I I M I r iMCNNNNNNAA 
AAMAANTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 
TNNAANNNNNNNCNNANNTTGNG I I 1 1 I I I I I I NAAANANNNNNAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANAACCCCCCNTTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 
AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCGAGGTACI U I I I I I I I I U I I I I I I I I II I I M I M I M 

m i i M M I I I M 1 1 II I II I II I I I II I NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAAA AANC CCCCCCCCCNNAAAANNANTNTAAAAAANNNTTNTTTNTAAANGGGG 

AAMCNCNNTTTTNNGNCCAN AGGNGG GNNAAAAAAAANACCANNCNNNGNNNCNTTTTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANG I I I I I I I I I A AAAAAAAAAANNCCCCNAA 

ANNNNN GNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCNI I I II I I I I II ITTTNTTNTNNGNGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGGl I I I I I I I CCCCCCCCNGGGGGGGGGGGNNNNG I I I I I M I N 

Sequence 4885 

CCCTTAGCGTGGTCGCGGCC GAGGTACI I I I 1 1 I I I I I 1 1 I I II I I I I I I I I I I GTTTTT 
i 1 1 1 I m I I I I IN) I l l l l l l l I AMGGTNANANANAMTTTTTTNAANGGTNTTNAAAA 
MMMTTAAAAAAAANNTNNNNAANNNAANNNANAAANNNTTTAAAAAAANNNTNCNAA 

MNNTTNATTGAAGGCTTNANAAANATNTNNTNNAAGGTTTAGGGTTANNAANNNAAANC 

TTNTAAAATGAAA 

Sequence 4886 

GANAAAGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGAAG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATCTTGGCTCACAGCAGCCTACA 

CCTCCCGGGCTCAGGCCA TCTTTC CACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTTGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGAACTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTAAGCCACCACGCTTGTCCAATAAATGGATTTTAATGGAGGAGTTA 

GAAMGTTCTTTGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAAAGAAGAATATCCACAATTATCTGTAAGGGCTAGCCCTTTTCCATCT 

ATATATTTGTAAMGACTGGATTTCTTTCATATGCTTCAGCCAAATCAACATTTTAAAAC 
Sequence 4889 

CCCTTAGGGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGAACTACTGGGCTCAANCAATTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGAAGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTN AI 1 1 I I I H I I I GNI I I I I 1 1 1 I I I AGCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAAAAAAAAAAAAGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATTNTGGGGTTGAAGAGACTGGGGGAAGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAAATTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTAAGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTAATTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAAACCTCCTACA 

CTCGGAATGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAAAGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTAACAAGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGAATGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

MATGCTAAACACTGGAAMMTGGAATTTTATACATTTGTTTTCTTAAATTTTGACAGA 

TATTCTTCAGAAAGTTAAAACTGCCTTCCACAAAATTTTGTGTGTATATGGCACMGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATT A TNGNTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTTTTTATGACAAGCCTATANACCCCNTTGAAATCACATTATTAGNTCTTGTAACCACA 
AAAAAATGANAAAAAAATATT 
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Sequence 4894 

CCCTTAGCGTGGTCGCGGCCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCTTTCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCA AAGAG GCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTTTCC CTTCC ATGCCATTATTTTCAGTGGGGAAGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTAAGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCAA GAGTCC CCAMAT ATTAA TGCTCTTCCCTTTTTCTACCCTCAAACTTATAGTT 

GTATCTTA I I I 1 1 1 AAAATGAATTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNAAGANCTGGGACTTACANGCGCCGGCCACCACNCCCGGNTAATTTTTTT 
G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 I 1 1 I I 1 1 1 1 I 1 1 1 1 I I NAN I 1 1 I 1 1 1 1 1 1 
I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 NNNGGNCCCNNAANANNAAAAAA 
AAAAAAANNNNNNAAAAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAAANNN 
NNNNNG GGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 
i 1 1 N I iGGGGGGNNNNTNTNTAAAAAANANTNCCCCNGGGGGGGGNAAAAANAAAAAAA 
AAAANNNNNNNN I I I I I I I I 1 1 NCCC 
Sequence 4896 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCAGGCAAATGTGGTTTGGTGCCTGTCC 

TGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGAC 

CTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGA 

ACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGNCGTGGACAGGACTGCAGGCTGGAATA 

TCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAAATTTGATGAATATTTCAAGT 

CAAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGNCTCTTGTGTATTGGCCGA 

CGAAGC ANGG TGAGAATAAGTGCGTTCCCAACAGCAACCNAGAGATACTACNGCTACACT 

GGGGGCTTTTCCGGTGCCTGGCTTMAAATCTGGAGACGTTTGTATTTTNTGAAAGATTT 

CACTTGTCTTNCAANA ACAC TTGATNGAAAATAACAATGAAGGCATTGGNCTAAAGGATT 

TGAMNCTTGGCAGACTTTTGCGCTGCTTTNCCCTCNATNGCAAAACGGAAACCCTTTGA 

CTGANGCTTAGAAACCTGGCATTNTTGCCATTGGCCCNCNAATTAATGCCCNNGGTGTCT 

TNNGGATGGGATAAAGGTGGAACNCCCTTAAAAAAGGTGCTTGTTTCAANCAACANGGCT 

NMTTTGGGAAAAAATGGATCTTACTTCCCCGANMNNTTTTNTTANTTTCANTTTTTAA 

ACCAAANAAAAAAAAAAAA 

Sequence 4897 

CCCTTAGCGTGGTCGCGGCCCGNTNTACCAGAATCGGCAGAAGAATCAGCCCCATAAATT 
TTAAAGACTTCCTCAATCGGGATACTGTTCATTAAGATTCCAGCATAAGATGATAAAATC 
ATAGCTTCTCGTTCTCTACGATTTGGATATATGGGTCTGCCATGGAGTGGTATTTTCAGT 
TCCTCCCACTCCAGCCAAGTTAAGTCTTCTGAGGGATCCAGCCATTGCAAAGCAACACTG 
ATGGCCAAATC ATAAG TGTGCCATATCATCTAGAAAGGTGAGTTGCCGTCTTCCTTTTGG 
GTCMATTTCMTTTTCCCCGAAGCTGATGCCAATATAATCTCCCAAGAGCTTTTTCATT 
TCCTTCTTTATGAGCCTTCTTTCCATGTTAAAGGGCTTAGCCAGCTTGAGCAAGGTATTN 
TGCAGTTTACACTMCACTTAGACCCAGCTTTTTNNTCCCCGCGGTACCTGCCCCGGGCG 
-GGCCNNTTCGAAAAGGNCAAAATTNNACCCCNCNTTGGGGGCAGGTTCTTAGGNGNAATC 
CANGNTTNGGTANCAAANTTTGGGNAANAAAGGGGCCAATGNTGGGTTNCCGGGGGGAAN 
ATNNNNNANNATTNNNAAAAAATTTC 
Sequence 4898 

CCCTTANCGTNGIMCNCGGCCGACGTACNCNAAATACTTCATACTAAACTTTCTAGAGAAT 
TAAACTTTAATGATGGGCTCAAANNANANANAACCNGCCNACTAATTTGTTCCTGCCCGG 
GCGGCCGCTNAAAAGGGCGAATTCC' 
Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGT C I I I I I I 1 1 1 1 I I I 1 1 1 I I I I I I I | | 1 1 1 1 1 I I I I 1 1 



# 
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TTTTN I I I I i I I I II I I I I l | | | 1 1 | | I I 1 1 I I I 1 1 1 | | l| 11 1 1 1 1 1 I 1 1 1 II 1 1 1 I I 1 

AAAAAAAAAAAAAAANNNCNNN I I I I I I I I I I NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGGGGGGGGGGNNNTNTNT 
TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 
GGANNNNAAAAAAAAAANNNISIGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 
Sequence 4900 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I » I H 1 I X I I » I I I II 1 1 I M 1 1 1 I 1 1 1 ) I 

■Mill I IMIII Ml llll l l M ill I I II II I II II MM II IMIM I II I I I MM 

1 I M M MM MMM IIM M M MM M M M JMM IMMMM M MM I MM) 

TTNANAAATNNATNTNATAAAAAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNNAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 
TACCTCAMTA CTTCT GTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 
GGGGAAATMGTTTTGAGTGAGAAATAAACGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCCTGTCTGTGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGM GAGC AGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAMGACTTTGGMTGAAMCAMTCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAMGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTAAGGAAACAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAAAGCTTGGGCGTAATCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AAATTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 

AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTMTTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGTTTCCTTCAGCCACTTTGGTTTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCGCCCGGGCAG GTA C I I II I I M I I I I I I I I I GI M I M M G I I I I I 1 1 II 

I N 1 1 1 I I 1 1 1 J I 1 1 1 | | | 1 1| N 1 1 I M I M I I 1 1 1 I AANCNAAATAAATNAANAATTT 

TATTTAATTATMNGGACCACNTTMATATTAIvrrTNAMAMTTCAGGCNTATNTTTAAA 

ANAGGNGGCCTGATAANTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 

AGTC CATTN NCGNATNNTAAAMAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 

TTAAGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I I I I 1 1 I I 

Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAAAAGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

AAGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 

TACACTAAACAAGAG 
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Sequence 4906 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCAAGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCMCCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGMGMCTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 

CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTMCCTGACAGGMTTAACTACTGTTTTTTT 
GTGGGGCAGAAAGCAAAACCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 
TAGTG AGMGAMCACAAACCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 
TTTTTCTTCTGTCCCTTTAACAAATTTG 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 
GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 
CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 
TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 
Sequence 4909 

CCCTTAGCGTGGTCGC GGCCGAGGAAC I < 11 1 M I I I I M U 1 1 1 1 1 11 I If I C 1 I 1 1 II 

MMI MM I I III I I I MMI I I I MM M M M l I I I I MM 11 M I MMM II U N 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 

GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 

MTTGNNAAAMTMATACCAATGGCTNTTTTATCATTGTCCNTTCTTTCCCTTT^ 

TTTCACTTTGAAAATT 

Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTAATGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

C7TMTGATMGAACTGGMATCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4911 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGTTGMGTCTTTATTGCTTGGGCTAGATACTCCTAGAAAGTTTGATTTTCTAGT 

TGAGTGMTTTTACCCAANAMACACTTAAGMATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTCGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCTGAGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAAAGGGGAATTTCAACTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAA AGAC AAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAAATGTCCCT 

GTTGCCATTGGGGTATTTTCTGAGATTTTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTG GCTTT TGCTTTCCTTGGTTTGGATTTATTCTCMGCCCCCTTTTGGGGCCCCGT 

TGTACCTTTTTATNATTCANACTTGGGAMCGGGGACNTTTNTTGTTCATTTGGTTCGAT 

GAGMCGTTAAGGGNAATTT TACTTTAC AGACAGGNTTTGTNCCNTTGTAANAACCTGNA 

GCCCCCAGNAGTNANTTNTN I 1 1 I 1 1 I I AGNAAAAAAGTTNTCCCCTTCAATTTTTTTNT 

T 

Sequence 491 3 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTMGTTTTGTTTTGTGAG 

AAATAGGTAAAGACATTAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTCACCTCTAAAAAAGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCAAGACTATGACAGATTTGAAAGAGAA 

TTCTAAAGCAGATTTAGAAGAACCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTAAAAGGGATGATTTTTACATTGAG 

TTTTTAAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGGTTGGTCCCC 
Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCCTGAGAAAGTTAAGCCAATTTAACA 

ACTATTTCCAACATCTCTCTACCTGCTTTTCTTTAAGTATAGGGTCATGTNTTTCGTGAA 

GCCTATGTGTTTTATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GAAAC TTTCTAGAAAGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAAC7TGCTGAACTTGGTGG 

AGGAGAAAGGCTTGAACTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TCNTTCCGAAGCGGGTGCACTANCTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I 1 1 1 1 1 1 1 1 1 1 

Sequence 4915 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAAAAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

GTGGTCAAGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCAACAGGAAGTAATTG CCTGAG CTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATAAGACTTTTTACCTNTAGG 
ATCATCAGGNGCAAAATGAAAAGGTTGAAAAAA 
Sequence 4917 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACTTTN I 1 1 I I 1 1 I 1 1 1 I I I I 1 1 1 1 ICTTATTA 

TTATNAi 1 1 1 I IGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

AATGGCAGTATCTTAAAGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCAACTCATTGATTGCATATGCCTGTAGTAATCTTTTACAACAAGAACTTGTCAGG 

TTAAMTTATAMTGACTTCAAAGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

CAGGGATGTCTAA CTCA GGAAAGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGATTTTANCTGMNAAAMTCCCCCTTTAACTTTGACTGCTTGGGGCC 

AAAMCCNCTTCTGGNTTATTCTA^CTTTAAGGACCANTTTTTAGANGAGNAAATTNAA 
ACCCCAAAAAA 

Sequence 4918 
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CCCTJTGGCCGCCCGGGCAGGTACAGGCCAACATGATCAAAGGCATGCTGGAAACAAGCG 
TATTAAAGATCAGCTTGGATCAAGCTTTCATTTGCATCTGCCTGAACCGCACATATTTNA 
GTCTGAAGGGAAAATTGGTAATCAAGTTGAGAAGTCTATCAACAATGCTTCCTCAGTTTC 
AACATCCCAAANAATTTGTTGTAGGCCCAAAACCCATATTTCTAATAAGTATGGAAATAA 

TTCCCTCCATTCTTCATTACTCACACAAAAATGGGAAGTACCTCGGCCGCGACCACGCTA 
AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACAATGAAGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCC 

TGTGGGGCTGCTCCCATGAACGAGAGCGAATTTGCTGAATGGTACTTGTCAAGATTTTTT 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGAAGCGTGCGGATGTAGACTACATATTTCAGAAAGCTTTTCAAGTCTGG 

AGCGATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAAAGGTGGTACCTTAGCCCATGCTTTTTA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGTCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAAACTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTAAT GGGCAC CAAGTTTAACAGGGCAGACAATATTTGCTTCTGCATTCACACTTA 

TTCMTTACATTTTTTAAAAAMTGATGCTGCTTAMCTATTMTGTTTTACCAAAAAAA 

TAATAATTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

AAC CAAGA CAAACTCAAATTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTTATTAAAAGGGCAAACATCATGAATTAACCCAGCCGCTTACTTGAATTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 
Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 

GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 

NMAMAAAAAANNNMATTNCCCCCNNGGGGGCCCCCNCniTTTTNGNCCCMTTTTTT 

GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 
ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGAAGGGTCTTGTGTTTTAATGC 

CAATAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 
GGGCN 

Sequence 4924 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTCGAGCGGCCGCCC GGGCAGGTAC I I I U M I 1 I I I I 1 I I I I M M M I I I 1 H AA 
I M I I I I I I 1 1 1 I I II I I I I I I H 1 I 1 1 I 1 I M 1 FN TNTTNG I I I < II I II I 1 1 1 I I NTT 
TTANTT7TNNTTTATANNTTTTTAT 

NNGNTTAGMNTNTTTCNNCNCATTTTTNATTTANGGANGAGMAGGGNGNTTITTTAM 

MNAATTAGAGTTNTNTNMNGGNAGNANTGNNTTTNCCCTTGTAAANCCCTAANAATTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

C CTCC CNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTITNNNGGTTATNNACANNANCTNTTTTCNNMAAAAANATNTTTTCCCCCTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I I I I I I I I I I I I I 1 AAAA AAG AATTN N GN NT 

GNNNGNGCCCAAAAAAAAMNAAGTTNGGGNTGNNCTNCCNNNTTANNTAAMTTTTTTG 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTMGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAMCCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAAAATTGTTTTAAAAAGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGTTTGGGAGGTTGAGGTGGGAAGATTGGTTGAGCCCMGATTT 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I I I I I II I I I I I I II I I I I GGGI I I I 1 1 I I 

m i i u I M I II I I M I I I I 1 1 I I II I I I I I NNAAAAAANNCCCCNTTTTTNNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAMAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCCATCA GATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

"iiinillHllll Hl I GGG AGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

MGGCATACAGGCATTTTTTTAATTAAAMTMTMTGATMTGATTTAAAAAGTCANAA 

MATTGATGATCTTTGAACCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

TNTACTGCTTGGGTTCCCTTTTCTCCAACTTGATGCTTGGTGGATGCCGCTTGGCGCTGC 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 1 I I 1 1 I I I GAGACAGTCTTGCTCT 
GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 
TTCAAGCGAT TCTCC TG CCTCAG CCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC 
GCCCGGCTAA I I 1 1 I GTATTTTTAGTAGAGACGGGTTTTCACCGTGTTGGCCAGGCTGAT 
CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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CATGAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 
CTGAMTGCCTTTGGTTTANAMTGGATGMGGAGAGGCCATGGAMTATTTANACCTTT 
TGGAGAGATCGAAAGGACAGGTGATTTATCTGCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACMTTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTAATTATCAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANNNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 
CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGTCCTCCATAGTACCTCGGCCG 
CGACCACGCTAAGGG 
Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGATCCTCCCTCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCAAATTTTTTGTATTTTTAATAGAGATGMGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACAAGTGTGAACTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTCATTTTCCACGTGTAATATAGCANATCATTACACATTCCT 

TTTMCACTGTGTTCACTTGCCTTTTGGAATMCACTCANTCTTTGGTCTTATCCTACTT 

CACTGGCTGCTCCTTTTCCGTCTTTTT 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N I I I II I I I I I I II I I I 1 1 H I > 1 1 1 AACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GAAGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAMAATTMTCTTMTACTAAAATATTTATGAATAMTTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GMTGMTTG MGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTACTTTTTTA 

MCATTTAAMTTTTTCCATAATAAATGGNTTTTAAAAMTGCNTTNTTACACTTCACTT 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 

AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 

GAMGTNMCMACAAAAAACTAGTTCAAAGCTTTGTTTCACAGTGGGCANTNTNTrrAN^ 

GCCMCAAMCMCCTCMTTTATTGCTTCTATTTAAAAATGTTITMNTT^ 

TTAAAAAAAMTMTATTGTTCCATGANACATTCAMGTTGCCACTTGGCCTTTGGGGTT 

CACTGG NCCTTT TTNTTCNCTGCAMCCTTTTNCCTGCCAATTGGCCCTGAANAAAAAAC 

TTCANGGTTmAAMCCAACAATGGCCNCGGTACTGGTGTTTTMCNTTT^ 

NCNMNTCTGTNGGTNAAAAMCCTTTTTGGGCCCNCCMTTTTCAATTTCTTC I HIM 

AA AMTN ANCCTTTGGGGAMATTTTAAAMMAANAAAMTTTNCCTTAAGAAAATGGG 

TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGCTTGAGGGGGACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGAACGGCTGCTTTTGGAAGACTATTGCCCAGAAGAAAAGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCMAGTGTCTAACTTTAGTTTCATCAGATTAAGAGCTTTAGTGCCT 
GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 
TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 
AGGANANANANAGNGGGGATT1TTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 
AANGGNANCCNCCAAGTACNGGGNNCNCAAAAANTNTTTNGGCCCNGGNTTNATNTNNTA 
GGCCTTAAAAAAAAAAAAANTNNCCCCGGGGGGGGGGGGGATCCCTNNAANCCCACTNCN 
TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 
ANTAACCCC NTTGCN CTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 
AAAAMAMNTTTTTTNNCCGGGGGGGGNTTT 
• Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCA TTCATC TTGAACATGACCCAAATCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCATTTTTCTTCCTTATTTTTTATGTATC 

ATTTGTMGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCMCTTTGACAGGCTGAGTATTCTTCTATTTCCAACCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I II I I 1 J I I M I 1 1 1 1 11 I 1 I NGGTTTTTTT 
I I I n n l I I I I 1 1 I I I I I I I I IGGGNNAAMAAAAAANNNNMrmTTTTTNNNNNNNN 
NAAAN ANNCC CCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGNN I I 1 i I 1 1 I I IN AAA 
CCCNNTTTTTAAAAAAAAAAAAAANCCCCCCTTTTTAANANNNAAMNTTTT^ 
AAAAAAAAAANNCNAAATTTC^ 

AAAAANNl I I I 1 I 1 FA AAAAAAAAAI I I I I I I I 1 I I I CNNNGANAAAAAAAAAAAAANNC 
NCCCGGGNN TTTTTTAAAANAAAAAAANTTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 
i i n i i I I I t NAAAAAAA NNAI I I 1 1 I I I NNNAAAAAANNCCCCCCNAAAAAACCCCNTN 
NAAAAAAAMTTTTTTTNANNGGAAAAAAATTTTAAAAAA 
TTNNCANNGGGNGAGNANANAAAAAAAMTTTN^ 

AM NNNAMAAM NNNGGGTTTTTTNTNCCTTTNAAAAAANANANAAAAAANNNGGGGNC 
NCCI I I I I I I I I I 

Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAAATATAACATMTGMTATTATTTCATTCTTACTTTG 

TTTTTGATCTTTCATACAAGTAAAAMTGTAAAATACTACACAGATTTATAAGTGTGCTT 

AGTMTCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA 

AAGGAAAGAGGTTTAATTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCfAAATTAGTCCCCAAACCAAATTC 

ATTATTTTCTTCTT AAAM TGTCTTTTACTTCCTTGMTCTGCTTCTGTATTTCCCATGT 

AMTTTACMTGTATTTTGTCCAGTTACTGAGATAAATACCTCTACTnTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTAMTTCATTTGATGCTGTCTTCTAAAAGMCTAAAATCT 

AGCATC TCCTC TTCATAC CTCC TGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTMCGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 

CAGGCTGGTATGTTTTTCCCCCTAA 

Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTMTTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAAAGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAMTTMTTTCTCATTTTTTGGTCAGGTAGAATTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTAACATTCCMGCTTCCTTTNCTTTTTTGGNCTT^ 

MT ATATT TATATGGGCNGMTTTAGATTMCAAAATTGATTGGCCCATTCTTTACTTTC 

CCATTTTGN TTTT CTANMCCCACAAAAGTTAAAACTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGMGGTTCNGNCCCAAAMCAMCACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGAMTTTATTTMCCGGTTTTTGGTGGGNGGG 

GGGI I I I I IGGG 

Sequence 4757 

ACCCTTTTAACAAAGGAAAGTGGGTTTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTT CTCT AAGTGAAATTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTG7TTTCCCTATGCCAGAGGGATATGAATTTCCTTCTTAAATAAACCCTTAAATAA 

ATAMTTTAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTTTTCAACACTCCTCC 

CCCTACTCCACCGGACCTCAACCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCMACGGGCTGCAGAGATGGAGCTTCAGGCAAMCTTACAGCTTAACCCATTTTCAA 

GCAAA ACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTTTTATTAATATTTGCACATGGGATTGCTAAMCAGCTTCCTG 

GAGATGTCTT CAATGGGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAMNGGGTTTTCTTTTTTAAATGTTTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCAATATCATGTGA I HUM I CCTCCCCTTTCCCTTTTTTTGGTT A 1 1 1 I I 1 1 I 

AGACTGNGCCMTAACTTTANANGMCCCTTTNGCATTTTTTNTCATTTCCCATGTGGGN 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGAACAGCTGGGGMTTAATTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

MATGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTMTTTTTGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACT TCTAGTA ACATCATATAGTTAGTAMGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGTTTG A I I I I I I CTATTATAGAAATCCTTTCCCCTTTCTTAATGTCTCTTTGGTA 

TTCT TGAAAAAAACAAAAGAGAGCCAACAAATAAAAGTAATTCCTCAGAATTTATGCTAA 

TTTTGTAGCA ATATM CTTGCGCATTTGATTGCTC 

CCTACATTGCTTTTTAAGGGCAAGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 
GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 
AGGGCGTGTGATAACAAANACACTTTTCCTATA 
Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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CTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 
TTTAATAATACTGATATMGGCAGCTTTTAATCTATTCACAGGAAAAGGAAAMTTTATA 
TTATCTCCTAAATATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 
GMAAMACTMCTTTAAATAAGTTAATTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCAAAAGANAAATTTTAAAGCTGGGCAGTCCGGGG 

GAGACAT CACAC GTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAAAAGGAGAATTGCTTGAACCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCANGGTC 

ATNGCCTGNTTTCCCTTGTTGNNMNATTTGTTANTCCGGTTAACAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

AAGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAMGAGATTTATACCAGTMCTTTCATACATTTCTGTTTCCTTATTCTCT 

CACTTAAATTCMCMCATCATTCCTCTTMCATTTTTGCCAATGGTGAAMGTATTTCG 

TATACAAATTTACATATTCTTACTCATGTGGTTMGTTTCTTACATGTATTTGTTGAACT 

TCCTGTGMTTGCTTATTCATATCTTTTTCTCACTTT^ 

TCTTTAATGMTTTTAAGAATGCTTTATGTATTGGTGCTATTAATCTTCAATTTTACGTA 

TATTTGCATMGTMTTGCCTACTTTTMCTCTTCGTGGCATACAGACATTTTTACATTT 

TATTTACTTAMTTTATCMTCTTTTTCTTTAAM 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

C CCTTA GCGTGGTCGCGGCCGAGGTAC I 1 I M 1 I IGI 11 I I ATTTTATTTTATTTTTGTT 

TGTTTTC TCCGTGTGTGTGTTTTCCTMTTTATTTACCTCTGTTT 

MINI I AATTAAAGAGCAMGCTTTTTATTACTTTGTAATTTAAAAAACTGAAAAAAAA 

AMCTGAAGAACTTTGGGGGGAATTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I AAAGCAAACCATTGTATG 
TGTMGTGTTTMGTNACCTTTTTGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
MTGAMGCCATGTCAMTTMTCACTTGGATTGACTGCTTCATCTTTTTATTITTAAT 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACA7TACTTTGTTTTTTCAGGTGAAGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTGC AAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I I I I IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCNTCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

CNTNTNCTCMGACTNNGGGGNMAAMTTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCCTTGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 

AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTGANAGAGGGTCCAGTAAATCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

TTCCAGTAMGTTTAGAGAAGAGGAAMGCTACTTGGCTTGCTCCTTTGMGGTTTTGTT 

TCCCTCTTAACACAGAAATTAAAAGGTAGAGGAGAGATGCTGAATGATGCTTTTTTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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ATGATGAAAGAAAATCAGATGTTTGTTTCAATCAAAGTGAANCAAAATGAGAATAACTAT 

TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGA GCGGCCGC CCGGGCAGGTACTGGAATTACAGGCATGAGTCACCCCTCCCNG 
GCCCCCCCCI 1 1 I I I 1 1 1 AATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGAATACCTCTTCTA AAGAC TCAGCAAAAGGGTCATTTGTGCCTCTTTAACTGTTC 

TTACCAAACTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA 1 1 1 I I I 1 1 I 

Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 

GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 

CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 

AATCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 

CGATT CCAGGT TTTAMTAG TTTGT AAATTTTCAAGTTTCTACACACTTTATCATCCACT 

TGTGAi 1 1 1 I IMT TAMGCGTTTTAATTCCTTTCTCTGTTCAGCTGTTGATGCTGAGAT 

C CATATTTA GTTTTATAGGCTTCTCCCTGG 1 1 I 1 1 1 I 1 1 1 1 CGG I I I I I 1 1 1 GGCTCANG 

AAi 1 1 1 1 1 IGGTTTGGCATGGAAAATGTAAAAAAGGGGAAATTTAANTANCATTTCAAGT 

TTMTThfrGNAMTNGNNAGGGAAATTTTTTCAAAAAAAAATTTAAAAANNATNGGGCCC 

CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 

TATGAGCCATTTCATTTAGACATTTAATTATGTCCTA7TTCTCTGGCTAAATACATTGAA 

AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 

TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I M 1 1 I 1 1 1 1 1 I H 1 1 1 1 1 U I 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 i I I 1 1 1 I 1 1 1 1 I I I 1 1 1 I NTCCAAAAAA.NTTTTTNNNGGGGGNAAAAAANNT 

NNNAAAAAANTTTNNGGGNNNNTTTTNNNANNAAAAAAAANGNGGGNAAAAAAAAAAAAN 
NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 
N TNTT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 
CTTTTNCCCCCNNTGNTAAAAAANCCCCCCCCCNGNI 1 1 1 1 1 I 1 1 I I 1 1 1 1 1 1 AAAAANA 

ATTTAANCCCCCCCNGGGGGGGGNTTTTNAAAAAANTTTCCAAAANAANTNGGGNNNNNN 
AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I I 1 1 1 I 1 1 1 1 NN 
GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 
Sequence 4772 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGACAGAGGTTCCAGTAMCGAAAACTTGAT 

TGTTTCCTTGTATATTTTCAGCGTTATGTTTGGTGGAAGAAAAGTTTGGAGGTTTGGACA 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 

AGA CCAAAGA TCAAACTCTGTAATTCTCTGGAAGAATCCATCAGGCAGGTACAATTTTTT 

TTTCi i 1 1 i i lAGTAATAGAGTTCTACTAATGGGAATAATGGGATTTTTTGGCGGGGGAC 

GGGAGGTAACATTTTGCTCAATTTGG 

Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I I I 1 1 I I I I 1 1 1 I I I I I I GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGCICACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTAATTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTC7TGAACTCCTCACCTCAGGTGATCCGCCCGTCTTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

AAAACCCAAAAAAAAACTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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•CTTTTGACAGCNTTTTNAAAAAATAA 
Sequence 4774 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGAAGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTMTGAGCTTGTGTGTTTTTGTCATT^ 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCMCTGCCAGTCCTGTCTCTTCMTTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGAAACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCACAGCAGTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTAATAATTGATGTATAMGAACACCACTTCCTTACAGAACTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CC CTTTCGAGCGGCCGC CCGGGCAGGTAC I ) 1 ) I I II I I I 1 II 1 1 1 1 1 1 I I I I 1 1 1 I I I N 

NNNTTTTTTI I I 1 I M I I H 1 1 I 1 I I I I I I I I I I I I 1 I I H I I I I I I II I I I I I 1 I I I I 1 

'H M I J'l J If II II M J H I I I 1 1 N I I H I J I I 1 1 I I I I H NNTTTTNANNANNGNNNNG 

GNNNTTNNNMTTAANACCAAAAANAAANGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCCNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACAAAATNNCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

AAAGNNTTTTGGGNAGTTTATAAAAANTNNNTANCTTGGGGTTTTGGGTTTATTTNTTNA 

MGCNMCCCCTTNAANCAATNNAATNGNTNGNGGGNAAAMNTTTNTAAAANTTTTNNC 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 

CANGGNTNNAATTNMCCCCCNTTTTNNAAACAAGANCAAANCAAATTNTNCCCTTTNAA 

ANGNMGGGCTTTNMMATTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 
GGAAAAGG 

Sequence 4777 

NGGGCGAGGAGGGCGGCCGAGNAANNMAATNTNTTTTNTTTTTNTCTGACCNTGAAGCC 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGAATAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCMCATATAAAGGNTGANTTTTTTCATGAACGGGGAAGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGAAGGGGCGTNTTMGGAAAGCCCTNTGCTCCMTATTTTTTCTTAAA 

Sequence 4780 

acn n 1 1 ii i ii 1 1 1 n i ii 1 1 1 n i nantttaaaaaangggnaaaanggg i nrrm 

TNNNNNTTAAAAANTTTTNNCCCNGNAMNTTTAANCCCNNCCCCCCAANAAAAANTTTT 
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TTNGGNMNTTTNCNTTTNAAAAMNNANAAAAACNTTTTTTTNCNGGNCCCCCNNAAAA 
MANGNNTTNGNTTTTAAAACCCNNATTTTAAAMMNTTTCCNANNAAAAAAAANCCCC 
TTTNAMAANTTGNGNNTTTTTCCCTNNTT^ 
. Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTATMTTTATATTTTTTCCTATAGAGGCTTTT 

CTATTTATGTGTATTCCACTTCCCCATATCACTAAACTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

TTTCTTTGAACATAGTTTCCACAGMTTCTTCCCTGTAGGGGMGGCCTGGGCACTTCTT 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTMCATAGCGAGACCTCGTNTCTACATTAAAAATTTTAA 

AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCC CGGGCAGGTAC I ) M 1 1 1 1 J I I I )) I I ) I I J I I) I I 1 1 1 I I J ) I 
* I I H n H M H I I I I II I I I I I I I I I I I I I H I I I I I NN I MINIM I INNNNANNN 
ANNTNNNTTTTNI II I I I I I N II NTTNTTTAANAANN I I I I 1 1 1 I NNTTTN7TGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
AT NTNCTT ACCTTGGATTCTTGGCTTAAAGTANAAG I I Mill I AANTTATNNAGGAAAA 
CAI I I H INTAAAANTTAAAATTNAACCCACTTTAAATGCTTCAAAAANAAANCCATNCC 
TTNCATTGTNATNNNNNNNAAAAAMAAAATTNACANAMNCNTTTTTCACTNAATACTN 
NTTTANNNTTTAAAAATANTTTCMNANAMATTTNNNCNMNTAGNNGGGNNNAANTTT 
TNNTTTANTATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGAATAGAACTGTGCAGATTTAAAACATTTCTAAATAGCA 

AMTACTTCATMTTGAAMTTCAGAAATGAGCAGCTACAAATTATTGAGAATTTAAATG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTAA CCTG ACAGGAATTAACTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAA TGGT TCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACMGCTACTTTTTCTTCTGTCCCTTTAACAAAT 

TTGCAGCMTTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGAACACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATAAATTCCTCAGGAAGAGTTTGCATGAGCATCACCTCGCAATATTCTGTACC 

Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCMGTTTGTGTGACTAAACCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TCMGCCAGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
JTCTTTTCCTCCTTGTTGTGGGAAACAAGCTATGCMCCATTTGACATTCTGTATTT^ 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGAACTCATGGATGCTGATGGGTTGGATTTTAACTTTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

AATAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 

Sequence 4789 

CGCCAGTGTGAT GGGAT ATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 

TTTGGGAT TATGGTTTT TAAAAGCTTGAGAATATNACTTATTTACTTTTGCAGCTTTCCA 

TGCA GCTG I I 1 1 1 1 1 1 ICTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGATTNTNATC 

TTTACTTTTCTCTTTATTNTGTGCCTTGGNCTTGAAAAAGTMTAAATATTTCTTACTGA 

GGCCCCCTCCTGCTTTGTTCTGCCATCTAAGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCMCTTTACTACTTCTTNAACATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGAATTTTTTGGTCACCTNATGTTAAAGGAG 

GCN CACTT NATNCTNAAACTTCAAGTAACTTGTGCCTTGCCfGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTAAGACAAMCMTGGGGCCCCTTATTTTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCAAGAGCTTTAGAATTTGGTTCTCAAGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

AACGTACCTATTCATCTTANAATTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AAATATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAAAAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNAAAAANGNAANNCCNTTTTTTNTTNNN 

NANNTCCGNTTTTTNGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTNTTTTTTTTNTTTTTTTTNCCCCCNCCCC 
CCCCC 

Sequence 4792 

CCCTTAG CGTGGTCGCGG CCCG AGGTACTCAG AATTCTGACAAGAAACATCACAAGTTTA 

TATAAATACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGA MTGAGATMTATTTATGTTTTTGCCATAGTGATAGCTCAACTGCCACTTCATCTC 

TTTTCCTGTT CTTCTT CCGACGACCCTTCAGTCTGT7TTCAAMGCTTCTAGTTCAGCCT 

GTTGTCTTCGTTTTTCTTCTTCAAGAGCAGCTTTGGCTTCTGCTTCTTTTATCTCAGATG 

CTTTCCGCTTCATTTCCTTGCACGTTGTGTCACATTCTATTGAAACCTGATTTTCACGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACMATTTCAAACCAAGCTGCAGTTACTCCTTTGA 

GACACCAAAMAAGTTGCTTCCATATGGTTACATTGTTMTTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCAATTCMTGTCCTTMCTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTACATTT^ 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAAACTGAATTCTAGAAAGATTATTTTGGA 

AAGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAMTTTATGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCMTGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACTTTGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

.TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGACGAGGAAGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAAAGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTAATATAGCCACAGAAATAAAGGATGGAGAAA 

AAT CTGGGA CAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 
ATTC I I II 1 

Sequence 4798 

NCCCTTTCGAGCGGCCGCCCGGG CAGGTAC 1 I 1 I I I 1 M I H I I I I N I I I I 1 NTTTTTT 

■ " H " I l l H l l i > I > I 1 I 1 I M 1 1 M M I I I I I 1 I I 1 M M M M M I 1 1 M 

I i I I N I AAAAAAANAANNNCTNNNNNTTTGGNACNCNNNANAAGAANAAAAAAA 

NANNTNNAANAAMAAMAAAMAANATNTAMNAAMAAAANTNCTTATTTTTATTTTT 
TTTAAAAAAAAAAAAACGGGNGGGGGGGGGGGGGGAAAAAACCCCNNTNTTCATNTTTNC 
CAAGMANNNNNGNACNNCNGGGGNCTTTNNCNMTNCAACCANTTTTNCCCCCCCCNCC 
GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CAAGG CCTTTTGGGAACCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCATGG 

TCTTTTTCTTCTAACAAATTMTCAGCTGAGAGMGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I U I I 1 1 1 1 II 11 II f I I < I I 1 1 1 1 j H I I I 
1 M M M I I II 1 1 I I I 1 M I I I 1 1 1 I 1 I I I I 1 1 I I I 1 1 1 1 I I I I I AN I II II I I I 1NTTT 
TTNI I I I I I I I NAIvrrNTNNTNTTNNNNNTTTTTTTGAANNANNNACCNTAAATNCCACTA 
TTGNGGAAATMGAAAATTGTAATTGTGAAAAAATMTTTTAAGGAAATNTTACAAGTAT 
TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 
GGTTT GCAGAAAGANATGGATATAGTTACCTNAGMGAAATATTTTATGTGGGTTTTTTG 
TTTTTCGTTACTANATTTCMGGATNAAGGGGATATGGNTTGACCTTTTACTTT^ 
Sequence 4801 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I I M I I I I I I I I I I I I I I I II I I 1 1 I I 
M I II II I I I I I I I I 1 1 I I I I I 1 1 I I I I I I I I I I NNNNCCCCCCCCCCCCCNGGGNNNNA 
ATTNTTTTTNAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN I I MINI I NCCCCCCN 
CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN I M I N I I AAAAAAAAAAANCCCCC 
NNTNNNNMAAAAAMAN^rTMTTATANGGG^^^^NTTTTTNANCCNAAAAAAAAAAAAAN 
T NNTTNNCCC CCCAAAA I I I II I I I NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 
ATTTTTTTTl » CNNCNNNCAAAAAAAAA I II 1 1 II I 1 1 II I NGNCNANNATNNNNTNNNN 
NMAAAAAAAC CGGGNNGNTTN CCNTTTTNTTNANANGGGGNGCTNTTNTTTTTTNGGGN 
GGGGGGAAACN I I I H I I I I i I NNAAAAAAAAAACTNTN I I I I I I I I I I II ll I AAAAAA 

MAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 

NCCCCCCCCNTNTTTTATNNGGGGGGG 

Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 
TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGAACTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAAAGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CMGCAMTTAMATAGAAGAGMTGCAACAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTAATGAGACAGTTACAGMGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC II M I I I I I I I I I I I I I I I || | | I I I CCAAAAC 
CAMTCTTTATTCTCTAGTTTGAAMGGAGGGGTAAATGGTTGTTCTGTTTAGTTCCAGA 
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GMCAGAACAAGGCCCAATAGGTA6MATTNTAGGAAAGCANAATTCATTCATTATAAGG 

MGGATTTCTMCAATTANMTTTCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NMCCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAAAAGCCAGGACCAMCCCAGGGGGTAAAATGCCCTGGGGATCTGNTTTTTTGGG 

AMGGAAAMAGATTGGAMTTTTTTACMGCNGMCCGGGTNTTTTC 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 
Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGGCAGGAA C 1 I I I 1 I I I 1 I 1 1 I I I I 1 1 I i I 1 1 1 H H CTT 

I II II I M I U 1 I Ml 1 1 I 1 I II 1 1 1 1 I 1 1 I It N I I 11 1 I 1 M 1 1 1 I I II I I A ANNNTT 

1 1 1 1 1 1 1 I I AANTATGAAGNTTTNANNNAGTATTGTNNNANGGACNAAAAANCNNTTTNT 

GNMAAAAAMNACNNCGGGGGGGGGGGGGGNGNGTTCTTTTAAAAAAAAMGNGTTTTT 

TTTTAAAAAAAAGGGGGGGGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 

ANNNNAANN I I I I I 1 1 I I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 

GTNNCAAAATANANNTTTAAAAAMCCCTA^^T^ATATTAAAAMAANANTNNTTTGGGN 

GNTGGATTGTTNTTNNNNMAMCCAAAMNINAATNTAAAAAATTNNAAAATGGNNTTTN 

NGGNGNAAAANNACCCNTNTTTTTTTCNNANCAAANAAAAAAAAAAAAACNTTTNTCNAN 

NTGAAMATATNATNN7TTTTTTCNCNCCN 

NGNTNTGNNGGGGGCCTNTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 
N I fill 

Sequence 4807 

GAGCCGGCCCGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 
CCGAGGTACTTTTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 
TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 
AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTGTGAG 
Sequence 4808 

CCCTT TCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

CTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGT GGGAT GAAGTGCTTTCACATCTTGTGGMGGACCAMTTTTCTGAAAAAATTGGAAC 

AATCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACAATGTCTGTAMGATTGCCTACAGCGCTCCTTTAAGGCACAGGTTTTCTCCTGCC 

CTGCTTGCCGG CATG ATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTCTTCCCTGGCTACAGCAMGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTGNTCTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I M I I I I I I I I I M I I I I I I I 1 1 1 II I I NNT 
I I I I I I I I I I I II I 1 1 I I I I I I I 1 I 1 1 I I I I I I 1 1 I I 1 1 I I I 1 I I I I 1 1 I 1 1 I I I NNNTN 
TNA AAAAMAA ANTNTGCCCNNNAAMAAMNNNNCNTTTNTTNANTTNNNNNAAAAAAT 
TTTN) I I I I I I N G N N N AA AAAAA AA AN NAN NTTNTTTTNTN N C N AAA AA AAAAA A AAA A A 
NCCN NGGGGNNA NANNNNNAAMAMNNCCCCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCNTI I I I I I I JGGTNTTATTNNAMAAAMAAMATNTCNNTTTNNNTTTTAAAAAAA 
AAAANCNNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN I I I I 1 I I I I I AAA 
Sequence 4810 

GC TCGNCGGCCGCCATGTGA GGATATCTGCAGAATCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTTTT I I I I 1 1 I H I 1 1 I I I I NGGGI I I I I I I II I I I I I I N I I I M I II 1 1 M I 
rTTTTTTTTTTTTTTTTTTTTTTTI F AAAAA AAAAA AAAAAAAAA I I II M I I M 1 1 II N 
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AAAAAAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN I M I I I 1 1 I 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAA.GTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 4813 

GATATCTGCAGMTTCGCCCTTTAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAMTTCTCMTGTCCTTCTTACATTGTTCTAATTCTTTCTCAA 

GTTTGGATAGGMTCTMGAGAGCATTGGGTTTACCTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTTCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGAATGTATGGGGGGTGGGGTCAAGCATTTTMGGGGGATCCCMGGGCTTTTTCATTTG 

AATGACAGCTTCTTTACCTATGCTC1 1 1 I I 1 1 1 i I CTTCCTCTTCNTTTAAAGGGGGAAC 

ATGGG GMGT TAAAmACCCMTCCAACAAAGACTGTAACCCATCTTCTNTTTGGGANG 

GATNGNTTTTNATCATTTNACMGANAGAATTTAAAGTTTGGCACACTTCMTCCTTNTT 

TTGACCCAACTTAAGGGCCAAAANAACCGAAAAACTGTTGAATGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTAC I I I I I M M I 1 1 I I I 1 1 I I I I I I I CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTMTTAGTTNGTCATTTGMGMTATTCCTTAACAMTGTAACATTTAACA 

TTACAAMAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAMTAATNCAAAAATATAAAAATATATAAAAATMGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCTACTTACTGNGTAGCT 

AGAACTGNGAAATAACTAAMTTCAGTATCAGAGTCTTGGATTTACMTACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 481 5 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I II I I I I AACAGATGTAATTTCACTTA 

ACCCTTTGCGCTTTCCCTTAGTTGTCATTTMCATACMTACTGGCTTTACTTATCTCTA 

GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 

TTGTCTTAG CTGTTA A ACTGTTTTTAGTATTTTTGTTAAATA7TTG CAAA G G G AAG C ATT 

TTCTACAGAGGATAATTAATTTCAAGAAAAATATCTTGAG7TTTAAGAAATAAACATCTC 

CAGAAAAGGAGMAGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 

GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 

Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAAGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

G GTTTG AATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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Sequence 4817 

GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 

CACCCTAAACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 

CGCAGGGAATTTGCCTN 

Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTATTAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAGCATTGATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGMTATMGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTMGTTTCTAAGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTAAT TAAA TCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTAAGCCTTTTGGTGGGAACAGTTTCTCAAAGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAMCACAACMGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAAATGNTATCMTACTTTTCTGNTGGTTTTTATTTTANGA 

Sequence 4819 

AC TTTTTTT1 1 I I I 1 1 1 1 I ITTTTTNG I 1 1 1 1 I I 1 1 1 1 1 I I I I I 1 1 1 1 1 1 | 1 1 1 | 1 1 1 | N 

NN 1 1 1 hi NGTTTTNTTNTNNAMNTTNNTTTTTTTATNTTTAATAAANTTMCC 

TTCTC CCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 
I I I 1 1 NNATNAAAAAAAAMAAAATNNTNTTNTTTTTNNTATANAAANNANAATTAAAAA 
AAAAAAA 

Sequence 4820 

TCGACGGCGCAGTGTGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGG 

TGGGGGAGACTTTTGACGTGGAGTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGAAGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAAAGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGAANATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 
GTTTCTCTTCCCTTGNA 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 

TGAGGTCCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 

GGTTTTGTAATGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 I I I I I I 1 1 I I I I I I A AACAAAACAAC AAATC 

MCMCAGCMCAACMCAACAMAATTAAAMCTTTTTTCTAAAAAAAAAGTGAAAATA 

AAAAAAATTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC . 

AGATTGNAGCCATACTTAAAAAAAAAAAAAAAGCCAAAAGATGATGACACATTTTTATCA 

GTATTGNGAATAAACTTGAACCCCAATACCCGAAGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTAAGGGAAGCGACCAACTTGGACTTTTNTGGCACACGATTCGCAGTT 

NTNTAAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

AAATATGGGGAGTTGGTTTTAAGCCTTTTT 

Sequence 4823 

CCCTTAGCGTGGGT CGCGGCCGAGGTAC I I ) 1 1 1 1 1 1 1 1 1 1 1 1 1 ) I I I 1 1 i I I IA TTTTT 
1 > n i ii ii 1 1 1 1 1 1 1 CTTTTTTACATTTTTATAANAGTATATAAAAAATGATNTAAATG 
GACATTTACCGGTAAGTGGGGGGAAGGCATATATNTACGTTAAAAGGCAGGACATTTTTA 

AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGT CGCGGCC GAGGTA C 1 1 I I I I I 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1| ) 1 1 1 |AAA 
AATNG AATCACTTA I I I I I 1 1 I AAAGCCCTGCATAGAAATTCCCAAGGTNTCAAMACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGMTGTNTAAGGCACACTTTGTGTTNTTTGCAACATCCC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

332/599 

ATGAGCMGTACATTTTATCCACTTAGGTMNAAMGTATMTTGTAACTCAATNTTTGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

TTTACMCT7TAAATCAMCAACTTTTGGTATATTCTTAAAATTATATAAAAATAGTTTT 

AGTGATAAAATGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCG NCTAA AAAAAAAAACCNAAAATAAACCCCCCCACAAAAAAAG 

NTCCTNCCCGGGCGGCCGTTTTAAAGGGCGAATTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAAATTTTGGCCNCNCCCMGGGGNATMNTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGGCTGTAGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGT TATAC CCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

AAGTAGGTTTACATTTAACATTTTTCTTAACTACATTCACTTCTTAAAAAGGAACAAGAA 

GTGT AAATM GTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TATGCTTTTMGTCAAAATTAATATTCTCMATTCGAATTTGATAGCTATTATTTCTAAA 

TCTTTTTMTCCTCMTTTTCCTGGTAACCTTCTTTCAAGAGTCTCCTTCTTCTAAAAGT 
TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 

TGGCATTCCCCCCATGCAAGTTTTCAGCTTGCTTATCTATGTTTGTAGCTCAAGTTTTCA 

GGTCGCTCTTTGTTAGGAMGAAATTATTTTGGGGCTGCTTTTTGTTAAAAGGGAAATTC 
TGCCTAAATAATTTTTTCTAACTTNT 

Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 1 1 1 1 ) 1 1 1 I 1 1 1 1 1 1 ) 1 1 1 1 1 I GGAGACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATT NTCCTG CCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTMTTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAAATGAGTTCTGGCAACTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I 1 1 I I I I 1 1 I I 1 1 1 1 1 1 1 I 1 1 I | | 1 1 1 | | 1 1 | 

i 1 1 1 I H H I I 1 1 I I I I I I I I I I 1 1 I I I I I I 1 1 I I I I 1 1 I 1 1 1 NGGGGGNA 

AAAAAAAN NNAAAAAAAAAAAAAAAAAAAAAAAAAANANANTG I I I I 1 1 1 1 1 1 1 

TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN 1 1 I I I I I 1 1 I I I I I NAA 
AAMAANNNNNGGGG GGNAAAAANN CCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCCI I 1 1 I 1 1 I 1 1 NNGGGGGGGGGGGGGGAAAAAAAAAAAATTTTTTT 
i 1 1 1 1 INGGGGGGNGNNAAAAAAMANCCCCNTTTTTNCCCCCCCCCCCAAAANNNTTTT 

NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCAIMNGGGGGGGGGGG 
GGGGGTNCCCC 

Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCMCCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTTMTATMTTATGACCATGCTMTGTGMTTCTTAGGCTTTACTATATTTACAACAG 
CACAATTTTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCTTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 
bGATCACTTG AGGCC ACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 
ACAAAAACAAGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 
CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGG GCAGG TACTAATTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAAAGAGTAAMTTTTAAAAAATGAATTAATTTACATACAAMGCAGTGGCATT 

GAAATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCAATTTTCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 
GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 
AGCAGTGGCATTAGATTCTCATAGGAGCATGAACTTTATTGTGAACTGCACATGCAAGGG 
ATCTAGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTAATCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGGGTCCCTG 

GTGCCCAAAAAGTTAGGGGAC 

Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAG GTA C 1 1 I I I I I I 1 1 I I t I M I 1 1 I 1 1 1 I AANTTTTTT 

I 1 1 1 1 1 I 1 1 I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 | N l 1 1 1 1 1 1 1 1 1 I 1 1 | NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACCGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGAMNNTNTNNGGGGGGGAACCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCATTNGG 

GGG GGCNCTA AAAATTTNTTNTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNi i 1 1 i iNNGGGGGGG GGGCN AAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

AAAAAAAAAAANCCNTAAAANT7TTTNGGGGNAAAAAANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNNGGGGGNGGNANNAANNAAAANNNNNNNNNNNNNTNTT 

NTTATNNANNNNNNNNNNNNNNNNNNNNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 
Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCAATCGGAGACAC7TTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAAACATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

TACTAAGGGAATAAGCTTGCGGCCGCACCAAT I I I I I I I I 1 1 I I I I I I 1 1 I I 1 1 1 1 | CM 

TGCTTTTAAGACCTTTAATAATGCCCACGTGCCCTAAGGTTGGCCCTCTTAACTCCCTCA 

GCTCTTTCTGGCTTTAAGCCATCACCCCAGGTGTGCAGTTTATGTCAGAGGGGCCATCAG 

GTAGGGAAACTTATCAGCTGCTCTAAGAGAAAAGGCCGCCCTGCTATTATCAGTGGGCAC 

AGGCTGGAGCTCACCCAGCAGGGGCTACAGTCGGGTTACCTGNAGACATGATCCCCTGGT 

CCTCTGAGGGCCTAGGCAGGACATGGGGGAGGACACGGCCCCCGGNACAGANTCCTCTGG 

CCAGGAGCANCCTTTCAGGTTGCTCTTGNGTGCTANAAAAAAATATTTTCTCTATGTGCC 

ATGTCATGAAAAAGACAAAA GCAC TGAGTTAATGGGATGNGGAAACTTTANCCACAGGCT 

mN TGCTG TGAANAAAGCATTTTTGCATGTGAACAGCTGGANCANGAGGCTTAATGGCA 

NTGCTTTTTCAAAAACCACAACATTCCCCCAATCCCTNGGCANCTACATTCACCTATNCA 

TTTATCCTTCCCTTACCCTGGCAAAANTTTATTGNATGCCTACTTTGCCCAAGGCCCATC 

TTTATCCCNAAACAAAGTGAANACCCCTTAAANGGGCAAATCCTGGGGGATTTNGGAAAC 
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AAAGNCCCAGGGGTNTNNGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 

TTGMTGCAAGACTTTTTGTTTNTTGGGGGGGGNATTTTC 

TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTT1TCTTT 

GGAGAGMGTTAMGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACMCACTTCATTCCGGTTTTCATTTTCTTTGTGT^ 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

AC 1 M 1 ) I J) 1 1 1 I ) I J 1 J I 1 1 1 I I I I NAN 1 1 1 II I I I 1 1 1 I 1 I II 1 1 1 1 NAAAAAAAAA 
AAAAANTTTTTTTNAMANTNNNAAMNNCNGNNTTTTTTNNNAA 

MNTTTNAAAAAAANNNNTTNNNNAMNTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 
NNNAMMAANNCTTTTNNGGNNTNCCCNAAMAAAANNAAANNCCCCCCCNNNCNGNNT 
TTNAAAAAANCAAAAAAAAAAANGGGGG 
Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCAAMTCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGGTAAAATTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCMAGAAMTTTTAAAAAAAANGGAGAGAGAGAAACCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAAAGGGAATAAATCCATTTGAAAATTAGAAAAGAGGAAT 

TGGGAMAGGGAAAMMCTTATTGGGTTTTANAAGACCAGCCTTGCTTCCNTTGGAGGG 

GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAMAATACCCT 

CCCTTTAAACNGTGGATTGAAAATGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCAAAAATCCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

GCCTCCTGTGATTTTGAAAGCCATTGTGAAGGAAAACAATGCAGTGAAAAGAAAGTCTTT 

CTTTTTAGGACAGATATTATTGCATCACATTTATTTATCTTTCTGGGNATTT^ 

CTTMTAAAAAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 

AAAAAAA 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTNTGTNTNCATTNTNTTTTTTAAANAATCATCA 

NGACTCCTTATGMTNAANTNCATTTGCTGTNTTGTNCCAAAACCATATANCNCAGAAAA 

ATC AMACC ATGACANGACATTTrACCNTTTAANTACTTNNNATAACTAANTACTCTTTA 

MTATTTTTATTTCMTACTGTGGATGGAMTGAGMGCATTCTMATTTNAGTTAATAT 

ATTTTTATGMNATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTCNTNNTNATGGACNTATNTANGTTANCTAATTTGGCCTTTTAAAAAANGNGTANNG 

TTGTTTATTATAGCTACTTTCMGGGMAGTTTGAATATNATTCTAGTCTCTAAAGTTCT 

TCACGTTTTTCTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAAANACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 



# 
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TT NANG GANCTTTT TTTTC CCCNTTTTTGGNAAACAAGGTNAAAAAAAGNCNT7TTNNCT 

TAT TTTAA TTATAAATTTTTAAAMCCANNATTTTTTTATTNTTAAACANGNTTATTCCC 

ATATTT TCTNN AGN ATTGNG CCTNMGAAMTTCNNTTTTTTNNNNTGCCCNANNAATTA 

TAA AAAl I I l I NTNNTTTTTTNNTGAATANGNNNAAAANAAAAACAAACTTN 1 1 1 1 1 1 1 ) 

TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGG 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCTATGAGACTGAGAAGAACAATGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAAAAACGATGCCTCTATGCAAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTCTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCT GCCT GTGTGACAGAGTGACCCCTTAAAAGANAAAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAMTNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTAACCCATNTTTNCGNTGAMTNGMTTCCTTMGTTCTTGAAAAMTNCTNTTTTNA 

ATAAACTTGC TCTTGG GTTTCNTGGGACAANAATNMCTNCAATTCNTTTTTTGTTAAAN 

AAAAAAAAAAAl I I I I GTTCNTGGCTTTTGGCAATAATTCAAAAAAACCTTNTTGGGATA 

ACCCCTTGATCAAACMCCCGGGTTTCNAAATTTTTTTCCTGGAATCGGGNGGNCCATTT 

TGAACATTAANTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

MTNAMTTC CAMC CCCTTCCCNNCCAAMNTNCNCTTTTGGGCCGGGNAANCCCNCtT 

TAAGGGCNAATTTTCNNCCCNNCTTGGGGGGGGGNTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAAAAAACAAAAGCAAACAAACAAAAAAAAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

AAATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCAAGTGCAGTAACCAGTTCAAGTTGGAAAGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGQCCGG GCAGGTAC 1 1 1 I I I I I I I I I I I I I I I I I I I I ICTTTTTT 
"' i i 1 1 i i i I II I I I I | | | | | 1 1 1 1 1 | | | | | i | | | | | | | | | | 1 1 | | | | | | | | M ! | | 1 1 

I l I I I I I I I I I I II I I INAAAAAAAAAAAAAAAANCCC I I I I I I I I NAAAAA 

MAAAMAANNNTTNATNNCNNNTTNAAAMANNAANAAAANANNNAANCGNNTTTTTNA 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I I I II I I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACMCTCMMGTTCTTCACMTTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAGI I I I I I I I I AAACAGTGACATCTNTTGGGAAAAATGG 

ACTTMTAGGGAATATTGGGACTGAGTTCCAGTCTTTTTTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I I M 1 I I I I 1 1 1 1 1 1 1 I NN I M 1 1 I I I I I M 
1 I I 1 H I 1 1"! I H I 1 I I II II I I I I < I I I I I I I I 1 1 I | | 1 l l 1 | l | | | j | | NTNTNNNTT 

NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 

CCTTTANCNANMCAAMCACCATTCAGGATAAAMCTTAMTTCCMNTTTAGGGANTT 

AAGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 

TCANANNNNGNNANAAGNNNGAAANCAANNAAATNANAAAANNNNNNAATNTTNTNCCCT 

TTTCCCCCANTTTTAGNAACAAANTNAATTTTNANAAAAAAAAA 

Sequence 4847 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C 1 1 M I M N I I M II 1 1 1 1 I I 1 1 1 1 M I II 1 

N I 1 1 1 1 1 I I 1 1 1 1 1 1 1 N 1 I II I U 1 1 I I I 1 1 1 NNNTNNNNTTTTNC C I nTTTTTTTN 

A NNTTT GGGGGGGNNNNNNNNANNTTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 

ANTTTTAAAAAANCTTNAANTNGNTNNTTTNGGGGNCCCCCCNAAAAAAANTGGGGGAAA 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGC GGCCGAGGTAC 1 1 N I I I I I 1. 1 I 1 1 I Hi I I I I I I 1 1 1 I I I I I I 
MM MINI MM M II III I IMI I llll III1G I I III lll l llll l ll l I ll ll ll 
I I I I 1 1 II I I 1 1 I NNNANGGNGNNGGGGCNNNCCCCN I I I I I I II I II I I I NTNAAAAAA 
AAATNTCTTAAAAAAATN I I I I I n I AAAAAAANGANAAAANAANNCCNNNAAAAAAGGG 
GGGGGNA I I I I II I I I I I I I I I NCCNCAAAAAMTTTTTTNTGNNGNNTTTTTTAAAAAA 
AAAAAAMNTNANCNNNAATTNANCCNNGGGGGGGGGNNNAAAANNTTTTTAANNNANNN 
NNNNNNNNNNNNNT 1 1 I INAAAAAAANAANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 
AAAAANCCCCCCCCN TT I I J 1 1 I 1 1 I I NNTAAAAAAAAAAAAAAAAA 
Sequence 4849 

CCCTTTGAGCGGCCGCCCGGGC AGGTA C 1 1 1 1 1 1 M 1 1 ) 1 1 11 1 1 II I I 1 1 1 1 I I \ NNNhl 
i I I n I ) M I I M 1 I 1 1 I I I 1 1 I I 1 1 AAAAAAAAAAAAANCN 1 1 1 1 1 1 1 1 I I 11 1 1 1 A AA 
MAAAMNNNNNNAMNNGNNNNTTTTTTNGGGGAAAAAAAAAMAAAAAAMNCNNTTT 
TTTNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 
AAAAAAAANTTNNNGGGGGGAANNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 
NNAAAAA AGGNGNNi in iiii I ANNGGGGGGGGNGGGGNTTTNNNTTNNNAAAAAAANG 
GGGGGGN I I I 11 I II I I I NTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 
GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 
Sequence 4850 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA I I II I I I I 1 1 AAG AAAAATGG AATCACACT 

MATATTTCAGMAAATATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

AACCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCTATTAAATATACAAA 

Sequence. 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCA 

CGAAG GCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATmGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TACTTGAAGCTTTCMTTTAAGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGGTT 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTI I f NAN I MINIM 
iTTTTTTTTl I NNGGGGAAAAAAAAAANAAN I M M I M I NNNNNTTGGGGGGGGGGNCC 
CCNNMNNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAAAAAAANGGGGGGGNTTTNAAANNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCNTTNAAAAAANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTTNGNGCCCCCNNNTNGGGGGGGNNNA I MINI I NNNANGG 
GGAAAANAAANNANGGGGN 1 M I NIMUM I AAAAAAGNNN I M M M I M I M 1 NAA 
AAATTAAAAANN M M M I N N N AAAAAG GTTTTTNTMN ACNTTTTTTN AAAMNTTTTT 
GNNAAAAANMANANGGGGNNNTTNCCCGCCNTTTNTTTTTTTGGGGGGGGNGANMTTT 
TCCCCNTTTNNAAAAAAAAAAAAAANCCCCGAANG M M M M M I AAAAAACCCTTTTN 
AAAANTTTTTTCCCCCCCC 
Sequence 4853 

CCCTTNGAGCGGCCGCCCGG GCAGGNA C I M M M < I M II M M M I 1 M I CTTTTTTT 
M MM1M Ml MMM1 MMM MM MMM M l MMM I MMMMM MM C 
CAAAAAAAAAANNNNCTTNTTTATNNANGGNAAAAMNGNTTTTTGGGGGGANAAATNAA 
AAANGGNTNAAAAA I I I M I NTTTTTTAAAAANGCCCCTTNCNGGNAGGGGGGNAAAAAN 
AAATTN AN NAAAACN AAAAANTTNCCCTTTTAN AAAAAAAA 
Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATT7TCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGmCCTCACTGGGAGACMCTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGAAGTGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGMATGCTCCCTTTTTMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCCTTACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 
TTCACTCTGTAAATCATCACTAAGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 
TGTTTMTGCTTGMGGATGGTTTGGGAGGCAGGGMTCCTTTTCTTAAAACACCTTTAA 
TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCAACC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATTMGTTTCCMCACATGCTTTTT 

GTGAMCATGTTCAMCCATAGCATTTTCAAATTCCAAAATAAGATATCCCTTACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 I I I i I I I I 1 1 i I I I I I NGGNTTTTTT 
I I I I 1 1 I I I I I I II I I I I I I I I I I I INNGGGGGNAAAMNATNTTTTTTTTNTNANNNNN 
MANNNNNAAANNGGGGGGGGNNNNNNNNAAAAAMNNNGGGNNAANNNTTTTTTTNGGG 
GGGGNI I I I I I I I INNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
AANAAAANGGGGNTCCCCNCNNAAAAAAAANTTTT 
Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCT GCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTCACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4860 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAMTAAAATGTTTTACATMATMGTGTTAAATTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCAA7TTGGGAAAAATCTCACMTTATTMCTCTTCTCAGTTACATTTATTTTTG 

AGCATTTAAATCTACTATACACCAGTTTGTMMTTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGTGCTGGGGAGGTTTA 

MTAGCACTTAMGAATATTCATGAGAGTTCTGAAATGAAGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGMGMCMAGGGCTCAACCCTGATAACTCTAAAATTTGGGATCTTGTCAAA 
TTMNTTTCMCATTCTTTAMTTTTACCCTNATCCTTGTTT^ 

NCCTTTCTGACTCTNTTCCGCTTTTGGGTTGGTCTTCTAACAGTAAGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCCCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 • 

TTCCGCCCTTTCGAGCG GTCGCCCGGGCAGGGACTTTA I I ( M I I U M M 1 1 I 1 1 AAAT 

I M I I I I I I i I I M I I I M I 1 1 I I I I I M I I I I I I I I I I I I I I I I M M M I I M I I I I I 

I n 1 1 1 1 1 I I I I I J I I II I I 1 1 1 1 1 1 I II I II f I GNNGCNNNNNNGNNNNNNNNNAAAAA 

AAAAAAAAAAAAAAANNNANATNTNNC I (I I I I I I I I I NNAAAAAAANAAANTTTTTTTN 

NCCNN NNGNNA NNAANANTNAANNNANNNNNTTNNTTTTNTTTTTTNNNNTTGGGGAAAA 

AANATNl MM IMTTNNAMNGAMGGGGNGGAMAAAMMAMNNTTTATTNTTTTT 

NNTNTTNNNAAATAAAAMANCNCCCGNGGGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 

NCNNCAAAAAAAAANNANAANI II ( II I JNNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 

NNAIMAAAAAAAAAAAA 

Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TAATTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 
AGACTCTTTGMGACTTTCTTGMTTGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 
AGCTGAGTATCMCTTGCCTTTCTGATAGAMTGTTTCTTGTGCCAGTTTTATTGTTGAG 
ATATACTATTTTTTTCCTTTTTTMTTCAGTTTTT^ 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATMTTGTGGTA 

TAGTGACCAATAGATGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 

CCGGGAGTAAAATGAGTGACCTCAGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 

GAATATGGTATAATTTTAAATTTTMT^ 

Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAMTGACCTCCCAGATTGACTAGTTTTGTAAGGAACTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCAATGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGGGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCMGCTTGGGCCGTAATCMTGGGACATAGCTTGTTTCCTGTNGTGAMATTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I U I I I I I I 1 I 1 I 1 1 I I I I NN I I I 1) I 1 I I 
I I H I 1 1 1 I I 1 M I I I I I M I I I I I I I I I I I I 1 I II I I I 1 1 1 I 1 I n 1 1 11 IGANNNNNA 
AAA AAAAA NN1 I I I I I I I NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTNNAAAAAAAAAAAANNNCAANN A I 1 I I 1 I I I I NAAAAAAAAAAAACNCAAAA 
ANGGGNNCCNNNTTTTNNNNANNNMNMNANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG ITTTTTTTTI NAAAAAAAAAAI I 11 I I I I I I II II I NTCCNCCCNAAAANNAT 
NATNNNTNTTTTTTNGGGTGNNGGGCCCCCCCCCCCCNNAAAAAAAAAAAANTTCTTTTT 
TTTNNCAAANNGNGGGGGGG 1 I I I I I II I I I I I I I I 1 AAANAAACNNGGGGNNAAAAAAA 
AAAANAAATNTANNNGNNCCCGCN I I I 1 1 I I I I I I NCCCCCCCCCTCCCCCNNNNGNGNN 
NAAAAANTTTTTTTNAAANCCCCCCNCTN 1 1 1 I I I I I I 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACMTTTGTTTTATTATGTA 

ATTGATAAMTGGTGATGTGTATTAATGTTAGTTCMCCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAMTAATTTTGTCAGTGTTCACCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGTTT 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCACTTGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAMAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCAANNNGGGNMNCCCCTTNT1TNWAAAANTNCAAAAT7T 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGNGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTMTTT 

CGCATAGCTTCCCTAGTMGTCGTTTAGGTGGAGGCCGCTCGCCAMTTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAAACCACGCGTCCTACTACAAAGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCTTTCTGTGCTTTTATCTGTCACGACAGGAAGGTGTGGAAAGTTTATA 

TC GTTT ATATCCTTMTTTGACTACTCTTGGATATTAAAATCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAATTACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGAACTGAGAGTTCTTTGAAAACCATTCCCAATAAAAACTAAATGAAAAATAA 

ATATAAMCAAAGCTTAAAAAMTATGCATTACCTGACACCMCCTTTTCTGGCTGACAA 

TATTTATTCATGAAAACATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TAACTAGGGGCTGAAGCAAACTAGCATTTAGGATGCAAACATTCTTGGATTTGTGATGTA 

AACTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTCTTTAGCTTTCACAAMCATTGGTCCACAMTTAAATTTTCAAAA 
AGT 

Sequence 4872 

NCCCTTCGAGCGGCCGCCCGGGCAGG TAC I I M 1 1 1 I I I I I I II 1 1 1 I GG I rTTTTTTTI 
i i I M I M 1 11 II I I 1 1 i I I I I I I I M I t I I I M I I I NTTAAAAAAA I I IIIIMI U NA 
AAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAGNAAAGGAA I MINI I NTNTAAAAAAA 

AAA I M INTAAAAAAAAAAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 

NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
AAAAATNAGNNNNTGNGGGGGANAAAAAAAAAAAAAAAANCCNTTTAAAISINAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNTTTAAAAAAAAAAAAA NAACAN NTANTTTNT GGTNNANAAAAAAAAAAATTTTNTTN 
AN AAAAAAAAAAAA MAAATTTTTTCCNGTGNAAGNAAAANATATTT7TATTAGAAAAAA 
AAA I I 1 1 I I I I I I I ATAAAAAAAAAAAAAANNNNNNNNNNCTTTAATNNAAAAAAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 I I I I I I I I I I I 1 1 I I I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAG CTATT CTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTMTTTTTGTATTTTTTGTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTMMCMGTTTCTMTTANMCCC7TATT7TACCC 

AAATGGGGTTNAGGGMCAMMCCMCCCTNATCACCCTATTTGGGGAAAAATNAATTT 
T 

Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTMGTTTGTGAAMGTGATGCMTTTGTTAT 

ACATTCMA TGCAM TTAGAACTAGCTGCCTTACGATGAGATTTCACTGTCATTTTTTTA 

GCACCCTAATTTTTGTCGGTTCTGTAGGTTTCAAGTAGCAGAAACTTACATCTATTTCCT 

TCAGAMATTAAGGAGCAGATATTTTMTATGCTTTATGTAAATAGGATTCTGATAATTT 

TAGCTTTAGTTAA TGCA ACACACTTNCCTGGGCACAACCATGACCTCTCTGAGMCTGGA 

AAATACTGCATMTTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAAATAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCAATACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATT TGGAA AACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTG 1 1 1 I IGTTTCCATTATCCAATAAATGCAAAATTTCTTCTGAGGATTTGGGCTGGT 

GTAAAGTAAGTCCATGAACGACCACCCCTTTTTGGGTATCTTCCCGGACAGCAAGTGGCC 

CTGAATTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 
GATAAAGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 
ATAAAAGTGTCAAACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 
AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTAAACAATCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

AATAGACATCCTAATACTAAGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

AAAGGCACAAMTATGAATTCTGCAAGAAGGCTATTTTTTATTGTAGTTTGAATGGGTTA 

GGAMAGCCTCAATTTTTCACTCTTAAGTCCTTCAGTACATTTTTCTTTCATCTTATTAC 

TTATGCAAGTTAAGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTAAGAAGTCATGTAAACGGTTAACAAGCTTACCAAGGTTAGCAAAACTTTCATTGT 

AAATCAGTCTGTACTGAGCAAATAAAAATCATTATTAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCA TACTA CTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TGTTACACMACTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATAAATTCT ATCTTTA AATTN N N AN AAA AAA A AAA AAAAAAGG G NG NCCNTTN AATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAAANCTGGTTTINTTG GNNCN CTTTAAAGGNTTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCAAAAAAAAAACANTTTTTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTNTNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGT GGTCGC GGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACMTTTTTTAAAAATAAATTAAGAGGTATTTATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGAATCTAAACCAGCTTAAAAACAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACAAGAAATTCAGAGTAATGCTTTGMGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTAANCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAAATGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTAAACTAAAATGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCAAGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCCTTAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNC CTTCC CCCCTTTATGTNAACTAACCNTTATTTCCCGGGAATACCTTTCN 

MATTCCTGMCTTTTTACCCAAACCNATTTGACAGAAGTCCCNCGTTTATAAACCTTCT 




WO 01/070979 



PO7US01/09126 



TABLE 1A 

342/599 



TTNGGAAAATATTTGGTAAAAGGGCCCNTCTANACNAAATNTGCCAGGGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I I M I 1 1 I I II II I I I I I I | | I II ll I i I I I 
M I II I I I I I II M II I I I I I I II II I I I NTNTTNTTTN I I I I I I N AAAAAAAAA AATTC 
I I I I II I I I II INTTANAAAANTGGTNTAMCACATTTTTTNTTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTTATNTAAACTANNATNNAACTTTGATAAAAACTATAT 

TTTCTTTCTTTAMANMTTTAAATGTTTTTTCACAAAGCTTAGCCAT^ 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I I I I M I I I I II I I I I I I I I I I 1 1 I I I 1 1 

n i n 1 1 1 1 ii n 1 1 1 1 1 1 1 1 1 m 1 1 1 1 1 n n 1 1 1 u 1 1 1 1 1 1 n 1 1 1 i ncnnnnnnaa 

AAAAMNTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 
TNNAANNNNNNNCNNANNTTGNGI rTTTTTn INAAANANNNNNAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANAACCCCCCNTTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 

AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I M I I I I I II I I I Ml I I 1 1 I I I M I 

I I l I n I l l I I 1 1 M I I I I I I I I I I 1 1 I I I I I I I I I I NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAAA AANC CCCCCCCCCNNAAAANNANTNTMAAAANNNTTNTTTNTAAANGGGG 

MAACNCNNTTTTNNGNCCANAGGNGGGNNAAAAAAAANACCANNCNNNGNNNCNTTTTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANG I 1 1 I 1 1 I I I A AAAAAAAAAANNCCCCNAA 

ANNNNN GNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCN I I I I I I II M I I rTTNTTNTNNGNGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGGTTTTTTTTCCCCCCCCNGGGGGGGGGGGNNNNGTTTTTTTTN 

Sequence 4885 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I I I I I I II I I II 1 1 I I I I I I I I I I I IGTTTTT 

I I I I I I I I I I I I N I I I I II I I I I AMGGTN AN AN AN AMTTTTTTNAANGGTNTTNAAAA 

AAAAAATTAAAAAAAANNTNNNNAANNNAANNNANAAANNNTTTAAAAAAANNNTNCNAA 

AANNTTNATTGAAGGCTTNANAAANATNTNNTNNAAGGTTTAGGGTTANNAANNNAAANC 
TTNTAAAATGAAA 

Sequence 4886 

GANAAAGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGAAG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATCTTGGCTCACAGCAGCCTACA 

CCTCeCGGGCTCAGGCCATCTTTCCACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTTGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGAACTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTAAGCCACCACGCTTGTCCMTAMTGGATTTTAATGGAGGAGTTA 

GAAAAGTTCTTTGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAAAGAAGAATATCCACMTTATCTGTAAGGGCTAGCCCTTTTCCATCT 

ATATATTTGTAAMGACTGGATTTCTTTCATATGCTTCAGCCAAATCAACATTTTAAM 

Sequence 4889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGAACTACTGGGCTCAANCAATTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGAAGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNA 1 yTTTTTTTTTG N TTTTTTTTTI IA GCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAAAAAAAAAAAAGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATTNTGGGGTTGAAGAGACTGGGGGAAGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAAATTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTAAGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTMTTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CGCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAAACCTCCTACA 

CTCGGMTGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAMGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTMCAAGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGAATGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

AAATGCTAAACACTGGAAAAMTGGAATTTTATACATTTGTTTTCTTAMTTTTGACAGA 

TATTCTTCAGMAGTTAMACTGCCTTCCACMAATTTTGTGTGTATATGGCACAAGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATTA TNGNTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTTTTTATGACAAGCCTATANACCCCNTTGAAATCACATTATTAGNTCTTGTAACCACA 

AAAAAATGANAAAAAAATATT 
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Sequence 4894 

CCCTTAGCGTGGTCGCGGCCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCTTTCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCAAAGAGGCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTTTCC CTTCC ATGCCATTATTTTCAGTGGGGMGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTAAGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCAA GAGTCC CCAAAATATTMTGCTCTTCCCTTTTTCTACCCTCAAACTTATAGTT 

GTATCTTATTTTTTAAAATGMTTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNMGANCTGGGACTTACANGCGCCGGCCACCACNCCCGGNTAATTTTTTT 
G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTA C I I M 11 1 U I 1 I I 1 1 1 1 I 1 M NA N1 M I 1 1 1 1 I I 

n I I II I I I I I 1 1 I I II I I I 1 1 I 1 1 1 1 I I | I | | I | | I NNNGGNCCCNNAANANNAAAAAA 

AAAAAAANNNNNNAAAAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAAANNN 

NNNNNG GGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 

TTTTTTTGGGGGGNNNNTNTNTAAAAAANANTNCCCCNGGGGGGGGNAAAAANAAAAAAA 

AAAANNNNNNNN I I 1 1 II I I 1 INCCC 

Sequence 4896 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCAGGCAAATGTGGTTTGGTGCCTGTCC 

TGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGAC 

CTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGA 

ACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGNCGTGGACAGGACTGCAGGCTGGAATA 

TCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAMTTTGATGAATATTTCAAGT 

CAAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGNCTCTTGTGTATTGGCCGA 

CGAAGC ANGG TGAGAATAAGTGCGTTCCCAACAGCAACCNAGAGATACTACNGCTACACT 

GGGGGCTTTTCCGGTGCCTGGCTTAAAMTCTGGAGACGTTTGTATTTT^GAMGATT^ 

CACTTGTCTTNCAANA ACAC TTGATNGAAAATAACAATGAAGGCATTGGNCTAAAGGATT 

TGAMNCTTGGCAGACTTTTGCGCTGCTTTNCCCTCNATNGCAAMCGGAAACCCTTTGA 

CTGANGCTTAGAAACCTGGCATTNTTGCCATTGGCCCNCNAATTAATGCCCNNGGTGTCT 

TNNGGATGGGATAMGGTGGAACNCCCTTAAAAAAGGTGCTTGTTTCAANCAACANGGCT 

NAATTTGGGMAMATGGATCTTACTTCCCCGANAANNTTTTNfrTANTTTCANT^ 

ACCAAANAAAAAAAAAAAA 

Sequence 4897 

CCCTTAGCGTGGTCGCGGCCCGNTNTACCAGAATCGGCAGAAGAATCAGCCCCATAAATT 

TTAAAGACTTCCTCAATCGGGATACTGTTCATTAAGATTCCAGCATAAGATGATAAAATC 

ATAGCTTCTCGTTCTCTACGATTTGGATATATGGGTCTGCCATGGAGTGGTATTTTCAGT 

TCCTCCCACTCCAGCCAAGTTAAGTCTTCTGAGGGATCCAGCCATTGCAAAGCAACACTG 

ATGGCCAAATC ATMG TGTGCCATATCATCTAGAMGGTGAGTTGCCGTCTTCCTTTTGG 

GTCAMTTTCAATTTTCCCCGMGCTGATGCCMTATMTCTCCCAAGAGCTTTTTCATT 

TCC7TCTTTATGAGCCTTCTTTCCATGTTMAGGGCTTAGCCAGCTTGAGCAAGGTATTN 

TGCAGTTTACACTMCACTTAGACCCAGCTTTTTNNTCCCCGCGGTACCTGCCCCGGGCG 

GGCCNNTTCGAAAAGGNCAAAATTNNACCCCNCNTTGGGGGCAGGTTCTTAGGNGNAATC 

CANGNTTNGGTANCAAANTTTGGGNAANAAAGGGGCCAATGNTGGGTTNCCGGGGGGAAN 

ATNNNNNANNATTNNNAAAAAATTTC 

Sequence 4898 

CCCTTANCGTNGNCNCGGCCGACGTACNCNAAATACTTCATACTAAACTTTCTAGAGAAT 

TAAACTTTAATGATGGGCTCAAANNANANANAACCNGCCNACTAATTTGTTCCTGCCCGG 

GCGGCCGCTNAAAAGGGCGAATTCC 

Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGTC I I < M I I II I 1 1 | I I H M I I I I I I I M I I I I II I I 
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TTTTNI I I I 1 II M I Ml I H M U I 1 1 II I II 1 1 I I I II 1 1 1 1 1 1 M IN I I | M 1 1 1 l 

tTTTTAAAAAAAAAAAAAAANNNCNNN I i I 1 1 I I I 1 I NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGGGGGGGGGGNNNTNTNT 

TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 

GGANNNNAAAAAAAAAANNNNGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 

Sequence 4900 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 I H I I 1 1 1 I I I I I I I I I I I 1 1 1 1 1 1 I I I 1 l 

u I i i m I I < I I » I II I I I II I M I I I III I I I I I I I I I 1 1 I I I I I I I I II I I I I I I II I 

H H M 1 1 I I I M I 1 I 1 1 I I I I M I I M 1 1 I 1 ) I 1 1 I I I) M M II II I I I M II I f 1 1 1 

TTNANAAATNNATNTNATAAAAAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNNAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 
TACCTCAAATA CTTCT GTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 

GGGGAMTAAGTTTTGAGTGAGAMTAMCGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCCTGTCTGTGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGM GAGC AGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAMGACTTTGGMTGAAAACAMTCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAAAGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTAAGGAAACAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAAAGCTTGGGCGTAATCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AAATTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 

AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTMTTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGT1TCCTTCAGCCACTTTGGTTTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCGCCCGGGCAGGTA C I M I U I I I I I I TTTTTG I I U I I I I G 1 1 I I I I I I ! 

mmi I I I I I I I I I I I I I I I I I II I I I I I I I I I AANCNAAATAAATNAANAATTT 

TATTTAATTATAANGGACCACNTTAMTATTANTTNMAAAATTCAGGCNTATNTTTAAA 
ANAGGNGGCCTGATAANTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 
AGTC CATTN NCGNATNNTAAAMAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 
TTAAGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I II I I I I I 
Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAAAAGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

AAGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 
TACACTAAACAAGAG 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCAAGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCAACCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGAAGAACTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 
CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTAACCTGACAGGAATTMCTACTGTTTTTTT 

GTGGGGCAGAAAGCAAAACCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 

TAGTG AGAAGAAACACAAACCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 

TTTTTCTTCTGTCCCTTTAACAAATTTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTG 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 

GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 

CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 

TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 
Sequence 4909 

CCCTTAGCGTGGTCGCGGCCGAGGA A C 1 1 1 1 1 I I I 1 1 1 H I I I I I 1 1 1 1 I I I ICTTTTTT 
"iM Miiillll lllllllll i lli i i ii i ii ii n iii iiiiii i ini ii i ||| | N 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 

GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 

MTTGNNAAAMTAMTACCMTGGCTNTTTTATCATTGTCCNTTCTTTCCCTTTTAAAN 
TTTCACTTTGAAAATT 

Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTAATGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGAACTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4911 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGTTGMGTCTTTATTGCTTGGGCTAGATACTCCTAGAAAGTTTGATTTTCTAGT 

TGAGTGAATTTTACCCAANAAAACACTTAAGAAATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTGGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCTGAGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAMGGGGMTTTCMCTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAA AGAC AAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAAATGTCCCT 

GTTGCCA TTGGG GTATTTTCTGAGATTTTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTGGCTTTTGCTTTCCTTGGTTTGGATTTAT^ 

TGTACCTTTTTATNATTCANACTTGGG^ 

GAGMCGTTAAGGGNMTTTTACTTTACAGACAGGNTTTGTNCCNTTGTAANAACCTGNA 
GCCCCCAGNAGTNANTTNTN 1 I 1 1 Ml I AGNAAAAMGTT^CCCCTTCAATTTTTTTNT 
T 

Sequence 4913 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTMGTTTTGTTTTGTGAG 

AMTAGGTAAAGACATTAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTCACCTCTAAAAMGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCAAGACTATGACAGATTTGAAAGAGAA 

TTCTAMGCAGATTTAGMGMCCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTAAMGGGATGATTTTTACATTGAG 

TTTTTAAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGGTTGGTCCCC 

Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGTGTCCTGAGAAAGTTAAGCCAATTTAACA 

ACTATTTCCAACATCTCTCTACCTGCTTTTCTTTAAGTATAGGGTCATGTNTTTCGTGAA 

GCCTATGTGTTTTATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GMAC TTTCTAGAMGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAACTTGCTGAACTTGGTGG 

AGGAGAMGGCTTGAACTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TCNTTCCGAAGCGGGTGCACTANCTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I i I I I I I t I N 

Sequence 491 5 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAAAAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

CTGGTCAAGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCAACAGGAAGTAATTGCCTGAGCTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATMGACTFnTACCTNTAGG 
ATCATCAGGNGCAAAATGAAAAGGTTGAAAAAA 
Sequence 4917 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACTTTN \ » I I M I I I I I I I M I 1 1 I ICTTATTA 

TTATNATTTTTTGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

AATGGCAGTATCTTAMGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCMCTCATTGATTGCATATGCCTGTAGTMTCTTTTACAACAAGAACTTGTCAGG 

TTAAMTTATAMTGACTTCAMGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

C AGGG ATGTCTAACTCAGGAMGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGATTTTANCTGMNMMATCCCCCTTTAACTTTGACTGCTTGGGGCC 

MMACCNCTTCTGGNTTATTCTANTCTTTMGGACCANTTTTTAGANGAGNAAATTNAA 

ACCCCAAAAAA 

Sequence 491 8 
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ccctttggccgcccgggcaggtacaggccaacatgatcaaaggcatgctggaaacaagcg 

Yattamgatcagcttggatcaagctttcatttgcatctgcctgaaccgcacatatttna 

gtctgmgggamattggtmtcmgttgagmgtctatcaacmtgcttcctcagtttc 

mcatcccaaanaatttgttgtaggcccamacccatatttctaataagtatggaaataa 

ttccctccattcttcattactcacacaaaaatgggaagtacctcggccgcgaccacgcta 

AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACAATGAAGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCC 

TGTGGGGCTGCTCCCATGAACGAGAGCGMTTTGCTGMTGGTACTTGTCMGATTTTTT 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGAAGCGTGCGGATGTAGACTACATATTTCAGAAAGCTTTTCAAGTCTGG 

AGCGATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAAAGGTGGTACCTTAGCCCATGCTTTTTA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGTCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAMCTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTAAT GGGCAC CAAGTTTAACAGGGCAGACAATATTTGCTTCTGCATTCACACTTA 

TTCMTTAC ATTTTTTAAAAAA ATG ATG CTG CTTAAACTATTAATGTTTTACC AAAA AAA 

TMTMTTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

AAC CAAGA CAAACTCAAATTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTTATTAAAAGGGCAAACATCATGAATTAACCCAGCCGCTTACTTGAATTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 
Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 
GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 
NAAAMMMMNNNMATTNCCCCCNNGGGGGCCCCCNCTTTTTTNGNCCCMTTTTTT 
GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 
ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGMGGGTCTTGTGTTTTAATGC 

CAATAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 
GGGCN 

Sequence 4924 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTC GAGCGGCCGCCCGGGCAGGTAC I 1 M I I I I I I I I 1 1 I H I I 1 1 1 I I 1 ) 11 1 I AA 
I I 1 1 1 1 I I I 1 I I 1 1 II I I I 1 I i I I i 1 11 I I I I 1 I I NTNTTNG I I I I I I I 1 1 I 1 I 1 1 1 NTT 
TTANTTTTNNTTTATANNTTrrTATNT^ 

NNGNTTAGAANTNTTTCNNCNCATTTTTNATTTANGGANGAGAAAGGGNGNTTTTTTAAA 

AANAATTAGAGTTI^NTNAANGGNAGNANTGNNTTTNCCCTTGTAMNCCCTAANMTTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

CCTCCCNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTTTNNNGGTTATNNACANNANCTNTTTTCNNAAAAAAANATNTTTTCCCCGTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I I I I I 1 1 N I I 1 1 1 AAAAAAGAATTNNGNNT 

GNNNGNGCCCAAAAAAAAAANMGTTNGGGNTGNNCTNCCNNNTTANNTAAAATTTTTTG 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTAAGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAMCCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAMATTGTTTTAAAAAGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGTTTGGGAGGTTGAGGTGGGAAGATTGGTTGAGCCCAAGATTT 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 M I I I I I I 1 I 1 1 I I I I 1 1 1 1 GGG I I I I I I I I 

I II I 1 I I I I I I I I I I I 1 I M I I I I I I I I I I I NNAAAAAANNCCCCNTTTTTNNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAAAAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCC ATCAGATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

I I I I n I I I I I I II I I I I I I GGGAGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

MGGCATACAGGCATTTTTTTMTTAAMATAATMTGATMTGATTTAAAAAGTCANAA 

MATTGATGATCTTTGAACCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

TNTACTGCTTGGGTTCCCTTTTCTCCAACTTGATGCTTGGTGGATGCCGCTTGGCGCTGC . 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I I I I I I 1 1 I I I I I GAGACAGTCTTGCTCT 
GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 
TTCAAGCGAT TCTCC TG CCTCAG CCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC . 
GCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGGTTTTCACCGTGTTGGCCAGGCTGA^ 
CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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CATGAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 

CTGAMTGCCTTTGGTTTANAAATGGATGAAGGAGAGGCCATGGAAATATTTANACCTTT 

TGGAGAGATCGAAAGGACAGGTGATTTATCTCCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACAATTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTAA TTAT CAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANMNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 
CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGtCCTCCATAGTACCTCGGCCG 
CGACCACGCTAAGGG 
Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGAT CCTCCC TCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCAAATTTTTTGTATTTTTMTAGAGATGAAGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACAAGTGTGAACTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTCATTTTCCACGTGTAATATAGCANATCATTACACATTCCT 

TTTAACACTGTGTTCACTTGCCTTTTGGAATAACACTCANTCTTTGGTCTTATCCTACTT 

CACTGGCTGCTCCTTTTCCGTCTTTTT 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N I I 1 1 1 1 1 1 I I 1 1 1 1 1 I H 1 1 1 1 1 1 I A ACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GAAGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAAAAATTMTCTTMTACTAAMTATTTATGAATAAATTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GMTGMTTG MGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTACTTTTTTA 

MCATTTAAMTTTTTCCATMTAAATGGNTTTTAAAAAATGCNTTNTTACACTTCACTT 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 

AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 

GAAAGTNAACAAACAAAAAACTAGTTCAAAGCTTTGTTTCACAGTGGGCANTNTNTTANC 

GCCAACAAAACAACCTCAATTTATTGCTTCTATTTAAAAATGTTTTMNTTTATTTATTT 

TTAAAAAAA MTMT ATTGTTCCATGANACATTCAAAGTTGCCACTTGGCCTTTGGGGTT 

CACTGG NCCTTT TTNTTCNCTGCAAACCTTTTNCCTGCCAATTGGCCCTGAANAAAAAAC 

TTCANGGTTTTTAAMCCMCMTGGCCNCGGTACTGGTGTTTTAACNTTTTAATNTTTT 

NCNAANTCTGTNGGTNAAAAMCCTTTTTGGGCCCNCCAATTTTCMTTTCTTCTTTTTT 

MAAATNANCCTTTGGGGAMATTTTAAAAAAAAANAAAAATTTNCCTTAAGAAAATGGG 
TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGCTTGAGGGGGACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGMCGGCTGCTTTTGGMGACTATTGCCCAGAAGAAMGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCMAGTGTCTMCTTTAGTTTCATCAGATTAAGAGCTTTAGTGCCT 

GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 

TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 

AGGANANANANAGNGGGGATTTTTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 

AANGGNANCCNCCAAGTACNGGGNNCNCAMAANTNTTTNGGCCCNGGNTTNATNTNNTA 

GGCCTTAAAAAAAAAAAAANTNNCCCCGGGGGGGGGGGGGATCCCTNNAANCCCACTNCN 

TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 

ANTAACCCCNTTGCNCTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 

MAAAMMNTTTTTTNNCCGGGGGGGGNTTT 

Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCAT TCATC TTGAACATGACCCAAATCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCATTTTTCTTC CTTA^ 

ATTTGTAAGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAMTGCACACGTTCCT 

A CACA GGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACC7TAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCMCTTTGACAGGCTGAGTATTCTTCTATTTCCAAGCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC 1 1 II ) ) 1 1 1 1 1 M 1 1 1 1 M 1 1 I I NGGTTTTTTT 
rTTTTTTTTTTTTTTTTTTTTTl GGGNNAAAAMAAAANNNNMNTTTTTTTNNNNNNNN 
NAAANANNCCCCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGNN I I I I M II U N AAA 
CCCNNi I I I l AAAAAAAAAAAMANCCCCCCTTTTTAANANNNAAMNTTTTTAAAAAAA 
AAAAAAAAAANN^ 

AAAAANN iil lill I A AAAAAAAAA I ITTTTTTTTTI CN NN G AN AAA A AAAA A AAAAN N C 
NCCCGGGNN I UN I AAAANAAAAAAANTTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 
iTTTTTTTTI NAAAAAAA NNAi I > 1 I I I 1 NNNAAAAAANNCCCCCCNAAAAAACCCCNTN 
N AAA AAA AAA l l l l l l I NANNGGAAAAMATTTTAAAAAAAAAAAAAMCNNTTTTNTTT 
TTNNCANNGGGNGAGNANANAAMMAAATTTNGAAAAAMTTTT^ 
MANNNAAAAAMNNNGGGTTTTTTNTNCCTTTNAMAAANANANAMAAANNNGGGGNC 

Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAAATATAACATMTGMTATTATTTCATTCTTACTTTG 

I i t i iGATC TTTCA TACAAGTAAAAAATGTAAAATACTACACAGATTTATAAGTGTGCTT 

AGTAATCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA - 

MGGAAAGAGGTTTMTTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCTAAATTAGTCCCCAAACCAAATTC 

ATTATTTTCTTCTT MAAA TGTCTTTTACTTCCTTGMTCTGCTTCTGTATTT 

MATTTACAATGTATTTTGTCCAGTTACTGAGATAAATACCTCTACTTTTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTAAATTCATTTGATGCTGTCTTCTAAAAGAACTAAAATCT 

AGCATC TCCTC TTCATAC CTCC TGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTAACGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 

CAGGCTGGTATGTTTTTCCCCCTAA 

Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCfiTGGGTTCAAGCAATTCTCATGCCTCAGCCTCCCAAGTAGCTCAGATTACAGGCATG 

TGCCACCACGTCTTGCTMTTTTTATATTTTTAGTAGAGATGGGGTTTTGCCATGTTGGC 

CAGGATGGTTTTGAACTCCTGGCCTCAATGATCCACCCACCTCAGCCTCCCAAAGTTTTG 

GGATTACAGGCGTGAGCCACCGCACCTGGCCACAAATCAGAATTTCTATTATCAAAGGAA 

GTTTTATATTAGTTGAGAAATGACTGTTTCTGACATAGTCAACCTCTCTGGTCACCATGA 

AAATGCATGGTGGCAACCATGAAAATGCTCCATTTACATATTGTTCGTTTGAGGAAATTG 

ACAACCCCAGCTACCATTGTTCTGGATCTACTGGGTTCATGCCAAATGCCCAACCCGCGT 

ACCTTGCCCCGGGCGGG 

Sequence 4943 

C GCCAGTGTGATGGGA TA TCTGCAGA ATTCGCCCTTAGCGTGGTCGCGGCCCGAGGACTT 

TNI I i 1 1 1 1 1 1 1 1 i 1 1 1 iNNNI I 1 1 1 1 1 I NAACTNAAATTTTTGTAAATTATTTTGT7TC 

TTCCATGGGGATTTANAGGGACTATNTTCAAACCAGCCATAAATAATATCTGGCTATTTT 

GTMCCMTTGAGTMTTTGTTGCACAATAAGCCACCTCACATTTTTCAGCAAGAAATAC 

A7TAMTTTGAATAGTAAAGACGTTACACAGTGAATTAGGACACGATTAAAATTTGCTTT 

AMTATTTCTTT GGGG GMGGGACACCACACTTNTACTCMTGAAGAGGMCATTTTTAC 

ATTTCANAGGTCTTTTATTATTTTTCACACCTATTATGCCATGAATTCA 

Sequence 4944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATA 

GATGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCC 

GGTGTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACT 

CTTGATGCTGCTGTTTCGGAAGAGTTGGTTGAGCGCATCCTCMTATTCXJTTTTGTTCCT 

CTGGTAATTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAGGTTGGTGATGGT 

GAAATTCAGGTAGAAGTGCTGGGTGCTGGAGCTGCTTGTTGGTTGATAAACTGATGACTC 

CAT7TCTGTCACATGGATGTCCACCAACTGGTAGGTGGAGCCCAACCAATGGAATGAGGC 

ATTCAGGGTCTTATCTAGAAAGACTTGCTCCACCAGGCTGGGGTCCAAATTGGAGGAAAA 
C 

Sequence 4945 

CCCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATCA 

GAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGMGACAAACTGCCT 

CCAGAAACATACCGT 

Sequence 4946 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGAATGGCCCTTTCCTAGAATCAGTGT 

CTTTAACTGCAAACCAGGGGTGTCCAATCTTTTGGCTTCCCTGGACCACATTGAAAGAAG 

MGAATTGTCTTGGGCCACATATAAMTACACTMCACTMCMTAGCTGATGAGTTTTT 

GTTTGTTTGTTGTTTGTTTGTTrGATGTTTGTTTGCTTGCTTGTTTTTGAGACGGAGTTT 

TGCTNTTGTTGCCCAGGCTATAGTGCAATGGTGCAATCTCGGCTCAACGCAACCTNCGCC 

TCCCANGTTCAAGCMT TCTCC TTGCCTTNAGCCTTNCGAGTAGTTTGGGATTACAGGCA 

TGCGCCACCATGCCTNATTTTNCATTTTTATTTGAGATGGGGTTTCTCCATGTTGATCAG 

GCTGGTCTCGAACTCCTGACCTTCAGNGATCCACCTGCCTTTAGCCTCCAAAGTGCTGGG 

GATTGCAAGCCTGAGCCACCGTGCCCCGGCCTTTTTTGhnTGNTTTGGTTTAAACAAAAA 
AAA 

Sequence 4947 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTAMAACCTATTTTCCTCCCAGTTAGATA 

AAMTTCCTTGAGTCCAGGAACTATTTGATTGAATATGTATCATCATAATCTTGCTTGAT 

TTTTGACACTCACTTAAMCAATTTGMTCGMCAGAAAAAAAGCTCTAGTTTCTTTTTT 

AAAMTmMTTCTAGTTTCTTTTTGMTCTCACGTATTGNCTCTCTTCTTTCAGCTCT 

GGATGAGGGGGATATTGCCTTGTTGAAAACTTATGGTCAGAGCACTTACTCTAGGCAGAT 

CAAGCAAGTTGAAGATGACATTCAGCAACTTCTCAAGAAAATTAATGAGCTCACTGGTAT 
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TAAAGAATCTGACACTGGCCTG 
Sequence 4948 

ATGGATATCTGCAGAATT@GCCCTTAGGCGTGGTCGCCGGCCGAGGTACAAGTCTACCTA 

CATTATCGAAGAGGCTAGAGAAGTCCCTTTTGCCCAACCCTCATATGTGAGAAATCAAGA 

AAAGCAATGTTCAT GGGAT CCTGACAAATCTACTATATAAAGTGAGAGCCCTTATTTAAA 

TT TGAGC MTTTAAGTTTTTCCCCAGAATGTCTCCTTTGTTGGTTCCACAAAATGTAT^ 

TGTTTTTAGTGTTTAMGTCMCAAACTGGCATTGCATTTTCCTTAACTTACATAAACTC 

ATCAGAATTACATGAATATTCCTACTGCTTA 

Sequence 4949 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGCTCTTTTACCAAGGACCCGCCAACATG 

GGCCGCGTTCGCACCAAAACCGTGAAGAAGGCGGCCGGGTCATCGTAGAAAAGTACATCC 

CGGTGAATCAAAGACGGTGGCAGCAGGAGAATTAAGGTGACGCATCCAAATGAGCAAGGG 

AGATGGGGGTGGACAAAAAAAACCAATGAAATGTTCCTTGACCCCAAGGTCTCAACANAA 

GTTTGAAGTCCTTCCTGCGTTAAGAGTCTGCAATGTGTGTCTACACACACCAAGACATCC 

AGAGTGTCACANCCTGTCTTCACTGGGCAAAAAGTCCAAGTCACTAATTTAGTGCAAAGG 

CAAGT TCTGG TTTCTTGTTTCTTAAAMCMACMACMAAMTTTTCATTCCACTGGCC 

TGTTCCTTTTCTCCAAAAGAGGAAGAAGAAAC 

Sequence 4950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAQTCCTCTTCTCAGAACTCGATCAA 

GATGTTATTCACAGGTAACAGTGACCTGGTTTGGGTTTTCTCTTTCCTCCCTGGCTCTAC 

ATGTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAA 

AGGAACCTGCATAACCCCCAATAGGCCTGGGCACAGTGGCTCACGCCTGTAATCGCAGCA 

CTTTGGGAGACCGAGGCGGGCAGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAAC 

ACAGTGAAACCCCATCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4951 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATCTGTAGGTATTAATAAATACATAGGAAA 

TTGAATTGAATTTGTAACTCAAAGCAGAGGGGTGGAGAGAAGTGCTTCCTAGCCAGGAAT 

ACAGGATTTAGGCCATATCTATTTAAAAGAAGACTAACAAACAGACTAGAAACGATAACA 

CTGGTAAAAAGATCTCTTTACCTGAGCTACAAAAGTCATACATTAGGTAGAGGCTTCAAT 

AGTGTAGAAMTATACTMTGTGTTATCTCCTTAGAGACAGATTTAGAACCATGTCAGTT 

ATGTTGCAGATGACAGAGAACAGAAACCTAGTGAAATCAACTCAAGACAATGAGGGCTAC 

CATAAGGAGGCCCAAGGAGTAGTTGGATGGACCTGAGGAAGGACAGGAGCCAGAGGCCCC 

CTGAGGAGCTCTGCGCCGCCCCGCGTACAGCCCGTTGTCAATGGAGAGTTCAAAGACCTA 

AGCCTTGATGACTTTMGGGGAMTATTTGGTGCTTTTCTTCTATCCTTTGGAT 

Sequence 4952 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTAGCAAATACTTTTGCAGAAAAGCGCC 

CTGTAAACCTTCACTAGAGAGTCCCTCTGCACCACAACAACACTTCTGTTCCTTCCTCTC 

ATCAMCATGGGTAATTTTGCAAGAGTTTTCATGGGAAATTATTAGGCATCAACATTACA 

GT CCTGAT TTGGTTTCTTCTGACATTTTTTCCCTAATCTTAAMTAACTGTAAAGGGCAC 

CCATTTTTCTTTAGTTAATMTAGMGACTGCATTGACACGGTTAMTTCCCATTACCCT 

CAGTTCTTTAGCAATGGAATGAATGACTGGGATCATCGCTTAATGGAGTGTCTGGACCTC 

AGTAGAGCTTMATTGAAAMTAAAGTTTATATTTATATTTTTAAAAAAACCNAAAAAAA 

AA 

Sequence 4953 

^® GCCO AGGT ACQ AT ATTGC ATTT AG C ATTTT AAAAAAT ATG GTT 
GTTTTT CCTTGA GTTGTGAGAGTTTCATTATATGTTATGGATACAAGTTACTTT 
CGCCACT7TTTCACTTGGCACAGTTCTCCMATTMTTGTATTAGTAGCAGAGTCATTAT 
TCGTATTAGATTTGGGTGTGAAAGAAAGAGGACTTAAGGATGACTTGAAAGTTTCTGGAT 
GGCTGGGGATGTTMTTATTGGAGAAAAGGACTTCAGGAAGACCAGGTTTGATTAAGAGG 
GTG AACAG TGGGTGTTGCTGGTGGTGGTAGTGATTAGGAGTTTAGCTTCTACCCCCAAGG 
ANAGTTTTGGGATGCTTATTTGNAATACCAAAGAGGGAAGATNTCNAGGGAAAGTACCCT 
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GNCCCGGGCGGCCGCTCGAAAGGGCAAAANNTCCAAACNCACCTGGCCNGNCCGGTTTAC 
CTAGTGGAATCCCGNGCTCCGGNTCCCCCAAGCTNGGCCGTTNNNAATGGTNCATAGCTN 
TTTCCCTGTGNCCAAAATTTGGAAATTCGG 
Sequence 4954 

CCCTTAGCGTGGTGGCGGCCGAGGTAC 1 1 I I I I I I 1 1 I I I I AACAG ATGTG ATTTCACTT 

MCCCTTTGCGCTTTCCCTTAGTTGTCATTTAACATACAATACTGGCTTGTACTTATCGC 

TAGAAAGAAGAAGGCATGCTTCAAATAGGAAGGAATTGTAATAATGATCTTTGGCCTNTA 

CTTTG TCTTAGCTGTNAAACCGAATTTAGTNTTNANGTTAAATATTTGCAAAGGGAAAGC 

ATTTTCTNCAGAGGATAATTNATTTCAAGAA 

Sequence 4955 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGCATATTGGCGGCGCACGCCTCATTACGAT 

TCGCCTGCTTGCTTCTCCTGTTCAATCGTTTCTTTGGMGGCAGTGGATTTTTCTCTTGC 

GTCTCTGTCTTCTTCAGTTTCGACTTATCGMTTTCTCGATCTCAGCCATATCGGGTTTG 

TCA GACA TGGTTGCGGAGGAAAAGCGAAGCGAGGCGCACGAGTACATCCTAGAATCTGTT 

TCCTTTrMAAATGTCTAAATTTGCTTTTGCCATGGCGCTAATGCTMTGGTAAATTATT 

GATTGCGTGGCCCATGT 

Sequence 4956 

CT TAGGG AGTCGACCCACGCGTCCGCGCTGTTGTTCTTTTGTTTTAAMTTGTTCTTCGT 

TTCTTTTCATTAAAGGTTTAATCAGCTAGATTAGAGAGCATCATTTGTATTTAACAGCTG 

AAACTTCGGTACGTTGCCGTTTAATGAATGAACTTGCATTGTGTAGCCAGGGCCTACAAA 

GGCTCTTGTCAGGMTACCAGCCCTGGCTGGGGCTGGTGCTCAAAAGMTTTTCAGGTGC 

CACCNGGAATAGNTTCCTTGGGTGGATNCCCANCTTANGTGGAGAAAGGGGGATGCCTGN 

TCCACTTCTAGGTATGAGGGTNTGCGACTTTGGATCTTAAAATTATGCTAGACTA 

Sequence 4957 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACCCTGGCCAAAACTGGGATAAGACGGAT 

AGTCCTGCTGTGAACTATTAMTCCAGAGGAATTTGTGAGTGAATTATTTCCTGTATATA 

TTCCTGATGATGTTGTAAAACTGCTACCTTGCATCTGGTAGCTGTATGGNGCCTGTCCAG 

GTTGAGGGGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

ANGGG ATAGT GTTGTTNACTTTGAAMATATCTNTTCTTGTTGNAAGATTCANCANGGTC 

7TTATCTTT7TAAAAGTATCACATTNTTTGNTTNCTTTATTTTGCNNNNNNCNTN 

AGCNNGATCATTNTNNATNTTNNTNCTNTTTANCNTNACCTTT1TNTNCCANTTNTTNNN 

GAAANAAAANGGANANTNNNAANGAAAGNANAANAANNAATTTNAACTCNCCNTGAAATG 

AANNANTCTNNGGCTTTGCAGGAATTAACCNACCCCNAGGAAC 

Sequence 4958 

CCC7TNCNAGCGGCCGCCCNGGCNGGNACCTTTTATTTATTTTTG7TTAGTTTTA 

TAGTTTCACTCAGCCACTTCAAAATTANAATTTCTCTGTTGTAGGAATGCTAGCCTTATA 

GATCTGTGAMTGATCTAGTTGCTTTATCTATAGTTGCTGGAGAATTGAGTGTTTTGATC 

MAGGTAGCCTATTTAGCTGTAAAACTGTCTAGMTTATTTCATTCCTAGGATAAAGGAA 

M TTTGTGTC CAAMTATCTCTAMGGTATTACACTGTATTCCTTTAATCTTAATGATAC 

AC I 1 1 I I I I ICTTATAAATGTANCACATTATACACTAGCGGTCTTCAGTATGATAAACAG 

ATCMCTACCAATTTCATTGCCATTACTCTTTGAMTAGTCCTCATTGAGAGTTCTTGAA 

ACCTGTGTCTAATAACAAAGTAAAATATAATCAAAAATTTCCACAAGTAGAAGAAAAAAC 

ATTGACAAATCTCTTGGGGAGACCACATACTTATTTTTAACAAGAATGAATGAAATATNT 

TCMCCTGTAAAAATAGTTTGCAAATGGTCATGGGCTATATTACATTGGNGNGGAGTTNT 

TATTACANATGCCATTTCCTACAACATTMATCTGCAGTAAAATTTAATTAATCCCCTTA 

AATTTGGGA 

Sequence 4959 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTGGCAGACAGCCCTCAGCTGTCAGCCCTCT 

TTGGGAATTACCTAGCAAAAAGGAGTCACTTCGGCCCAAGATCATACTCCTTCCTGGGGC 

AGCTTGCATCTAATGATTGGGGATATAAACGTCCAGCTCCTCTCACCCCAACTTGAGACA 
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ACTCTGAGGGACCATCCCAGCTTCAGAGCTCTCCGTGTGGGTTACTGAAACTGTATCACA 
GTCCMCTTCTCCCATGGAAATCTGGCTTTCTTCCTTTACATGGCATTGGTCCCAAGAGG 
CCTCCCTAGTAAATTTGCTG 
Sequence 4960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGT CATT GTA TGACT GCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTTTTCACATTTTAAAAMTGCTTCCTGAGACTTCTTTAGGCTCCTCTAACTTCTTCA 

G TGCAT7 TGGGATCAAACTTAGCTCTTAGATCAGCMACCTGACTTGCTCCTACTTTTGC 

MTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGAMCAGTGGTTTCTGGCCTGCTGCTGCAGCAMTTCCCTATGTTTATTTAAG 

MGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAATTTACTTGCAAT 

Sequence 4961 

CCCTTTCGAGC GGCCGCCCGGGCAGGTAC I I I I I I I I I I I I A AI I I I I I I I i I I IGGGNT 

M 1 1 I I I I I i I I I I I I I I H I I I I m I I I I I I I M | I | I [| l | | l | | M H ) | INGNNN 

MNGCCCCCCCCNTTTTNAAAAAAAAAAAAANNNNNTTNNNTNTNAAAAAAAAAANNNNN 

GGGGG GNAAAAAA AAAAAANNNNNTNNNNCNNNNGGGNAAAAAAAAAAAAANTTNTNCCC 

CCCCCC TTTTTTTTNTN NNNGGGGGGGGNAAAAAAAAAACCCNNAANGGNTNCCCCCCCN 

NGGGGNT1 mTTTTTl NAAAAAAAAAAAANTNTTTTTCAANNTTNNCNNCCNAAAANNA 

NNMNNGGNNCANANNCNNNT7TCTGGNNGNANTNMTAAAAAAAAMAANTNNTTTTTT 

TTNAAAAAAAAAAAAAGNGGGGNNTTNTTAANAAAAAGAGGGGGNGGGGGGGGGNGCGAC 

ATTNTATNANNAGANAAAAAAAAAAAA 

Sequence 4962 

CAAGTGAGCAGGCCACCTGTTGCAGCAAGTAAAGTGGCTGTGTGAGGCCTAGGTGGGGGC 
ATCACTGGCTGAAGGTCCGTGGCTTACAAAGTGACTGAGAAAAATCATGTGTCATAAGGT 
GCTTTGGGC TACTTT ATGATATACTCTGAAGTCCCTGTTTCATGAMAATGCAGTTTACG 
AGTTTTCCMTTTTTGTTGTTTTTGTTCT 

TTACTGTGTATGTTACTCTTTGGGTACTGTTCTATGGCTTCCAACAAGAAATGGGGGAGG 

GGAGAATTATACATTATACGTCCATGTTCATATCAGAAA 

Sequence 4963 

CCCTTAGCGGCCGCCCGGGCAGGTACATATTAACTTAAGTTTCTCTGTAAATGAATGAAA 

TMTTGGTGCATTANGTTTCACCTAAAACAGGTAGGGTTGAGGATATTCTGANACTTNTG 

TNAAGNTGACCATTCTGGATTCATTCTACCANCCATGANGAGANGACTTTNTAAATCTCA 

CNTCATTANCANTATGCNACCAATNCTTTTGGGTGGMAACNTCATAAANGCTTTTTNCA 

TMGNTTTGTTGGAGNGGGCCAGGNCTCANCAATTATTTCNACTTAATTTGGA 

Sequence 4964 

CCCmCGA GCGG CCCGCCCGGGCAGGTACTTTATGTMGATATGACAGTTTTTGACTTA 

AGATGTAGCTTTTGTMTACTATTTTGACCTCTTCTGCTCTCATTTGGTTMTATTTGCA 

TGCMTGTCTAAATCTATCTTGCCACCTTCAGTATGTTTTTAATCATTAGATGTCAGCTG 

ACCCTTGTAGAAAGGCAMTTGGATCTTGGTTTTTMTAATTTTAMTAMTTT 

TGAMGTATGTCTCTTGATTGGAAAGTTTTCTGAAACAAAGAGACTTACTAA I I H I I I I 

GTTG TTCT A TTTGA TTCTTGCATCTTTGTCCCACATTTTCTCTCTTTGTl^ 

GCTGTTTTATTTTTACTTTGATATGCTTTTACTTCTT 

Sequence 4965 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAGAATTCAAACTTCAGCAGTCATGGGTG 

AGTMGGMGTCTTATAMTGTATTTTAGCCACCTAACAAGAAACTAGAAATTTAGCAAG 

TTCTTTCACATTCAGGACAGTTGTGTTCACTAGATCAGAGGCACTGAGACATGAAGAACA 

GACCCCTAAAAAGGGAMGTGTTCCTTTCAGTTTTAGGACACCACTGGAATATTAGGGAA 

GTGGAAACACAGCTGCCC ACTCT ACAGTATGGGTTGCCTTTGTGTCCGGAATGTGCCTAA 

CGTCCTGACCTCCATGCCCTTTTCAGGGAGCCTTGGGAGGAGCCCGAATCACTGATGGAA 

TCGGACAGTGCATGGAGATGGTTCAACAGGACGAGGGTAAAGTGCAGGGGCAAGTCCAGG 

TCATACTGAGAGACAACGAGTGGCGCTGGACAGAGACAGACAAAGATAAAAT 
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Sequence 4966 

CCCTTGCCGCCCGGGCAGGTACTTCAATCACATAGCTTAAAATATGGAGAAAAGACAGGT 
AAAAAMTTATCTTMCCTGTAGTAGTCTTTTTTCTTTTTMAA 

TAATTTCCC AAAATA AAGAATATTATGACACATTGGTGTCAACTTACACAGATGAAAGCT 
GATGCCAGCTTT TTCCTAACTAA AGTTCATTTCACCAAACCTTTATATATTACATGAATA 
TCCAA GTAAAGTA I I H I M I II I AAATTCAACACACAGGAACATAATATACATTGTTTT 
I I I M MAAAAMGGTTMTTTAGGMTGATTCATCTTCAACCACATAAAGTATCTTTTT 
AAGACCATGAMCCTCTTGTCATTGCAAGACTTTTCAGTTCATGTTTCTATTTCCCAGTT 
TTMTTCTTMAGGAAAAAMAAAAGATGMAGGGTTTATTATGTATTTCCCATGAGAAA 
ACTGTGGTAAGGATCTTATTCATTACCAG 
Sequence 4967 

AC1 1 1 1 1 i 1 1 1 I I I I I I I I I 1 1 1 1GG G 1 I 1 1 1 1 I 1 I 1 1 [ I I I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I I 1 1 
TNAAAAAAMAAAAAAANTTTTTTNAAAAAAAAAANAANNMAAAANTTTNCNNAANNNC 
NNANAAAAANNNNCNNN NI MIN IM INNGGGGGNNAANNNNNCNCCCCNNAAANTTTT 
TTTMNGGGGGGGGGNNTTT^ 

m m lATANN GGGATNAAAAMAAAMMTNNGGNAAANMTTTTTTAAAAANNNNGNNT 
NN I I 1 1 I M I NCCNANCCTTTTTTTNCCCNAAAAANGGGGGGNNNGGNCCCCCTNAAAAA 
AANCNCCCCCCCCCCCAAAAAAAAAAAANTTCNNNAAAAAAAANNCCCCCCCCCCCCCCC 
CNNGNNNAAAAAANAAAAAAANCN I Mill I AAANNGNNTTTNTTTTTNAAAAAAAAGNG 
GGGGGGNAAAAAAAAAAAAMNGGGGGGGNNCCCCCNTTTTTNAAANCCCCCCNAAAANN 
AAAA AAAAA AN I I I 1 ICCCCCCNI I » I I I I I M I I I 1 NNNNNNNNANNNCAAAAAAAAAA 
NNNNJ I I I INGN GGGGGGGGGGNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGCN 
I I I I I I M I I I II GGNNGGGNNTTAAAAAANAGGGGNCCNTAAAAAAAAAAAAAAAAA 
Sequence 4968 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCATAAGAAAGATTGATCTAAAATTTTATTG 

TATTGTCCTTTTCCAGTGTTTCAGGATAATATCATACCTCATAAAATTAAATGGGGTAGC 

TTCCTGCACCTCTTACCTTTTTTCTTTTTC 

CACTCATGCTGGAGTGCAGTGCTGTGATCATAGCTCACTGCACCTGGAACTTCTGGGCTC 
AACTATCCTCTGCCTNACCTCCAAGTAGCAGGGACTACAGGTGCCACCACCAGAACCTGC 
TAATTTTAAA 
Sequence 4969 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I M I I II I I I II I I I II 1 1 1 I I I I I I I I 1 1 1 I I 

I M M I I I I II I I M I I I I I M I I II I I I M I I M I I I M II I I I I I I I I M II I I I INN 

ANMNMNNANNNNACTTTT7TTNNANNANAAAAAAAAAAAAAAAAAAAAAANNNNNNNN 

NCNNCNNGATANThfrNNNNNNNTTTTTTTAANNNNNNGNNNTNNTATAANTTTAAAGAGC 

AGATAACNCNANCCACTTTNNGNNGGGGGGGGCNGTTNCNGNTGNGNAGAAAAAAANTTT 

TCTCANCNCCCCATGNGGGGNGGGGACANCNANGTTCANGGNTNAATTANAGGNTGCCNG 

NNTTTGNNAAAAAANTAAACAATGCTTATTGAAAAATTATNNNNNAAAANCANNANGAGG 

NNGAGAANNNTNNGANGNNCCNNNAAAGGAATTGGGNNGNGNTTGGTTNTAAAAANACNT 

NANAANANGGGNGGGGGCNGNGNANANAATGGNTNAAATANANNNTTNAANTNNANNNNA 

TN CNCCCAA TTAAANGGGNTAAAAAGGNNNNNATN I I I I I I M I CTNCTNCCCNNNGCCC 

NAM I I I II I I I ANAAANAATANNTATTTTTTTAAAAAAAAAAAAAA 

Sequence 4970 

CCCTTAGCGT GGTCG CGGCCGAGGTACCAAGTGCTCTGTAATTGATTACAAAGGTTAATT 

CATTMGMTATTTTTCCAGTCATTTTACAAAAMTATTCTCAATAAAATCACCAATTAT 

ACCM ATAAACATAAMCACTCAAATCCTTCTMCAATACTTTATATATTTTAAATACCA 

TTTTGMGATGAGTCAGAAMTTACCTGTTTCTGAACCTCCACCTGCTCATACACAAGGG 

GTATAGGTGTACGCGGGGAAAGAATTCAAGAGTCTATATGATTAGTTACAGAGAATATTT 

T CATCC CCTCTCCCTGAATAGAAAAGCAGGGGTCACCATTTGTATCCTTACCCTTGAGGT 

GTTTTTGAAGATGCTGTAACTCTTGAAGTTGAGCTGAGGCAGAAAGGTTGGAAAAATGCA 

GCCCTCTGGGTATT 
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CCCTTAGCGTGGTCGCGGCCGAG GTAC I I H I I I I I I I I I I I I I I I T 'lAAAA l I I I I I I I 

n i m 1 1 1 1 1 1 i 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 

I i I I I I ANTTNAAAAAAANNNN I III I II I 1 I NTNATGNNNNAANAAAAAAANNNNNNGN 
GANAANNNTTNNN NTN I I I II II I I I I GNNNGGNGNNNGNNNNTANNTNNTTTNTNCNNG 
NNNN GAAAANCCNTTTTGTTTNNAMAMNTANNACNCCCNAAAAAACCCCCAANATTTT 
T7TTNTN AGANGGGGGGGGGNCNCAAAAAAGNCNCCGAAANTTAAAAAANNCAGNCNNGG 
1 1 1 1 1 1 I CCCAAAAAAAAAN I 1 1 I I 1 1 1 NGGGGGGGGGNAAAAAAAAAAAAGNANGGNGG 
GNGNTTNTNGNMNNGATNGGNNNGGTTTTTTN^ 

NAAAAAAAAAAAAACC I I I I I I I I I I AGNNNNANAAAANNGGGGGGGGGGGGGGNGGGGG 
NAMAAMAMAGGGGGTTTCTTTTTNTTTTTTC 

NTTTCAGTNCCCANTTGNGGGGGNCNAAAAAAAATAGTGNGNTTTCNAAACCCCCGNNNC 

CCAAAAGTTTTG NNGTAAAA AAAANAGNACAATNANCGGGGGNGGGGGNGGNCGNAAAAA 

AAAMNATNNTTNTTTTTTTNTCNCCCCCCTGNGNNAAAAAMAAMCNCCCTCTTTTTN 

TGGAAAAAAAAAAAAAA 

Sequence 4972 

CC CTTTC GAGCGGCCGCCCGGGCAGGTACATTTTGCTGGGGGGTTCAGACAAGCAAGTAT 

CTCTTTTCACCAAGGATGGAGTGCGGCTTGGGACTGTTGGGGAGCAGAACTCCTGGGTGT 

GGACGTGTCAAGCGAAACCGGATTCCAACTATGTGGTGGTCGGCTGCCAGGACGGCACCA 

TTTCCTTCTACCAGCTTATTTTCAGCACAGTCCATGGGCTTTACAAGGACCGCTATGCCT 

ACAGGGATAGCATGACTGACGTCATTGTGCAGCACCTGATCACTGAGCAGAAAGTTCGGA 

TTAAATGCAAAGAGCTTGTCAAGAAGATTGCCATCTACAGAAATCGA 

Sequence 4973 

GATATCTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTAAAAMTTTTTAA 

TGTAAMTACCCCTTTAAGGATAGMTTTAGGGCCTTGAAATTCTACTCAGTTGCTATGA 

ACTGTGGGGMTTTGAGACAMTAGCTTTTGTAATTGGAATGCACACTGTGTTGTAATAA 

TGTGGMAGAGMACAAAMCTTTCCTTAATGTAATGAGTTTCCATTATCTGCCTAATCT 

MGGTTTGTMGTCTACATTGTCAGGATTTATATTGAGGAGATAGGGGGTGTCATTTTCT 

GTACMG ATAGTT TTMGTATGTTCTAAATATTTGTCTGCTGTAGTCTATTTGCTGTATA 

TGC TGAM TTTTTGTATGCCATTTAGTATTTTTATAGTTT 

CAGTTTTAGATGACTCTTATTCCTGTAGTAATATTCAATTTGCTGTACCTGCCCGGGCGG 

CCCGCTCGAAAGG 

Sequence 4974 

CCCTTGAGCGGCCGCCCGGGCAGGTAC I i I 1 1 I I I I I I I 1 1 I T I I T I 11 AAAAATATATA 

AGAMTTTATTAMATACGTATTCAAGACTCACAAATGTATGCATTTTATTCATACTTCT 

AAATAATATAATCATAGAAATTACCCTGTAGTCAATGTCTATTTATTTATTCATTTTGAG 

ACAMGTCTCGCTCTGCCACCCATGMGATGGTTCTATTTGAAAGTAATATTTAGGCCGG 

GCGTAATCTCAGCACTTTGGGAGGCCAAGGTGGTCAGATTGCATGAACTCAGGAGTTCNG 

AGACCAGCCTCTGCAACATGGCAAAACCCTGTCTCTACAAAAAATCAAAATTAG 

Sequence 4975 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAATTAGCAAGGTGTGTTGGCGGGCGTCT 

GTAATCCCAGCTACTCAGGAGGCTGAGGCACGAGAATTGCTTGAACCTGGGAGATAGAGG 

TTGCAGTGAGCCGAGATCATGCCATTGCACTCCAGCTGGGGCAACAGTGCAAGACTTTGT 

CTCAAAAACAAAACMAACAATACAAACAAAAAACCTTTGACTCTTGAAAAAATTATATC 

CACTTCCAACTGATGAGGGGTTAAATGATTGAAATTATCCCAAAGAATATGATGCAGGTC 

ATCAAAATCTGAGTTCCAAATATGTTTTGAACAATAGAAAACATTGAGAAAAACTNCATA 

ACCTTCCMMCCATTACTTTGAATTGNGACATTTATTTGAAAA 

Sequence 4976 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTCCTTCATGACAGCAGGAAGACCCCCGGCAC 
AGAAGAACAACCGGGATGTCAGCACCGCGGGGATGGCTGCCGGAAATGCTCACTCACTTC 
CCCCCGCGTACGTTAGTCTGGGGATAGTAAGTCTGGGTTAATCTATTATTAAATTATTAG 
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CCTGGGTCTCCTTGGAAGCAGACAGNGAGACAAGGACTTGACTTCAAATGGTTTATTTGA 

GATATAATCCCAGAATATAATGATTAAAAAGTACCTGCCCGGGCGGCCGCTCGAAGGGnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATTGTNATCCCGCTCACAANTTCCACAC 

AACATAACGAGCCCGGAAGCATAAANGTGGTAAAGCC 

Sequence 4977 

CCCTTAGCGGCCCGCCCGGGCAGGNCCTCATATATGTATGTATCTTCCCTGAACCTGTAA 

ATTTGGACTTCTTTACAACTTAAGCTCATTTGCTATTTTTGATGCAATGTTCTTAAAGGC 

AATAGATGTCCCAGATATTCGCTTGAAGCGAACCCCATTAAGTGACAGTCGTGGCAACTT 

GCAGACTTCCATCT CCCACT GCACGAGGCTATCCTGTCTAGCGTCTCCATGGACACAGAA 

MGCAAAMTCTCTCTTTTTGCTCATMTCACAGTTATTTGCATCTMCACTTTTCGGAT 

TTCTCTCATCATGTCATTAGGGGTCCATTGAACTAGTGGTCTTCATACTCCATGTGAACC 

GCAAAGAACGCGGCTTAAAATCTTTACCCTCTTCCTTGN 

Sequence 4978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTCCAATCTATTTTCTATATCAG 

AAATGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAMGGCCATTTCCCAAATCTAGAAtTTATTACTAAAAATCA 

AGTTTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACTTTTTTTATAGGTGGGGTT 

TTTATA TTTTC AATGTGATTACTCACCCATACAATTTCAGCTCTTTCAAAGCATTCTTGT 

TGGCTATTTTCAGAGTCCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 4979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTAAGAGCCAAGTGTAGCTCTTTACATG 

TAGTMCTCATTTATCTTTACAAGGGCTCTCTGTGGTAGATACCATAATCCCCATTTTGT 

AACTAATGAAACTGAGGATCAGAGAGGTTMGTAACTTGGCAAGGTTACATAGTAAATTC 

TGGGCCCAGATTTACACCCAGGCAGTCTGACTTCACAGCCCTTGCTCTTGGCAGATATTA 

AAATGCCATGCAGTAAATACAAGGAATAATGTGAATATGAAGAAAGAAACTCCTGAATGG 

GGGTGGGATGGGGATACTGTTGTTAGAGAAGGGAGAGAAAAGTGGAGTAGAGAAGGTTCT 

CCTTAGAGCTGACTGTTTGATCTAAGCTGGGAAGGAAGAGTAGGAATCATTCACATGGAT 

AAAGGAGAGAAGGGCATCCTAGGTAGAACATATGCTGAAGCACAAAAGAACCTAGAATAC 

TTACATAACAGATCAGGATGTCTAG 

Sequence 4980 

NCNCCCTTTCGAGCGGCCGCCCGGGCNGGTACCCCAGTCCCATTCCTTCTNACTGACTGG 

GGCCTCCAGCCACCCCTGCCAGTGTTCTCCAGCTGACANATACTTGAATTCTCCCTGGGA 

GAGAGCTCCCAGAGGGAGGGGCAGGCTGCCATCATTGCTGTTTGGGCGACTTAGCTGTTC 

CAGGCCTTCAGGCTTTGGGGANCTTAAGCAAGGGGTTGGAAGGGGAACCCCAGCACAGTA 

ACAAGCTTGCCCCGACAAAAAAAA 

Sequence 4981 

GGGCGAATTGGGCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGATGGATTATCTGCCA 

GAATTCGCCCTTACGTGGTCGCGGCCGAGGTCTGCCCTGCAATCAAGANGNCTCTTCAAA 

GAGAGAA TCAG CTCAAACTGGTCAGCTCTAGATTAGAATGGAAGTTCTTGGTGCCGGCCT 

TTTCTTGATTTTGGAAGCTTCAGTCACTCACTGCTATCAATTGATGAGGTTCAATCCATG 

ATATTTTGATCTTTAGGTGAATTCTAAAACATGTTTAAAGTTAAAAAGGCCGGGCGTACC 

CGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCCACTGGCCGNN 

Sequence 4982 

CCCTTANCGT GGNCGCGGCCGAGGNACTTTATTTNTTTTNTTTTTTTANNNACNCATNTT 
ATTTTTTTTTT ATAN AN G NTTTTTISTTTNTNCATTTT NT ATTTTTTTG NTTTT AACTTTTT 
TTNTTTTNNCCTNGNNCNCCNGGNCTCAAGANAAAAAAAAAANANANATTTNAATTNAAN 
TGGGACCACAGGCATGTGCCACCATGACCGGCTAAI MINI I ACTTTTCAAAGANAGGA 
GGGGGAATCTCACTTTGTTNCCANGCTGNNNTAAAACTCCTGGGCTCAAGCAATCCACCT 
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GCCTCGGTGGCCAAAGTGCTGGGATTACAGGTGTGAGTTG I M I 1 I 1 I I I AAAAMACAG 

NCTTACCTCANTTTGTCACCCAAAAANGGGAATGACTTTCNAAAAATTGCAAAAAGCAAA 

AACATATTCCTTGCTGGTAANAAAAANAAAAGNCGNATCAAAGGGGAAANAATATTTNTC 

CTTAAATAAAAATACNAAATANGAAAANGTATGTTTAACTCTAACTCAANAAAAGGTATT 

GTAAAAAACAAAAAGGTT 

Sequence 4983 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I I I 1 I I I II 1 I 1 1 I I NGGI I I I I I NGGTT 
I 1 1 I I I I I 1 1 I II I I 1 1 I I I I I I I I 1 1 I I INNNNNGNAAAAAAAANNTTTTTTNNAAAAA 
AA MANNN CAAAAMAAANNNNNNNTTTNNNMAAAAMAMAAMAAANTTTTTCCNNG 
GGGTTTTTNTNNTTGNAGGAAAGGGTTTTTTN 

N7TGANGANGNNNTTTTTTTNTNAAAAAAAANN I I I I I I I II II I NNAAAAAAAAAAANG 
GGQAI I I I I I I I I 

Sequence 4984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGTCTTGTCTACATTATTCTAACAAACAA 

MTTATTCAMCAMCAGATCTCTCAGTCTTGAGCACAACTTTTCAATCCAGCCACATCA 

GCCMMTGATCATACTAMGCMATCCTGTTATACCTGTGTTTMGATACTTTCTTTGC 

TCCCATGTCCTTGAGTTAGCTGACAAGGTCCCCAGCTCACTTCAGGCTGCCCTCTCTGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4985 

CCCTTAGCGGCCCGCCCGGGCAGGTACAACCATAGAAAACATTCGNGATTACTATTAAGT 

CTTCCAGAGAAAATCCGAAGAAGTCCTTGTCACCTTGAAGGGCTCCCCTTTCAAAATCCG 

NCNATCCAMGAAAAMGAAAGAMTTTCCCGCACTCCCTTTCTTTTCTGGAAAAGGAAC 

AAMAAAMGGAGGAAAGTTGAGGCCTAAATTAMGNCTTTTTATAATTTATTATTATTA 

ACAATGTGACAATTGCACATCTAAATACCACATTTTAAGTTGGATC 

Sequence 4986 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC 1 1 I M I I I 1 1 1 I I 1 1 I I I I I I I I 1 NGGGTTT 
I I I I I 1 1 II M M I I 1 1 1 I I I I I I I 1 1 I I I I I II M I II I I I 1 1 1 U I I I IN I I I I I II I 
Nl I I I I I M 1 1 I I I 1 1 1 n 1 1 I I I I I I I I I I I NNNNAAAGNANAAAAAAAAANNTTTNAN 
TTNTNNANNANTNAATAAAACAGNANNACAAACAAATTNANNTAAATANNGNAANTTANG 
ACATAAANCTNCNGTJGCNCACCNTTNANAAAAANNGAAAAAAAATTATNTGTNANCNAA 
GGAAAAAAAAAAAATGANNTTN I I I I 1 1 I I I ATTAAAAAANACCCNTTTTNATTTTAAAA 
AANCCAGGGGGTGGGGGGAAAAAAAAAAAAN I 1 1 1 1 1 1 I NNAGAAAAAAAAAAA 
Sequence 4987 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCGGCCGGGAGTCCCCACTGTCTCTCT 

ACAATGAGGAGCTGGTGAGCATGAACGTGCAGGGTGATTATGAGCCATCTGATGCCACCG 

GGTTCATCAACATCAATTCCCTCAGGCTGAAGGAATATCATCGTCTCCAGAGCAAGGTCA 

CTGCCAMTAGACCCGTGTACTATTTGATTTTTGCCTTAGTGATTAAAGGAGGAACATAT 

GTGGAMCMTCATCA6ATCTGMTGCTACCTCGTCTGCTTCCTATTTTTGTCATCTAGG 

ATGGGTCACMTATTCTTGAGCCTATTTCTTCATCTTAAATCTCAATATAGAAGTTCCCA 

AGGTTGTTACGAGATTGAGAGGCCACGTAAGCATTGCTTTGTGCATGCTACAGCTCTTTT 

TGCACAAAAGTCGTTATAATTGTTGCAACCCACAAATAAAAGG 

Sequence 4988 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACATTATTAAAGATAGTCAAGAACTCTAACC 

CMGCATATGGGCATTAMNAAACTTATTMGCCTTTTCTTTGCAGGAGCCAAAGGAGAC 

AGGGGAGCCCCAGGTTTTCCTGGCCTCCCGGGCAGAAAAGGGGCCATGGGAGATGCTGGA 

CCTCGAGGACCCACAGGCATAGAAGGATTCCCAGGGCCACCAGGTCTGCCCGGTGCAATT 

ATCCCCGGCCAGACANGAAATCGTGGTCCACCANGCTCAAGAGGAAGCCCAGGTAAAGGG 

TTTACTTTTAAACAGCATAAAATMCAAAAATCATGTTTGACCTCAAMGTTTTTCAACC 

TTCTCCTCATGTTACCTTGTTGCTTNTTNTTTCCCTGTGGTCATNTTCATTCCCCCACTA 

CCTGTGGTTTCCATACCCAGCAGTTGTCAANGTAAAGGNAGCCTGTTTGAGGGATGCATA 

GTTAAT 
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Sequence 4989 

CCCTTAGCGCNGNCCGGGCCGGTGCNCNGGNGACATGGNNNNANTNAANNNGGNCCNGGA 

TGAGGAATAANACCAAGGCCNACCATGCCCCATGCTCAGCMGNANCTGATNNANGTTNN 

NGACCCTGANNTCTTGNNGNACTCACTGNATAGATGTTATNANAACTCCTTCCAGTTNAC 

TNNNNNGCCTGACTCCTGCCAGCCCTATGGAACTCCTTTTTGCATTGGAGGAAAAGCATG 

TACGGCTTTTCTCTTGACNGCNGGAGAAATACAAAAGAAGGGGAAGGGGAAGAAAAGAAG 

GGGANGANNATCTTTTATTACTATACAATGACACCGNTCNTGTGAGCTCACCANNTGCTG 

GGTNNNNNANCCNTNTNNCTGNGGATTTTTGMGACTAMGMGTTTTTACCCTAGATCT 

CTTCCAGAACAAAATANAANTTTCAGCAMTACTTACTGACCTTTAAAGCCTTGTTGTGG 

ATTTCTGANATTTAAAGATACTTTAAAATTCTCAAGMCAAAACTTTCAAACCTCTGGTT 

GAAAGAAATATACCCAGTTCAATCNCTGCANTANAATTCCTTGNAGATAACAACTGGAT 

Sequence 4990 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAGACCTGGAAAATGCTTCAGACTTTACACAG 

AGAMGCTTATAAAACAGAAATGCAGGATMCACCTATCCTGAGATTTTGCGTTCTAATT 

TAGGATCAGTTGTGTTACAATTGAAGAAACTTGGTATTGATGACTTGGTACATCTGAAAC 

TCAAGACTCTCACTGATTGGAGAGCTTGTGGAAAACAAAACACACCATGCCAATAAATGA 

GATGAAMCTTGAGTTTGCCTTTTTAACTATTTATGTTCTMGTTAMGCTTTGATAACA 

TTCAMTGTCAAATTCTCTCATTCTTATAAAAAGTTGAATTAATTGCCTGTATTTATTT^ 

AGCMTTATTCMTGTATTTCCAGTATAGGATGTATAGTATMTTAMTTTTTTTGTAAA 

TAAAATATTT 

Sequence 4991 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I M M I M 1 1 M M 1 1 1 II I M 1 1 I CCTTTTT 

1 M I M I 1 I 1 1 I I I M i I i 1 I M I I I I I I I I II I 1 I NAAAAN NAN NGGN 11 I 1 I 1 1 I I I 1 

NTNAMAAANTTIsnTNNNAAAANNCANTTNNCNAMNGGTTNAMAANANCCAAMTTTT 

TCNA NCCT TANTNCTTTTGNAAANAAAAGGAAANNTGNGNTTTTGNTNANNNNNNGGGNN 

CCCNTTTTAAAAAMNNTNCNTTNCCTTGGAAGGGTAAAMmTTNGGNNCCCCNCNAAA 

ANGGNCCCCANCNTGGNNGGMANCCCTTTNGGGGNACCCNTNGGNNAAAACTTTTTTTG 

GGGGGCCACNAGGTTNM7TTAAAAANTTAMTTTTCCCCCCANNAAATTAAANTAAGGG 

GTTAAAAAAAAAAG 

Sequence 4992 

NGGTACAATATGACAGGCTGGGCATGGTGCTGTAGGAATACAGAACACACATTCTATATT 

TGTTCTGGNGGGGCCTAAAGTTGCACATTTNAATCNTGAGGAAAGACAGGGAATTNGCTG 

AAAAAGCTAATATCAAGTGTAAAGACCCTGGGTCAAAACAGAGTTACTTAGGAAGTCATA 

GGTTCTTAAGTGCTGCTGGATCACGGAGTGCACTTAAAGAGTGCATTAAAGATCTATTAC 

TGTGTAMTAGTGATTTAMTTCTCMCTAATTATTTGCTMTTAGGAACTTTNAAAAAA 

MTCCCTGGCTTTGTCTACCGACTCMTTCACCTTTMCATATGTTGAATTTTTCTATAT 

ACTATGGGGTCTTTGGGGCTATTCCTTTGGTGCTTTTGNG A 1 M il l I AAAAAATCTGTT 

TTTGMCTANATTCAAATGGGNTTTCCTTAATGTAGCTTTATAATG 

Sequence 4993 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGACCCAACATACAGGAGGTGTTGATTCTCA 

TCCCTTGACTCAGGACATGTGTGTMTTGTTAATGTCATCACAAGACCTTTCTACAAATG 

TCTTGTGACATACACCTTGGCCCAGCATCTGAGTTATTTGTCTCTTTTTCCTGGGCCCAG 

TTCACAGTGCTGTATCACTGGACCCAGACCCTTGGTAATGTGATTGTATTCTGCCTTGAT 

ACAGCCCATAAGGGTCATTGTGACATATCACAGGGTGTTGCACCCAGGTGGTTTGAGTCT 

CCTCTTC TGCC TTGGTGCTACCCACAGGTGTATTGTGACATATTGCTGGGTCTGTGTTAT 

GAGAATCTTTTGCTTTTGCCCTAAACATATAGGCCATTGTAACATTGCTGAGTCCAACAC 

CCAAGGTGATGTAACGCTTCATNCTGGACCTGTCTACAGAGGGGATTGTACCTGCCCGGG 

CGGCCCGCTCNAAAGGGCGAATTCCAGCACACTGGCGCCCG 

Sequence 4994 

CCCNGGNGCGGNCGCCCGGGCAGGNACNNTNNGNGTGACTCCACACCCACAGAAGGAGAG 
GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCGCCAGTATCTGATGAAGAGTGACTCA 
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GCCCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGG 

ATTCCAACCTNCAGCACCGACAAAAGCAAAAACACACTCGCTCTGAGAAACCGAGGAACG 

AGCCAGGACCGACCTGGAGTTTGCCAAGAGCAAGTCAAAAAAACATTCTGGTTGAGNAAT 

GGTGAGCCGAAGCCTGGGGACAGGGTTTCTGCTTCAACCACCCAAGGAGNAAACCCGACT 

GCGGGGAAAAAACTTGACTCTTTTGCCATTATGAATCCAAGTTGTGGAAAACAAAAGAGT 

CCTCTTCGGTGGGAAMGAAAAAAMTACGCTCCCTTTTAMCCGGTNGGGATTNGAAAA 

ATGACCTTTGATTTATAAAAGGAGAAAGAACTGGAGGGGCCGGGGGATACTGATTCAAGA 

AATTCCTGTTAGCCGTGTNAATAAAAAAGAAAGGAA 

Sequence 4995 

CCCTTAGCGTGGTCGCGGCCGNGGTNCAGNGTCTCTAGTCTTTTGTAATCTGATAGAATA 

GTCTTC CTTA TCTNCTTTTCCCCCCCTTTAAATGACATTACCTTTTTGAAGAGACCATGC 

CAGTTGTTTTATAGACTATCACACATTCTTTATTTGTCT 

TMCTCA TTCCA CTAATCCTTGTNTTTCTGGTAAGAGGAAGTTAGGTGTAAAGGTTGATG 

AGACTCGTTTTTGGTAANCAGACCTNACAGTGATNCACAGCGTTGTATTTCATATTGCAT 

CATCAGGAGGCTCACAATATCAGGTTGCTGCTCTTGTGGTGCTGAGTTGGATTGCGTAAA 

GGTGGGGACCTTCAGATCTTCCACGGGAAAGGTCCTGCCCNGGCGGCCGCTCCAAAGGGC 

GAATTCCAACNCACTGGCNGCGGNTAAAAGGTGGATTCAACCTCNGGACCAACTTGGCAT 

AATCATNGGCATAGGCTGNNCCNGGGNANANAACCANAANACCNTNTTAAAAAAAAAAAA 

A 

Sequence 4996 

CGACTCAAGCTCTACACGGGACGGGACGACCGGCACTTTGTGCCCACAGGTGTCTACATT 

GTCAGGACTGTGACTGAGCCGTGGACCATGGCATTCAGCAAGGGCTGGAAGAAGAAGTTC 

TTCTACAACAAGAAAACCGGCGAGTCCTTCTTTACACTCCCCCCAGAGTCCATTGCCCCA 

TTCCATACCTGCTACTACACCCGGCTCTTCTGGGAGTGGGGAGATGGCTTCCATATGCGC 

GATTCCCAGAAGCCCCAGGATCCAGACAAGCTGTCCAAGGAGGACGTCCTTTCCTTCATC " 

CAGAGTCACAATCCTCTAGGCCCTTAGATTTCCACCTGATGAATGTCCTGTCATTCTTAA 

GGCAGGGCCCAGTGACTGGGTTCCTTCTGCCTCTTAGAAAGGCACTGGGACTGTTCTCCC 

TGGTCACAGGGAGATGGGCTCCTCTCCATTCCCAAGGAGCTCAATTGGGACCTTAGAGGA 

CGTATCCTTGTGGAACTCTGCTGCCTGAGAGCTTGACACCAGCAGCAGGCAGCCTCCAAA 

GCAGCTGCTTCGGGGCAGGTCAGTGCTTTAAGCACTTGCCANANTGGCAGGCTTTTGGGC 

CCMCCATTCCCATTGTAAATATGTGGGACTCAGCAGTGr/ITCTGAGTTTCATTTNCTGG 

TCCCCMGMCAGTCANCTTCTTGTTTTTGCCCMCTTTTTTACTAAGGCTAGCCAMTT 

GTGGGAGCCCCTCCATNACCGGGCTGGGCCAAGGANCCCCCTGTNGNNCCAATCAAAANT 

TGI I I I I IGNGGGCTTT 

Sequence 4997 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTCATTTTTTGATGATGTGAGGGCCA 

AGAGCCTTGGCCTTGGTTCACTGAAAAACTGAGACAGCTGAGTATAAAGGGGTCCCCAGA 

GAACCTCCGACCAGCCTGCGCATGGGGAGAACGGGATGGAGCCTCAGAAAGTTTGTGCCA 

TTGTTTTGCAGTGGGGAGGAGCCTGGCCTCTCCTGTTCTGGGGTGGAGTCTCGCTTTGCT 

GAGAGTCCTTGTTTCCCTTTTGTTCCCTTTTCCTCCCTCAGCCCCTTCTCACCCCTTTGC 

TGTCCTATGTAGTGATTTGGTGAGAAAT 

Sequence 4998 

CCCTTTNGAGCGGNCGCCCGGGCAGGTACCTAGCTGTTGCTTATACCTATTATGCCANAT 
MmTCTCTATCCTTTTTTTCTAGTATTGTGCCACACACACACACACACACACACACAC 
ACACACAC 
Sequence 4999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAA 
AMTCCTGTTGTATTAACATTTAMAACAGMTTGTGTTATGTGATCAGTTTTGGGGGTT 
MCmGC TTAAT TCCTCAGGCTTTGCGATTTAAGGAGGAGCTGCCTTAAAAAAAAATAA 
AGGCCTTATTT TGCAATT ATGGGAGTMACMTAGTCTANANAAGCATTTGGTAAGCTTT 
NTCGTATATATAI I I I 1 1 AAAGAAN AAAAAAACCCTTGAGCCTTAAAACGGNGCTGCTGG 
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GMCATTTGTNCTCTTTTAGNGCATTTCCCCCGGCCTTGGCTTGGTCNCTGCAGNCTTM 

AMMGANGGTAAAAGGGCAGNCCMGGGGAMGGAAATTNTGTTTNTNGGGAATTGTTT 

CCACCCCCCCANNAAAGGGCCCCGANACNCNCCTGGCCCCCCGGGTTGCCCTGNCCTGGG 

GNCCCCCTTGGGGNAAAGGNCAAAAACCCCGTTCCCCNTTTNNGNNCCCTNNGCCCCNTT 

TAA AAAMCC CCNNNNGGNTTACCCCTTTTMNAMATTTCCCCCTTTGNTNAMAATNT 

TTTNl i I I 1 1 GGGNNGGGGGGGGGGG I I 1 1 1 I I I I I I NNCCCCAAAAAAAAAAAAA 

Sequence 5000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 II 1 I I I I I M I I I I I M II I I I C I I 1 1 1 1 
m i m n ii I I 1 1 I 11 1 I I I I II II 1 11 1 1 I I I I M 1 1 1 M I | I ANAAANANAAAAAAAA 
AN m I I N ANTNGAATNAAAAAAAAAAAAACTTNNATNNAAANAAATNANGGAAGGNNTT 
TTTATTTTNGNNNGNTNTTTTTTAGAAAAAAAAAAA 
Sequence 5001 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGTTGAATAGAGACCACAT 

TCTGGTTGAAGACACTAAGCCATCTTATTTCAGCCTGAATCTAGTAATCAGAAGCTCACT 

MCTCTTGATGCCTCCTGCTTGCTAGTTAGATAACTCCAAAGATTAGAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 5002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I I I M I I I I 1 1 I I I I GCAGAATTGTTA 

GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCTCAGTAGAGGAATGGCCAAATAAA 

TTATGATATACTCATAATATATAATATCAAGTATCTGTTAAAATAATGCAGTAGTTTATT 

CTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTAC I M I I I I I M M 1 1 I I 

T TTTTG GGC CCCAN AAATACTATNTAAAACCGGGTGATCAAAACAAAACTTATGTCATGA 

ATTTTMNAGTTTTTAGCAAAAMNATATTTTTGMCTGGCNCAGCAMAGCAMGTTGA 

ACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAAC 

ACTAAGCTCATGACTGACATTCTCMTATATCCACTGATTTTTTTAAAC 

Sequence 5003 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCATGTGCCAGAGGAACTTAAGCAGCCGTT 

ACACAGAAAGTCCAAATCGCAGGCATATGCTATGATGCTGTCACTGTCTGACAAGGAGTC 

CCTCCATTCTACATCCCACAGTTCTTCCAACGTGNGGCACAGTATGGCCAGGGCTGNGGC 

GGAATCCAGTGCTATCCANTCCATAAGCCACGTNTGACGTTATCAAGGTTGACCAAGAGT 

GGGACCAAGTCCMCAGTMGCATGGCTCTTTCATATAGGACTATTTACANGACTGCTGA 

GCAGAATGCCTTATAAACCTGCAGGGTCACTCATCTAAAGTCTAGCGACCTTAAACTGAA 

TGATTTAAMAAGAAANGAAAGGAMAAAGAAACCTATTTATTCTCCGATATTTTNGTTT 

TGCACAANCNAAAGGCANATGGCTGGACTTNTGGGAANGAATCAANCCAATGGCCAACTT 

TAAANNGANTNCANNTGAAAAACCAAAA 

Sequence 5004 

CCCTTAGC GTGGT CGCGGCCGAGGTACATTCTGTTCAGGTGATAACTGAGCCTCAATCAA 

GCAGA MCTTTTTGCTTG AMTTAAAAAMAMTTTCTATTAGTGAMTTTC I I I 1 1 1 I I 

TTTmGGGMGCACCCTGTTATCTAMGMTC^ 

TTTNA CMG ATTTATTTTGAAMTTGGNTTTTTGCMGATTGGTATNATTTC 

ATGGATTTTNTAATTGGGAATNACCATAAAAGAATTCCTTATNNCCAAAAAAAAAANNAA 

AAAAAAAAAAAA 

Sequence 5005 

ACGCGGGGGGAGCCAGAGAGACGCAGCTAGGCCTCCACGGCTGTGGAGAGATCCTGCCAC 

GGGCCTTGTTCACCATGTCGGTGCTGGATGCGCTTTGGGAGGATCGGGATGTCCGTTTCG 

ACCTGTCCGCGCAGCAMTGAAMCAAGACCTGGAGAAGTCCTTATTGATTGTTTAGATT 

CCATTGMGACACCMAGGMATMTGGAGATAGAGGTAGACTCTTGGTAACAAATTTAA 

GMTTCTCTGGCACTCTTTGGCATTATCAAGAGTCAATGTTTCTGTCGGTTACAATTGCA 

TATTGAATATTACAACAAGGACTGCTAACTCTAAATTACGAGGCCAAACTGAAGCTCTCT 

ATATACTAACAAAATG 

Sequence 5006 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGGACGTCTCCCCATTACAACTACCCAATCCGA 

AGTGTCAACTGTGTCAGGACTAAGAAACCCTGGTTTTGAGTAGAAAAGGGCCTGGAAAGA 

GGGGAGCCAACAAATCTGTCTGCTTCCTCACATTAGTCATTGGCAAATAAGCATTCTGTC 

TCTTTGGCTGCTGCCTCAGCACAGAGAGCCAGAACTCTATCGGGCACCAGGATAACATCT 

CTCAGTGAACAGAGTTGACAAGGCCTATGGGAAATGCCTGATGGGATTATCTTCAGCTTG 

TTGAGCTTCTMGTTTCTTTCCCTTCATTCTACCCTGCAAGCCAAGTTCTGTAAAAGAAA 

TGCCTGAGTTCTAGCTCAGGTTTTCTTCTCTGAATTTAGATCTCCAGACCCTTCCTGGCC 

ACMTTCAAATTAAGGCAACAAACATTATACCTTCCATGAAGCACACACAGACTTTTGAA 

AGCMGGGACA ATGA CTGCTTGAAATTTGAGGGCCTTTGAGGAATGAAAGCCTTTGAAGG 

GAAMNAMTACTTTTGTTTCCAGCCCCCCTTTCCCACACTTNTTTATGTGTTAAANCAC 

TGGGCTTTNCTNG MNCCT TGGGAAGCCCNCGGGTGGACTGGTNTTTACATTGTTGTTTT 

NTANMAAAACCTGATTTTAAAAAGTTTCTGGATCGGTTCCAAGNANAATGNATTTAAAA 

TNTTCCATTTTCCG NAAAAAAA AAAAAAAAA AAAAAA 

Sequence 5007 

GGAANTGGAAANATGGTNTAAATTGGATCCCTTGGTGANNCAACCCAGGAGGCCTATCTG 
CAACATGTAGGGTGTGGGGCGACAGTATTGTGGGGCTTCCATTCATCTTANTACCTCGGC 
CCGCNACCACGCTAAGGG 
Sequence 5008 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGAGGCTAAAACAGGAGAATCGCCTGAACC 

TAGGAGGCGGAGATTGCAGTGAGCCGAGATTGCACCACTGCATTCCAGCCTGGGCAACAG 

AGGGAGACGCCCTCTTAAAACAAACAAACAAACAAGCAAAAGCCCAGATCACTGGGCCCC 

ATCCTCAGAGTTTGTAATTCAGTAGATTTGGAGGGTAGTCCAAAATTTCTGTTTCTAAAA 

ATTCTCAGATGATGCTGATGCTGCTTGTTCAGGGACCACACTTTGAGAATCACTGGTGTA 

GGAfACTGTTAAGTGAGATGAGTGAATGTAAAAATATATTTAATCTGGTCCAATmTGT 

AAAATAAACAACTCCCCAAATGCTATACATATGTGTATTCATATGAAAAAATATGACAAA 

TGCTACACAGTAGGACATTAACATGAGCCCGAGTACCTGC 

Sequence 5009 

ATAGGGAGTCGACCCCGCGTCCGATTCTATTCCCCAAATTAACTGAAAACATGAACGCTA 

GATGGGMTGATGGGAGAAATAATATATTTATTTCGGTGAMTTTTGCATGTGTGAAAGT 

TTTGTTAACTAGGACCTT CGAG ATCCTAGACTGCTTTTGTCTTACTGTGGGAAACAGAGT 

CTCTTGTAGACACTAGCATTTTMGGTGACAAMGTCAMGGTTGTTTCCTTTGGTTTAA 

GCGGCAGCCAAGCATTCTTCAATTGGGGGCTTAGGGTGTGGCTGTTGACAACACATTTTA 

TTATGGGGTCTTTAATGATAAAATATTAATCTAAAAATAAGCCAAAAATTACAGGTTTAT 

TTTTCACTAAACAGACAATTGAAATACATGGTACAAAAATAAGTGGTAAGATTATTGTAA 

AATGMAAATGGACAGMTAMTATTCMTTTAATTTTCCATCTATGAGAATTTCACAAT 

AAAATCATAAGTTTACTTTGTATTATANNANAAANNNNNNNNNNNA 

Sequence 5010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNN 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 I 1 1 1 I IC C 

GGANATAGAGCCTNACTCTGTCTCCCAGGCTGGAGTGCAGNGATGTGATCTTGGCTTACA 

GCAATCTCTCCCTTCTAGGCTCAAGCGATTCTCCCACCTCAGCATCCCAAGTAGCTGGGA 

CTACAAGTGTGCCMCTTAGMTTATATTAGCCACACCCAGCTMTTTTTGTATTTTTTT 

GNAGAGGCAGGGTCTCCCCATGTTGCCCAAGGTTGGGTCTTGAACTCCTGGGCTTCAGNG 

ATCCACCCATTTNGCCTCCAGCAAAGGGCCAAGATTACAGCCATGGACCCCATGCCCAGC 

ATAACTATTTTTAATGAAAGTAGACTTTAAAAAAGAAAAAGTNTTTATTAGAGGTAAGAA 

GACCCCCTCNCCAGAAAAGAAAAATTTTACTTAGGGGCCCAGGCCCCAATGGGCTCGGGC 

CTGTAAATTNCCAGCACNTTTGNGANGGCCAAGGNNGGGGGAACACCTGNGGGTNGGGGG 

GTTCAAGACCAANCCTGGACCAACATGGNANAAGCCCNGGNCTNTTCTTAAAAATTCCAA 

AAATTTGCCCAAGCCTTGGGGGGGCANATTGCCNGGTTTNCCAACTTCTTAAGGAGGCTT 

NGGGGGAGGANAATTTCTTTGGNCCCCAGNAAGNGANGGTTGCGGGNGAACNTAAAANTG 

GGCCAATTGGANTTCCACCNGGGGGAAAAANAANNAAAA I 1 1 1 1 1 I IAAAA 

Sequence 5011 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAATTAGGTTCTGACTTAAAGATTAGAGATTGAA 

ACAAACAGAAAAAAATGCAACCGCTTGCATTTCTTGCTAAAAGTAAACCAAAAGCAGTTT 

AATTTGAAGGATGTGCTATGGTAGCCGTGATTAGGTTTTAGGTCAAATAACCAATGGGCC 

CAACTCAATGTGAGACAGGGGGAGCCTCATTAAGAAGAGTGGCTGAGAAGGAGGCAGCAT 

GACCAGTACCTGCCCGGGCGGCCGNTTCGAAAGGG 

Sequence 5012 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC ) 1 1 I H 1 1 1 I 1 1 1 1 I I 1 1 1 1 I » I 1 1 AATTTT 
I 1 1 1 I I I 1 1 1 I 1 1 1 I 1 1 1 1 1 I 1 1 1 I I I 1 1 I 1 1 I | INTGGCAMNNNANTTTTTTNTTTNN 
ANTTNGGNNATTGGTAAMTCCTAGTNACACMTTGNANATTTTTTTNNCNNNAGAATTT 
TTTNTTTAANGNAAANAACNTNTGAAAAAATANTNNANTTNTGGAAATANCNNANANATT 
TTGI 1 1 1 1 1 AAA 

Sequence 501 3 

CGCCCGGGCAGG TACTTT N I I I I I 1 1 1 I I I I H I 1 1 1 1 I 1 1 I 1 1 I I I 1 1 I I I I I I I I H I 

1 1 1 1 I 1 1 I 1 1 1 1 1 1 I I I 1 1 I N I 1 1 I I I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I I I | I I | I 1 1 1 1 1 1 | | IN 

ITTTTTTTTTI NNTNANNAAAAAAAAAAANNTNNTNNATAAANANAAGCCTNNNNCNNAC 

ANNACTAGGAAGNNNNTANATNNANNNNGNGGNTNTGNAAAAAAAAAAAANTTTANTNNN 

ANCATNNAAAGTGGAANGGNNNNTATCCTGAANATNNNGANNGNNANTGNNNNANTGNAN 

ANTCTGNNAAGAAATATNNTTTACCCTTNCTTNATGGGGAGGCTTAANNATGNNCANNNC 

TTNCATGCCCTTNTATCCCANATTACCTAAATGC 

Sequence 5014 

CCCTTTCGAG CGGCC CGCCCGGGCAGGTACTCAGGTCTGAAGGCAACCACACTGATTATG 

GAGGC TCCACTTTTTCACTACCCMCTCAAMCTGTCATTGTCAGTCTTTTTTTGAATTC 

TTTTTAAAGACAAAACTAAACCCAGAAGATCGAACTGGAAATAAAAGCAGACAAAGAGAC 

CACCAAATATACTGTTTAAAAAAACAACAACAACACTGCTCATGGTTTACAGTATGTGGA 

CAGTTCCTTTGTTCATGATAGAGTAAACAAAAGTCCCTTTTGTGTGCTTGAGCAAATGAA 

MCCAAGAGGAGAAAAACACACACCACCTCCCATCCCCTAAAAACATAATTAACAAAATA 

AAAAATAAMTAAAAAATCCTTTGCC&CAGTCMCGTTTTTGCAGCATCCATTGTGGTCG 

GCCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5015 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAGTTTGCTATTCCTGTTTTATAAC 
CTGTTCTGCAGAMCCTATTTTTATTAMGATTTTTATAAGAAAGGGAAAAAAAAAAAAA 
AAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5016 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCGTATAGCAGACCGCGGGCACTGCCGCCGCT 

AGGTAGAGTCTGAGGGCTTGTAGTTCTTTAMCTGTCGTGTATACTCGAGTCTGAGGCCG 

TTGCTGACTTAGAATCCCTGTGTTAATTTAAGTTTTGACAAGCTGGCTTACACTGGCAAT 

GGTAGTTTCTGTGGTTGCCTGGGAAATCGAGTGCCGCATCTCACAGCTATGCAAAAAGCT 

AGTCAACAGTACGCGGGCC I I 1 1 I 1 1 I CACAAGATGGCGCCGAAAGCGAAGAAGGAAGCT 

CCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAAGGCAAGTGTT 

GAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCC 

GAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGNAAGAA 

ACAAGCTTGACCACTATGCTATCATCAAGTTTCCGCTGACCACTTGAGTCTGCCNTGAAA 

GAAAGAAT 

Sequence 5017 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCATTCCAGGTTGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCnTTGTTGTCCTCTTTTGAAGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATAATTMTAAAGAGCTACTAGTCCAGTATTTTCATTAATAAATTAATAT 

CATMGT GMT GGAATTCTTCAGGACCTTAGAAGAAGTTATGAATATAACCTTTCCTTGA 

GMGTMTT7TCATGTAAGAGGGAAGATAGATTTATCTTTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCAAGCCTTAATGTATGATATAGAGATTAGTCTTTTACTTATGACTGACAAA 
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AAACCCTGATGCCTTGAAAGAAAGCCTTGGCTCAGTGATAGACTTAATTACACACACACA 

CACGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5018 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACTTTATTGTATTCCMTTTAAAAAAACAAAAT 

TMGTCTA TATTTTAAAM CTCTGACAATAGCAAGATATTTAATGAACTCTACTTCATAT 

CTAGTTCA I I I I I 1 1 I I I CTGGTTTGAAAAAAANATCAGCTTTCCCTGAATAAACAAAAA 

TGAATGTAMTAAACATGAAAATNCAAAACCNTAATTTCCAAAAACGAAATGAATGGGCC 

AACAGTAAAATGCNCAATGAGCCACAACTGCCCTGGTNTTTAAAAAAATAAAGGTCAACT 

GNGGGTCATAAANAAGTNTCAACTTTTAAAAATATATGTATGTATNGCTACTCATAGCAT 

ACTCTGACCTAAAAAAGGCANATNCTGATTTTATAGCCAGGGACAAAAAATTTGAACGGA 

ATTGCAAAACCCCCTGCTTGNGATCACTATATGAAATGGAAGAATAATTGAAAT 

Sequence 5019 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 I l I I I I I I I I N I I I GAGACGGAATTTCGCT 

CCTGTTGCCCAGGCTGGAGTGCAATGGTGCAACCTCCGTCTCCTGGGTTCAAGCGATTGT 

CCTG CCTCAG CTTCCCAAGTAGCTGAGACCACAGGCATGCACCACCACACCTGACTAATT 

TTGTATTTTTAGTAGAGACGGGATTTCTCCATGTTGGTCAGGCCGGTCTCGAACTCCTGA 

CCTCAGATGATCCTCCCGCCTTGGCATCCCAAAGTGCTGGGACTACAGGTGTGAGCCAAG 

ATCACAAAAGAGAGAAAAGAAAAAAGTCTATCGGGCTAATGGGAAGCTGCCAGGGAAGAC 

AGGGTCTTACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5020 

CCCTTAGCGTG GTCG CGGCCGAGGTACTAGCTGGGTGACCTGGGGTAAGCTACTTAATCT 

CTCT GAATTTCATTTTGTCATCAGCAAMTGGGCATMTMTACCTACTTTATAGGTTTG 

TTTTATAGATTAAATATGGTAAGCCATGTTAAATATTCACTTTAGTGAATGGCTCATTGT 

TAAGTCCTCAAAAGTAGTTGTTAACAATAATAAATGTATACATAAGTTATACATTTCCTT 

AAGCAATACAAAATAGGTCACACTGAATGGAAACACCTCAAACCATCTGTGGTTTACCCC 

TAGAGAAAATTCTGATTGCCAGACATAATATATAGGGGCAGGTCCTTAACGTGTGGTCTC 

CCACTCTCTCTAGGTGGTAGTCTCCTCTAGGGGGTGTGCAAAGTTACCTGGGGC 

Sequence 5021 

GGTACCACTCTTTGGATGTG ATTGG GTTCCTGCTGGTCTGTGTGGCAACTGTGATATTTA 

TCGCCACAAAATGTTGNCTGTTTTTGTCTNTGGAACTTTGCTAGAAAACCAAAGAAGGGA 

AAAAATGATTAGTTATATCTGAGATTTGAAGCTGGAAAACCTGATAGGNGAGACTACTTC 

AGTTNATTCCAGCMGAMGATTGTGATGCAAGATTTCTTTCTTCCTGAAAAAAAAAANA 

CAAAAATGGAAATANNTTCNTGNCCGGNNNNNATTACCATGGGGNAAGTTCCCCCCCNTN 

GGNNGNMTAATGNNTGGTTCTTTCATGCTTTTTTCTGTGCGCTTACCTAAGNGTGAATA 

TGTNAAGGGTTTG^^^TTGNATACAAATGGGATTATACTAAMTMGTMTGCCTATTTTT 

MGGATAGGTTAAATTTGTGAA 

Sequence 5022 

CCCTTAGCGTGGTCGCGG CCGAGGTAC ) I 1 ) I I I) 1 1 1 I I M I I 1 1 1 1 I NAN I 1 1 1 1 1 1 I 
i M I M H M I I I I I | i I 1 M | | | | 1 | | | | l | 1 | | | 1 1 | | | i | | | | | | | | | | | | | i AAAA 
ANN NNNGGGG I I I 1 I I I 1 NNNAAAAAAAANANTNNNANANNTTTTTTNNAAAAAAAAAAA 
ANNATTTTNTTTTNNNNNAAANACANTAAN I 1 I I I I I I I I I CNCCCCCCCCCCCTCCAAA 
ANNANNNNNGGAAANNGGGGNGGNNTTTTGTAAAAAAAAAAAAACTNCCCNCNNANANCC 
NAAAAAAAAAATACTGGNANNATAAAAAAACANNCCNCCCTTMGGGNTTNAAANNCCCC 
CCCCCTANGGGGNNTNTTTNNAACTAAN I M I I I I I 1 I II I I I I I I NNTTGAAAAAAAAA 
AANNGGGGGCCNCCCCNAAAAAAAANGNGGGGC I 1 I I I I I I I 1 I I I I AANGAANNCCCNT 
NNCNAAAAAAAAAAAAAAAAATNNNNTNGGCCTTCAAAAAAAAAAAAAAANN I lllllll 
TNCCCCCCCCCNCCCNGNNAAAAAAAAAAAAAAANCCNC I 1 1 I II I I ) I 1 1 I I NNAAAAA 
AAAN AAANTNN I I I M I I ITTNATAAAAAANAAAAGNGGANGGGGGGNAANCCCCCCCCC 
ACCN 1 I I I II U I 1 1 I I 1 1 GNNGGGNNANNGNAAN I MIN I MI 
Sequence 5023 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCAACCATGGAGAAGATGAAGCAGGTGGT 
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GACACAGACTCGGTGGATGAGGCCAGATGCAAAGAGAGCCAACAGGAGGCACAGGAGAAC 

TAGGGAGGCAAGAAGAACAAGGAGGGCAACGGTCAGAATGGAAATACTAGGCATCTGCAC 

ATGGAGTCCAGGAGAAATCCGGGGCTCTCTGAATCCTGGGGAACCTGCTTAGAAGGGTAA 

GCGTGACTACAGCAGGAGGATTCTGATTACCTTAATGATACCCAGAACATGGAGGTAGGA 

GGTTGAGTGTGGTGGCTTGCACCTTGGAATCCCAACACTTCGGGAGGCTGAGGTGGGCAG 

ATCACTTGAGCCCAGGAAGTTTGAGACCAGCCTGAACACAMGTTGAGACCCTCTTTTTA 

AAAAAAAAAAAAAAATTGANTTNAAAAAAAGTACCCTGC 

Sequence 5024 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATCTTGGGGCTGCTGGGACTCGCGT 

CGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCGGGTTCTGAGGCCTTGCTTCTC 

TTTACTTTTCCACTCT AGGCC ACGATGCCGCAGTACCTATTAGAAAAATGCTACAAACTT 

TCCATTAAAMTATATATTTTCTCCTTCATTTGTCATMTAMCAGMTATMTTTTCTT 

TGTAAMTTMGTCATACCGTTTCTTTATAGGATGATAATATGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAATTCCAGCA 

Sequence 5025 

CCCTTAGCGGCCGCCCGGG CAGGTAC 1 1 1 1 I II II 1 1 M II 11 II II I I II I I i I CTTTC 
M I N N I I I 1 1 M I I N I M I M M I Ml ITTTMNATGNCNTTTTTTTNTTTTTTCTT 
m i 1 1 i i i m l iNATNATTTTNTTCn 1 1 1 I I I I I I NTTTNNANNCNNNNNGAGGGNNGN 
GG AAAAACCCN AAAAAAAAAN AN AANAAAAANTC 1 M I 1 I I I I NATAAACCCCNNANNAA 
NAANA TGTTTTTNAANANTNTNT 1 1 1 1 1 1 1 1 I 1 1 AAAAAAAAA ACCAAAAATTCTTTTTT 
T TTTTATNNNM CCCCCCCCCCTTGCANTTANANTNTATNAAAAAATTTTTTTAAMN^ 
NM I I I I I 1 1 I AATNTTCNNNNGGNCCCANNNCTTNTATGANNNANNTTTCCNNCNTNNN 
GGGGNNGGATNTTTNTANAAAAAATATNCNAAAAAAAANNGTGTGNNAANAATATNNNAA 
ATTGNTTTNTCTNTTGGGAAAAAAAATT 
Sequence 5026 

NNAGCCTGCTCGNCGGCCGCCAGGTGTGATGGATTATCTGCAGAATTCGCCCTTTCGAGG 

CGGCCGCCCGGGCAGGTCTCTCTTCGTGTGCAAGAGATAACTATGAAAGCCAAATTCAAA 

TACTGGCCMCATTTCCTAMGGGGCTCMTATCTATCATTCGTCTTCTTTTCCAAACTA 

CACATCACTGTATGACTCMCCAGTAGCAGTTATATTGCCCCTTGGTTT7TATTCAGTTT 

AACTACTGTTTCCAAQATAAATGAGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5027 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCCTACTCAAAATTATATCACAAATTCAGCT 

GGGAGCTTCTTTTACCCTGTGACCCCTCCCTGAGCTCATTGGCTAACTTTCTTGAGGGCT 

CCTGTGAGATATAGTCAGGAATGGCTTTCCTTGGTTCATACTAGAGACTCAGAATACCTG 

CMGGCACTTCCTGCGACTGCTTCTACTTTTATTTTCACGAGGCTCCCTAAATTTGTTCC 

AGCTCTTGGTAGCATTMGGCCTTCTCCTGTGGCCTGGATTTTCAGATTCCTTAGTGGGG 

ATATGTGCTCAMGGTAGMTCTCCCCGTCTCATACTCTGGGMCTTTTATTTTTTTTCC 

TATCTCATGGAGTAGGCTGCAGCCTATCACTTCCTTCMMGGTCTGTGGATTTTTCCAG 

TTTTCCCAGTGGGAGAGGCATGCTAACAC 

Sequence 5028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATACTCAGTATTTAAATATGTCCCAGTATAGA 

AGCATMCTTC MTTM TTTGCTGACACTAACTTCTTAAAAACTTACAAATATTCAAAAC 

AMGGGAAAAMTTTTAGATAGCCAAGATTTAAAAAGCCATCGCCTTGAACATGGAGCCT 

CCTNNCAAMGAGGAGATATACTTGTATACTCATTATATTTTATTTAGTAGCCATGTAAG 

GAMCACAC ACTCA CTTATCCCAMTATTTTTCTACTTTTAATGGACATCCACTTGAAAA 

CMATC7TMTTTTMTGTCMTTTAGTTTCAMTACTTTTCCAGCTGCCTAGTATATTC 

CMTTAMTGCTATTATTATATCTGTTTTAAMCTGGGAATTMAGGTTAGAAATACTTT 

GCAGAGTGGTATCCAMTCATTTGAGAGGCCAACATTAAMTTTGACTTTAATGTCTTAT 

TMTATAT CAACA GGCMTTGTTCCGACTTTTGAGGAACACTAACACTGCTTCCAAAAGC 

ACCCCTGCTTTTCTTTCTTCATCCCACTAATATTGNCTTAGATGTTGTCAACCAAGAAAC 

AmATGGTAANGAGAGCTTGCTGCATAAAACTGNATTGGATAATATATTCTTATGTCAG 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

367/599 



MMTACTCAATTTCTTCTACTTCACTTATTTAAAACCC 
Sequence 5029 

CCCTTT CGAGC GGCCGCCCGGGCAGGTACTTAA6AGAGAGGTTCCACTGCTCTTAAGAAA 
TTGAATCTTTTCAGCAGACTCCTCTTCTATTTCCATAACAGGCTGAGAAGTCTTCTTTGT 

TTTCAAATAGCTCACATTTGTTCCAAGAAGTCCATCCCCGCGTACCTCGGCCGCGACCAC 

GCTAAGGG 

Sequence 5030 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCATGATCTCAGCTCACTGCAACCTCTGC 

CTCCCGGGTTCAATT CTCCTGC CTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCNCC 

ACCATGCCCAGCTMTTTTTTTGTATTTTCAGTAMNATGGGGTTTNTNTATNTTGGCCA 

GGCTGGTCTCAAACTCCTGACCTTGTGATCCTCCTGCCTCGGCCTNTCAAAGTGCTGGGA 

TTACAGGCAT GAGCCAC CACTCCCGGCCTAMAMNAAMNATTTTCAACCCATTCGTAA 

TATANCAGGA I 1 1 1 I 1 I I AATTCCAGNGTATANAAGTCTAATTAANAANAGCAAATTTAT 

TMTATTTCTAGTTAAATTTATATATTTTAGTCTAAGAGAAAATATTAAAGCGTTGAATA 

AATAAATGTTTAAAAACAAAAAAA 

Sequence 5031 

CCC TTTCG AGCGGCCGCCCGGGCAGGNAC I 1 1 I I N 1 1 ) ) M I I I I U I ) I CCACTTAAC 

TAT^JTTTTC^TACTTAT^^*GCNTTAMCTACCAAAAACAMTCAAAAAAGGATTCTGGAT 

CTMTTCTTCCTMTGGCTCTNGTTAGNCGGAAAAGTTGTATTA7TACTGTTTCTGAAAG 

GTAAAANCNTNACCNTAAAACAAAATTANATGGATTANAAGAGTANATGTGAGGCTGGGC 

GTGGNGGCTCACATNTGTAATGTGCTTCAAAAACAGTANNTTGAGAATCANAAGCAGAGT 

NGGATGTGTTCACTGCTTCCAGNGACTATGGACAGCACACCGNTGATAAAAAACTAACCT 

CCACGAG 

Sequence 5032 

AACCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTTAAAAGAANNGTAAAGATTGGCCTG 
TTAGAAAAAGCATAATGTG AGCTTTGGATTACTGG A I I I II I I I I I 1 1 I i I AAACACACC 
TGGAGAGGACAT7TGTTNACACTGTTT7TACCCTCGAACCCTGATGCGGNNCCATNANGT 
AAATATTTCAAATATTAAAAATGNATANATNCAAAAAAAAAAAAAAAAAAAAAAGNNCAT 
TGGATACTGCAGNGNCNNCTACATGGGATGGGACAGGACATAANGNAAAACATAA 
Sequence 5033 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACACGTGCACATCAACACTAGGCTTCCTA 

CGTCTGTTTGCTGAAAAGATCTAGAAATAATAACCAACCTAGTGGAATTGATCTTCCCTG 

GTTTCCAGATTGTCATCTTGATACMCATTTTCCACAMAGMGCCAGGGTTTTTGGAGA 

AAGACTGATTGTATGTCCAATGCAAGGATTTTAAAAGATGAGCCTGGTGGTGCATCCTGG 

AAACCTAACCAGATAGTAAGAAAACTGACACTACTTTATGTCGGAAGTATTGAGGAACCA 

ATATGAANAGGCTTCCAGTGGCCAAAGATGTGACAGTTAGAGCATCAGTGTGGATAATAA 

CAGGAATGGATTGAAATGCATCGAATATGCTTGTCTCTCTGAGTCCATAATACTAAAAAA 

TTMTTGGTCACCTTTGAAGGATAMTAGAAGCCCATATCATTGTTTTGAAAAATTGTAA 

ATAGAAGATATGAGCATTTATCCTGCCTTTTCC 

Sequence 5034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGG7TAAATTTGGAG 
AATATCTTTAGAGCCTCMTCTGGCTATTTTGGAAGATTATTTTTGAAMTMTTTCAAG 
GAAMTACTAGATGTCTTTTAGATMNGCTTTTCAATTTGAACTCNGTATACATG 
Sequence 5035 

CCCTTAGCGTGGTCGC GGCCGAGGTAC I I I I I I I II 1 1 1 1 II I I I J I I I ) NGGTTTTTTT 
I i i n n I I I I I I I I I I I NAAAAAAGAAAAAAAI Mill i I I NNAAAAAAAAAAAAANGN 
NCANNNNAAAAAAMAMNTTTTTAAAAAAAAAAAAAAAAANGGGNCNNTTNNAAAAAAA 
NnTNNAANC CCCNNA AAAAACNNNNGNNNCCNANTTNNANTNNNAAAAAATTNGGGGNNC 
CCCCCCCCNI I I I I rNCNCCCCNNI I I I I I I I I I AAAA AAAAANG AA I I MUM I NNNC 
CCCCC CNAAAAAAAAAAAAAANNNAAAAAAGGNNCCCCCCCCCCCTTTTNAAAAAANTTT 
T7TTTNAAAAAAGGGGGNCCCCN I 1 1 M If I NGGGGGGGGGTTANAANNGNGNNAAANTN 
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CCCNNCTNGGGGGGGNTANAAAAANANAANCCCNNNGNAAAAAAANGGG 
Sequence 5036 

ACGCGGGGAAGAGTTCAAAGAGATGTGAGMTTAGAAATGCTGCTGTTGGAGGGAAGATT 

ACTGCTGTCAAAGGGAACAGTCAAGTCAGTGCAAAGGCCCTAAGGTAGGAGTGTGCCTAT 

CATGTTTGAGGAGCAGCAAGGAGACCAAAGTGCCTGTAGCAAGGTGAGCAAGGAGCCCGC 

ACATAAAGGGTCACTCTGCCTGCTGTGTTAAAAATAAACAGCAGGGATGGCCGGGTGCAG 

TGGCTCACACCTGTAATCCTGGCACTTTGGGAGGCCAAGGTGGGTAGATTGCTTGAGGCC 

AAGAGTTCAAGACCATCCTGGGCAACATGGTGAAACCCCATCTCTACAAAAAACACAAAA 

ATTAGCCGGGCGTGGTGGCGTGCACCCATAGTCCCAACTACCTGGGAAGCTTAAGCCGGA 

AGGATGGCTTGAGCCTGGGAAGTNGAGGTTGCAATGAGCTGANATTGTGCAACCTGGGTG 

ACAGANCCAGACACCGTCTTAAAAAAAAAAAAAAAA 

Sequence 5037 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCATTATT A I I I I I 1 CA A I Hi l l 1CTTATTTT 

TTTAMGGTAGACTTCAGMTCATTTMTCAMTTCCAAAMCAAGGCAGTTTCATGGGA 

ACTATATAAAGACAGAGAGAAAGAGAAAGAAATATATATATACACATATATATATTCTTT 

CCATAATGAACATGAAATTTATCAAAGGCTCACGTATGATTCATGAAAAAAAAAAAAGAA 

MAGAMTTTCCATTTCCTCAGACTTTAAAMTATTTCTCAGTAACAGTTTACTCCATAT 

ACCCAACTAAGGTTATTCCCCCGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTGTCCTTTTACTTCCAGGTGCAGGGCT 

CCCATTTCTTGTA GGACC AGTCTTTATGTATGMTGATMGTTTTCTGGGTATAGTATCC 

CTGGCTGGCAATATTTTTCTTTCAGTGCTTTGMTATATCATCCCATGTTCTCTTGGCTT 

TTAA GGTTAC TGGTGAGAAACCCTCTGTTAGTCGAATGGGGGTTCCGTTATAGGTGACTA 

GACATTTTTTCTTGCTGCTT TTAGM TTCTCTCTGTC 

TMTGTCTTATGGAGMTACTTTTTGGAATTGTGCCTGTTTGGGTATCTCTGAACTTCCT 

GTMCTGGATTTCTAMTCTCTTGCTAGACTTAAGMGTTTTCAGCTATTATTTTGTTAA 

ATAGCATTTCTATCCCTTTTTTAACCTTGTGGGATCCANAAMTCAMCATTTA 

TTATGATGTCCCATATGTCAAAATTAGCTTTT 

Sequence 5039 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTNTTTTNNI I I » 1 INTN M I I I I IGCCG 

GGAMGTNNATCTTCTCCGTNTCTCTGGCATTGGCTTTATTTCAAGAATTTCTAGTCTGG 

CCCAGTCATTGTCTTTAAAAGGAGCAAGTGAGCAAAAGAACAAATNGCTCAATGACTAAA 

TTTTCCTGCTAAAATCTTAACCGTATATCACTACCAAGAACCAAAACCGAGTTGCTGATA 

AAAATNGTTAAATAAGGGTAGCCACCATCTTNTCCCTGGCCATTTCAAATCACAAGGCCA 

GCGTTAGTGAACMTTCTGTCTTTGCCAATTTGAAATTCAAG 1 1 I I 1 1 CTTTNAAACATT 

CCTC TTTNM CTTGTT7TGTTACTTMCTGTTTTAAGGGCCATCAGGAATANAAAAGACC 

GGGGTTTTMTTCTCACATAANANMGCTTTNTAMTCCCMTTTTNCTCMTTTCATTT 

GAGGTTGANGTATCTACCCMTTAGCTTCCTTTATCAMGTGTTTTTAGGCTTAAATGGG 

GTTAAAAMAMMCCCTATACCTTATTGGGGNAMTCATAMGGCTTNCTTTGGTAGCT 

TANTGTTTATT AMTTTN ATCMCATTATTTGGGGCAANATGATTTAAGGAATTGAAAGC 

CCNNCNNMAATTTTTTANCCCTTTCCTTMCCAACMCTTCTNGNTAAAGCACAGCATT 

GGTTTAIvnTGAGGCCANGGACCTTGGGCTNGAMTMCMTTTTCTTAAAGGGGG 

Sequence 5040 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAMTCGGCATTTAGATA 

GATCCAGTGGTTTAMCGGCACGTTTTTGCTTATAAMAMGTGCA>Ow\AGATGTGGTT 

TACMGTTAMGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCTGG 

ACAGAGCAG TAT1TC GTTTAAMCTTTGTTTTTCTTAAMGCTTACAGTGTTTGGCT 

TCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGGCAGGTTAAGGGA 

TACTG TCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGGGAAATTAGGGGCTGAT 

TTnTAAACTGTGTGAGATATTAACCAGCCGCCCTGTTATAAAATCAGGAAATCCAAACA 

GCGATTTACACCGATTAACACCCCCTTTATATATTTTTTACAAAAATCACTGAGAAAATA 
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ATCAMCGTTTTCATCTCfCTTGNCTTTTTTTGGTTTTTAAAAAGTGTCAAAAGTCTACA 

TTTAAATATAAAAAATTAAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGGAACGTAAAAT 

GGCGTGGGTAACACCACTTCCCAAAAAAAAAGAAAAAAAAGGAAAAAAGGGAAAGGGAGG 

GATTAAGGAAATAAGGGAGTAAAAGAAAGGAAGAAAAAAGGG 

Sequence 5041 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTAATGAAAGAGTTTTAAAATAGGTAAGTC 

TTCT AAAAA CAATAATTACTAAGTCCATTTTACAAATGTTGGTGGGATAAATGGGTGGGT 

C AGATTTTCTTAAAATCAG AAACAGACTGCTAAATAACCTACTGAATACATCTAGGAAAA 

CTTTTTrTTTTTTTTTTTI IGGGACGGAGTCTCGCTCTTTCGCCCAGGCAAAAACATTTT 

AAACTTTATGGAAGATATACTTATCTTCAGAAGTATAAAAAACACATTGATAAAAATTGT 

TAGGCT GACAT AAAAATATTCATTAAAAAGCTTGTATGCAAAATTTAATCATATAATAAC 

TTGAAACTTTTAAMTGGGATCACTTGTTATCTCCACATGTTCTCTTCTCACCAATTTCT 

CACAAAATCTAAA ACACA GATGTTAGAACTGTAAACATTATTAACCTAGAGACTAATTTC 

CTAAMTAATTACATTTTGCAGAATATAGAGTGAATAGGTGGTTCTTTCTCACAAAAACT 

GGATTGNGTAATCCTAATATGAAATCCCCAAATCTCATGAAAAGTNACTTTGNAAACCTA 

ACCTTAAATTTN 

Sequence 5042 

CCCTTAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTCATGCAACAGGCAGTGTTCAAA 

GAGGCTTCAAGTTCA AGGGA GCTCAGAGTTCCATTTTCCACCGAAAAGCTTTAAACAGAC 

TGMTATTAGTGGACATTTTTGAATMTTTTAAAACATAATTTTACACCCGATCTTAGCC 

AGAAGGTTGAGAAGTGATAACAAAAGTGTCAGTATTCTGGAGAGATATTCCTCAGTTGTT 

ATCAC TTACCACAGTAA CTAAC ATCGATGTTGGACATGCTGTTTTTATAACAACATTCTT 

TTTTTATATT ATTCTT TAATTTTATAAGACTTCATAGGACACAGGCAATACAAATCTGCT 

ATGTTATTCCTTTTTGTCTCTCCTTGTAATTTACAACCTGAAAATGTTGACTGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 5043 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCGGGATGAGATTTAAGAAGGAGTGAAGAGAAA 

GTGGCAGAMGACTATTTGMGATATGATGGCCAGAATTTTCTTAAATGTTATGAAAAAC 

ATTGATCTGCCTAAGAAACTTGAAGTCCATGTGGTATAATTTAAAGAGATGCATATTTCA 

ACACATAGTAGTTGAACTGTTGAAAGACAAAGAAAAAAAATGTGAAGACAGCAAGAGAAG 

AGCCACTCATCACACAAAAGTCTCCTCAAAAAGATGGCTGACTTCTTATCAAAAGCAGGG 

AGGCCAGAAGAAAGTGGGATGATATATTCAGTACATACTATACAGTAACACTGCTGTTGG 

CCCTGGAGATAAAACAGTCACAGGTCAGCCCTTGCTCCCATAGGGCTTACACTCCAGTGG 

GGACACCCACAAAGCATGAAAATAAAAGCAGTAAAAATAAAACAGGGCATTATGTTACAG 

AGGGGTGGGGG 

Sequence 5044 

A CNATAG CTATCCCTACAGMGATMTGTGTAACTTTTTATAGGAAAAGTGTGGTTTTAC 

TATTTT TGCCT TATCATTCCAAATAANAACTAGTCNGTTAATGATCATATTGTATGTAGA 

GAAAMTTTTCATTGACTCCCATTGTGGMTTCCCTAGCMTTTATTTAGACTTAATTTT 

TTAMTTCMGCTTACTGTATTAGTCATTTTTAGCCCATAATTAAAACATGATCACTTTT 

ACACAGGTGTAGTATGGTGCATTTCATTCCTTATTTATAAATTAACTGAAATTACAGTTT 

GCTATMTATAAAATGACMTAGTCTCTTGAGTGGTMGTTGGTTATTTTTTTAGAGGTG 

ATCCANGAATC TTTAGT TTGAAGGCAGTTACC I 1 1 1 I 1 1 I I 1 1 I I I 1 1 I INAAAAAAAAN 

GNGGGGGGGGTTTTTTNNC CAANG MCTNNGAAMTTNGCCCAAATNNNNGGGG6TTTTT 

CCNCNACCNNANTTNTNGGGTTTTNGGGGGGGGNTCTTNNNNANNANNTGGGGGNNNNNG 

GGNTTNNNGGGGGGNANANAAAAAA 1 1 1 ) 1 1 1 II ) GGANNGGNAAAAATTTTTTTNTNTT 

TNNCCCNNAAAAANNNNCNGGGGGGNNCCCCTTTTNTGNGNGNGGNNNNAAAANANNNAN 

AAACNCCCGGGG 

Sequence 5045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAATAAATATTTATCTTTTGTATTGC 
TAAAAAAAAAAAAAAAAAAAANTTCCTTNNNNCNGNNCNNCCNTANGGGNAANTTCNAAN 
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NNTTNGGGGGNNGGTTATTAAGGANCCCNCTANGGAATCAANTCNGGNTCAAATAAANNC 
ANNTTCNACCCTTACTACACAATCAAAGACGCCCTCGGCTTACTTCTCTTCCTTCTCTCC 
TTAATGACATTAACACTATTCTCACCAAGACCTCCTAGGCGACCCANACAATTATACCCT 
AGCCAACCCCTTAAACACCCCTNCCCACATTNAANCCCGAATGATATTTCCTATTCGCCT 

ACACAATTCTCCGATCCCGTTCCTAAACAAACTANGGANGCGGTTCCTTTGC , 
Sequence 5046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATAAAACACAAATCCAGCCCCAGGATCA 
TAMTTTATGACTCCTAATCTAAGATCACAGCTTACTTCTTTTTATTTAATTAGGAAAAG 
GAATGGATTATATTAGGATGAAGGTCACCATATACCCAGCTCTCCTATAAATTACTTAGC 
ATGGTATATATG CTAAACAT TAGCMCCTTTACTTATTATCTTGTTTATAAAACTACATT 
TTGACCATGAGA I I 1 1 1 I I I ATGGCCTAAAAAG 1 1 1 1 1 1 1 1 AATATGCTAMCATT AGCA 
ACCTTTACTTA TGATCTTGTTTATAAAACT GCATTTTGACCATGAGAA I 1 1 1 1 1 1 1 IA AT 
AGCATGACAAG 1 1 I I I I I I 1 1 I I I I 1 1 1 1 I GGNAGTGGATATGTGTCAATAAATTT 
Sequence 5047 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACCAAGTAGAAGGCACTATGCCAGCACTGCA 

TAGCTTTCCTTGAAGAA GAGC ANTTACTGCCCTTCAGGAGTGTATAATCTAGTAGGAGAA 

ATAAAATATTTACATGAGTTTTACATGTAGGAAACTGAATGAAAAGAAAACATTTAAAGT 

TGATGATATGTTATCAAAAGTAGAGAAAATGAAAGGAGAGCAAGAATCTCATAGCTTGTN 

AGCTCATTTGCAGCTTACA7TTTTGGTTTCTTCCACAAAAATGATAAGCCATCACCAAAC 

TCAGAAAATGAACAAAATTCTGTTACCCTGGAAGTCCTGCTTGTGAAAGTTTGCCAAAAA 

AAAAAAAAAAAAAAAGTACC 

Sequence 5048 

CGNCGGCCGCCATGTGATGGATATCT GCAGATTCGCCCTTACGTGGTCGCGGCCGAGTAC 
MIIIMII llllllll III IIM I H UH l l l l ii u M l iiiinii i inn m i 

M 1 1 1 I I I I I 1 1 1 I ) I H I I 1 1 1 1 1 | | ) 1 1 | 1 1 1 1 | ) | ) 1 1 | | | | 1 1 | | I I I I I NNNNNN 
NNGGNGNATTNTAAAAAAAAAAAAAAAN N I 1 1 1 I 1 1 I I 1 1 NNNNNNNNNNAAAAAAANNN 
A NANANCAA TrTNNNNNNANATTTTTTNTNNNAANNNNNTTTNAAAAANNNCCCCCNNNN 
NTTTTm iNNNNNNNNNTTTTTNAAAAAAAAAAAANANNNNNNNNTNTNTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNN 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 NNNNTTTTTNNNNNGGGG 
GNNNNAAANTTTTTTT 
Sequence 5049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATTTAA7TACATCATCTTACTGAACACTA 

CTGACTTTACTGAATCTATTCCTTGATTTGATGTTCCTTTCATACAAATCACAGTAGAAA 

MCGTATGMTTTTTTTCAATACAGCCAAGATGCTGGCTTCTCACCTGTGAATATAGTTT 

TCACGA7TGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCAACAAGTCAGTAGTGATCAGAACACGACTTGACCCTGACCGGAATTCCCTCATG 

ATMCATCTCTCTCCTTCTGGTCCATGTCACCATGCTGCAAATTAATAAACCTTAATTCA 

AGAATCACCAAGTCAGGTCGGTATTTAATTTTAATCAACATGTATGAGACCAAGCGTCCC 

TGGCTGCTACAGGAGAATAGCAGACAGGTATAGTTAAGAAACAACTTTATTTTAAGCAGG 

GGGA 

Sequence 5050 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I CCTAATTTGT 

TGCCTCTTGGTGANAANAAGCTGTTTCTCCTATTATCTTGACCTTTCTAAAGTCAAACCT 

NTTTCTA MCT TATCAAATCATCCTTTGCTGGCATTACATTTTCCAGGTATAGATCCTTC 

ACCTTCCTTTTGC7TTGTCACANMTGACTTTTTTNTCAAATCATAGTANAGTCTNTAAG 

TATGCCTTTCCTATAGCAATACTACACCTACATAAAAGCTGAACTTACAATNTGAGATTA 

AAAGATATTGCACAAAATGTGCAAGGTTNTTGTACNTGCCCGGGCGGCCGCTCGAAAGGG 
CA 

Sequence 5051 - 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCATATGTATATATGGGGTGGGAGCATA 
ATTGCCATTCCCATGTGTCTCAAGGAAGCTTAATGAGGAAACTAATGAGTTAATATTAAC 
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TCTTCTGMGMAGCTGACATTTTAGGAGTATTAAGTCATCTGTCCGTTAATGAGCAGCA 
AGAATATATTATGATTGTATCACATG7TCCAGAAGAGCATTACCCCTTACATAGAAAGCT 
CCTTGGAGATTTCATGATGTTGGATGAACATCAGTTTATCCTTATACATCCCTATTGAGC 
TATMTTATCCTCATTTGATACTTGAGGGAAACTGAAGTGACTTGCTCCAAAGTGACTA 
Sequence 5052 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I IGTTTTG A I IN I 1 I 1 AAACTAAAG 

CTATATAMGCTTGTGGATTAAACAGAATAAATTTCTAAATTAAAAAAAAAAACGTACCT 

NCCCGGGC 

Sequence 5053 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTGGCATAAAAACAGACACATAGACCAATGGAA 

CAGAATAGAGAGTCTAGAAATAAACCCACACATATGCAATAAACTAATCTTTGATAAGGA 

CACCAAGAATACACAAAGGGGAAAAGAATGGTCTCTTCAATAAATAGTATTGGGAAAGTT 

GGATATCCACATGCAAAAGAACGCATTTGGACTCTCATCTTATGCCATATATAATAATGA 

ACTCAAAATGGATTAAAGACCT GAAAC CATAAAGCTCCTAGAAGAAAACATAGGGAAAAA 

CCTCCTTGTCATTGGTCMTGATTTTTTGGATATGAAACCAAAAACCTATGCAACTAAAG 

CAMMTMGTTTAAAAATAAGCAAAAAATAAGTTTAAAATAAGCTTAAAATAAGCAAAA 

ATAAGTTTAAAATAAGCAAAAAATAAGCAAAAATAAGT7TAATAAACTAAAAACCTTCTG 

TACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5054 

CCCTTAGCGGCCGCCTGGGCAGGTACTATTTCAGAAAGTCCCTAGATTCTCAGATGCACT 

GGCAAGCACCATACACTGAAGAATTCACGGAAGATTTTAGTCACTTGCTCACTCATCCAC 

TTGAAGTMGAAAMTCAGTCACTGCATGTTTATTGTTCTATAATAAAGCAAATGTTAGA 

AA TAAM GTTAGAMTGTCAAACACACTAMTTGTTACATAATAAACTAATCAAGACACA 

ACTTTTATTCAGGACATGGATATTTCTGAAATGAAMCAAMGMGAGAATTGACTTAAA 

ATGTTTATAMTACCMTATTATGACAGAACCAMGCTATTTATGAGCATTATTTTTAAA 

AGCTTGTTTMGTATTATGCACTTGGCTGTGTGACATTTTGTAAAGCGGAGAAAAATTAA 

GGA 

Sequence 5055 

CCTATAGGGAGTCGACCCCGCGTCCGCAAAGAT7TCAGCAACAACCATGGCAACCTTCGT 

GGAGCTCAGTACCAAAGCCAAGATGCCCATTGTGGGTCTGGGCACCTGGAAGTCTACGCC 

AAACCAAGTCAAGGAAGCTGTGAAGGCAGCCATTGATGCTGGGTATCGCCATATTGACTG 

TGCGTATGCATATTGCAACGAGAATGAGGTGGGGGAAGCCATCCAAGAGAAGATCAAAGA 

GMGGCTGTGAGGCGGGAGGACCTCTTCATTGTCAGCAAGTTGTGGCCCACCTGCTTTGA 

GAAAAAACTGCTAAAGGAAGCCTTTCAGAAGACCCTCACGGATCTCAAGCTGGACTACTT 

GGACCTCTATCTTATCCACTGGCCTCAGGGATTTCAGGCAGGGAAGGAGTTATTCCCCAA 

AGATGAACAAGGCAACGTCCTCCCCAGTAAAACAACATTCCTGGAAGCCTGGGAGGGCAT 

GGAGGAACTGGTGGACCAGGGGCTGGTGAAAGCTCTGGGCGTCTCCAACTTCAACCACTT 

CCAGATCGAAAGGCTTCCTnnnnnnnnnnnnnnnnnnnnnnnACCCTTCCACAACCTTCC 

CCCTGAACCCTTGAAACATTAAAAATGGAATGCC 

Sequence 5056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAMTTTTTGCCTACMTTTACCTTGTTAAA 

TATTGTAGATAMTTGCTAATACTMTAGCCAMTAGATAACACTMTGCTTTGTTTAM 

AAAACGAAAAAAACAAAACAAAACAAAAAAACATGAGCAGTGGTGTTCTAATGAAGTTAT 

GACA TCTGT CCT AATTAG TTTCTTAMTACATTTACTACTTMTGGTTTTGAAGCAACTG 

TTTMTTTTTAAAATTTTTGAAMCTTGCTAATMC 

GGTTMTGCAGGACATCMCTACATMTGAMGATGCTTGAMTGCTTTTGTATTTCAGG 

GCCMTCAMTTTMT TCAM CTTTCMCTTCCAGAAAAMCCNTMGCCTTTTTGGGTT 

TGGC CAMCMTGTTATmANNGAATGCTTTGGGAACCTGGGAGTGAACTGGATTGGAT 

TTTTNTTMTNTTTANANMCCTTCNNCCCNCNTTGGGGGGTTGTTNGGCTTTTTGA 

AAANGGTTNATTAAGTTTNAMNCCTTNCNNGGGTTTTCCCCTTTTGGNTTTTGGNAM 

CNGGGTTGGNNAAAAMTAAMANAMAANTTGCCCCTTTTTCNNTTNNNNNNNNNNNNN 
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NNNMNNNNNNNNNNNNNNNNNNNNNGNNTTTTTTTNNGGGGGGNGNNCCNCCCCNNTNGN 
GGGGGGNGAANNTTTNCCCCCCNCCNGNNGNGGGGGGGGGGG I I I I I I I I I I 1 1 NGGGGG 
GCNCCCCCCCCCCCCCCCCC 
Sequence 5057 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTCANTATTCACTAATGAAATTAATTGA 
GGCCTAGAATTACCATTTCCTATTTCATTCAACCATCCTATTCATAAGTAAAATAATGTT 
TAAAAATGAAC 
Sequence 5058 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I 1 1 I I 1 1 I 1 1 1 I I I I 1 1 I I I II I I 1 I CCAC 

AAAAAANACTACTATCTAACTCTTACTATCCTTTNATAAAANACATTTTAATACCAAAAA 

ACTGCANAGGACATAATCTCATAATAAAGGAAAAGTGATNTAAATGAACAAATTTAGCTT 

CATGTAAAACTNTACAATAGTCTTCATTTTCACACTTTCCTCAGGGCCAGTGCAAACGGC 
ATTGAAAA 

Sequence 5059 

CGCCAGTGTGA TGGGA TATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TGGCCAGTGTCATTTTATTTTTTCCCTCCTGACAAATATTTTAGAAGCTAATGTAGGACT 

GTATAGGT AGAT CCAGATCCAGACTGTAAGATGTTGTTTTAGGGGCTAAAGGGGAGAAAC 

TGAMGTGTTTTACTCTTTTTCTAAAGTGTTGGTCTTTCTMTGTAGCTATTTTTCTTGN 

TGCATCTTTTCTACTTCAGNACTTGGCCTGGCCCGATTTTCACCTTTCCTTTTTACACCT 

CAAGAACAGCAGATAGGTNTGCATAACCACAGCAGAA 

Sequence 5060 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTGCAGAACTGTGGACCAATCAAACCTCTT 

TTCTTATAMTTACCTGG TCTT GGGGATTTCTTTATTTAATGTGAGAACGCATGCCCTTT 

TGGATCTACTGTTTCTACTTTTATAAATTTATCCTGCAGAAATACACAAATACACAAAGA 

TACATGTAAAAAAAGTAGTTTACTGCAGTACATAGTAGGTGTATATAACAATGGGATACA 

TG AAATGT TACAAGATAGTATTTGTATTTTCCCTTTTAAACTTTGTGTCTGTTACTTGTT 

AAAI l 1 1 IACAAAAGTAAAACTAACAGAATAATGCTGGCCCAACACTTTGAGATGATAAC 

AAGTCCATATAAGACAGACAAAATTGAACTTA 

Sequence 5061 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATCTTTMTTGTTGATCATTTTATTTTGC 

TGTGGCACAGAAATCTAAGATTTTGGATTTAAAAAAAAACTTTATAAGGGGGAAAAGGAA 

AMGTTGCTCTGGMTMTMTTAGCTTTTAGAAGCATTTAAGATCTTTAGGAGACATTA 

TM CMC TAMTAGGAGCTCTGGTTCAAATTTTATAGGATTCTTATATAAAACTTATATT 

GAGTTTTCTGTTGTAAAAACAGCCCTGTGTTTCTCTGCCATTATTTGGGCTTACAACCAT 

MTTAAAGGCCAAGGCTATGCCCCAGATTCCATGTTAGCCATCTTTTATTTTAAAAATAC 

CCCAAATGGGGCAAATTCATACTGGGACTGAGACAATGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 5062 

NCTCAAGCTGGCGACGAAGGGACCTCGCGTCGCCGCGCCGGGTCTCGAGCAGCTGCCAGA 

GCCGCCGGACAGACCGCCGCCCCCGCCGCGTCATGGCCGAGAGTGACTGGGACACCGTGA 

CGGTGCTGCGCAAGAAGGGCCCCACGGCCGCACAGGCCAAGTCTAAGCAGGCCATCTTAG 

CAGCTCAGCGACGAGGAGAAGATGTGGAGACATCCAAAAAATGGGCTGCTGGCCAGAACA 

AGCAGCATTCCATCACTAAAAACACAGCCAAGCTAGACCGGGAGACAGAGGAGCTGCACC 

ACGACAGGGTGACCCTGGAGGTGGGCAAAGTGATCCAGCGGGGCCGGCAGAGCAAAGGCC 

TGACGCAGAAGGACCTGGCCACGAAAATCAATGAAAAGCCCGCAAGTCATCGCAGACTAT 

GAAAGTGGACGGGCCATTCCGAATAACCAGGTTTTGGGCAAAATTGAGAGAGCCATCGGC 

CTCAAGCTCCGGGGGA 

Sequence 5063 

GGTCGCGGCCGAGGTACATTGTATACTGCAGTGCCGNCTACATGGCATTGGACAGGACAT 
AATGTAAAACATAAAAGTGCAATTGTTACACTTACATATNATAGTGAATGGCAACGTGAC 
CAA1 1 i ( [GTCTNAAGTTAAAATACCAAAAACTATTACAGTNGTCTACTGGATTTATGTC 
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TATATGACAAATNTTGATACTGCATCCACAACATTATTGGCGT 
Sequence 5064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCCTTTTAAATACCCAGGAATATGCCAGAG 

CmCCAMGTTCCCTATAGTTGGCTAGTTCTCCAGACTTTCCTTTTAAATTCCTGGCCA 

GATTCTTCCTTTGCCTCMCTGAMTCACAGCCTTAGGCAATTGACATTTTGCCAACAGT 

TTGCTATTGTTTCAGTAATGCCCTGGGGGTAAGCTTTTTCTTCCCCCAACTGAGCTGAGT 

TCAGAGTCAAATCAAATATCCAGCCACTCTCTCTGAAAAGAGTTTTCCCAGGGAGCTGCA 

AGTTGGGACAAAATATTAACTGTGCTCTGGGGATAGTGCCTTCAATGGGGCTCCAGAAGT 

GGTCAGCTCTCTCCATTGTCTGCAATACTGCCAGCTTTTAGCTACACCACTAAGCTGGAG 

AGAGAGA TGAGA ATMCCCCAAGTTAAAATATCGCAGACCCCACTGGTCTTCCCAAAGAT 

TCACTMGTTTTCTCTTGGACAGATGATTTTCMTTCATACTCCTGCTTAATTGCCANAA 

TTCTAAAATGGGC 

Sequence 5065 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTCCGAGCGGCCCGCCCGGGCAGGTC 

CGTGCCTGTA ATCCT GCCTCAGCCCCCCAAGTAGCTGGGATTACAGGCACCTGCCACCAT 

GCCCGGCTMTTTTTGTMTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTT 

TCGAACTCCTGACCTCAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG 

GCTTGAGCCCCCGCGCCCAANCATCAAAATGCTTTTTATTTCTGCATATGTTGAATACTT 

TTTACAATTTAAAAAMTGATCTGTTTTTGNANGCAAMTTGCGAATCTTNGAMTTAAG 

AMGGNGANAAATGTGAMGGNGGCGNAACTTTTAAATCNMGTTTTTNGGAAGTGAAAA 

CTGGGAGCTAATTTGNATNTMTTTCACAAMNTNNTATAACTCTTTNTGNNTATACAAA 
AM I I I I ICNT 

Sequence 5066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I 1 1 I 11 I I 1 I 1 1 1 I CCTTTTTAAAGTTT 

TATAMAMCTATTTCTCGTTCTTTMGTAMGMCACTATACAAAANAAAATNTATTTG 

TGAAATACCCCAAGAGACATGG 1 1 I I 1 I I I 1 I 1 CCCCCTTGAAANANATTNTCCATCCTA 

AGGAAATGGTGGGGGGGTGGGATNTGGGGGGGGTGCAAAATAAGGNCCCTAATTCCCTTG 

TNGGANATTTTTTGGGGGGG 

Sequence 5067 

CCCTTGAGCGGCCGCCCGGGCAGGTA C I 1 1 I 1 I I I I I I I M I 1 1 I M 1 I I I I I I AGATAT 

AATAAAATATTAATAMGACATTTATATTTTTATATATAATAAMTGATTAGTTTACCAA 

CAATCAAAATAAAAA GATCCCAA AGCCACAGATAAGGATAGCCTACAGTGGTCTTTATGT 

TCCTTTGTATAATTCC I 1 1 1 1 1 I 1 CANAGTCCAGTCTTGGATGTAATCCAATTGCGATAA 

GMGTCACTCGAGTATAGACACCTGGCTTATTCTTTTTACCACATCCATCACCCCAGCTT 

ACTATTCCAACAAGATG 

Sequence 5068 

CCCTTAGCGTGGTC GCGGCCGAGGTACAAAACAATATAACAACAAAAAGAATTTAATAAT 
nTTTTTTTTTTTl I NAAAAANAGGATNTTNNTNTNNCNCCCAGGTNGGACCCCGGGNAT 
GTNANNANGGNTNACNGNANCCNNANCCCCTNGGGCNNAAANNATCCNCCNACCAAANCC 
TCCCMNTA GCTGG GCCNANAMTNCNTNCCNCCAANGNAMCNCCTTTTTTTANAAACN 
GGATCTNCN mm rNNCCCAGGNGGGTTTAAAANTAAGGGGCCAAAAAAATCCNNNCACT 
TT TNAC TCCCNAA AGGGNN GGGNTTANAANNNTAGGCCACTAACACCTNGGCAATTAATN 
NATTTTGGTCCAAA I 1111 I ANTTNhrTTTGTNCAMNMNAAATTTTAAACCANAAAATT 
TCCCTANTTTGNACCTGCCCCGGGGGG 
Sequence 5069 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGACCTACCTCATTTTCCTCTAGATTCCA 

TACCACTTATAACTGGTAACACTATATCCTCAAATGTATACATAAAGCAATTCCACCTTA 

TTTCCCATCAACTTCTAGTTATACTGAAAACCATGGAACTGTATACAGTTGTGCATCGCC 

ACCAAGCCAAAACTAAGATC TTCA CGTTACCTTCTGAGAAGTCAGAAGAGGAGTAACAGC 

CACATCACCAAAGAGAACMTTTTAGCCAGCATMGGMGTCCCCTTTGCTTTAACCTTT ' 

ACMGAAAMTMCTTTGTAAAGATCAATTGCTTTTTGATTTTTGTTTCTG 
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GCCTTTTTCCATCTATMAACTAGCCTCTTCTATTTTATAGAAGGAAGTGTTGCCTGATT 

CTTGMTGGCAAATGAAAGTCMTTMGATCTTTAMCTAMTTTGTAGTAATTTTGTCT 

TTGACAGCCACAACCTACAATTCTTGCCTTMTCTCTTTTATCTCCTCAMGACAMCTA 

ATTCTTCCAAATTATAAAGACCAAACCTAT 

Sequence 5070 

ATGGIvrnTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACAGGTATGTGGCTG 

CACGGGGGTGGGAGGGCTTGTGGGAGAAGGGCTGCTCTGCTCTAACCTTTCTTGGAAAAG 

CCAAATCTCCAAGTANAATGGGAACTATCTGGGACATCTAGACAGAATAGTTTAAGCCCT 

MCTCCCTTTCTTGATACTTTAGTATAATTACTTCTGGTCCTGCACAGGGCCTGTTCTCT 

CCAGCTCCAGACCTGNATCTCTTTCCAGGCTGACAGTGGTGGAAAGTGANGTGGCAAGTG 

CAAGAAGGGCCTAGAGATCGGCTACAAAGGGAAAGGAAGAGATGACAAGAAAGGCCGAGG 

AAGGATGCCCAAAAAGCTTGATTCAAGGGTTCAAAAGATGGTGGGCCAGGCCACCCCCAT 

TCATTGTNCAGCACCTNCCGTCTNCAACATTGGCTTTTG I I M I 1 1 IG 

Sequence 5071 

CCCTTTGCGGCCGCCCGGGCAGGTACTGTTCATMCCCCATTTTACAAAGAAAAAACTGA 

ATmAGGGAGTTTAATTGCTTGAACCAAGGCCACAGAATTGGTGAGTTGCAGGTAAAAT 

TTGMCCCATTrCTGCAGATGTCMGTTGTGTTTTTTTGTCTTTCCATCATGCTACTTGA 

CACCCAAACCAAATGAMCTGGCANCCCGGATTCTTTCAGAGAGATGTTGTAAAAGAGTT 

CCCCCAACAACCTCACCTGTTAAACCCCCA 

Sequence 5072 

NCGCCGGGCAGGTC TT T I I M I I I 1 1 I I I I I I I M 1 1 I NAN I M I I I I I I II I I I I I I 1 1 

i i i m I i i i i i i i i i iNNNI I I I I I I I I AAAAAAAAAAAANNI I I I I I I CCNNNNAANTT 

TN GGGGGGA AAAAAAAAAMAAMAMAAAAAMAAATTTTTTTNNNAAANNCNNNNAAA 

AAA i M M rTNN NAAAAAAAMNTTTTNCCCNTAAAAAAAAANCCCCCCCCCCNNAATTT 

NAAAMNTTTTNAAAAAAANNNNTTTTTTAAAAAAAAAACCCNNCNNNN I I I i I I I I II A 

AMNNCCNAAAAAAANNNAAMNNNNNNNNNCCCCNNGGGGNNNNANTNTTTTTNNAAAA 

AAAAAAAAAAAAAAAANCCCNNNNAAAAANCCCCCNNNNNNNNNNNNNNNNAAAANNNNN 

NNNNNNNNNNNNNNNNNNNNNNNAAANNNNNNNNNNNNNNAAAAAAANNNNTTTNNNNNN 

NNNNNNNNNNNNNNNNAAAAAAAAAAAAAAAA 

Sequence 5073 

TCGNC GGCCGCCAGTGTGAGGATAT CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGC 
AGGTACI I I II I fl H I I I I I I I i M I I I I I I I I 1 1 I I I | I | | | l | 1 1 AAAAAAAANGGG 
CCNNGGGGGGGN I I I I J 1 1 INAATTTTTGGGGNNNGGNANNGGGGGNNNGGGGCTTTAAA 
MCCCCAAMAAAANANNNCNGGGGNNNNNNTTTTTTNANAAANGGGGNN I I 1 1 I I I I I A 
MNGGGGGNCCNGGGNAAMTTTTT7TNAAAAAAAAAAAC 
Sequence 5074 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I II I I II I I I I I I I I I I I 1 1 1 I I NC 

NGGNNNTGNGTTNGGGTCCAACTCATGTCCAMTTATGGCCTT1TTGTGATACCTTCCAC 

TGGCATATTCCCAAGGAATTTACTCCTT7TGATGACACTGCACCCANAATGGAGGAACAC 

AGCTNCAAAATGAACTATAAAGAAGGGCTAGGCAGGCATGGTGGCTCACACCTATCATCC 

CANCACTTTGAGAGGCCAAGGCAAAAGGATCACTTGACGCCAGGAGTTCACAACCAGCCT 

GGGCAATATGGCTGTCTCTACAAACAATATAAAA 

Sequence 5075 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAMCTGCATGGTTTGAGTTTTGATTTGAGGTTTTACGTGTTGGCATGCAT^ 

CTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGAGCA 

GTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCACAAGTGTGTTTATGGGAGTTGTGCAC 

ATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCATAGAC 

TAATAGNCTAATAAGTCTATGACCTTTAATCATACTAGTGCACATGCCTGAGCCCACTCA 

CCTGTGMCCCCCMMTTTGAGACAGGTCTTCMTTMTTTAAAAAGGTTTAT 

Sequence 5076 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTACAATCTTCTATAAAATTCTGCTTTGTC 

TACAACACAGTCCTGACTCTAGCTTAAGCACAAAAGGATTTAGTATGAACCAATTCATAC 

AT TTAATA CTTATTAAACTCCTGACATGCCAGGCATTGTTGTAGGTGCTGGTAATAAAGC 

AGTTTTTAAAAAGTCCTTATTCTCTTGAAGTTTACATTCTAGTGGGGTAAAGGGAATCAA 

MGATGTTG GTMG AGMGTGAGAGAGGMTGCTATTTTTTTATAGCTTTGTCTACGAAA 

GCCTCTCTMTTTTGTGACATTTGAGCAAAGACCTGAAGGTATTAACATCATTTGCTCCA 

MCTGACCAAACTGTTCTTATTACTTATAGGTTTCAGGAGATGTG7TACAAGGCTTATCT 

AGCTATTCGACAGCATGCCAATCTCTTCATAAATCTTTTCTCAATGATGCTTGGCTCTGG 

AATGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATT 

Sequence 5077 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGA CAAAT CTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTATTTTTAATACATACA 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 5078 

GCCGCCCGGGCAGGTA C 1 1 I 1 1 1 1 1 I 1 1 I I I 1 1 1 1 1 I ITTTNAN I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 

1 1 1 1 I 1 1 1 1 I I I I 1 1 1 I II I 11 1 I H I I I 1 1 I I 1 1 1 I I | I INNAAAAAAAAAAAAANN 
1 1 1 1 1 1 1 IN NTTTTNNNNANNANANANAAAANNANNAANNANGGAANAAGGAAAAAAAAA 
ATTNTTTTCCAAAAGNATNNATTNAMCCCACMNCTNAMNAGGGTTTTTGGGGGAANT 
AAAGNAANNCCNNTTATAAAAAAAAAAAAAAANTTTNTTTAANCCCCCNTCCCGTGGGAN 
TNAAAAAAAANANCNNCCCGN I 1 1 I I 1 1 1 1 1 1 NCCCCNNNANANNNAGAAGNANGNGGGG 
NATAAAAAANACCCCCCCCNCCCCCNNCAAAAAATAAAAAGTNTNCCCNNCNNANAGGNG 
GGGGGNGNAANAAAAAAAAAAAAAAAGGNNGNGAGANNATTCCCCNCCCGCGGANGTNAT 
TAANAAAAAAAAAANAAANAANNNGGNANGGGGGGGGGGGGGNNTN 1 1 1 1 1 I 1 1 1 IAAAA 
AAAACCCNCCCCCCCCCCCNGAAAAANAANGANAAAAAAANANNGNGNTAAAAAAANCAA 
CTNTTTGNNGNNNAAAAAAAAAAAAAAAAAAA 
Sequence 5079 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTGTTTGA 

CCTAGAAAAATTTCTTATACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTG 

AAGGGTGAATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATATTT 

ACTTGGMGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTGG 

GAGTTTTACAACTGCTTAACACTTTGTCTATGCTAGAATACAAAAAAAAAAAAAAAAAAA 

AAAANGTGCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5080 

CCCTTCGGCCGC CCGG GCA GGTA CATTTAGTTAGGTTCGTTAGGTCTATATTATAGTTTT 

ACTCTGATGTTTCTTTTATGATTTTCTGCCTGAATGATCTGTCCATTGCTTAAAATGTGT 

TGTTGMTTCCCCTGCCCTTAtTGTATTCATCTATTTCTCCCTTCAGATCTATTAATATT 

TACTTAATATATCTGAGTGCTGTAATATTGGGTGCATATGTATACTTATAAATACTATAT 

T ATATT GCTGMGTGACCCATTTGTCATTATATMTGGTCTTCTTTGACTCTTTTTTACT 

CTTTTTGACTTAMGTCTATTTTATCTMGTATAGCTGTGCCTGCTCTTTACTGGTTTTC 

ATTTTCATGGAATATCTGTTTTCATCCCTATACAGTCAGTCTATGTGTGTTTTTATGAGC 

AAAGTGGGTTTCTTGTAGGCAATATATTGNTTGGI II 1 1 1 I I GTTTTTAATCCATTCAGT 

CACTCTATGTCTTTTACTTGGMGAATTTANCCCCCTTGCATTTAATATTATTATTGGGT 

ATGGTMGMCTTACTATTGCCATTTNGGTCCTTGNTTTCTAGNGGGTTTNGNAAGGCTT 

CCTTTCTTCCTGGCTTCC 

Sequence 5081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGTCTGCCAGACTTATAGGCATTCTTTCC 
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TGCQ CTTAGC CATATACTTTTTGCATGGCCCTATCTAAAGCCTGCATTTGCCTTCTTAAA 

GTTAGTTTTTGTAGCTCACGGAGATTACC7TTAATCTGACTTATGATTGGGGGTGGCTGG 

CTGAACAAAATCTCATTGGGCAAATACCCAGTGTGGTTTGTTTTGTGGGGGTGCACCTGA 

CTTGGAGAAAGACCATGGGCAAGACCTGGTCCCACCTCAGATGAGTTTCCTGACAAAATT 

TCTTCAGCAGCTGCTTGAGTATCTGGTTCATGTGCTCCATCTTTACTGAGCACTGAGGCT 

GGTAGACTGGATGCAACTTCCATTTTATTTTTMCAGTCNAGTTMGTCCTGMCGATTT 

CAGCCACAAATGCCAGTCCATTATCTTGAACCCAAAGTTAGGGGCAGTCCAAATCTGGGA 

ATAATGTCTCTTAACAATACCTTCAT 

Sequence 5082 

CCCTTTCGAGCGGCCGCCCGGGCNGGGACTTNGTTN I I 1 1 1 1 1 1 1 1 1 I I I NGGATTAGAA 

AACTATCATTTATTGATNGATTTAAGGGGTAATACAGGTTTCCAAAAATGNGGCAGTGAG 

AATACCATCNTNAAAAAGAGAAACTTGNGCTAAAAAACAACCTGGAATTCATCATTGGCN 

ATNTTACATAACAANTCAAAGGCCCTNACCATACTAATGGATTTCCACTTTGNCTATTAT 

TGGGCNACCTTCCCATGGCANCAAAAAAAAAA 

Sequence 5083 

CCCTTGGCCGCCCGGGCAGGTAC 1 1 I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I GTATTTTTAGTGGAGA 

TGGGGTTTCACCAGGCTGGTTTTGAACTCCTGACCTCAAGTGATCCACCTACCTGGGCCT 

CCCAAAGTGCTAGGATTACAGGTGTGAGCCACTGCTCCCGGCCTCCCCTTTCCTTTTACT 

GNTTTAAGCCCTCATCGGGTCACTTGTCTNCCCNCACAGGTNACCGNGCCAGCCTNTGTG 

GNCANATTTCTTTGTGTGAACCTGTTGAAAGAGAATTCCCAGTANAAATTTGGCCTCCTG 

CACTCCCATNCCTAGGGTGTCTNMGGGCATGGGGTGAATTTCAGGAAAAAGT 

Sequence 5084 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGATGGGGTTGGGTCATACAGTTGTGTGCAT 

TCGTCAAAACCCATTGAATATTATACGTAAGGTTTATGCAATTTATTATATGTAAGGTTT 

ATCTCMGGAAAAMGTTTTGAAAACTGTGATTTTGATGCAGGTGATCTGAGCACCACAC 

TTGAAAACTACTGGGTTTGAGTAACTTCAGGAATAGTTCTTCCATAAAAGCATAATAATT 

CAGAGATTACTAATGTAATCCTTTGGCATTCAAAAACTAAGGGAGCCAAAATATTAATGG 

AGCCAGGTGCAGTGGCTCCAAGCACTTTNGGAAGACTGCCCGGGCNGNCGCTNGAAAGGG 
CGAA 

Sequence 5085 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACATGAGATAATCAATGCTTCCTTACAAAATGG 

GCTTATGTTAGAAGACTTTTGCCCAGCTGCAGGCTATTGTAAGTGTTCTGAGCACATATG 

AGATAACCTGGGCCAAGCTATGATGTTCGATACCGTTAGGTGTATTAAATGCACTTTTGA 

CTGCCATCTCAGTGGATGACAGCCTTCTCACTGACAGCAGAGATCTTCCTCACTGTGCCA 

GTGGGCAGGAGAAAGAGCATGCTGCGACTGGCCAGTGACATGCAGAGGATCCAGATTGCA 

CAACCCGGATCCAGAGGCCTTGGGAAGCATTAGGGAAGCTCTCCAGCTGTCTCACTCAAA 

TCTGTAGCAGCATATGGACCCACAAATGGAGGCCAAAAGTGGGCCCTCAATTTGGACACT 

TTGGCMCCCTTGAAGAAACTNCTTCCTTTCAACTTACTGGTTTAGTATGTTCCAAAAAA 

AGGGAGNGGGCGTCI^nTTTTGGGGAATTCAAGGAAGAAGGGAGACACCCTTGTTACTCTA 

TTCCATTAAATAAAAGCTTTTGATGGTCAACAAGCCCCCCGCCCCCACTTAAAAAAA 

Sequence 5086 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTATCTTTTTGGTTAATATAGAGTTAT 

AGGTGTTTTTAAGCCACTAAGTGTCATTACTGTTACATGCATCAGTTAGCCCTACTTGGA 

TTAGCMGATTATGCTTTCATAMCTATTCTTTCTCTAAATTAATATATTTATATATTTA 

GMGTTGACATTCTAAATCAMTTGTGTTTTTTTCCTnTGCAGGTGGATAATTACTGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 5087 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGAAACTATGGAAACCTACATATG 
TAGCTTGTAAAT GGGAGGG AATCAATACCATCTAGAATTGAAACGGTTTACTTTACCTAA 
AATATTTATAGAA I 1 1 1 1 f rATCTATAAACAGCTGCAAGGAAATATTTTTTAAATTAAAA 
AGAAAGAGAAAAGTAAACTATGCCTCAATATTAAAATTTTAACCAGAAAACTCTCAACTT 



• 
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CTTGGAAAACAAAAACCAACCAAACAAAAAACTCCATTAGACAAATAAGTTAAAAGAGAG 
GAACATTTGCCTCAAAAATTTAGAAAAGAACACCAAAGTTATAAAACAGCAAATAATAAA 

GATAAGATCAAAAATAAAGAATTTACAAAAAAAGAACAMGTACCTCGGCCGCGACCACG 

CTAAGGG 

Sequence 5088 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 I I 11 I I I I i I I I I i I I H I I I M I ANNCTTTT 

" i ) m H I I 1 1 I 1 I M 1 I I I M I 1 11 11 I 1 I I I I H M M I I [ NTGGNNAAAAAAAAAA 

ANN I MINIMI IGNNGGNGGGGGGGGGNNNNNAANNANGGGGGGGGCCNNNGGGGGGG 

GNAAAAAAAAANAGGTGGGGGGGGGGNTTTTNTNTNTNNNCCCNNGGGGGGNGAANAAAN 

GGGGGGNNTACCCCCCNNGNGGGGGGGGGNTNANATTTNTTAACANGCNNNCCGCNCCNG 

AAGGGGGCANANGGNGGACNNTTCTNNNNGGNNATNNNNNNGCCCAANNNGCCNNANNAA 

GCCACCTCCTCCACTACCTAAAAAGCTGT 

Sequence 5089 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATCTAGTCTGCCTCTTTTCCCTTTTCTT 

ACTTCATTACCTCTTCAACACAACAACCAAAAGAGACCCTTCTCATAAAACAAATCTGAT 

TGTGTCTCTCCCTTGCTTAAAATCCTTTATAGTTCTCTGTCACATACAAAATCAAATACA 

AGACCCGCCGTGACATGGTTTCTCTTCTAGATTCACATCTCTAGTTTATGCAAAACTATG 

TGCMCTCTCTGAGCTCTGACTTCTGTGTG 

GTGCT GCTTCCTAATTCTTGTGGCAMTTCCAGTTCATTCAAMTTTAGCTCCAGCATTG 
TTTTTGGGTGGTGTTTAMCAGTGTTTTACTTTTCTC 

CATAAGATTATATTTGGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
, Sequence 5090 

CNCCAGTGTGATGGATAT CTGCCAGAATTCCCCTTACGTGGTCCGGCGAGGTACTTTTTT 

TTTTTTTIMMIIIIIIIIIN MN M I MM III IMM I IMIMMM III i l MII 

TTT TTTTI II I I I I II I I TTTTTTT AAT A I I I II I I I I I M II I I I I II II M M I I I I I 

TTANTTTTTTTGNGGGNGNGGGANANANAAANTTATTNTTTTTNCCCCCCCNCCCAAN^ 

AANNAANNAGANNANAAAAAAAAAAAANATNNNNCNNCNNCCACACAAAAAAAAAAAAAA 

AAAAAGNGGGNGGGGGGGGNCGCNCNNAANANNNNNNTTATNNTATNAAAAAANANAGNT 

TNNAAAAAAAAAAAAAAAACAANNACCCCCCCNCTTNTAAAAAAAAAAAANAGGGGGGGG 

GGGAGGNCTCTTNNrslTCANNAAANANAAAANNNNCCCNCCCCCCCCCCCCCCNNAANNGN 

NNNNNTAAAAANAAANCCCCCGNGCACANCNNNAAAAANAAAAAGGNGGGGGGGGGGG 
Sequence 5091 

CCCTTAGCGTG GTCGCG GCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
CA TAACTT ACTA7TTTTTCTTTTTTATTTTTATATATAA f M I M M I GGTTTGTTTGTT 
TGi I N I I AATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNAAA 
GCGGTCCCTGCCCGGGCGGCCGCTCGAAAGGGCA 
Sequence 5092 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGMGMTGTTTTAMTTTTTGTTATTG 
CCATTAmGTTTATTAAAGGTTAGATAMATTTGGCmAAAAAAAAAAAAAAAAAAAA 
GTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5093 

NTAGATGCATGCTCGAGCCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTA 

G CCGTG GTCCGCGGCCCGAGGTACCGCCGGGAATCTTTCTGTAGTTATCTGCATAATTCT 

TGTTTTTCTTTCCATCTGGCTCCTGGGTTGACAATNTGTGGAAACAACTCTATTGCTACT 

ATTTAAAAAAAATCAGAAATCTTTCCCTTTMGCTATGTTAMTTCAAACTATTCCTGCT 

ATTCCTGTTTTGTCAMGAATTATATTTTTCAAAATATGTTTATTTGTTTGAT^ 

AGGAAACACT 

Sequence 5094 

CCCTTTNGAGCGGC CGCC CGGGCAGGTACGCGGGCCAGATAAAAACCTCACACTAANGGC 

CTAACTATCAGTTCCTTTTAACCAGTGCATCATGTCTCACTTTCAATAAAATGTTACCAC 

ACGTTCTNGACACACAAAAAATACAGAATTTGAAAAGAAAAAGCAAGCATAAGAACCAAA 
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CTGAGCTTATGGCAGAGATGTTGGMATATCAGACCTTGMTTTTTAAGACTATGATTAA 

TATGCAAAGGGTTTTAATGGAAAGTGAGAACAATATGCANGAACAGATAGGTAATATAAG 

CAGAGAAATGGAAACACTAAGAAAGAATCAAAAGAAAATGCTAGAAATCAAAAACATC 
Sequence 5095 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAATCTCAGACGTCCAGGCTCTAGAACTG 

TMGMGATAMTGTGTAACGTTTMGCCACCCAATCTATGGTATTTTATTATGGCAGCT 

CGAGTCGACTAAGACAGATTAAGTGCTAAAACCTTCTAAAAGTCTCCAGAACATTACTTG 

ACACAGMTAGCTAATGMTGTMCACAGTTCTTTTCTATAACCTCTGAGATCCTGAGGG 

TTTTCCTGAGCTGCTAAGGAAAAAGGGAGGGCTGGGACAGTAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 5096 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTTGAATCMTGAMTATAGTTGTGTTTA 

ATATGTTTGGTAAMTAAMCAATTTATTCATTTATTCAGTTTTTCCATTCTGCTCT 

ATCCCCTTTTCCACACTTGAACAAAACTCTATTGTCAACATAAAAGAACAAGTCAAAGAG 

CTATAMCTCCCCCTCTAMCTTGGCCTTGGTGTTCTCACTTTTTCTGTGATAGTATATG 

AGAAA MTG MTATMTGTTGCCCTGATAGGAAGTTTMTGMTTTTAAAAGAAAGCAAT 

GTTGC7TTTATAAMTATAAAATTTATTATTTTTCTTGG 

Sequence 5097 

CCCT TAGCGTGG TCGCGGCCGAGGTAC I 1 I I H I I I I I I I I I I 1 1 1 1 I 1 1 1 I NTNNGGGT 
TTTTNTTTTTTITNNThr^^ I 1 1 1 I I 1 NCTNNGAATGCTN 

ACANANMTTGGACAANNANAAAAANMACATTCTGTCCTTTAAGCTNNNGNANACNNCC 
NNN CCTCC CAAAACNNNNGCNGGGACTGAAANGNNNATTAAAACCCCCGCNGGGGGGGGN 
ATAA i i 1 1 I GACACTTAAATGAAAGCTTGGNTGNTTTANAGAAATTNANGCNATAATCTA 
TACAAGCTGTCAAGGAAAACTGGATAATTGCAAAAAAGCCATAAAGGTAAAGGA 
Sequence 5098 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I II 1 I I I I I I 1 M 1 1 1 I I I NAN I I I II I IN 
H 1 1 1 1 1 1 I II 11 1 1 1 1 1 1 M 1 1 I I 1 1 I II I M I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 1 I M 1 1 
TTACNNAAAAAAANAATTNNNNTAAAAAAAAAMAANNNNMAAAMNTTTTTNNAAAAA 
A AAANNNI I I II I t I NAAAAAAANAAATTTTNGGGGGNGNNNGGGGGGGGGAAAAAAAAN 
Nl 1 1 I I 1 1 I 1 1 I I INA^GAGGNGNNNAMMAANCCNGCCCCCCCCCCCCNTTTTANNAA 
AAAAAAAANNCCCCNCAGGGGGGGGGGAAAAAANCCAAAGGGNAANNNCCCNTTNNTNGG 
GGGGNGGGGGGGNGCAMAMANAATTTTTNTNNACCCCCTNNGGGNNAAAAAAAAANAA 
NGGGGGNGGGGGGNNAAAAAAAAAAAAAANTATAAATTGNNNNNTTN I rTTTTTTTT NTT 

TCTCCCCCCNCCCCNNANNGNNGGGGGGGGGGGGGNAAAANANGNGAANTNAAAAANNAA 
Allll I II I I 

Sequence 5099 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I I » 1 1 I I I I I I I I I I 1 1 II I I I I I I I I I I I I I 
' N 1 1 I I I I M I I I I M M I M 1 1 I 1 1 I I II I I I 1 1 1 INNNTTNGGGGGGGAANAAAAAA 
AA ANAANNANNN NNNNNNNANAAN I I I II II N I NCCCNNNNNNNNNAAAAAAANANNGN 
TN 1 1 1 i i 1 1 i 1 1 I AANAANNNNGGGNNAAAAAAAAAAAAAAAAAANNTTTTNNCNTNTNG 
GGGGNGAAMAMNTN NNAANTG GTGGGGNTNTTAAAAMAAMTAGCCNNNTTTTTTTT 
TAMAAMNGGNGNG GTTT TTTTNANNNAATTGGGGGGGGGNGAAAAAAAAAAANNTCGN 

GmAANTAAMMAATTTTGTCGNNNCCCNCNNCCAAAAAAAAAAAAAAAAGGGGGGG 
Sequence 5100 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAACACTTCCCCGCTTGGCTCTCATT 

CTTCCACAAGAGAGACCTTTCTCCGGACCTTGCTACTGGTTCAGCAGCTCTGCAGAAAAT 

GTCCTCCCTTGTGGCTGCCTCAGCTCCTGTTCTTGGCCTGAAGCCCACAGCTTTGATGGC 

AGCGCCTCATCTTCMCTTTTGTGCTCCCCTTTGCCTAAACCCTATGGCCTCCTGTGCAT 

CTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNnnnnnnnnnnnnnnnnnnnnnnn 
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nnnnnnnnnnnnnnnnAGTGAGCTNACTCACATTTAATTGCGTTGGCGCTCACTGGCCCG 

CTTTCCAGTCCGGGAAACCTGTCCGTGCCAAGCTGCATTAATGAA 

Sequence 5101 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTTGATTAGTTAAGAATAAAA I I I I I I I A 

AAACATGCGCTCCAAAAGAGGACACATCACANAAACACAACAAGCAAATTAACCTTCTGT 

TTTTGCCTCTGCAGAAAATGTCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGG 

TTGAAGAAGAAATGAAGAAGCATGAAAGTAATAATGTGGGATTACTAGAAAACCTGACTA 

ATGGTGTCACTGCTGGCAATGGTGATAATGGATTAATTCCTCAAAGGAAGAGCAGAACAC 

CTGAAMTCAGCMTTTCCTGACAACGAAAGTGAAGAGTATCACAGAATTTGCGAATTAG 

TTTCTGACTACAAAGAAAAACAGATGCCAAAATACTCTTCTGAAAACAGCAACCCAGAAC 

AAGACTTAAAGCTGACATCAGAGGAAGAGTCCAAAGGCTTGAAGGCAGTGAAAATGGCCA 

GCCAGAGAAAAGATCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGCTAGAAA 

Sequence 5102 

CCCTTAGCGTGGTCGCGGCCGAGGTACI I I I I I I I I I I I I I I I I I I I I NAAI I I I 1 1 1 1 I 
1 1 1 II I I 1 1 1 1 I I n I II I I I I I I I II I I I I 1 1 I I I I I I ( II I I I II I I I I I I I I I I GGG 
GGNCNANAAAANNNNNNTTNNTNNNNAAAAAAAAAAAAANNAAATTGNGGNNNNNNAANT 
TTTNNNTTAAAAAAAMAMAAMANTGGNNNNNNCNNGGNNNNAMAMAAMNTTTTT 
TTTTTANAAAAAAAAANACCCNCNNCCTTTTTANANNACTTNNNNCCCNCNNAAAAAA 
AAAI I I I I I I I INTNGNNGGNGAAAAAANCCCCCNNGGNNGGGGGGGNNGACNCCCNNTN 

I If 1 1 II J I I GNAGNNAACG ACANAANAANGGGGGGGNGAAAAANAAANATCANATAANG 
NNCGGGGGGGGGGAGNGNGAAAAAAAAAANTNNNNNTTNGGNNNf I II II I I INNNAAAA 
AAAAAAAANANNGAATTGNGGGGNCCCCCCCNGNNANAAAAANANAAAAAAANCNNNCCN 
NNCTTTGNTNGANNANNAAAAAAAAACACCCNNCCCNNNCCCGNTNGNNNNNANGAANAA 
AAAAAAAAAN 

Sequence 5103 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I 1 1 I I I I I I I I I INGGTTT 
1 1 1 M I 1 1 I 1 1 M I I 1 1 1 II I I I I 1 1 1 I M 1 1 1 I M 1 1 1 1 1 1 1 I 1 1 1 1 M I I I I I 1 1 I 1 1 

I I I I 1 1 1 1 I 1 1 I I I I 1 1 II I II I 1 1 1 1 1 1 1 1 1 N ATAN AAAAAAAAAAAANTTANAANANA 
AAAAATNTNNNNNNTTNAAAANANGNGGGGGGGGN I I I 1 1 I I I I I I I I I NNGGGGNGGGA 
NAAAAAAAAAAAAAAACNNCCNNCNNNNNGNNNAAAAAAAAAAATANNNCNNNGNGTGNG 
NNNAMAAAAAAAAAAAAAAANGNTTTTTTAAAAAAAGANAANGGGNI I I I I I I I I I IAA 
AAAAAAAAAAANNNNNAATAAGANNGGGGGGGGGGTN I I I I I I I I NNAGNANNNGGANAA 
ANANAI I I I I I II I I 

Sequence 5104 

CCCTTAGCGTGGTCGCCGCCGAGGTACTTTA I 1 1 I I 1 1 I I II I I I I I I I I I I I NGCGGAT 
TTACCTTTTMAAGTTMCTTTATTGAAAAGGTAACAGGAAAAAAAATTGCATGGCAGGA 
ATGGTTTAAAACTGCTAA 
Sequence 5105 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT C I I I I I I 1 1 I I I I I I I I I I I NCTTTAATCAT 

TTATTTGGGGGTGAGATTTTGGTTGTTGCCAMTTTTCACTATGGACMTTATGCAAAAT 

TCCTCATACGTATATA I Mill I GTCCAGGGTGTTAAGTCTTCTGTGGCATAGGTTTCTG 

GAAGTAAAATAATTGTGTAAAACAATGTGTTCTTAAAAAAAATAATAGATATAGATACTC 

TGCCTTCAAAAATGTATTGACTGTATAACTCATGGTATATATAAAAAGGCTTCAAAATCT 

TCACTCTGATTCTTCCAAAGTCATTMGATTTTTAATATATCAAGTGAATGTGTTAAAAG 

CTTTGTTAAATACAGCCAGACATGGTGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGGC 

TTAGGCGAGAGAATCACTTGAGGCTGGGAAACTGAGTNTGCAATGANCCCGATCACATCA 

CTGCATTCCAAGTCAAAAAAAGCAAACNAACAAAAACAAAACAAAAAACCTACTGCNCTC 

ATTTTTTTTC 

Sequence 5106 

CCCTTT CGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I II II I I I I I I I II I I H I ICTTT 
M 1 1 I I I I I M I I I I I I I I I ) I I I I I I I I I I I I I M 1 1 M I I I I I M I I I I I I M I II I A 
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A AATTN NN) rTTTTTTTTn J NJMNNNNNNAAAAAAAAAAAAN I \ \\ IU\ IGGNCNNNAA 
NTmTM 

I 1 1 I I I I I MCCCCNAMAAAAAAAMAMTTTTAAATTTTTTAAAAAAAAAAA 
Sequence 5107 

AGCATCAAGAA GCGTC GGGGAGCGCAGGCCCAGCAGCCATGGCGGTGGAAGGAGGAATGA 
AGTGTGTCAAGTTTTTGCTCTACGTTCTCCTACTGGCCTTTTGCGCCTGCNCAGNGGGAT 
TGATTGCCATTGGCGTAACAGTTCAGGTTGTCTTGAAGCAGGCCATTACCCACGAGACTA 
CTGC 

Sequence 51 08 

CCC7TAGCGTGGTCGCGGCCGAGGTAC I I 1 1 H I I M I 1 1 < I I j M 1 1 M I I I NNNTTTT 
" n i i i I n 1 1 I I I I II I 1 1 1 1 1 I I I I I 1 1 I I I 1 1 1 1 II | ICI I I I I I I I I I I I I INAAAN 
ANNANCCCNAAANNN NNNNNGNGN NCNCCCCCCCCCCNTTTTATNAANNNNNNANCNNNN 
NCCNNAAAAAAAAAAA I I 1 1 I I I I I I ATNANNANAAAAAAAAAACNNTCTCAAANAANAA 
NCTTNTNNNTNNCCCCCCCNNAAA 
Sequence 5109 

CTCAAGCTATCAATGGAGTCGGATCTTGTAAGGCACCTCGCCCGGCGCCTCGGCCTCGGG 

GAGCCGAGTGTACTGAGGAAAGCAGAGGAGTACCTGCGGCTGTCTAAAGTGAAGTGTGTC 

AGTCTGTCTGCACACACCTCAGAAACCAGCAATGCTGTCATATGCCTGGACCTTGCAGCG 

TCCTGTAGGAAGTGCCCCTTGGATAGAGCGTATCTAATTAAGCTCTCTGGTTTGAACAAG 

MGATGTATCAGAGCTGTCTTAAATCTTTTGAGTGTTTGCTGGGGTTAAACTCAAATATT 

GGATTAAGAGACCTGGCTGTGCAGTTCAGCTGTACAGAAGCCGTGAACTTGGCTGCGGGG 

ATACTGCAAAGCTATGAGTCTAGTCTTCCGGAAGCACAGCGAGCAGATCTTGACTTGTCC 

AGGCCACTTTTCACCACGGCGGCTCTACTCTCAGCATGCAAAATTCTAAAGATAAAGGTG 

GATAAAACCAAAATGATAACTACATCCGGTGTTGAAAAAAACAATATTTTGATCGACTGT 

GTACACAGCTAGAAAAGGATCGGACAGCAAATTAACAGAGACTCTGCAGATTTAGCTAGT 

NCAGCCCTGAAA 

Sequence 5110 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCTTTACTACTCTAGTAACACTAGATAA 

TMGCACTTAMTGCTGAGTGTTTGTCAGTTTTAAMTTAGAGAMGAGACAAATTGTTT 

TCTGATCTACTTGCTTMTAAATTATTTTTTGCCMCTMTTTTTAGGTTT^ 

ATTTAAAGGTAGTTTAAMTGTATATTTAMTMCTTTTCTCTATMTTGMGAAMTAA 

TTTATCTTGAGAGMTTTTACTTTAMCAGT^ 

TATTTTCAAATAAAGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGC 
CGAGGCAGGCAGATTACCTGAGGTCGGGAGTTTGAGACCAGACTGACCAACAAGGAGAAA 
CCCCATCTCTACTAAAAATACAAAATTAGCTGGGTATGGTGGCGCATGCTACCAGCTACT 
CGGGANGCTGAGGCAGGAGAATCGCTTGGACCCAGGANGTNGAAAGTTGCGGT 
Sequence 51 1 1 

CTGCAGMTTCGCCCTTCGNGCGGCCGCCCGGGCAGGTACTTTNTTACATAATGTCTCCA 

GAGAGGGTTTCCTTNTGTCTAGCAISIACAAAGGTAATGGTAGCTGATCACCTTAACAAAAT 

CAGGAGCTGTTTGAAGTTGANACTTGGTTGTAGCTCTGGGTAAAGCTCTAGCTACTTATG 

TCCMGGGTATATAGCCCTCTAGGATTTTTMCTGAGAGCTTGGTATTCATTGGGGCTTC 

TCCTTCTGGCAAGTTCATAACTCTAATCTGTATCTTGTGAAGACTGCCAAAGAGTCTGTT 

CTGCTTTTCAMGGCTTTCCAATGAGGNTTTTNACCTCTCATTCTGCAGAGCCCCNGGGA 

ATTGGCAMTATCCCMCAGGATAACTGGCTGGTTGCATGGANGTTCCCCTGGTTTTCCA 

CAAMGCCTCTGCTGATTTCTTGTCCCCAGTTANGGGCTTTCCCGNCNACCATAAANGTN 

TCTGGNTTCTCAAATCCCCTGCCC 

Sequence 5112 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCACTCCAGCCTGGCGACAGAGTGGACTC 
CGTCTCAAAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAGCAA 
AAATATAAAATGTTAAAAAAAAACAAAAAAAGGGAAAAAGGAAGCTGATTGCCTTGGTGA 
GTCAACACTGGGTATTTTCTGACCACTATTTGAAACAAAAAAGGAMCCACTGATTTTCT 
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ATGCCAAAGATCTTGTTCCTGGGMGGCACTCTGCGGAGACACCAGGAGMCTTTTATCA 

ATCCTTCATTGATTTGAAGTAAAAGTGCTAAANCATTGGTTGNGGGTGGCANCCCATTAN 

CANATCNCAAANTCCCTNGAGTGGGTTACCTAACCAGNNGGAACCCAGGACCGNCTTCTT 

GGNMCTNGGGGTMNCCNTACTTTTTNGMCCTANNGGATTCAGTTTCCTTTTAAGGGN 

TTTCCACCAAMGNTAMCCCTGGTTCATTTTNAMTTTAMATNCTTTGCCAGTCCCCT 

TTCGANTT GGGGAGAMTTTTCCCNCGNGCATTCCCCAGGNGGGGNGGNTTTGAAAAAAN 

I I 1 1 1 1 1 IAANTNNNACCTTNCCCGGGGGGGGCCNTT 

Sequence 51 13 

ACTTTTAGTAGAGACAGGGTTTCACCATGTTAGGCAGGATGGTCTCGATCTCCTGACCTT 

GTGATCCACCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACAGCGCCC 

GGCCTAGTCAGCCCAGTATCTTATAGCTGTTGACGACATTCTGGGGATATGAATGTAGCT 

TACAAACGCTAGTATTTCTACAGAMGCAGAMTMTTTMCTGTCCGTTTTCACATTTA 

TATTTAATAAAAT 

Sequence 5114 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCTTCTGTTGNATTAACTTCTTTCCT 

TTGTGGTATCTTGTATCCTGTTTAAAAACTAAATGAAGGGAACCACATTAGGGCCCATGC 

CAGCATCCCAGTGAAGTTCGTCCAGCTCCAGTTAGGTGGATTCTGGAGTTCCGGAGAGGG 

TTTAMGTTTGGCTGAMTAGCACCTC^ 

CATNATGGGCCGAT 

Sequence 51 15 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 
TCGTTAGTTTTMTTCTTAAAAATGTGATAATTGTMTAMCTTTTATTATATCTTATGT 
AA MTMT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 
TCTCTTTTGTTTCCCTTTCACAGACAGAAGMTTATAGCCTC 

TGAMGAGTGMGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTnTGATAGCATT 

CTGTT TCAAATCTCCTTTTCTCATCATTGGCTGGAACACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGMTTCCAGTTAGCTMGGATTAGAAAMCTGATTTTCA 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGNATTATACTGAAATATAAAGCAG 

AGGTCTACTAAAATCTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 51 16 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTGTAGTGGCTCTCACCAGTAATCC 

CAGCACTTGGGGAGACTGAAGCAGGAAGATTGCTTGAGACCAGGAGTTTGAGACCACCCT 

GGGCAATATAGCAAGACCCGTCTCTGCAAAAAAATTAAAAACTTAGCCAGGCATAGTGGC 

CTGTGCCTGTAGTCCCAGCTACTCAGTAGGCTGTGGTGGGAGGATTGCTTGAGCCTAGGA 

GGTCGAGGCTGCAGTGAGCTGTGATCTTGCCACTGCACGCTGAACCTTGGTGACAGAGTG 

GGATCCTATCTCAGAATAAATTAGAATAAAATAAAATCCCAAGAGAGACGTTACAAGCAA 

AGAAAATCATGGACCMTATTTTTCATGMCATMATGTAAMTTCTTAGGAAMTTTTA 

GTTAATTAGTAATATATTAA 

Sequence 5117 

ACTTTTTTTTTTTTTTT1 ICI I I I I M 1 1 1 I ICM I I I I I I 1 1 I I I I M I I I I (I I I I I I 

TTTNTTTATNACTAAAGGTTNATTTACATANNGTTTAMGCNTAATAAAAAATAAATTAC 

AATNCAAAAGNGCTNTTTAGGAAANANACNCTAAACAACAGGCCCATNTTACCCCTTGAC 

TNTTTANCCMMNATAGGCTANMATTTTGCCGGAMMCTGNCCANANATTTTAAACT 

ACTTCT TNAT TATTNTNATGGACCATNNTCCAGNANATTTNTTTGAAAAAATATCCANTT 

ATMTNTTTTNAAAGGTTAAMTTNNGAAAAMAMTTTAAAATNGGATTAAAGGATNTN 

TANCCTTNAMTGTMTTTACAGTTTTAAAATTGCNCTrTAAMCTTTTC I I I I I IAAAC 

ATTAT AAAAGGCAAMTGGNfNNAMTTNTTTMTNGMTTTTNAAAACTGAGGGGTNAAT 

AAAATNATANAAA I I I I I I I I AAAMAMNMTTTTTTTGNAAAAAAATNATTAA 

AGGGGNTTTACNATTTTAAAAAANCNANAAAMNTTTTGNTTTNAMAM 
TTG NT AAAA AA AAA 
Sequence 51 18 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGATCTCAGCTTATGCAACCTCCACCTCCCGG 

GTTCAAGTGATTCT CCTGC CTCAGCCTCCCGAGGAATTGGAATTACAGGCACCTGCCACC 

ACACCTGGCTMTGTTTTTGTATTT7TAGTAGAGACACGGTTTTTGCCATGTTGGCCAG 

CTGGTCTTGAACTCCTGACCTCAAGTGAGCCACCTGCCTTGACCTCCCAAAGTGTCGGGA 

TTACAGGCGTGAGCTCTTGTCATTCGGCGGAAGCAGNGTTTCTCTATTAGGAGACATGAT 

GGGTCATTTTTCTCTGTAMGAGAMAACATGTAGCCTAGACCMGCTTTCCTCANCCCT 

CAGCTTTAGTGATGTTGGGGGCCAAGACMTTTCTTTTGTTGGGTGGGACAGGGCTGTCT 

TTGTTTGCTGCAAGGGGTGGTGAAACAAGCATCCCTGGCTTCTGCCCATAGGTGCCCAAG 

TAGCATACCATCCAATTGCAGTAACCCAAAATGTCTTNTAGATATTACCAAGGNGCCCCT 

GGGGG 

Sequence 5119 

C CCTTC GAGCGGCCGCCCGGGCAGGTACCTTGAATATACTGATGAAAATCAACATCAATA 

TATTTTGGCTGTGCCTGTGTTAAACCTAMtCTTCAACATAATAAGATATTTGTGAACCA 

AGACAGCMCTCTGGAMGTGGCTTCTMCTCGGCGCATTTTCTTAGTGGATGCAGTAAG 

TGGACGAGAAAATGACTTAGGAACTCAGCCAAGAGTAATTCGAGTTGCTACTCAAATATC 

ACTGAGTGTCCACCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5120 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I H I I I 1 1 I I I I I M I I I 1 1 » I INNNTTT 
• 1 1 u i i i i i I I I I I I I I I I 1 1 I | I | J | | | | 1 1 | | I AAA A AA A AAAAAAAN NTTTTTNTN 
MAAMA NNNNNCCNC NNANAAAAMAMAAAMNNTNTNNNNAAAAAAAAATTTTTTNC 
CCCCNANI M I II II I I NNCNNCCCCCNNNGNNTTTTTTAAAAAAAAAMTTTTTTNNAA 
ANNNNNGGNGTTTTCCCCNN7TTTTTTNTNNACCNGANGAAAAAAAAAANACACNNTNNN 
CNNTTTNTTANAAAAAANGGGGGGGNANCCCCCCNN 1 1 1 1 I I I 1 1 CNGNAAAAAATAANA 
ANThTTTTNTCCCCANAAAMAAAAAAANATC 

CCCCCCCCNNAAANNTT TTNNG NGGNNANAAANNAAANANNNNNTTTTTTAAAAAAAAAT 
TTNNATTNGGGCCCCCNTTTTTNAAAMNAAGAAAA 

GGGGGGNGGN I Mill I TCANAAAAAAAAAMNCCCCCNCNAMGTNGGTTTNTTTTNCC 

CCCCCANNNCAANANAAAAAANATTTTTT 

Sequence 5121 

NCCCTTTCNAGCGGQCGCCCGGNCAGGTACTGGCCTGCCAAGCCAATCACTGTCACTGTC 

AATACCGGGATANACAACTCGNAANCCAAAGGTTTGTCCTGCCACGGNTACTGATATTGC 

CCATANCATACTTNATGCCCAGGANCCCAAAAACCTGCCCACCCAACTGGCCTACTGNTG 

TCACTACCAGTAACCAGGCAAGCCACCTAAAGGTTNAANAATNANCTNTNTGGACTAGCT 

MCACTMTGCCATTATACACTGCCCTAGGTCCCAAGGAAAGGAATATTTGGCCTACCAC 

TGCCGTGACTANAACCTGAAAACATGCCTACCTGGCNTCCAAGTCACCANCAA 

Sequence 5122 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGCCTTCTGGCTGTATGGCTTACATCCTG 

GAAATTACCTGATAATAAAGCAAGTAAAGGTGTAAGGTTTCCTAAGGGATTACAACACAG 

T GGTTT CCTGGTCTCTCTCCCTGTCATCAATCAGGGTAGTAACTTGACTTAAGAATACCA 

CTTTTTAGAAAAATTACGATAGAGATGGGATCTCACTAGGTTGCCCAGGCTGGTGTCGAA 

TTCCTGGTCTCAAGCAGTCCTCCCACCTCAGCCTCCCAAGGTGCTGGGATTACAGGTGTG 

AGCCACCACACCTGGCCMGMTACCACTTTTGAAAGTTAATCCTTTTGTGTGATACAGG 

ATGAACTTGGGATGTTTGAACCCTGGACATTCCAAATAAAGAATAGGCCCCTGCCTGGCT 

CCTGGGGAGAATMCCTNTMGCCATTAGAATATCTTGCCTGATAAGAGTGTTTTTGTTT 

ACCTTGTGGGCCTT 

Sequence 5123 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I M I I I I I I I I I I I I I I I I I I I I I I I M 1 1 I I I 
m ' H M 1 1 I M I I I I I I 1 1 I I I I II I I 1 1 1 I I I 1 1 1 I I I 1 1 I I I I I I I I M NNGAAAA 
AAAAAAAMANMNNNGGGGGGGGNNCNANNNNMAAAAAAMNATNANTTTTTNNNAAA 
AAAANNNNGGNNNNAAAAAAAANNGNNNNNCAAAAAAAANNNAAAAAAANCCCCNCACCT 
GGGGGGGGGNNNAAAACCACACCCACCCNTTTTGGGNAAAAAAAAANCCCCCCCCNNCAT 
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TGATTTAANTNNTCNNCCCCCCCCCAAGGGAAAAACTAANNGGAGGNTTTAAANGGAAGN 

ATNTTNANCNCCCNNNNCTTTNNTAACTTGGANGG I I I I I I I I I CCCNGANNNNAAAANA 

TNTNCCCCCCCCCCNNTAI I I I I I I I AAAACANGGNGGGGGGGNANAAAAANNTNTTTTT 

TTNTTCNCCCCCNNAACCNNAAAAAAAAAAAAANANCNCCNNNNNNNNCCCNCCCTTNTT 

TTTNTNTNNTNNTTATNAAAAAAAANAAAACCCCCAAAAAAAAAANNNCCCCNCCCCCCC 

CNTNATNTTTTNGGGGGGGGGGGG 

Sequence 5124 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGGGTGAATGGAATGGGCAGTGGTCGCC 

AGGATGGCCTCCCAGCCAGCTCAGAGACCTGGTGAGGACCACCCAGAAGGGTTGTGCANA 

GGGTTAGAGGCCACACAGAGGGGCACTCATGTTTTTGTGGGGGATGCACAGCTCATTAAA 

CAGTCACCAGTCATGGGAGGAGGCTGGTCAGGGGCTAGGGGACTTGCTCACAGTCGTGAT 

GGCTCTGTGTTATTTGGGGGTGACAGTAATTATGGAGCTGGAGTGCTCCTCGACAAAGAC 

AGACAGAGCTCCTCGCAGAGGGATGGTTTCCATGGCAATAGCATCAGCATCTGAATGACT 

TCCTGTCACMCMGTTGGTGATTTAATGAGTTCATTACTGAATTCCAAAGGAAAACCAG 

AGAGTGGATGAGCTACTGTTCAGCCCTCAAAGTGGCTAAGTCCATAGTGAGGGAGCCATT 

TCTACCGGGTGCAGCATCAGAACCATTAACAGCTCAGGG 

Sequence 5125 

NCCCTTAGCGTGGTCNCG CCCGAGGTCC ) I 1 1 1 1 1 I J I I 1 1 1 1 1 1 ) M M M 1 1 I 1 1 )} I 

I 1 1 1 I M I I I II I 1 1 I I 1 I II 1 1 I 11 1 1 I 1 I I I 11 I 1 1 1 I I I II I 1 I II 11 1 I I 1 1 I I I I 

TTCCCCCCCNNAAAAAAAAAAANANNGNNAAAAAAAAACNGGGGNNNCCCCCCCCCCCNN 

GGGGG GGGGG GNNCCCNNCNNNNNNAAAAAAAMAAMNTTTTTNCCCCCCCCCCCCCCC 

CCCCNNTTTTTAAAAAAMAMAAMAAANNGGGGGNGNNNAAAAAMANTNTTTTTTNN 

NNNNN AAAAAAAAAAAAAA AAAAAAAAAAAAANCCCCCCCCCCCCCCCCCCN N 1 1 1 1 1 I I 

TTTTNNNCCCCCNANNAAAANNNAAAAAAAAAANNNNNNGGNGGGGGGGGNNNNNNAAAA 

AAAAAAAAAAAAAAA 

Sequence 5126 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCTCTGTAAAAAGTCCTTGCTGTCTCAGCA 
G CCMTCMCTTATAGTTTATTTTTTTCTG G GTTTTTGTTTTGTTTTGTTTTCTTTCTAA 
TCGAG GTGTGAAAMGTTCTAGGTTCAGTTGAAGTTCTGATGAAGAAACACAATTGAGAT 
TTTTTCAG TGATAAA A TCTGCAT ATTTGTATTTCMCAATGTAGCTAAAACTTGATGTAA 
AtTCCTCCTTTTTTTCCTTTTrTGGCTTMTGM 

TATACTATATGTTCCACGTGTTAAGAATAAATGTACCTGCCCGGGCGGCCCGCTCGAAGG 
G 

Sequence 5127 

CCCTTTCNA GCGGCCGCCCGGGCAGGTAC I I II I I I I I I I M I I ll I I I 1 1 NGNTTNTTT 
I I I I I I M II I I I I I I I I M I I M I I I I I I I I I I M 1 1 I I I I I I I I I t NAANAANANNAA 
MNATNTTTNTTTTTTGGGNNNNAAANAATNGNTNNNANNGTTNGGGGGNNNNAAAACCC 
CCTNCNNCNAAANNATNNAAAAANTNTNAANNATNAGGCATTTNCTNNNTNGNAAAAAAA 
AAAAAANNGGNGGGGNAANANTATTAAAATNTCCTGGNTCCTAAAGGNNTATTTNAAAAN 
AAAAGNAAATNCATNNNTCCCNNCGNNNGNATAAAAAAACAA Al I I I I 1 1 1 I I I ATNAAC 
AAAMATTAGATGATGGGGNGGGACTNCCNAAMCCCNNTTTTACTTTTTCTTTCCNCNA 
AMTG GGGN NGGGNTNCNNCCCCATTTTGAAATNAAAATTGCCCGGGNAANCAANNAAAA 
TTTTMT TTTNNNGGMGGGNANGMCCNGAMCTNTTCNTNMTNAMCCAANGCTTTT 
mill ICANAMAAAAMAAAGGCCCGCCCTT7TGGATTGNNTTNCCAAAAACAAAANC 
NNAGNGN I I I I I I I I NGAANTTAAAAAAAAAAAA 
Sequence 5128 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACTTCAGTCACAATTCTGGAACNCTAAGAAA 

AMCGTTCCAGACTTCAMCACAAATTTATCCTCACCAGTTMTMCTNCTTTTCTTTGC 

TCAAAAACCCAGTGAGAAAAAATAACTCCAGGCCAGGCACAGNGGCTCATGCCTATACTT 

CTAGCACTTTGGAAGGCACNAGGCGGGCGGATCACAAGGTCAGGAGTTCAAGGAACCAAG 

GGCTGACCANACATGGNTGGAAACCCCCACCT 
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Sequence 5129 

C CCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I M I I I II I I I I I H I H 1 I I I 1 I I I IN 
AN I I I I I I I I M I I I I I 1 M I I I I I I I II I j I 1 I I I I AAAAAAAAAANN I I I I I II I I I I 
NGGGG NAAAA AATTTTAAAACNCAAAAAANNNAAAAAAAAAAAAN I 1 1 I I I I I I ANNAAA 
aaantn rrm NAAAAAAAMNTTNNNGGGNAAMAAAAAAANNTTNTTTTTCCCCNAAT 
NAAAAA AANAN NANGGGGGCNANAAANNN I I I I I I I I I M I I AN AAAAAAAA ANTTTTTN 
CCCCCCTTTTTNMNANNTTTNAAAAAAAANCCGGGGGNAAAAAAAAAAAAAATTNNAAC 
CNTTT ACNNGGAGAI 1 1 I I I I I AAAAAMAGAGTNTTTTTTTNACATGNCAAAAAAGNTT 
kill I ACACMAAANTCCCCGGGNTGNCTTNANNAANANGNNMATTTCNTTTNNTNGAA 
AAAAA AANAGGGGGGGAAA AAAAN I I I 1 1 II INNNNNTANAACCCCNAAAAAAAAAAAAA 
AAAA NAI I I H I I 1 1 1 1 1 I I I AAAAMAAAAAAAACTATTTTTNNGGAAAAAAAAAAAAC 
TTTTNANAAAAAGNGN I M I I I 1 1 I AAAAAAAAAAAACNMNTTTTTTGGGGGGCCNNCC 
NCNAAAAAAAA AAAAAAAA 
Sequence 5130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCCTCAGAGGGAAAGACAGTGGAAGTTCCT 
TTTAAAGGAGATGTGGAACATACCATCCGAGACATCCTAGGAGGGATCCGCTCTACGTGT 
ACGCGGGGTCCMGGATTTATTTAATGGGGATGTGTTCAAGGCAAGACCGAATTCAGAAG 
GATATCGACCGTCGTGATCCAAAAGTCCAGAGCTGAGGACTGCCTGTTTGCAAATACTGG 
ACTTT NNTN TTNNNANNNNNNNTNTTNNNGGGN I I 1 I I I 11 1 1 I I 1 1 I IGAGGAATTAAC 
MGTNTTT TATTTGG GCTCAAACCAAGAATCCCGGGGGTCTTGAGGGACCTCTGGGGGAT 
TGGGCA AATrnTTTNTCC CNCG I 1 1 I M I M I I I GGGNCTTGTTTTCCNTNAACCCCCA 
TNAACC CI 1 M I I H I M I r TTCCCGGGGGGGGGGAAACNTTGGGGC 1 1 I I I 11 1 1 1 1 II 

nccctn rrm ccccccaaagggggggggttggtcaacttgggcctnggggacccctggc 

CCCGGGGCGGGGNCCCGTTTTAAAAA 
Sequence 5131 

CCCTTAGCGTGG TCGC GGCCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTAT 

MGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGTT 

TTCmCCAGTTCTTCTGAAAAACTCACTANAGAAAAAGAAAGCAAGAAATACAGAAAAG 

TATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAACT 

TC ATACT G AAAAA CCACCCTTTCTAGAGGCGATTTACCACTTATTCCTTGCCTTTCAAAA 

AT^TTTTACTTTTNCAAGGGNMNCTCTCCTTATTAM 

TTTTAAATTAGAGATTGTTAACTTGGGGTC 

Sequence 5132 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTTATGATTAAAAACAAATTAAATT 

TTAAAACACCTGAAGATATATTAGAAGAAATTGTGCACCCTCCACAAAACATACAAAGTT 

TMAAGTTTGGATCTTTTTCTCAGCAGGTATCANTTGTAAATAATGAATTAGGGGCCAAA 

ATGCAAMCGAAAMTGMGCAGCTACATGTAGTTAGTMTTTCTAGTTTGAACTGTAAT 

TGMTATTGTGGCTTCATATGTATTATTTTATATTGNACCTGCCCGGGCGGCCGCTCNAA 

AGGGCNAATT 

Sequence 51 33 

CCCTTTCGAGCGGCCG CCCGGGCAGGTAC I I I I I » I I I I I I II I I 1 1 I I I I I I I I I GTTT 

ti J m 1 1 1 m ii 1 1 1 1 1 u 1 1 n 1 1 1 1 1 1 1 1 1 1 m n 1 1 1 u 1 1 1 1 1 n 1 1 1 u 1 1 1 1 1 1 

Tl I I I I I I I 1 1 I I NNTTNN I I I I I I I I I I NTNNAAAAAAAANAAAAAAANTNNNTNTTNN 
MTTTNNNAAAAAAAAAAAAAAANNGAAAAANAAAAATTANTNTANNNANACAAAAANAG 
AGNNAAAAAANGNNTNAAANTTTTNNTNNAACAAAGGGGNTGAAAAAAAAA 
Sequence 5134 

CCCTTNCCAGCGGCCGGNCNGNCNGGNACTGNNNTNNTrNTATTTANNNNNTTCATATTGG 

CTNGGCACANTGGTTCACACCTGTAATCCCAGCATTTTGGGAGGCCGAGGCGGGCGGAGG 

TCANGAGATTGAGATCACCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAAATAT 

AAAAAATTAGCCAGGTGTGATGGCTGGCACCTGTGGTCTCAATTACTCNGGAGGCTGAGG 

CAGGAAAATGGTGTGAACCCAGGAGGCGGAGCTTGCAAGTGAGCCGAAATTGTGCCACTG 
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CACTCCAGC CTGGGT GACAGAGCGAGACTCCGTCTCCCNTTTTTTAAAAAAAAAAAAAAA 
NCCCCCCAG I I I 1 1 INTNGGTTNNANNNCCCCCCCNTAAAAGGGGGGGAAGGAAAANTTT 
TANCCCCCNTCCNCCNCGGGNGGGGGGGGGNNNGMCNAAANNAAATNMATCCCCTTTT 
MACCCC CCCNNNG NGGGGGGGAMAMGTTTTNNTCCCNGGGGGNNNAAAAANAAAAAA 
AANNGNGTTTTTTTNNANAAAAAMMATT^^ 

MMNGGGGNANGNGGGNNGNCCCCCTTNTTGNNNCCNACNAAAAAMTTTTTTTN 
Sequence 5135 

CC CTTAGCGTGGTCGCG GCCGAGGTAC I I I M M I I I I I H U I I I II I I I I I I II I 1 1 I 

TTN i i n n I l 1 1 l l l l ll NTAAAAAAAAANTTNNNAAAAAAAAAAAAAAANNCCCCCCT 

TT7TNAAMAAAAAANCCCNNNNAAANNNNAAAAAACCCCCCCNAAAAAAACCCNCTTTN 

NANAMTNNNTGGGGAGGNAAAAAMAAAMNCCCCCNTT1TTTAAAAAAAAAANNNCCC 

CCCCCCCCC NGGGGGGGGNN NNAAAAAAAAAAAAAAAAAAANTTNNTTNAAAAAAAAAAN 

CCCNAAAAAAI I I M M 1 1 11 1 AAAAAAAANCCCCCCCNNGGGGGGGGGGN 1 I I I 1 1 H I 

TNAANAN CCCCCCCCNGGGGGGNNTTTNNNNATTNCCNNNCNNNCANGGGGGGGGNGGNT 

MUM lAA ANAC CCCCNCNGGGGGGGGGGAAANCCCAAAAANNANNNNTAAAAAAAAAA 

NCCNNTNNTTTTNAAAAAAAANANNNNNNNNNNNNNNNNNNNNNNNNNNAANNNNNCAAA 

AGAAAAN I I I J I J 

Sequence 51 36 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGG 

GCATTGGTGAGATCAATGGTAAACTGTGCMGCTTTCTTTTTATCATTAGGAAATGTGAA 

ACGTTGGACAAATTTTGAGTTTTMCAAGGACMAAAGTTGAMGMAAGGCACAGTTAA 

CAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTG 

AAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGA 

AMCGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTGCTTTTTAAATCATGCCCCTCG 

TTGCCTGCCTAATCTGTGACTCCCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAA 

CCAGAGCTGAATAACATGTTAGGCTCACACATGCATCANCACTGCACACTGGAATCATTG 

CTCTTCCTGGACTTTGTANAAATCAGTCTCAAGTGCTTCAAGAGTCTGGCTGCTG 

Sequence 51 37 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATAGAATTATGAATATACAGTAACCTCATTG 

AGATTMTCATAAMTCMCACTAGATTCCMTATTMCTGTTTATACTGCATTTrGT^ 

GTTC CCGCG CACCMCTTTGTCATGCCTTMGCAGGTTAGTTCTTTTTACTGTGTCTTAA 

ANNNITI I ICCTAGTGAGTMCATGGTATTTTTTAATAATCCCGCGTACCTGCCCGGGCG 

GCCAAAGGG 

Sequence 5138 

CGCCCAGTGGTGAATGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGCCCGCCCGGGCA 

G GTACT CCAGCCTGGGCAACAAGAAGACTCCATCTCAAAAAAAAAAAANGGATNGTTGGC 

Ch M l AAACCCATTCCCAAANAANTACCCCTTCAANGTNTTTAACNTGGGGCCAANGGT 

TTTTNCGGAAAAAANTCCCCGGNTTNAANMTGAGTTTTNAATTTATTTTNGGAAAM 

ATTNACCCCNTCAGGTAAAACCGNTAAAGGGGGGAAAAAAAAANTNTTTANCCAANNTAA 

AATTTTCCGGTTGGGNA TTTAT TAANAAGGTTNGGGAAAAANTCGGGGGGGGGGGGTCAT 

GGCCTTNMCCCCACCCTTTTCMNGGCCCNTTTCCNGGAAGGACTGTTTGAANGCCANT 

TGGAMCNACCNGGGGGCMCCNAAMTTTNTTTTCCACAAMANTTTTAAAATT 

Sequence 5139 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATTTGCCTMTTTTTGCCATTCTCATAA 
TGTGGCMTTGTTCMTTTTGCATrrCTTCCATTTTATTTTT^ 

TTTGGTTAGCTTTGCCAGTTCTGCCTATTATATTAATCTCCCAGMTCAGCTTTTAGTTT 

TGTTAMTCTCTGACATGTTTCGTTGATTCCTGCTTTCATCTTAMCATTTCTTCGTTGT 

TMTTTGTGTTTGCTATAAAATAAGCAACATCTTAAATGCTTGAT7TGCTTTCGATGTTT 

ATTCTGTMTAAGATATTTAMGATATMTTTTTTCCCTAMTG^^ 

TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5140 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACNTATGTNATATTTAACMCCCCCTTTTGAAG 

TCCTATATTTGTTTAGTAGACTGAAMTTTGAATTCACTGTTAAGAGGAGACATGGAACT 

GTGGAAAGMTATTCATTTGAGTGTTTCAGG AAGTTTGGA I I I I I I I I I I ACCAACATAT 

TATTTGTAAAAGGAGGGAAATCAGCTGCCTCAGGAGGTTCTTAACATATAGGAATGTAAT 

TATCAGATTCAMGCTGMCAGTANTGCGTTGCCCTGTAACCTAAGTCTTGGGCTTGTTA 

GCMANAAAMGCCAGTGTCTGGGGTNTTGGTTCCAGGACCTTCCACTTAATAACAAAAT 

CC 

Sequence 5141 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I U I I I I I U I I I I I I I I I I 1 1 H M I I I I I 

I I I ! I I I I I I I I I I 1 1 1 1 M I II I I M I I I I I I II I i I I I I I 1 1 1 j I I I I 1 1 I I 1 1 1 I | | 

I I 1 1 1 I I I I 1 1 1 1 I I I I I I NNGGGGGNNNNGNATANTNAAANTNCCAAAAANTNGNGGGG 
GGGNAAAANAAAAAAAMTNTTTNGANNAANGAANANNGGNCCCCCCCGNTNNNNTTTNA 
ANAATNGGNGGGGGGGNNGGANAAAAANNCATAACNNCCTTTAAAAAAAAAAAAAAAANG 
GGNATTNATNNNAGGNAANNANGCCTTTTNATGAAAAAAAAAAAAA 

Sequence 5142 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCAT 

CTGTTCCAMGAGGCCMCACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAGA 

GCATAAMCCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGTTC 

CGMGATTTCCACACTGATTCTGAGCMTTTATGTAAGCCCAGGTGTTCAAAGTTCCAGG 

TTGAAACATTTGGTTAATTAACATCATGCTGCAAACACTCAAAATCACTTCAGCTGCCAC 

TATAACAAAACAAAACTCCCA AAAAC AAAAACTGTAGGGAAATATAAACAAATGGCAGTA 

TTCTTTGGAAMCAGTATATGAT7TTAGTGACMTAAAAGCAGCMGGGCTTTCTTGATT 

TMTACTGNGTTTCTCAAAMCATTTTTCTAMGGAAATTATATTGAGTTTGAGTAAAAA 

ACTTGAAAGTTCCTCGGNCGCGACCACGCTTAAGGGCCGAATTTCC 

Sequence 5143 

CCTTTCG AGCGGCCGC CCGGGCAGGTA C I I II I I I II I I I I I I I I I I I I 1 1 I I I GGGNTT 

I M I II I N 1 1 1 1 I I 1 1 I I I I I I l I I M I I I I I 1 1 II I I I I I I I M I I II 1 1 I I I M I I I 

mill INNAANNAAAAAAAAANNNNTTNNNAAAAAAAAAAAAAANTNNAACNACANNCN 

NCCCCCNCCCCCCNCCNNAANNGGNGMTTTTAGGANNANNNGGGGGGTTCCCCATGTNG 

GNANAGCNGGTCTNNAACTTTTGAGCCTAAGGGNATCTATNTGCCTCGGCCTTCAAAAGA 

GCCCNGGAATNAANNGGNCATNAAANANCCCNTGNNCCTTGGCAAAAAAANGGG 

Sequence 5144 

CCCTTAGCGTGGTCGCGGCCG AGGTACTTTA I I I I I I I 1 1 I I II I I I I I I AAA A I HIM 

H I 1 1 I I I I M 1 1 I I I 1 1 I I I M M I I I I I I M 1 1 I 1 1 I I I I I 1 1 I I M I I I I I M I I I I 

I I 1 1 I I I I I I I I NTNNNNAAAAAAAAAAAAAANNN I I I I 1 1 1 I NTNNNGGGNNCCNAAAA 

AAAAAAAAAAAANCCNNNNNGAANGNNAAANNNTNTTNNTTATNGGGAAAAAANNCAANN 

CTT^r^^TAATAMGAGAMGAGNGGNNANNNGNTTTTTTCCNNCCCCCCNNAANNAAAAA 

GAGGGANNAAMNCNCCCCCCCCANCCCCGGGAGGGGANNNTANAMANTTTTTTT 

Sequence 5145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCTCACTATTGTGMTCTTCATGTGTTC 

CCTATGATTCTTGATTTAGCTTMMGAAMCGTAAGACATGGTTTCATTAGCTTGAACC 

TTATCTTTGTAMGCCATGCATTTACCTTGTTTATTCCTGGTTATGI I I I I ATCTCACAG 

CCTATTCMMAGATTTTGMTAATTATTTCAMACTTTTTGCAACTTTMTM 

ATMCCTTAAMTATTTAGGTAAATACGGCATCATCTGCATGGAGGATTTGATTCATGAG 

ATCTATACTGTTGGAAAACGCTTCAAAGAGGCAAA 

Sequence 5146 

NCCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGGTTTATCTCTANTGTCACAAACAGC 

TGTGCTTGTTNGAGTGAGACAACCACCATCANGAAAAGACTCANGGCTGGCAGCTGTAAC 

TAMTTTMTTTTCACCTACATTTCNCAGTTTATTTATGGTGANMGTGTTNCTATGCAA 

GCATTCTTTNANTGAACCAAGAAAANTAGNCATATCCANGCTCTGACAAANAACTTANNC 

TNTGGGATTTTGTTANAGGNAAAATTAMTAANGAATTTATTCC 
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Sequence 5147 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGAMGGAGTGAGMGTGTTTTGAGGGCTC 

TCCCTGTCTCTTCCTGCACCTCTCTCTTGTGATCCCAGAAGCTACAACCTCAGCCCAGAT 

TAGCAGGCTGAGGGGTCAGGAGGCTGTCACTGGAGCTGTTGAGCTCATGAACACGCCGAA 

GTTGCTGCGCTCCAGAAATGTGGAAGTTGGAATGAAGAGCCACCACTGCTGCCACCAACA 

TGAAGCTTGACCAAGCAAGCCAAGAAAAGATGGCCAAGAGCCTCTGCCTTCCTTCTGCCT 

TCTGCAACGC 

Sequence 5148 

CCCTTAGCGTGGTCGCGGCTCGAGGTACNCGGGGMGGCCAGGCATGGTGGCTCACCGCC 

TGTGATCTCAGGATTTTAAGAGGCTGAGGCAGGCGGATCACCTNAGGTCAGGAGTGAAAC 

TGGCCAACACGGTGAAACCCTGTGTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGG 

CAGGTGCCTGTAATCNCAACTACTCCNCGAGGCTGAGGCANGAGAATTNGCTTTAAACCC 

CGNGAGGCGGATGTTNCATGTGTAGCCGGANNATGGCACACATTNCNNCANTTTTCAAGC 

CCTGTGGCTTACAANGTAGTGGAAACNTNCCGTCCTCAAATAATCAAAAANTTATAAACA 

MTNAAAANTTATTTATNAAANCACGTTTATTTTGG 

Sequence 5149 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AAAGAATGGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCANAAAAGAAGTGT 

TTGAAAGATG 

Sequence 5150 

ACIM II Mill I Mill I 1 11 Mill I I I I II UN IN II I Mi l II HIM I I M AA 

AGNCCCCNMNGGGGNNANNCCCNTTTTTTNNGGGGAANNTTTNNCCCCNNNTNNTNNTN 
NANNNNGGGGGNNNAAAAAAAAAAANTTTTThfra 

NGGNAAAMNCTCCCCTTTNCAAAAAAAAAAAAAAGGGGNNCCCAMNTTTTTNCCCCCC 

CCCCCNTTAAMAANGG GGGGG NNCCCCTTTTTTNAAANGGGGGGGGGGGGNTNAAAAAA 

NGGGGGNNCCCGGGGNTTTTTAAAAAAAN^^^TTTTNNNNCCCCCCTTTNNAAAM 

TTNAAMANNGGGGGNCNCNCCCCCNGGGGGNNANNNTTCNCCNNTNGGGGGGNTTTTTT 

NTNNTNTNNACCATTTNNAAAAAAAAGGG 

Sequence 5151 

CCCTTAGCGGCGGCCCGGGCAGGTACGCGGGTGATATTTTAATCTCACATCCAGAATGGC 

TAAAATGGAAAACCCAGAAAATGCTAGATGTTGGTCAAGAGTTGGAGTAACTGAAACTAC 

ACAGCTGCTGGAAATGTATATTGGTATAACCACTTTGGAAAATGGGAAGTTCAACAAACA 

GGCAAACCAATCTAGATTTAGGGATATATGTTTAGGTAGTAAAAGTATAAAGAAAGGAAA 

TAGTTAGCTTTGCAGGGAGTAGTGCTTGGGAGGTAATAGGTGCTTCTGGAGTGCTGTTGA 

TGTTCTGTTCCTMGTAGGGTGCTATGGCTTGAGTTTGGTTTGTCTGACCCTACCAAGTC 

TCATGTTAAAATTTCATCCCCAGTGTTGGAGGTGAGGCCTGGTGGGAAGGGTTGTGG 

Sequence 5152 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGCTTTGTGTTCAGTCCTTTTGGA 

ACACGTAGCTTCCAGCTTAAGGGTAGAGAAATATATACCTAAAATCATCAATACATGAAA 

GAAAAAGGATGGAAACTATGTCCTCAGTTTTACTTCTACCAAAACATCCCTGTATGTGTG 

TGCATGTATGTTGGCGTGTGTGTGTGTGCATGCATATTAAGTAAATGTGTGTTTGCATGT 

GTGTGTTGGGGA 

Sequence 5153 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I I M I I II I I M I l II I II I INNN I I I M I I 
M M I I I I I I II I I I I I M H I I I M I I I I I I I NNGNNTNC I I I I II I I I I I I I I I I AAA 
AAAANNACN llilliil NNAAAAAAAAAAAAAAAAAGGNGNNGNNNGNAAAAAGGGANTN 
ACCCTNNCCCCCCCCNCNAGGGGGGGGGGGNTTTTTNCCCNNNCANNGGGNGGGNAAAAA 
AANNCCNNNCNCCNCNTNNNNCCCNCNAAAAA 
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Sequence 5154 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTAGGTCTTCCTTAAGCAGCAAGAAAATGTGG 

GGGGTTTTACAGAAGAAAACAGGCAATCTGGGCTATAGCAGAAGAGCACTAATCAACTTA 

AGTCCACCTTCCATGGTGGTTCAGAAACCAGACTACCTTAACGATTTTACCCACGAAATC 

CCAAATATCCAGACTGGCTCCTATGAAAGTATGGCAAAAACCACACCAACTGGAGGCCTT 

CCAAGGGACCCCCAAGAACTCATGGTTGATAACCCTTTGAATCAGCTCTCGACTCTAGCA 

GGGCAGTTGTCCAGTCTGCCACCCGAAAACCAAAACCCTGCATCCCCTGATGTAGTTCCC 

TGCCCTGATGAAAAGCCTTTCATGATTCAGCAGCCCTCTACCCAAGCAGTA 

Sequence 5155 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGGATTCCCTTCTGTCGCGCGGCCTTATA 

GTTCCGGCTGTGGCGCGCGGACGGAAAGTTTATGCCGACGGAAAGTTTATGCCGACGGAC 

TGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTGATT 

GGGAACACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCC 

ATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAATACCAGCGTAAGCACCTAGTAGCC 

CATGGTT TAACGAT GCTGTTTGAGCACATGGCCACAAATTACAAGCTTGAATTTACAGCA 

CTTGTGGI 1 1 1 1 1 ICATCACTTTGGGAGTTGATGGTCCCCTTCACGAGAGATTATAATAC 

CCTACAGGAAGCACTAAGTAATATGGATGATTATGACAAAAC 

Sequence 5156 

CGCTTAACGTGGTCCGCGGCCCAGGTAC I 1 1 I I I I I I I I I 1 1 1 1 1 1 1 1 1 1 1 1 AACTGAAA 

GAGTTGACAATTTTATTTTCACATTTCCMTACAAAGGAAAACTGCATCTTTTTTGCCCA 

CTTCTCCCCTCCAAAACTATTCTCTTTCATGGGACAGGGGAACAAGTCTTCCTTATGCTG 

TTTAAAAAACTCAAGTATCACAAGCANCATGATCTCCTGGTGAAGCAGAACAGGTAATAT 

AAAACCCGATACAATAAGGCCTCCCTCTATCCTTATCTGTCTGGTCGAGTCATTCCCGGC 

CCAGTGGNCACCATCATGGGACCGGGCAAGGANGTCTCATTAATTGGGGGCCCAAGCANT 

AATTGGCATATGGCCCTCCATGGGCCGGCCTTATTCCAAGGAACCAGGTCCCACTGGCAT 

NATTCCAAGGANGGAGGAGGGCCCATCAATTTGGCCATCATNGGGANGGGCCCCCATATT 

GGGGGNGCTGGCATTAAAACCAAGGGCCAAGGAAGGACCCCCGAAAGG 

Sequence 5157 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAAAATGTTGCTCAGCATATTTAACATTA 

TTATTGTTCATATTTCCTMTGGGGMCAGCGTTTTTCTCTTACATTCCAGTATTGTTTC 

TGCCTCTATTAATAAGGTTTCTGATAATATATATCAGTGGAGATATTTCTTTGGACTTAT 

ATCTTTCAGCTTTTCTTTAGATAATGGCTCTTAAATGTTGGTCTGCAGGCAGGTGATAGG 

CAATGATATGAAAATCATATGGGGGACTTATTAAGAATATAGATCAGCAGGGCCCATCTC 

TCCATATGCTGATTGAGTAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5158 

GCGGCCGAGGTACTTCAAACACGACTTAGCAAGATCNGGGGACAGCAGACAGATGGTATG 

AAACTTNNATTTGGAGAAGAAAACCTTCCAAAAGAGGAAACAGAGTTTTTATCAATCCAT 

TCTCAGATGACCAATTTGGAAGACATTGATGTCAATCATAAAAGCAAGTTATCTTCTNTG 

CAAGATCTNGAAAAAACTAAACAGCTTGAAGAACAAGACCACTTATTAGAAGATTATCAG 

AAAAAGAAAGAAGACTCCACAATGCAAATTAGTTTCTTGCAAGAGAAAATTAAAGTNTAT 

GAAATGGAACAAGATAAAAAAGTAGAAAACTCAAATAAAGAAGAAATACAGGAAANGGAG 

ACANTCATTGAAGAATTATTTAANANGGACGNANNAANAAANGTNCCTTGCCCGGGCGGC 

CNGTTCGAAAGGGCGA 

Sequence 5159 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATAGCTCACTGTAACCTCCAACTCCTGGG 

CTCAAGTGATCCCTCTGCTTCAGCCTCCCATGTAGCTGGGACTATAGGCACATGCCACCA 

TGCTCGACTAATTTAAAAAAAAAATTATAGAGACGGGGGTCCTACTACATTGTCCMGCC 

GGTCTCGAACTCCTGGCCTCAAGTGATCTCTCACCTCGGTCTCCCAAAGTGCTGAGATTA 

CAGACATGAGCCACCATA TCCAG CCCCTTGCCTTGMTTTTTAAAAAATTTTAGAGACAT 

ATTCTACATATMGTTGCATTTTTGACATTTTCACTGATATCATCCCMGGCATTAAGTA 

TTTTTGACMTGTGACTTAATGGTTATATGACA7TTCATTAATTTATTTAA 
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Sequence 51 60 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I M I 1 1 M I I I I GAGACATTGT 

CTGGTTCTGTCACCTAGGCTGGAGTGCAGTGGCATGATCTTGGCTCACTGCMCCTCCAC 

CTCCTGGGCTCAAGCCATCTTCCCACCTCAGCCTCCCAAGTAGCTGGGACTATAGGTGCA 

CACTGCCAGGGCTGGCTMTTTTTGTATTTTTAGTGGAGATGGGGTTTCACCATGTTGTC 

CAGGCTGGTCTTGAACTCCTGAGCTCACGTGATTCGCCCACCTTGGCCTCCAAAGTGCTG 

GGATTACAGGCGTGAGCCCCTGGGCCCAGCCAGGGATATTAAATCTTGACCTTCAAAAAA 

ATTATAAACCACTGTCTTAMGGAAATGTCTGCCACTNATGTGAACTGACGCCAAAAATT 

GANGGTTTATGGCTTTGGTTGGGTCNAAAAGTCCAAAGGACAAAGCCTAAGTCTGGTTTC 

AATMTGMCGNNTNAGGAANAAMCCCGGNCANTTAMNAAMCTTTTTMNTTTTGGG 

CCTTGGA ATTTAAATTAAAAAAA I MUM I CCTTGGAAAAAAANCAAAAGGTCCCTTTC 

TTTTTTTCNAAMANCTTTTNATNGGGTTAAANGG 

Sequence 5161 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAACCAGACAAAGACGCAACAAAAAAAGAAA 

ACTACAGGCCAGTATCTTTGAACAGAGATGCAAAATCCTTAAACCAAATTCAACTACATA 

TTTAAAAGATCATTCATTGTAATCMGTGGGATTCATCCCAGGGATGCAAGGATGGTTCA 

ACATACTCTGATATGGTTTGTGTTTGTGTCCCTGCCCAMTCTTACATTTAATTGTAATC 

CCCAGTGTTGGAGGAGGGGCCTGGTGGAACGTGATTGGATCATAGGAGTGGAGTTCTCAT 

GAATGGTTTAGCCCCATCTCCCCTTGCTACTATATAGTTAGTGAGTTCTCATGAGATCTG 

ATTGTTTAAACCTCCCTGCTCTCTGTCTCTCTCCTACTCTGGCCATGTGTGTTCCCCTGT 
T 

Sequence 5162 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCCTGCTCCTGTTTCCTTAACCACCATCCT 

CAGGGCATCTCCGGCACCTTGGGGTCGGGTAAGTGCTCTCTACTGCCCTCGTTTTAGCTG 

CCTTTATCTCGTCTATATGGCACTTTCTGCGTGAAAAGACATTTGCCTTACAGGGATGAA 

ACTGGACTTGCAAGAGTTTGCTGTANAAGGTGTTCAAGTCAGGAAGATGCTCANAAATGA 

CCTCCTCTCCCMCCACTTCMCGATTCTTTCTTTGGGTTTGGGGTTCTTGCAGTTCTAT 

CATCTAAAATAACCTTTGGACTGCNGGTAAAATGCAATNAGGACAACTAACCAAGTAGAC 

NA AACAA GTTCCCCTAGGCAGGGGNGTCCAATATTTANCTTCCCTGGACCGCATTGGNAA 

AMTTTTNTNGGNCCCTTGTAAAACNCCCTACCCNTANCCNTGNTNGGGGGACCTTTAAA 

AAANTAAATTTNNAATTTGGCAAAAAAAAAAAAAAAAA 

Sequence 5163 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGAAGTAAGATTCTTAGGAGCTTTTCTTA 

TCACACAAGATGCCTGMTCGMTGTGAGAATTGAAGGCATTTCTTCTGCATAAACAAAG 

AATTCTACCTGCTGGACAGAMCCTGGAMGTTCTTTGGMTTCGCTGMTTACAGTTTA 

GTATGTCCTGATTACAGAGTGACMTATTTATCMGCCTTTGTTATATTGGATTATCTTC 

TCTCTTAMATACAACTGTATTATMTTGAAATGACAGCCCAAAATTGGATGGTTTACCA 

MACCMTGAMGGGGA7TTCACACATCMTTTTTATTTCTGTTTTGAAGAGCACATGCT 

ATATMTMTTGCTAGTAGCMCTGCAGTAAAACANGTGGATMGTTATTTTCTCTGAAA 

AGATCCAGTCCTAGAGCAGGATTCTTCGATCATTCATGGCAGAAGTGAAAAAAGGTTGGT 

ATGGGTTCTTGGCCAAAATAACTCAGTTCTTAAAAATTCTTAAAAAATGATCCGTAAACC 

CATTTATCCTTTTAAA 

Sequence 5164 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGTTMTTMGTATATGCTATTCTTTG 

AT GCCAT TTCATTTMGCATTTGCTTAMATGMGAAGGTAGTGATTGTGAAATTGAGCT 

TGTTTTTMGAMTAATTTGACMTGTATAAGATCCGAGGAGATTGTGTCTACTTACTAA 

GTTTCTTCTGTCCTAAAMTCAGATGACATTTTAAATGGTTAAGTCAACCACAAATGTCT 

CACGAGATAAMATTTTTATGTCATTTTCTGTAAMTAGGACMACTAATTTCTATTGTG 

ATTMTTTAMCATAGCTNTMTATTTATACTAAGTTTTATATACATTAGTATATTGTAA 

TCACATTAACTTATCTCTGTATATCATGAAAGAGATTTTGTCCCTCNGCCCGCGACCACG 

CTNAGGGCGAATTCCAGCACACTGGGCGGCCCGTTACTANTGGGATNCCNNAGCTCGGTA 
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CCAAGCTTGGCCGTAANCAANGGTCATMGCTGTTTCCTGTGTGAAAATTGGTAATTCGC 
TCACAATTNCACACNACATTACGAGCCTGGAAGCATAAAAGTGTNAAAGCCCTCCGCTGC 
TCTMTGGNCGGNCCTTTATTTTANATTANCCCCCTNCCCTCTCCCCCNCCCC 
Sequence 5165 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTTCAGGACAGCCAGGTTGGCTTCCAGAT 

CATAGGCATTTTCCTTGGCCTGCGTCTCTACATAGCGCTCCAGGGTGGCCAGGTTCTCAG 

GATTGTACGCGGGTTATCAGAMAAMTTTCCAGCTCAACCAAGATMMTGAATTTTTG 

CACACTGAGAAACATTCAGGGTCTATTTGCTCCGCTAAAATTACAGATGGAATTCAAGGC 

AGTGCAGCAGGTTCAGCGTCTTCCATTTCmCMGCTCAMTCTTTCACTGGATGTTTT 

GAGGGGTMTGATGAGACTATTGGATTTGAGGATATTCTTAATGATCCATCACAAAGCGA 

AGTCATGGGAGAGCCACACTTGATGGTGGAATATAAACTTGGTTTACTGTAATAGTGTGC 

TGTTCATGGAAACCGAGGGCTGCATCTTGTTTATAGTCATCTTTGTNCCTCGGCCGGGAC 

CAGCGCTAAGG 

Sequence 5166 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCGAGATCGAGATGAAA 

GTCGTGAGCCTCCTGGACTCCACATCATCCATGCATAATAAGAGTGCCACATACTCCGTG 

GGAATGCAGAAAACGTACCTCGGCCGCGACCACCGCTAAGG 

Sequence 5167 

CCCTTTGAGCGGC CGCCCGGGCAGGTACTTTN \ rTTTTTTTTTTTTTTTTI I AATTTNTT 

M I I I 11 I 11 I I I 11 1 1 11 I N GGGGTTTTTN I I I 1 1 1 1 I 1 I I I M I I II 11 I II I I M I I 

TTTN1 I II 1 11 I I I I I M I I ATTTT GACTGGGGGGAAAAAMNCNANCCCNTTTTTTTNT 

AAAA AAAMMCNTTTTNTTTTTAAAAANANMNAGNGGGNGNNNTAAAAAAAAAAANTT 

TTTTNNGGG GGGGGG GGNGGGGCACCCCCTTANNACCCCAATnTTNGNGGGGGNGGGAN 

AAAAA AAMNTTTTTTGNGGTTTGGAATCNCCNNCAANNGGGAAAAAAAANTNANNANTT 

TTTTTAAAAAAA 

Sequence 5168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACNGTGAGAGNCTTTCNCCTCTGAANGANCT 

NACNTNNNCGTNNTACTACCTGNNNNNTGAANCNNGCTTAACTCNTCATNTNGNNGNCNG 

TGNNATATATAGGGTGANCGTACCNTNGNCGNGGACCANTNTCTNGGCTNANTNCCNGCT 

ACACTGGAA GGACA NTNCNTTCNGNANNCAAGCNGGANAANAATGATGGNGNCCTTAANC 

NACCTACNAGTTTTCATGTATMCCCGGTMTCCCGTTTGTTGGCACCATTCCTGATCAG 

CTGGATCCTGGAACTTTGATTGTGATACGTGGGCATGTTCCTAGTGACGCAGACAGATTC 

CAGGTGGATCTGCAGAATGGCAGCAGCATGAAACCTCGAGCCGATGTGGCCTTTCATTTC 

MTCCTCGT7TCAAAAGGGCCGGCTGCATTGGTTGCMTACTTTGATAAATGAAAAAGGG 

GACGGGAAGAGANACCTTGACACGCCTTTCAAAAGAAAA 

Sequence 51 69 

C CCTTTCGAGCGGCCGCCCGGGCA GGTAC < I M I II I I I I I I I M I M I I M M I ( ( M f 
TC I I I I I 1 1 1 I I I I I I I I I I | | | | | | | | | | | | 1 1 I A TTTNNA I I I I I I I I I I I I I I M I I 
MMlll INNAMA AAANNNGTTTTTNANNNAAAAAANGGGNAAAAAAAAAAAAAAAANN 
TTTTTTTTTT TTT1 AA AAAM NTTAAA AMAAAMTNCNAMATTTTTTTNNCCNTTTTT 
ANG GGNNG Gl I I I I AAMA NTTTTTNGAMAAAANhrTTTTTTNCNAAAAAANNAANNNNA 
MNNTTTTTAAANANTTTTTAAAMNTTAAAMANTTTCNGNTTTTMMMAAATTAM 

ANTTTCCCAAAAATNNNAAAMAANNGGNATTTTTNNCAAAGGGGTTCCCCNAAAAAAAA 
T 

Sequence 5170 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGATGGGAGGGATTCCTTGCACGTAATCTTG 
AGCATCCACCTGCTTCAGCAGGTTCAACACCAGGTGCAAAGCCATCCAGGTGTGCCCAAC 
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AGCAATTAGCTTGGTATTATTCAGTAAMCTTTCAGTTMGATTTCMTTGACAGTTTGG 

GGMGGGATGTGCTGGCTATTAGTTAMTGACTTTAGAGGGGGGTTCATTTGTCTCTGTC 

TCACCCAATCCTGAAACTGCAGTGTAACCAAGAAAAAGCCAAAGAGAAGCACTTCCCTTT 

CTATCCTC GTCA CTAGTMCTGGAGGTTTTTCCAAAATTAAAAATCTGTGTCTACATCAT 

GGTCCATATTTTAGACCCTGTCATGGMATMGTGCTCAGGTAMCTMTATTTTTCTTT 

CACCCCCAGAACTAGAGCTTTCCTAGCTGTMGCCTTATAAACCAAGATGCAGGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 5171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGGGCGTGGTGGCACGCACCTGTAA 

TCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAATCCGGGAGGCAGAGGTTGC 

AGTGAGCCAAGATCGTGCCACTGCATTCCAGCTTGGGTGACAGAGCAAGACTCTGTCTCA 

AAAAAAAAAAAAAAMGGGNGGGGGNCNGGGNNNNNNCCTTNNANNCCNACCTTTTNGGN 

NGNCC NGGGC GGGGGNNNNNCNNGGGGNAMATTTAAAAATTNCCNNCCNANNTNGGNAA 

ACCCCAT7TTTTNTNNAAANNNNAAANTTTCCCCGGNTTNGGGGGGGGGNCCNTNAAACC 

CNNNNTCTTGGGNNGNTTNNGNNANAAMNTTTTTTAANCCNGGGNACCNAANGNTTNNA 

GNNNCNTAAMTCCNTTTTTGNCCNNCCCCCNGGGGNAAAAAAACNAAACTNNTTTTCAA 

AAAAAAAAAA 

Sequence 5172 

TTCNCCCAATTCCCCTTCCACGCCCCTTGANNTATCTTCTNNTGGGGAAGAAGNGGNCTC 

CNCCAAAANACAAAAATA1 I I I I II I I I I I I ATATNGCNTCCCGTNCCTNNNGGCCCTCC 

NCNCCACTNCGCCCACACCTTNCATNNNNACATAATCNNCTNTCCATCTCNGACNGAGAN 

ACCCATATATCTNATTTGNCAATNAANGACTCCTAANNATANCCCTCTTAGATTAACTAA 

CTGCGTNAGANGGAGTCTTAAAAGGANNNCCTCNNNNAAATAAATTCAAGGGTAACAANT 

NATTMTCCTMGNATCTTTMTATNCTTNGATCTGGGTAMCAATTTTCATAANATNAA 

TTTCGTNGMTNTTTGAGTTTAAAAATAATGTCNCTGCTCTAAATTTCACCCATGGTGNT 

AAAAATAAAAAAGGCACATCCATAGGTATTTTAAGTCCATATAAAAACCC 

Sequence 5173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGCCTCTGGCCTGTCACTTCCCCCA 

GTGTCTTGTGTTCCGTGATGTGGCCCCTCAGGCTCCTGTGCACTTCCTGGTCATTCCTAA 

NAAGCCCATTCCTCGpATTAGCCAGGCfGAAGAAGAAGACCAGCAGGTGGGAAGAACAGG 

GCCAGGGTTTGGCTGGGAGGAGCCCCTGGACCCAGCTAGAGGTCTTGCTCCCTATGAATG 

AAGCCACCTATGTCCCTCCGCTCTCTCTATAGCTTCTAGGACACCTACTCCTTGTGGCCA 

AGCAGACAGCAAAGGCTGGGGGCCTGGGAGATGGATACCGACTTGGTGAGCGACTTTTGG 

CCCTTGGTCCCTCACCTATGAATTCTCATTCCTACTTCTCAATATGATCTTCATTCTTCG 

ACCTCTGCCATGATCCTGACTCCCTAAC 

Sequence 5174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAGGGTCACCTACTCTCAAATTCTGCGGTT 

CAMTTGTGGTTGGAGATGAGATGTTCTATTTCTGCATCTCTCCTGGACCATCTTAGAGC 

AGTGCAAAGTTTACTGGATCTTCCAGTGCATTATTGGCCCTTGGTGTGATGACGAGAGAG 

CAGGMGGAGGTCTCCAGCTCCTTTTCTGAGfTCAGATGTTCCCTAGCCCAAGAAGACTA 

ATCATGCACCTGGTTTCCTGCTCTGAAAMTMGMGTGATTTTGGCAGCCTTTGAATCT 

GGATGGAAGGTGG I I I I I I 1 1 I I I! I I CAGTAACAAAGGTAGTTGTGTATGTATGTACCT 

GCCCGGGCGGCCGCTCGAAAGGGCGAATTCCANCACACTGGCGGNCG 

Sequence 5175 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I I I I I I I M I I I l II I I I I II I I I I IN 
AAANNNNNAGNNNNTNTNNNNGNNAAAAAANANAAAAAAANTNNGGGGGGGGGNAANNNN 
TTTNNNNNNCCNNAMNNAAAAAAMNNNNTNNNTTNNTTTTTTTNCCAMNCCNTTNTN 
NNTTW4NNNCCNGGGGNTTTTCCC 

GNNTTTTNAGGGNAAAANNNAAAAANN I M I f f I I AAAAAAANN I f I Ml n NNTTTTCC 

AAAAAAAANGGNCCCTAAAAANNTNNCCNNAAAAANNNNNNTNGGGGGNTTTTCCCCCCC 

MAAAAAAACANTTTTTAAAAAAAAAAAAAAAANTNCAACCTTGGGGGNAAAAGGGNNAA 
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NAANI 1 1 1 1 1 1 1 I I 1 1 AAAAAAAAN N NTTTTTTAAAA 
Sequence 51 76 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGTTCTAGCTGAAGCTGGAGGAGAACTGG 

GAGAAGCTTCGCCTCCTCTGAACCACATTCATGGAGCTCCTTATTGTGGAGATGGGAAGG 

TGTCAGAGAGACTGGGAGAAGAGTGTGATGATGGAGACCTTGTGAGCGGAGATGGCTGCT 

CCAAGGTGTGTGAGCTGGAGGAAGGTTTCAACTGTGTAGGAGAGCCAAGCCTTTGCTACA 

TGTATGAGGGAGATGGCATATGTGAACCTTTTGAGGGAAAAACCAGCATTGTAGACTGTG 

GCATCTACACTCCCAAAGGATACTTGGATCAATGGGCTACCCGGGCTTACTCCTCTCATG 

AAGACAAGAAGAAGTGTCCTGTTTCCTTGGTAACTGGAGAACCTCATTCCCTAATTTGCA 

CATCATACCATCCAGATTTACCCAACCACCGTCCCCTAACTGGCTGGTTTCCCTGTGTTG 

CCAGTGAAAA TGAA ACTCAGGATGACAGGAGTGAACAGCCAGAAAGGTANCCTGAAGAAA 

GANGATGAGGTTTTGGCTCAAAGTGGGTTTCAATAGACCAGGAGAGGCCCAGAGCAATTT 
TTATT 

Sequence 5177 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCATTTTCCTTTTGTAATTAATAAGTCCTTTTT 

GCAGAGTTCTTTGAAATTATGTAAATACTTTGTCATCAAACTATCAATTCATTAGGTAAT 

MTCTGTATCACAGGAAATCATGGTTTCCTATTTTGTATATTAGGTTATAATCTGTTACT 

ATCATT ATTTCT TTGAGACCAGTGTGGGCCCTTCAATCTGGCTCTGACTTCTGGGTTTTT 

AAAAGCI III IGGGTGATTCTAATGTGCAGCCATGCTTAAGAACCACTTNTCTAGGTNGA 

CCAAAGCACCTATATTCAAAGGATATTCACAGGATTGCAGGCAACATGCAGCAGCCTCAG 
GGA 

Sequence 5178 

CCCTTAGCGTGGTCGCGGCCGAGGTACANACTTTATTTCCACTCTGGTGGATAAGTTCAA 
TAAAGGTCATATCCCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
^AAAAA AAAAA AAAAAAAM^^GGNNNNNNN^iTT^TTTNNTNANANAAAAAA^INCCCCCC 
CNNANNNTTTTNAAAANNGGGGGGNGTNNNTTTTNNAAANAAGNNCCCCCNN I 1 1 1 1 1 1 1 
TNNAAAAAA NNCCNAA AAATTTNTNNNCCCCNACCCC I I 1 1 1 I I I I NGGAAAAACCCCNA 
NNGGGGGG 1 1 1 I 1 1 1 1 1 NTGNGGGGGGAANGCCCCCCCCAAAA 
Sequence 5179 

GTGTGATGGATATCTGCANAATTCGCCCTTAGCGNGGTCGCGGCCGAGGTACCTAGGGTT 

ACAGGTCTAGAAAGTGCAGAGCCATCCCTACCTAGAAGAGAATAGATGGGAAGAGAACTG 

AAAGAAAGAATTCCTCAAGCACTGAAGTCAGGAAAATCCCCGTAGGCACTGTATTAGTTG 

TTCCATTTATCCCAGCACTCCACTTGTGGATGAAGGAGTTGTATAGAAAGGAGATGAGAA 

AATGGCAGGAGTGGAAGCAGCCAAGAAGAGATCGATGACTGAAGATCTCCTTCACCTTCA 

GGACTGTCTCMGGGGTTATTTCACCTCTACTCATGAGGATGGCCAGTTTTTCTGTCTTT 

TATCTTTAGACCCATATATAATCAGTTCAGAGCACAAATCAAAATAAACTGGCCTAAATA 

ACTGAATTCTAGGAAGCAMGCTACATCTTTTTTCATATGCCAAAGCTTCTGTTTCCTCA 

TGTTGGTCCTACTTTTTAAATAATAAATGGCTCTCAACATCTTANGAACTAGATGGGTCC 

CATCTGGGTAGGAACCTGCTATAANTTTTAANAATCACTCTTGTAATTCTTACCCTCACC 

TT AAAAA TNTTAGGAAACNCCAGTAANTTGAAAAAGACNGGGGAGAACCTCGTCTTGCAN 

GGTTTTGGGCAGTGNAAATTTGNCTTTCCAGNGAATTGC I 1 1 1 1 1 I 1 1 1 AAATTGGCCTN 

AMTCNAAAMGCTTTTNCATTGGNNGGAGACCTTCTTTTCAAATGAACNCGNGTTGGAA 

TTCNACCCCTCTAMTTTTTTTGCATTTTNCCTGTTTTTGGGGAA 

Sequence 5180 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTTTATTGAGGGTCAGCTGTGTGGACTT 

GGCTAACGGCCTGCATGACTAACCTTAACCTCTAACCCCTTCAGATGTTGAACTGATGCT 

TTGTGGCCCAAGGTCCTCACTACAAATAACATCATTAGCATACAATATCTAGTGTGGTCC 

GAGATCTGCAGGTAAACGTAGACATTCTTATTAGTCAGGAAATTCCAAGGGTAGAGGATA 

TTTCCTGGG AGAT AGGGTGAAGGGCCAGGGTAGGGGATATTTCCTGGGAGATCGGGTGAA 

GGGCCATACTTTTCTTTGAGCAAGAATCATCCTTTATAGCATAGGCCTGATATGAAACAG 
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CTMTTAGMACACAGCTGAGATTTGAACCCAGGCATTCAGACCTCAGGTGCTTAACCTT 
ATGTAACAGCCCATTTGCCCTCCACCACCAACAGTGTCTCCTCCTATGCTCATTTGACAG 
TA 

Sequence 5181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNN U I I I I I I I ll 1 1 I I I ll I 1 1 I AATTTCT 

CGAGACAGGGTCTCTGTCACCCAAGCTGGAGTGCAGTGACACAATCAAGGCTCACTGTAG 

CCTCAAGCTTCAGGGCTCCAGGGATCCTCCCATCTCANTCTCCTTGGGAGCTGGGAGTAG 

GCATGTGCCACCATGCCTGGCTAATTTTTTMTTTTTTTGTAMGATGGGGTCTTG 

GTTGCCCATGTCGGTCTCAAACTCCTGGGCTCAAGCGATACTCCCACCTTGGCTTCCCAG 

TATTGGGATTACAGGTGTGAGCCACCATGTCTGGCTTGCTTCTCTTTTTGNATTCTAAAA 

TTCAAAGGNCTAAGTATTCAAATCCCTAAATCTTCAAATACTGGCACAAGATNAAGACTC 

NATMTAAACTCCTCCGAMGTTTAMCAGGCTCAAGGGANGGACTTTGTTNNANGGGGT 

7TTNAAMANAAACACCAGTTGCTTTGCAAAAAAAAAAA 

TCCATTTAAAGGGAAMAGGTGGACNANMTTTGGAMCCCAAAAGGGATTTTTNANGTT 

TTTGGAAAANAAAA 

Sequence 5182 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGAAGCTTTATTTTTGGMTTTACAAGTTAGA 

TTTTATAGAT TCTTG TTCAGAAATAGCTGAACAAGAATAAAACTATGTTACTGAAGTCCT 

TTAMTGCCATTTTCTGAGGTGAACGTTCTCAAATATGGATAAACAAAATTACATATCCA 

GACAAAAATCCCTATTTTTTTGCACAGAGTGGAAGGAGGCCTGTTAAACTAACCCACTTA 

ATMTGTATTTAGTmMTAGGGATAGATTTTTAAATTTTMGG 

CATATGMTTCCAAAATGMTTTTTGGTAAGTAGTGGCTCTAATTCCTGGAAATGTACCT 

GCCCGGGCGGCCGCTCAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATC 

CGTCACAATTCCAACAACTACGANCCGGAAGCATAAAGTGTA 

Sequence 5183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATATTGTGTCCTTAACTCCAACTTCTT 

TGGAAACAAACAAACAATAACAACAACAACGAAACACCAGAGGCAAAGATATAGGGCAGA 

TCCCTAGCACAATGCMGTTTTTAGMGCTTTTCTTATTCTACTTTAAAACTCAATGTAA 

AAATCATCCCTTTACCAAAACAAAACAACANTACAGATAAGAGCTAAATTACAATTTAGG 

GATTAGGAGATAAGMGAGMGCAGGTTCTCTAMTCTGCTTTAGMTTCTCTTTCAAAT 

CTGTCATAGTCTTGMGCMGAATMNGAAMCAGAATAATTTCCCTTTCCCCACTTTAG 

ACAAAGTAAATTTATAAAAAACTT 

Sequence 5184 

CCC7TAGCGTGGTCGCGGCCGAGGTACTATCMTAATCACCTCTGACTTTCAGATTTAAA 

TTCAGTGCAATTGACAAATGCATCACTAAAGGAAAATGCAGCTTAAAAGATACTCAAAAC 

ATT TGTGTCTAT TCCCGGGAGCACATTTTAAAATTATTGCACAGA I Nil! I AATTTTTA 

TTTAI 1 1 II I I I AAACAATAACAGAGGTCAACCACAGATGTGGACCTCCAGCAATAAAAG 

CAGGAATTCAAGTGCCAGATACTCAGCATATTAGGTTTCCTACGTAAGTCACAGGGTAAT 

ATGTTCTAAATATCTCTAATGTGATCCAAAACCCTAAAAAGAGCTGGCACAAAACCATCG 

TGAATGACTGCCTCTCTTGATGTAMTTTTTAAAAATATTATTACAGTATCATAGTCCCC 

ACTAACAACAA 

Sequence 5185 

CCCTTAGCGTGGNCGCGGCCGAGGTACTCTGACAAATGCTCTTCAGACCTCTCACCATCA 

GACACCAGGGGAAGGAGACCCTTAMCCGGAGAATTATAATTCAACAGAAACTGTCATTT 

CCCCAGACATCATGGGAGTATTACATGCAAAAACCAGCCCTGCGGTGAGTGGGCTTAAAC 

TCAMCTTAATTCTTCMTACAGGACTCTTTACTGATTTGTTCTMGTTTTCAGTGATGA 

ACCCAAATAAGATTGAGCTTCAAGAGACAGGGTTCTGAGAATCTTTGGAGTCATTCTGTC 

CACTATTCCTAAGAGAATCAATGTAGATAACAGTCCCAAAACCTCAACAGA7TGTTTAAA 

AGTGAACAGATGTTATCTAAAATATCAGAATCAAAATTATGTGTAAAACATATCCGGGTG 

TATTGTGTATGCACCTATACATGTTTATATATGTATATTCI I I I I I CTCTGCTCAA 
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Sequence 5186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCATAAGCATTGTAACAAAAGTGCAACT 

TTTCAGCAMTCCTCCCCAAMGATATTTTAACTCAAAATATCATTAGCACATATTTTCT 

CCCTACAAAAATAGCATGTCAGACATCATTAATTGGATGTATTAACAACTATGTGCATAA 

GAGCCACCTTGTAGGCTAAGAGTTTAACGTTGTTTAAACACAGCGTTTGAGGCAAACAGT 

AGCAACAGCAGCAGCAAATGCACCAAACTGACGAAAAGACCCAGATATTTTCCTCACTCA 

TAGTCAGACTGTTGTGTCTCACCCCTTACATAACATCCAAGTGAGATTTCTCACAGTGCT 

ACCTTGGCAACAAACTAAAAATATTAGACAAGGTCTTGGTTTAAGCCTTATTAAAAAAAG 

CTTTCTTTGNGATTATTCTGGTATCTGGTTTGGTCTCCAGAAAATCATAGACTTGGAGAT 

AGGGANGCCTCACAGGGACT TCATTC TATTATCTTTACAGCATTTGGCAATCAAAACTGG 

CCAGTTAA ATGCTTT CGTTCACTTTTTGAA I I 1 1 1 ACAGAATNTTNGGATTTNTCAGTTT 

GGACC TGGTTTTTTGGTGTGGTGGTTTTTGGTTTTGGTTTGGAAAGTTCANTGCACTTTT 

TTTTTACAGTAAGAATTACAAAAA 

Sequence 5187 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGCGTGTATCAGGAAACACTTNACGAAN 

GGGCAANAGTGGNTTCAATTCTAAGAGTGGACAGCGGGGATCTTCCAAGTCTGGAAAGTT 

GACAAGGANGATGACCTTCAGGCCATTAAGAAGGAGCTGACCCANATAAAACAAAAAGTG 

GGTTCTCTCCTGGAAAACCTGGAAAAAATTGAAAAGGAACANAGCAAACANNCANAGATG 

ANAGAATGATGAGTCAGTAAGAGGAGCANAGCAGCCNCTCCGTGAAAAAAGATGAAGACT 

AATGTGAAAGATGGAACTCTGAGGGGGGTGCAGATGACTTNTGCTGAANGAGGGGGNACC 

TACTGGGATGATGATGATAATGAAATATCGGGGGGATGNACCNGCTGTAGTTGATCAAAG 

GATGGATGAAAAAGAGGCTTGATTGAATNGANAAGGATGGACNAGANACCCGCNCCAATG 

GNCGMGGATTGACNTCTTTAMGCNACCATAGNNGNNNGTTTTAGAAANTTCTTTAATT 

CCCCATTTAAT 

Sequence 5188 

GCGANTTGGGCCCTCTANNGCTGCTCGNCGGCCGCCATGTGATGGNTATCTGCAGATTCG 

CCCTTTCGACGGCCGCCCGGGCAGGTACGAGGAAATGAGCTTGACAAAGTGGTCACTGAG 

GGCAATGGCAGCCCCAGCATCGAMGTGGAAGAGTGAGTGTCACTGTTAAAGTCAGAGGA 

AACAAC CTGGT GTTCAGTGTAGCCCAAGATGCCCTTGAGGGGCCCTCTGACGCCTGCTTC 

ACCACCTTTTTGATGTCATCATATTTGGCAGGTTTCTCCAGATGGCAGGTCAGGTCCACA 

ACCAACACGT7TGCAGAAGGACACGGAAGGCCATGCTAGTGAGCTTCCTGTTCAGCTCGG 

GGATGGCCTTGCCCACAGCCTTGGCAACACCAGTAGATGCAGGGATGATGTTCTGGAGAG 

CCCCACAGACATATGCCACAGTTTCCCACAGAGGCCATCGANTCTTCTGGGCANGAGTGG 

CANCATGGATTGGGGTCACAAGTCCTTCCACAATGCCCAANTTGTCATGGATGGGCTTGG 

C 

Sequence 5189 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCTTTGGCAATCAAGTTTCCCCTTTTATGGA 

GGAAAAAGTTCCCCATGTCCCATGATCCTTTACATGCCTAATTCTGTCACCCGCAGCTGT 

CACCA AAAAGT GCAAGGCAGATTAATACAAAGAGAATAGTGGTAAACATTCCTAGTGGCA 

MCCTGTTTTTAGCCAAAAGGGACTTTACTGACAGTGGCCTCTAACCCCTTACATCTTAG 

GAAGGACTCTAACCTTCCTAAGTTGGGCCTTGAACCCAAGTTCAGTCAAGCATCCTTACT 

TTTATTAAGAGGAGCCTTTTAACCTACTCTGTCTTAGGAGAGACTCTAACTCCCCTAAGT 

GGGCGTCTAACGCAATCCCATTCTTTACCCAGGTATATGTGCCCCACTTAGCTAAAGTCA 

GCCAATCMTGCTGCAGTCTATTTCCTTTGGG7TGGGAGTCTCCTCAGTATTATCTCTTC 

ATGGTC 

Sequence 5190 

CCCTTCGAGCGG CCGCCCGGGCAGGTAC 1 1 II 1 1 1 1 II 1 1 1 I 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 IC 
TTTTTTCI 1 1 1 1 1 1 I 1 1 I I I I 1 1 1 1 I I 1 1 1 1 1 I 1 1 I 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 I I I I I I 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 N AAANNNNNNN 1 1 1 1 1 1 1 1 1 1 1 1 1 
TNAAAAAAAAAAAAAAAAAAATTNGGGGGGAAAAAAAAANNNNAAANNAAAAAAANTNGG 
GGGNNNCNNTTNCCCCCCNAAAAAAAAAANNNANNTTTGGNNNANTTNTTTNNNNAAAAA 
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AAAAAAANNI 1 1 I I 1 1 1 1 I I NNAAAAAANNNGGGGGNAAAANNCNTTTTTTTNCCNNAAA 
ANNNNNCCCCNAAAAAAAAAAAANGGNNAAANNNGGGGNAAAAAAAAAAAAAAAANGNGG 
NAAAAACCCTTNCCCCCN 1 1 1 1 1 1 1 1 1 1 I I AAAAAAAANNTTNTAAAAANATTNANGGNG 
GGGGCNNNTTTNTAAAAAAAANGGGGGGGNAAAAAAAAANNNNCNNNTANNTTTTNNNNN 

NAGNNNNCCNNNNGGGNNn-NAAAAAMAMTTTTTTNTTNANNCCNANNNNNNNAAAAAA 

AAAAAAAA 

Sequence 5191 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCGATTCTTTCCACCCTCACGATGACTTGCG 

GTTCTCTCTGTAGAAAAGGGATGGCCTAAGAAATACAACTAAAAAAACAAACAAAAACAC 

CAAAAAAAAAAAAAAAGCCATTTAAAGCCAGCCACTAGAGGGAGTCAGTGCAGTTCCGTA 

AAGGTATGCTCAGTGCCCGCTGCCTGCAAGCTGTTGGGGACCCCGGGGAGGGCMGGCAG 

CCTGTCCCTGCCCCCAGGGAACTAGAACATGACAAGAATTCTCCGCACTGTGCCTACCTG 

TCCCTTTACCTTACCTCTCTGGCCCANAGTTCTTGGAGGGTTTTTTCTTTATTTTCTTAT 

GTACCTGCCCGGGCGGCCCGCTTCGAAAGGG 

Sequence 5192 

CCCTTCGGCCGNCCGGGCAGGTACATTCCTTATGAGGGCTTTCTTCCTCAGTGTTCTCTT 
TAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTTTGGTGTGCCCTCAGAGCCTGCAA 
CAAGTGTATTTGGATATACTCTATTTGTAAAGTTTAGGCCTCTAAGAAGGCCACAATGAA 
GCMCTAAAMTCTGATGATTAAGGGAGTCAATCAANCTGATGCCATTTTTAAGTTTA 
Sequence 5193 

CCCTTAGCGTGGTCGCGGCCGAGGTACATNTTNACATAACATACTGAGAATGCGTTNNTG 

TATCAGAGAATCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACNAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

ANCCTCTGCTCTATAAAAAGTCNTAAAACACANGGAAAACTAANAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTAGATGCATGGTAATANATTATAATATGATGATAAT 

AGATCC TTGG ATTACCATTATGGTAATAAGANCCTTGGCTCAGGGAAAAAAAATTCACAA 

AGGGTGTTTTGGGAGACAGTTGACAAAATTTGAAAATGGATTGTATGTTACATAATATTA 
TA7TA 

Sequence 5194 

ATATCTGCAGAATTCQCCCTTAGCGTGGTCGCGGCCCGAGGTACATAATAATAACAAGCC 

CT GGAGT TAGGAATGAAGAGGACCAGCACCCAGAATTTCTACNGNGTTACCTGNAATATC 

CAATTTTCAACAAAAAGTTGAGATATGCAAAGAAATGGGGAAGTCTAACCCATATATCGG 

GGGAAAAAAGCAGACAACCAGGCTTGCCTGTAAGAGGGAACAGATGTCAGATTTAATAAA 

NGATTTNNTTGTTGNCTTTATAAATATATTCATANAACCAAAGGAAATCATGGTTGAAGA 

AATAAAGGACAGTATGGTGACAATCACATCAAATAGAGAATGTATGTAGAGATAGATTAT 

AAAAAAGAACCAAATGAAAAATTCCACTAGAGGGGCTCAACAGTAGATTTAAACTGGTAG 

AAGAAAGAATTAGTGAACTTGAAGATTCTAGATCAATAGAGATTATGCNATCCAAAGAAG 

AGAAAAGAATGAATTAAAAGGGAAGAGAGCTTCAGAGAAACCGTGGAACCCCATTAACTG 

CTNCAACCATCCACTTAATATCGGAAGGGAAAAGAAAGAGANAAAAAGGGAANAAAA 

Sequence 5195 

CCCTTAGCGTG GTCGCG GCCGAGGTAC I I I 1 1 I 1 1 I 1 1 1 1 I 1 1 I I I 1 1 1 I NGGNAANGGN 
TTNNNCCNTTTNTTTTTTAMAAMANNNNAMNCCCCCCCNAAAAANTTTANTTTAAAA 
N TTNGG GNAAAANNNTTTAAAATTNNNTNNGNNTAAAAAANNNNNNTTAAAAANNNNAAA 
MTTTTNNAAAAAANGGTmAAAMTTTTTAAAAAAAAAAAAAl I I 1 1 1 1 I I I NNNNGG 
GGCCCNCCCCNNNAMNNNNNNTNNNMAAMANNCCNTTTTTTAMCTNAAATTTTTTN 
AAAAAMNTTTAAAAMNNTNNMATTNNNNNCGGNAAAAAAAAAAANCNNTCCNTTTTT 
AANGGGGNCNAAANNAAAA TT 1 1 III I NNNTTAAAAAATTTTTNAAAAANCN I 1 1 1 1 1 1 I 
TTGCCNTNCCGGGGAAANGNNMMNTTACCCCCCTTTTTNAAAAMAAAMNTTTTT 
Sequence 5196 

CTGCCAATTCGCCCTTAGCGTGGTCGCGGCCGAGGGACTAACNCTATGACTACAGTNTTG 
GTGCCACTGNCTTCATGCATGCTAAGGCATCAGCAGTTTTCCCATCTTGCTTTTGCACCA 
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TCAQGACCAAATGACAACAAATTTGTGCCATAATGTATTTTTNTGMAATAGTTTTAAAC 

TCTNGNCCACAACAAGGGTCTCAAGAAAGGAAAATCCCTGACCCACAATGGTGGGCTCAC 

TMTCCAT TTGC AGAAAAAATGGNAGCTGGCTTGNGCTACNAGGNATTTCNTTTATNGGA 

AAMTTGAT7TTANGAATTNTNCTCCCAACANGGANMNGAAMCTTTCCCTTTAGTNTN 

TGCAGGCNTNTTCTGTNMNAAAGAMCGGGNNTTGNTTTTTTTANNAAAGGNAAAA 

Sequence 5197 

GATATCTGC AGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC I I II I I I I M I I I 1 1 

mi I NCTTTN I I I II I I I I I IS I I 1 1 AATCTCTAGGCTAGGAGCGCAAGCTCAT 

GTTTATTCATTCAT TTGGT AGCNCTANAAACTGGCAACTGTGGGCTAAATCTAGCCCATA 
NACCTAMTTTATGTTTTTCTTMCCTTCACMTATTTANAAATCANAGCACTTCACATA 
GGTCTACATT 
Sequence 5198 

TGCAGAATTCGCCCTTGAGCGGCCGCCCGGGCAGGTACTTAGGCGTTCATAAAAATACAG 

CAGGGCAAGAGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGC 

GACAAAGACTTGAAAAAGGTGGAGAAGCAAACCTTGTGGGTATTTAGGGTAGCAGTAGTC 

CAGGCAAGGGGMCAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAA 

GAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCAAAGTGGTAGAA 

GGTGAGATCAAAGAGGTAATGAGGCCATTGT 

Sequence 5199 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTCCTCATACTGACTATAGTCATCCACCT 

CCATTCGAGACTCCAAGAGAGAAAGAGGATCACTGCAGCACACCCCATTTTCATGAAGCC 

CCTCTGTATAAGACCCCCTATTTTCCTCATCTCGTTTTAGCTGGATTTTTMTTTTGTAG 

AACTACTGCCTGATCCTGAGTTAAATCCATTATTAAGCTTTGCCACATAGAGA7TGTTAT 

CGTTGTCATGGTCTTTGCTTAACTTGATGCTTATTTTGGMGAGTTCATTCCATCATTCT 

CTTGGTCATTNGTTTTGCTGCTGCTATCATGACGCCTACGAAGAGTCAATTTGGGAATCC 

CAGAGTTATTTTCTAGGATTAACTGTGCATCATACCTTGTGATTCGCCTCTTCTTTTTAC 

TTTTTGCAG 

Sequence 5200 

CCCTTTCGAGCGGCCGCCGGG CAGGTAC I rTTTTTTTTTTTTTTTI I NTTTTC I MINI 
MINI I Mill II I Nil M l I I M II 1 Ml MINI MM M I I I Ml 1 1 INN I M 
TTNCNCN CCCCCNNAANN I I II I I I I I I 1 1 I I I I 1 1 I I NGGGGNCCCCCCCNNNNAAAAA 
ANNTTTG N I M M 1 I I M 1 1 II NTNAATTNGGGGGGGGGGGGGGGGGTN ) I I M M M M 
TT NAAAA AANNNNGNGNNGNTTGNTTGN I I I I I M II I I I I ATNNNNNNGGGGGGGNNNN 

NNTTTTTNNNTTAAAAANNNNNNAGNNGGGGGGGGGGGGGGGGGNANAAANNANNGGGGG 

GGGGGGGGGGG 

Sequence 5201 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGACTTTGGGAGGCTGAGATGGGT 

GGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAGATGGTGAAATCCTGTCTCTAC 

TAAAAATACAAAAATTATCCAGGTGTGGTGGCGGGTGCCTGTAATCCCAGATACTCGGGA 

GNNNGAGGCAGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCANTGAGCTGAGATTGCA 

CCACCGCACTCTAGCCTGGGCCAGTGAGTGAGACTCTGTCTCATANANNAAAAANAAAAN 

ANANAANT7TCTTCCCNGGGGGCGCCTTTAAAGGGGGAAATTCCCCCNNNCNGGGGGGNN 

GAAAATANNGGNCNNCGCTIMNGGNNNNAAANNNGGGGNAAAAANTNGGACCCNCNNNTTG 

AAATANAAAAAACNTNATGGCNTGATTNAATGCNAATTNNNCTNNCNTTNAANNNNAATN 

TNNCTCTTGGGNTT 

Sequence 5202 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAGT7TTMGGTTTTMTTCATTTGAATCACTT 

ATGMTTGATGATATACAGCAATTACTTTTCAAMTTMTTTTTTATTAATTCATGATGA 

TAAATACATAGTATTCCTCAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAA 

GCTGGGTGCAGTGGCTCATGCCAGTTATCCCANCACTTTGGGAGGCCGAGGTGGGCAAAT 

CATGAGGTCAGGAGATTGAGACCTTCCTGGCTAACATGGTGAAACCCCATCTCTACTAAA 
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AATATAAAAAATTANCCAGGTGTGGTGGCACGCATCTATCAGAGTCCCAGCTACTCAAGA 

GGCTGAGGCAGGANAATCGCTTGAACCTNGGAGGTGGAGGTTGCACTNAACTGAGATTGT 

GCCACTGCCTTNCNCCTGGGGTGACAGAATGAGACTCCTCTTNAAAATAATTNNTTAATC 

ATAATAATNAAGTNAAAAAATTAAAATAAAAAAAGTTAATCANAAGCTTAAAGTAAAAGT 
T 

Sequence 5203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTATGGACTGATGCATCCCATCCCATCAT 

CTTTCATGATCAAAGCAGTCTCTTCTTTTTTGACAGCTGAAGAAGCATCGGTAGGGAATC 

CAGAAGGAGCGTTCATGAAGGTGTTACAAGCCCGGAAGAACTACACAAGCACTGAGCTGA 

TTGTTGAGCCAGAGGAGCCCTCAGACAGCAGTGGCATCAACTTGTCAGGCTTTGGGAGTG 

AGCAGCACAGCTGATTTCCAGAGGATGGAAGAAGTCAGGAAACTTGGGAAACCGCTGCTG 

AGGTCCTTGCAGCCCCACGGTCCCCAGGCTGGTGACTGGTGGGGGAGTATGGAGTCCAGC 

TGACCACCAGAGCCTGCACACCTGCTGCTATGGGGGAGGAAAGGATGAC7TCTACCTNCT 

TTCCACATTCCAAATTCCACATGACTACATTTTATTGGCAGCACCCCGCTGGCAAGTGAG 

CC7TGATGTGTGCTTCCTGGGCTTCTGGCACCTTTTGTGTTCTGGAAAAAA 

Sequence 5204 

CCCmCG AGCGG CCGCCCGGGCAGGTACCTAMCTCTMGGMTGCTTTTTCTTTGAAA 

ACAGAAATA I I I I I AC TTATTTCTGTCCACTATGTTTGTGTGTATGTGTGTGTTTGTGTG 

TGTATGTGTGGTTTTGATGCCAGCAATGCAAACACCAATATATCTATTAANAAGTGATTG 

AATTTAGATTGGAAAAAATAAAATAGTTACATGTAAAGACATAAACTCTTTCCTTCTTAA 

ATGTGATTTTCAACTCTATGATANAAACTCCCTCTAAAAAACAANCAGGGCAAGAACAAA 

CTTACTTGTAATGGGTGAGAGAAAATAAGCAAATCTCATTGGCTCATTCCTGTTTTTAGG 

AAGTTGCAGTGGGATTAATGTCAATTGGAAGGGATGCAGCAAGTTTTAGAGAAGGNGTTN 

GGCACTAACACTGCTTGTTTGGCAAATCATCATCACTGAGGTATTCCACCCAAANACTTT 
TTCA 

Sequence 5205 

CCCTTTCGAGCGGCCGCCCGGGCA GGTA I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I CTTTC I mm 
1 1 1 1 1 1 1 I I 1 1 1 1 I 1 1 1 I I 1 1 1 1 1 I I 1 1 I I I I I I NNI I I I 1 1 1 1 1 1 I 1 1 I NATNCTTNNN 
AANTTA AAACNNAANA ANGGNANNANNTGNNNATNNNNNNAAAAAAAAAAAAAAAGAAAA 
ANAGGN i 1 1 1 1 1 i 1 1 1 CNCCAAN AAAAAAAAAAAAAAN A I 1 1 1 1 1 1 1 1 1 AAAAANGGGNT 

NNNNNAAAAAANNAANAAAAAAAANNNCNTTNTNTTTAANANNNNTNNNNGGGGANNNTA 
AAANNNAAANNATTTNNNNNN 1 1 1 1 1 1 I I I 
Sequence 5206 

GATCGACGCGTMGACGTGTTTTGCGACCCGGCACCACCGTAGTTTTTACAnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnN 

TTGGCCGTTNCCGCTGGACCGAGNGGCAACCCCAACAACCCTATCCTAAAAGNCTCCTTT 

GACACCTTGTNAGCTAGGTTGCTTGCCCCACCGCCTTTNGNCACCCGTTCCTGAAAANAA 

AAAANNNCGGCCGGTCTCTTAAAAAAGGCGGCCGAAGGTTCCTTGGGTTGGACCTTTTGG 

GGCNACNCCCCAACACCGGTTGGCCAAGGCCTTGGAATNGTGGTNAACNCCCCAAAANTC 

CGGCCCCATGGCCGNTANCNTTGGGTAAAAANAAATTGGTTTNCTTTTGNGGAANAAAAA 
AAAAAT 

Sequence 5207 

CCCTTCG AG CGGCCG CCCGG GCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

7TAAGATATAGA77TAAAAAGCATTGTAAA7TGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGCCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCCCTG 

CGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTAATACATA 
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CACATGCACGCTTTTTAATTACATAATGTATATGTACCTCGGCCGCGACCACNCTAAGGG 

CGAATTCCANCCACTGGCGGCCGTAC 

Sequence 5208 

CCCTTT CNAGCGGCCGCCCGGGCAG GTAC 1 1 I 1 1 I I I 1 1 1 1 I I I I 1 1 1 I I I I I I 1 1 1 1 1 N 

NAAAANTTTI I I I I I I I 1 1 1 1 I I 1 1 I I I I I 1 1 1 I I 1 1 1 I I 1 1 M | I 1 1 1 1 1 1 I I I I I I 1 1 

" I M I I I I I I I I I I I I I I I I I I I I II 1 1 I I 1NNNNAAAAAAAAAAAAAAANNNTTTTTT 

Ni 1 1 1 1 INTNNTNTNNNTTNTACNNTTTNATCCNGGTNGGAAAAAAAAAAAAAANTACCC 

CCCCCNAATNTNTTNATTAAAAAAAAAAAAANAGGTANNTAAAAAAANTTCCATNNNNNN 

NGGGTNGGNTNGTANNAAAAANAAAGAANANNCNNTTTNNTTNGCCTTTNTNNANATTTA 

TCCNNN NANNAATATNTNNATANAAAAANNAANGNGGANNNCNNNN 1 1 1 1 I I I I INTTTT 

M 1 1 1 1 I NNNATTAAANANAMNAAAAAAAANAAMNANTTTTTNTTNTTTTTTTNNNNN 

NTNTGGGGGGGGGGGGGNGNNNAATATTTT NI II I 1 1 1 1 ATNNNGGGAGNANGGGNNAGA 

TANATATATNANNATTATTTTATTTTTATANAAAAA 

Sequence 5209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTATACAMTGTATCCATAAAATA 

TCAGAGCTTGTTGGGCATGAACATCAAACTTTTGTTCCACTAATATGGCTCTGTTTGGAA 

AAAACTGCAAATCAGAAAGAATGATTTGCAGAAAGAAAGAAAAACTATGGTGTAATTTAA 

ACTCTGGGCAGCCTCTGAATGAAATGCTACTTTCTTTAGAAATATAATAGCTGCCTTAGA 

CATTATGAGGTATACAACTAGTATTTAAGATACCATTTAATATGCCCCGTAAATGTCTTC 

AGTGTTC TTCAG GGTAGTTGGGGATCTCAAAAGATTTGGTTCAGATCCCAACCAATTCNC 

ATTCTGTGTTTTACCTCAGTGGTTTTCTAAAAAAAGAAACTGCCCCCCCGCAAAAAAATT 

GGTTACTTTTGTTGGACAAACCCAATCAGTCTNAAAAAATGANCGGNGCTTTNTAAAAAG 

GTTNTAAATNTCG GGGT NCCTTTAAACAAAACCCCCTGGNCCAANAAGGGAAGNGGNGCC 

TTGGGNCTTAIsrrATTTTACCTTGGGGATGNCCNGNTTTTGNGAANTCCCNCGGCCNTTTT 

TTGGGCCAMAC TGGGGG GCCCNAAAAATTNTNTTNAMCCCCTTTTGGCNNGGTTTTNG 

GAAAACCCGG CCTTT TTTGGGTNCCAATTTTNGGGGTTTGGGGGTTNGGGGAAAAAANNG 

ATTTAAAAACC 1 1 I 1 1 CCAAAAAAAAAAAAAAAAANGGGGNCNGGGGGNTGNNAAAANAA 

AAAAAAAAAAAAAAAAAA 

Sequence 5210 

CCCTTTCGAGCGGCQGCCCGGGCAGGTACTCGCTTTTTCCGTTAAGTATGCCAAGCACCT 

CGGTTGAAAGGCTTGACTCAAACCAGAAGTCTTGCTGGAATTCGTCTCTGAACACTTGAA 

AAACAGAAACCCT GAGC CGCAACAAACATGCCTCTGTGTGTCGGGATTGCCTTTGTCTCT 

GCTTCCATGTGGCTTTTCCTTTTGTAGCTATGCTTAGTGACATAATCTTCCCTCTTCTAG 

CCTTCTCCTTTCAAGCCTGTCTGTTAATTAACGATGTCAGTATTGGCAAGCATTTATCTT 

CCCCCACCCTAACATGCAATCTTCTAAGAATTTTGCAAAATTCTAAACAAATATAGAGAT 

GGTA TATAGM TTCATATCTAGAAMCTTTGATTTTAATGTGAGCTTATCAAATTTGTTC 

TGGCI MM IGG CACT AAGGCAAAAACATGTTAACCAGAAAATAATTTATTCTTTCATGT 

ATGGTAAAANAATTTTGAGAATGTTTAAGCC 

Sequence 5211 

GCCCTCTAGAGCATGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAG 

CGTGGTCGCGGCCGAGGTACMGTATCCTTACTAAGAGTGCTCCTTTTGTATTTTACATA 

TATACAGTATGAA MTA CATTGGMCACTAGGAMGTTTTTAAATAACAGTTCTAATTTA 

TCAGA AMTT GTGTTTTGGGATTGAGTTCTTTGTCTCAGCCCAGAATCCCAGGTCCTGGG 

CCTGGTTTTCTMTGCTGTCATCTCAGTTCGATATTTTACTTTAGAACCTGGAATCTCCT 

ACTTAATATATGACCATGACTTTGAAAGGCAAAAGAGGAATCAAGAATAAATAAAACAAA 

CTTAATCTTCAT CTTT AAAAAAAAGAAAAAAGAAACCAAAATGAGAATCAACACTTCATA 

G GCTCACTGG GTTTTCTTTTCTTTTCTGTTAATTTAAACTCAGTTATTTTTA 

Sequence 5212 

TCGNCGGCCGCCATGTGAGGATA TCTGCAAAATCGCCCTTACGTGGTCGCGGCCGAGTAC 

m m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 f 1 1 1 n 1 1 1 1 1 1 ! 1 1 1 n 1 1 1 1 
m ii ii i ii ii M M i ii H i i i i ii i ii ii i i ii | | n ! n n | i Nccccc 
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CCCN AAAAMTTTmNNAAAAAAMNN 

TTTTNNNNNNNCCCCCCCCCCCCCCCCCNNN I 1 I I I I I I I 1 I 1 I I NNCNAAAAAANNNNN 

TTNNNNCCCCNNNNNNNNNNNANNAAAAAAAAAAAAAAI I I I I I I 1 I 1 I I I I I I I I AAAA 

ANNCNNAMNN I I 1 1 I I I I NNAMANNNCCCCCCCNNTTTTTNNAMANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNCCNCCCCCCTTTTTTNNNNNNNNNNNNTTTTTNNNNNNNNN 
NN I 1 1 I I 1 1 1 1 NAM 

Sequence 5213 

CCCTTAGCGTGGTCGCGGCCGAGGACACMTATGATACAGGATATTTTTTTCTTTCTTCT 

TTMCTGGMTAMTTTAMCTATGGCTTTCCTCTMGTTAATATTGMTTTAGAGCTCT 

AT CCTCA CACTAGMCCGGAGTTGGCMCCTTGGCCMCAGGCTMTCTCACTCATTGCC 

TGTTTTTGGAMTAMGTTTTATTGGMCACAGCCACACTCATTCTTTTACATATTG 

TTGACTACTCAGAGCTGMTGGTTGTGACAGAGACCATATGGCCCTCAMGCCAGAMTA 

TTTACTATCTGTCCCCTTTCCAAMTATTMTACTTTACCMCCCCTATGCTAGMCATG 

AMCTTTCT TCCTC TGAAMTTTTTCTTTTGTTTATACAMGTATMG1TAMGGGTCAG 

TATCTTTATATTTTMGTGTAMGCATGTAGTAGCACTTGCTTCTAAAMCCAMCAAM 

ATTCCACATCTGCAGMCAAMCMTATCTCTT7TGMTTCCACMCTGMACTATGCAG 

CATAMAGCCAMTCTGCTTTGGATCCTTCATMCTTTTCAAMTATTTAGTMTTTMT 

TNMTTAGANMTTNCCTTTAAAMTAGGMGTTATCCCTCANNCTGACTGGGGATTTAG 

GGCCCCNTTTGGAMCC I » » I 1 I NCATT 

Sequence 5214 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 

GGA CTGG TAMCTTTCCTAGGAAMGATCTTCCTAGAGTTGGTTTTCCCCTATCCAMCC 

TATCTTTTCC ATTTC TTCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 

ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGMGTGTGTTMGGTTT 

TTGCACTTMTMCATAMCTTTCATTTMTATTCATGACMCCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACAGATGAGGAMTTGAGATTTTMGAGGTGAMTMCTTGCCC 

MGGTCACAMGCTAGTAGATAMTTCATTTTTTTCTGACCTAMCACCCATMTATTM 

TCAMTM 

Sequence 5215 

GGAGTCGACCCCGCGTCCGCTTTCCCTTCCTAGATTGCACAGCGTTCATGCCCAGGATGA 

GCTTCCTGACCCCCACGATCCTGCTGCTGGCGCTGGTCGCCGCCACCCAGGCCGAGCCCC 

TGCACTTCMGGACTGCGGCTCTMGGTGGGCGTTATAMGGMGTGMTGTGAGCCCGT 

GCCCTACCCAGCCCTGTCAGCTACACAMGGCCAGTCCTACAGTGTCMCGTCACCTTTA 

CTAGCGGCACTCAGTCCCAGMCAGCACGGCCTTGGTCCACGGCATCTTGGCAGGGGTCC 

CAGTCTACTTCCCTATTCCTGAGCCTGACGGTTGTAMTGTGGMTCMCTGCCCCATCC 

AGAMGACMGGTCTACAGCTACCTGMTAMGCTGCCGGTGMGAGCGMTATCCCTCT 

CTAAMCTGGTGGTGGMTGGAMCTTCMGATGACAAAMGGATMCCTCTTCTGCTGG 

GAGATCCCAGTAGAGATCMAGGCTAGGCTGCTTGGTGCCCTGTGTCTGTGCAGGGTGAG 

AGTCCATGGGCCGAGGGAGGGGMGGMGAAAMTTAGACCTGAMTTGAGTCNGTGCCA 

TNAGGACGMCAGAMCTT 

Sequence 5216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAAAGTGTTCTGATTCCTTCMCTGGCTAC 

TGAGTCATGATCCTTGCTGATAMTATAACCATCMTMAGMGCATTCTTTTCCAAAM 

AAAAAAAAAAAAAAMA AMG TACMCATTGTCTTTTTCACTANTCACACGAAAMTACA 

TGAMGTGCTCTGATMTTTTAMGCATCATATAMTTMCGGNGTCATTGGTMNMTC 

TCATATGCATTTCTTMCCCTTCCATTTCCTTGMGACTGANACGACATCCCATGTNCCA 

CAGCATATTGCACMTGATGGGCAMCMTATGCCCTNAGTMGNGTTTNTTGNTTGACT 

GMGCMCATGGNATAGCATMCCGAGCACAGACATCAGGGAGACTAGGCTGGGATGM 

Sequence 5217 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCCTGTCATGTTCACATTCATGTCCAG 
CCTCCCTCCTGCCTCAGACTCCTGAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCCG 
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GATMTTTTTGTATTTTTAGTAGAGACAGTGTTTCACTATGTTGGCTGGGCTGGTCTCGA 

ACTCCTGCCCTCAGGTGATCCGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACTGGCGT 

GAGCCACTGCTGCCAGCCGGCAGTTGAATTTTAAGACTGTGGAGCTGGCTGAGGCAAGTA 

GATGAMCMGATTTCTTGATGTTCCTTCCAGGTTTATTACCCATGTATCTTTAGAAGAT 
GAM I II INI 

Sequence 5218 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCGGCGATTTCAACCACAAAAAAAANAAAAA 

AAAAAAAAAMAATTNATTTNAAAAAAAAAAANAAAACAAATGAAAANAATCATTCAANA 

NAANGNATTGCGNTAACAAATNCATNGGTGNAAATGTAACTTGAAAGGACTAAAAGGAAG 

AATANGGANAAG TTAGA GGGAAATCTGGAAAAGACGTNAATGANGATTANGGGATCAAAA 

TCATTCCCCTTTGTTTTMTTTANATGATTCTTNTGATTCCCAAMTTANACTNCAAAM 

NTAMNTTNTNNGMTGNGNATCTANAATTTTCAMTTCTTAAAMNTNCATGTTTTTTG 

CTGCTGNTTTGTTGATCNANGGAGGCAGGATAGTNATTATCANATTTACAATGGTTATAG 

NMTAANCACATNTTAAAMNCNCGTNATTTTTCCTTTTTTAT 

Sequence 5219 

CCCTTAGCGTGGTCGCGG CCGAGGTA C I II I II I I I I 1 1 M I I I I I I I I I M NGNTTTTT 
i i n n I 1 l 1 1 I I I I I I I I rAAAAAAAAANCCCCCCCNTTTTNNTTTTTNTNAAAAAANT 
N I I I I I NN NNTTTTTTTNNNNAAAAANGGGGNNTTAAAAAMNNTTTTTNNAAAAAAAAA 
NNi i i i i iNNNGAAAM TTTNTTTTTTTAAAMMNGGGGGGANNCNNTTTTTTNGGNN 
CNNCNC I 1 1 1 1 I I I I I NAAANNGNGNAAAAAAAAAAANfslNNGGGGGGGNAAAAAAAANNN 
TTNNNGGNNAAAMAAAAAANTTTTNGGNGGGGGGNTTTTATMNANAAAAAAMTTTTT 
TNTTTTA 

Sequence 5220 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 I II II I I I I I I I I I GANACGCAGT 

CTTGCTCTGTCTCCCAGGCTGGAGTGCAATGGTGCTATCTCATCTCACTGCAACCCCCAC 

CTCCTGAGTTCCAGCGATTCTNATGCCTCANCCTCCCGANTAGCTGGGATTACAGGTGCC 

CACCACCATGTCCGGCTMTTTTGTATTTTTTGCAGGGATGGGATTTTACCATGTTAGCC 

AGGCTGGTCTNAAATTCCTGACCTCAGATAAATCTGCNTGCCTCAGTCTCCCAAAAGTCT 

TTGGGGATTNNNTGGGCGGAANGCCNCCACGCCNCAGCAAAAAAACTGGAACCCTTTAAA 

MATGGCAMATTNAAAMTTTAACACTCCAAGNTCAGGGAACAACTACNANATTCATAA 

TGMTTTATTTGAGGCCTGAC^GCAAAAATANACTTTCTGATATAANAAAAAGGCCAAA 

ATTTCCTAATTAAAA 

Sequence 5221 

CCCTTAGCG TGGT CGCGGCCGAGGTACTTATTTAMTATGGCTCTAGCTTTTAAAGTAGA 
GACAATGCCTTTTATTTCTTCTGTCTGCCTTAGAGGGTCTAGAACAATACTCAAGAAAGT 
TACTCTACGAAAGTCATTGACAGATCAGGAMTMAAGACCCMTTTTTAAAAACTGCAA 
CTGATTATAGGAGAAGTCCCTGTAACAGACAGACAGACACAGACAGACACACACACACAC 
ACACACACACACACACACACACACACCCCTNTMCTGCTTTTCCCCTTTATGGTTTTACT 
GATTTGTCCTTACTATGTGCCAGGCATTGTTTTMGCATTTTATATATACTTTCCCAAGA 
TCACMCGCTGGTAMTGATAGMGCCMTACTTTTTCCTTC I I I I I I I I I II I I I 
Sequence 5222 

TCGACCCCGCGTCCGCCTATCTCCTGGTAGGCGATAGTGTCGTCCTGAAGCAGGACTCCA 

TCTACTACGAGCATTTTTACAATGAACTGCAGCCCTGGAAACACTACATTCCAGTGAAAA 

GCAACCTAAGTGATCTGCTGGAAAAACTCAAGTGGGCGAGAGACCACGATGCGGAGGCAA 

AGAAGATAGCAAAAGCAGGACAAGAATTTGCAAGAAACAATCTAATGGGTGATGATATAT 

TCTGTTATTACTTCAAGCTGTTCCAGGGCTATGCCAATTTACAAGTGAGTGAGCCTCAAA 

TTCGAGAGGGTATGAAGAGGGTAGAGCCACAGTCTGAGGATGACCTCTTCCCTTGCACAT 

GCCATAGGAAAAAGGCCAAAGATGAACTCTGATATGTAAAATATCTTCTGTTCAAATGAT 

GGTGCTCTGMGACACTTTACTATAMGATTATTTTTAAACTTCACGGACAATGTAAAAT 

T TACT TGTGACC ATTTA CTTCCTCACAGTATTTCTTCTTATACAGTGTTCCCATGACTGT 

CTTTTACATCACATTTTAMGTTTTTATTAANTAAMCTGGCTT^ 
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NNNNNNNNAANNNNNGTGCCGGCCGCTAGAACTAAGTCCTAGAGAAAAAAAC 
Sequence 5223 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTTATAATTCTAAAACTTCACTTTTGTCCTTA 

MTCAATATATTACGGATTTCATTGTTCAATAAATTACCATCTTTAACTAAAAATAAGTA 

AATCAAAGAGC ATATTTGG AGAAACTAAGAGCTGTTAACTGTTTGGAGGGTAAAAGAATA 

CTTTTCTCGAAAI 1 1 1 1 1 IGAAGAAAAATCTAAAAGCCCTCTATGTTGAGTTAATACACC 

TTCTGACCCCCATCATCAGTGGCATTATTCTTCCAAGGGACTCTTATCTCTAAGCAATGG 

TGAAGTTCTGGATTCATTATGGATCTCATGGCACCAAACCAACTGGCACTGAAGTTAAGT 

TAATATACTCCAGCGAGATCACCTGTGGGTCAAGGATGGCCCAGAGAATCTTGGAAAATC 

CATTTATATTGAGCAAAGATCTGAATCACCTTCMTCANGCTGTAAGATCTAGAAAATTT 

GACCTTGTAGTAGTATTTCCCAGGG 

Sequence 5224 

CCCCTTTCGAGCGGCCGCCCGGGCAGGTCCTCAACTTGCTGATTAATTTCAAAATGAGAT 

TACAAACAAAAAGAAAAC AAATC TGGTTCCTCAATAAAGGGCCAAAATAACTGAATACAG 

TCTGTTATTTACTTCTCTCTTTTAACATAAGGTTGGGAACACTTCATTTTACAAATAGGA 

TTAACATGAACATAACATCGCACAAGCTTGCAGACAACCAGCATAAAATATGGAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 5225 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C 1 1 1 1 1 1 I I I N I I I I I 1 1 1 1 I 1 1 1 I I INTTTT 

i 1 1 ii i 1 1 ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 NNTTNNNATTAATTTN 1 1 1 1 1 I I I NNNTANTTTT 

TTNAAAATGTTNAGNTTTNNAGAAGGAATGTGNGGNNAANNAAACGCAAANCCCACTNAT 

ANGCCAANTGCCTNTGCCCTTTGCNCANANNGGCTNCAAANGTGAAAAGGAGTTTGGCTG 

ANGGCCNGGNGGCAGGTNNGNCNACGANCCCAGAAGGATGTNTGNNGGCTTNNNNNGNTG 

NANCG7TGATNNNCTNCANCACCTGCTGGCAANGCCTCANCTTTGTCAANGNGCTTCTGG 

ACTAGTGCATNTTTNCX3NTGTMTTCATTCCTTAMTTCTGACACATCCTCTTTTGATAA 

CTTGCTCTGGTTTCTGGAACAAAAAACTGCAAATCTTTTTTGGAAAGAAAAAAAACAATC 

TGGNCTGTCTTGCAANAACCAAA 

Sequence 5226 

CCCTTAGC GTGGT CGCGGCCGAGGTACGCGGGGTTATTTATGCTTTCTTGATGGGAGTTA 

TTTAAMTATTTTTATTTATGTTTCTCTAGTATTGTMGAGTCTGTTAAATTTCTATGAA 

ATTAGTAACATTATAAAAGGCCAGGCGTGGTGGCTGACGCCTGTAATCTCAACATTTTGG 

GAGGCTGAGGTGGGAGGATTGCTTGAGGCCAGGAGTTAAAAGACCAGCTTGAGCAACATA 

GTGAGACCCTATCTCTATAAAAAAATTTTAAAAATTAGCTGGGTGTGGTTGCCTGTGCCT 

GTAGTCCCAACTACTCAAGAGGCTGAGGTAGGAAAATCACTT 

Sequence 5227 

CCCTTTGAGCGGCCGCCC GGGC AGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CAAGCCTCTTGTAGTTCTAGAATTCTGTAGTTCTGGGAGTTTGTAAACTATTAAGT7TTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGAACTGGGTTCAAATTCAGTGCTACCATTAAATCTCTGAATAACATCCTCA 

GTCTTCCATCTATAAAAGTCTTGGCATCTCCAATCACTTCTTGTTCTATTATCTCCTAAG 

CCCTATACATATTACTCTGNAATACTCCTTTGATCCCTATTTCTCACAGTGCTCTATCCT 

CCAAAGGTTGGAAGACTCACTCTATCTACAGATACCTCTCTGGGCATATTTTATTACTGN 

GCTGACCTCCTGGCCCTGCCTTC 

Sequence 5228 

NNTNAGGGGGCGGMNTTTGGGGGNCCCCCCTTTCCTTNAAGANNNNTTTNAAAGGGGGG 
GNCCCCCCANTTGGGGNCCCTTTNCCCCGGGNAANGGNCCCCCGGGGGGGGCCCCCCCCG 
GG NCCCCC CCCAAGTTGGTTGGNNTGGGGGATTATTCTTGGGCAAGAAAATTTCCGGCCC 
CCCi I 1 1 lAAGNCCGGTTGGGGTTCCCCGCCCGGGGCCCCGGAGGGGTTNACCAAGNTTT 
AAMGNTGGGTTAAAAMTTATTTGGGGNATTGGGTTTTTTTGGGGGNTTNCAAAAATAA 
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GGGCNANAMTTTTNAAA CTTTTG GGTTTNAAAAGCCCAAANGGNTTTTTGGGGGGGCCC 
TTTGG N ATAAAN NGGCCCTTTTTN N AA AAAAAAATTTTTAAAAAAATTT AAAATTT 
Sequence 5229 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGTCAGCAGACAGAAATAGCCATACTAA 

TCTCATAGGGCTCAAATGCATCTTCAGGCAGCAGGGAACCAAGCAGCGTGGCACAGGCCT 

TCTTGACTGGAGGAAGAGCTTGCTGGCATGGTTGGGCAGTATTCCAGGAGAGGCCATGTC 

CGTGTTCACTTCTTGGCACATTTCAGTTCCGTTTTCCNCTTGTTATAAAAACTGCCTCTT 

TAGGATGTGGGATGCCTTAAATGTCTGTAACACATTTTGAAAAANCATTTGGGCAATTAC 

TTAAAGTTNGCTGCCATTGATTACCAGNATGGGAATTTATTGGGCTTACCCAAAAGAGGA 

CNCAAATCTGGATTGAATGGAGNAAGCAATGAATATCTTTGGCTTTCCCCATTATAAAAC 

NCAAAMGGNTTAAATTNCTTTAMTTTGGCNANATTTTGGACCTTNCCGGTNTCTCCCT 

TTGGGTTMGGGGGATTMGACCTTTTTNTNTTCANGNATTTCCCCA 

Sequence 5230 

CCCTTCGGCCGCCCGGGCAGGTACTTTCGGTTTTGAAGCTTGCTCAGCAGTTCGTCTTGC 
TTCTTTAATCATGGACTCTAATCCACCAAAAACACTATTNGTTGACTTGGAAGCCTCTCC 
ATCAGATTCACTATCATCTGAGTCATTTAGTGTTACAACCACTGATTTATGCTT 
Sequence 5231 

GGTACAGTGAGGGAGAGCCGAGGGAACCAGCGCGGTGCCTAGCGGAACTCCAGGGCTGGA 
ATCCCGAGACACAAGTGCATCTGCTAGCTGTTAGCACTTGGCAGACGGAGTTCTCCTCTA 
GGGTAGTTCTAACTTTGGGTAATAATGT7TGTCAGCTACCTGATATTAACATTGCTCCAC 
GTTCAAACAG CAGTGTTA GCAAGACCTGGGGGA6AGGTAAGCCAAATAAAATATCTTGTC 
AGAAGTT GTAI I I I I II ICAGCATTATATTTCCTCTTCTATCTACCAAGAGGGATCAGGG 
MTGGMTTTTATGGGGTGCAMGAGTMTGCTTTATATTACTTTTGTAGGCTTCTCTTG 
CCTTTTCTTATATGMGACTTCTTTTCTTCTTGAAAAATTTTATACTTTCTAAAATGT 
Sequence 5232 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGATGTGCTGGTATGCAAACCGGGGTTCAGTTG 

AAAAACAGGCACCCACTTCTTATCTTGCTATAGATAAGAAGAAAAAAAGATGAGGGATAC 

AGGGCTATAACACAGGGATCTAGACGTTAGGACCAAAACATCTGGCAAGATTTAGCTAAA 

AGAATCATGGCAACTTACCAGACCTATGGGTGAATCAGAAGTTCAGCAAAAAAAAAAAAA 

AAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5233 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAAATTATTGTTTTCTAAACATTTGAAGTT 

TTACGATTAGCT TTAM ATAATGATTTTATAMTTTGGNGGNCACMTAATTTTTGGNAT 

TACCTTTCCTCCTTTn"CCCACTTAACCAATATAGCCCAAAGNTTTTCAACATTAAAAAT 

TCATAAGGGCCTGAAMTCATMCCTGGGNCCAAATTTTTTATTGGGCCCCTAANTTTTA 

NCCATMNGGGGCMCTATTTCNCCNCTTTTTNGGNNTAAAAAANNANCCCCTAANTTCT 

TTTGGGTNMAAGANNCNTTGGGGGAMGGTTTTTGGAAAAAI\rrTATTTT^ 

TNGG 

Sequence 5234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGGGAGCGAGCAGGCGAAGCCGCGGA 

GGACGGGGTGAAGATGGCGGCCTTCTCCGAGATGGGTGTAATGCCTGAGATTGCACAAGC 

TGTGGAAGAGATGGATTGGCTCCTCCCAACTGATATCCAGGCTGAATCTATCCCATTGAT 

CTTAGGAGGAGGTGATGTACCTGTCCCCTCGCTCTGGTGATTATTTCTTGCAGAATCACC 

ACACGAGACCATCCCGGCAGTCATGGTTTTGCTTTAGTTTTCCAAGTCCGTTTCAGTCCC 

TTCCTTGGTCTGAANMATTCTCCAGNGGCGAGCAGTTTC5CCACTTGCCAAAGATCCCTT 

TTMCCMCACTAGCCCTTGTTTTTTAACACACGCTTCCAAGCCCTTTATTAANCCTGGG 

GCAGNCTTTACCAAAAATG 

Sequence 5235 

CCCTTAG CGGC CGCCCGGGCAGGTACAATAGACTAGAAACGAAAAATATTCCATCAAAAC 

ATmCTCTTTTCATTTAAGGGAGATCGGATGTGGCACTTTGCGGTGTCTGTGTTTCTGG 

TAGAGCTCTATGGAAACAGCCTCCTTTTGACAGCAGTCTACGGGCTGGTGGTGGCAGGGT 
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CTGTTCTGGTCCTGGGAGCCATCATCGGTGACCGGGTGGACAAGAATGCTAGACTTAAAG 

GTGAGTGTTGTTATATMTTAAGCCCTTTTATTCATGGGACCAATGCCTGAGCTACCTCT 

GTAGCAAAGGAAACAACAAACTAGGAGAGAAACAACCAGGGAATGTCTGCATGCCACACT 

TGAGGGAGGAGGGCTTAGATGGCACCACCTCTGGATGGAGGGGTCCCATGGCTCCCACAC 

AAAGTTGGGATGCCTGGACATTGACCTAATAG 

Sequence 5236 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAGAAATACATTGGTTCTGTCCAGAAAGG 

CAGGACAACTCG AAGGGC GGGGAGGGGAGGGGAGCGGAGTGCGGAGCTTCCAGTTTATAG 

GCAGATTTAAAAATTTTTTGGTTGACAATTGGTTMGTTTATCTAAAGACCTGGGATCAA 

TAGAMGGAAATATCTGGGTTGMGTAAGAGGTTGTGGAGACCAAAATTTTATGAAACAG 

ATGMGCCTCCMGGTAGTCAGCTTCAGAGAGMTAGGTTGTAAAAATTTCTTAGACTTA ' 

GGGTTTATGTTGATGTTAATGCTGGAGAGGTATAATGAGGCATGTCCAACCCCTACTTCC 

CATCATGACCTGAACCAGTCTCTCAGGTTAAATTTTAAGAGCACCCTGGCTGAGGAGGAA 

GTCCATTCAGATGGTTTGGCTGGCGGGGGGCTTAAMTTTTATTT 

Sequence 5237 

C CCTTTCGAGCGGCCGCCCGGGC AGGTACTTT A I H I I 11 1 1 I I I II 1 1 I I I I I 1 1 NAAA 

N1IU U 1 111 I Ml 1 M U M 1MMI ) 1 Jl ) )) J) )] 111 1 INNTTTN ) Hill) 1 11 

NTTTCTTT1 I I I II I I I I TTNNANNNNANAANNAAANAAAACNNNNNNACNNAAANATGN 

NNGTTT^r^TTTTTNNNNNNNNAAAAAAAAAAAAAMAANAAGNNNACTANNNCCC^IAGGA 

GNGNANAAAAAAAAAAAATNCNTCTNNNCCCNNANNCNAAGGGGGGNAAAANAAATCCNG 

GGGGGGGGGNATAAAANAANCNCCNNNNNNNNNNANAAGNGGGAGNNNAAANAAANNNNN 

NANTNNNNNNNNNNNAATNNNNNAANNNNNCCNNAANGCTNAAAAAAANAAAAAANTTNC 

NAAANCCCTACCNTCNAANNNNNNNNNNNNNNNNNNNAAANNNNNNNANNNANNNNNNNA 

NANAANNNANNNTNAANNNNNNAANAAAANAANNANANNNNNNNNGNNNNANNANTNANN 

NNNNAAANNNNNNNTNNNNNANNNANNANNNNGGNANNNANANATNGANAAAANNNANAG 

NNTTTCTTGNNNNNANNNNNNNNNNNNNNNNNANNNNAANNNNANANNNAAANANNTANA 

AAANANNANNNAAAANNANANNNNNNANNANNNNNNNANNNNNNANAANNAAANNNAAAT 

NANNNNNNNANANANANANNNNNNNNNNNNNNNNNNNNNANNNNNNAANCNNCAACNCCC 

CCCCCCCCCCCCC 

Sequence 5238 

ACACACACTGGGGCCTTCTCGACCCCATCCCCTGACAAGCCAGC C I I I II I I II ICTGTT 

TCTTTGGTTNGGTTNGGTTTTTTTCCTTTNMTTMTTNMTmN 

TGGGGATATATATATATATATTTATATATTAMAMTGCAAGCNTGCTTTTTTGCCACTG 

CGCTTGCCCCT GGGNGCA AAAANTMCCCTTTGGGTTTCCTGATNATTGCANGGGTCAGT 

CTACTGGACATATTTTTTTCCCTTCCCTATACCCANMATGTTCTGGGGATNATTMTTT 

ACTTGGGAAATNATNACCAGGTTNAMGTCTTTTATTATTGNNGGGTCATTTGCATACAT 

AMTAACAGGACTAGCTTMCCTTAAACCAGCTNTTTCCCTTTTCNG 

Sequence 5239 

CCCTTAGCGGCCGCCCGGGCAGGTAC I II I I I 1 I I I 1 1 I I I I II M I 1 1 I II I I I AGGAA 

AGCACTTCGTTGGGGTTGATGGTCAGGAATTATGGGCTTGGGTAGGTAAGTGTGGGCTGA 

GATTAANAAAGAGTGAAATTACTGCTGAATAAAGCAACAGGCCTAANAGGAGTGAATGGG 

GGATAGTGTCTGCCTAANAGGAAAGATGGANAATGGCTCAGTANAAGTAGTCACGGACAC 

AGGANACAGAAGGCCTTGTGATATGTACCTCGGCCGCGACCACNCTAAGGGCGAATTCCA 

GCACAC 

Sequence 5240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTTTTMTCCTTTCTGTAATTGTAGGATG 

TAGATATTATAGTCCCAATATTAGGAATGAGGAAATTGAGACTCAGAGAAGTTAGGTTAC 

TTACTCCAAAGCACCCTGCTGATAAGTCGAAGAACTGCAATTAAAACCCAGGTCTGTTTG 

GCTCCCACTCCTGTGCTCTGGAATGCTTAAGGGATTAGAAATGTCCCAAAGAGACTAAGA 

ATCCAAAGCAGTAGTGGGTATGGAAGGTAACAGCAGTGATTTCCTAAGGACCTGGGTTCT 

AGCCCCAGAGACATGGTTAAAATTTTATAGCAGTTGCCTGCTTTTTGAGTCTGACAAGCC 
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TCCATTTTACTGTCAAAAATGTGAAATTCATAATTAGGCAATAATGTGGTGAACCTGATT 

TATTTGGGTATTTTAmCCATTAMGTCATCAAMGTGATTTATTGATTCCAAAAAAAA 
AAAAAA 

Sequence 5241 

CCCTTAGCGT GGTCG CGGCCGAGGTACGCGGGTCATTATAACTGAAGGAGAAGGTGCCCC 

AAAATGCAAGATTTTNCACAAGATTCCCAGAGACAGGAAAATCCTCTGGCTGGCTAACTT 

GGAAGCATGTATGAGAATCCAAGCGATTTTTNTCAGAGAAANGCANGAATGTGTGGCAGA 

TTTAAGTTGAAAGCTAGAAAATATGGCMGCGAAAGGATGTAAAACAGTGCCNTGCTTGA 

AATGATTTCCNAAAGAGAAAAA 

Sequence 5242 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCTAAAATAGTGTCTGAAGTAACATTTCAGT 

ATATAATTGCAAGCCAAACATTTCAAAAGTTACATTTATCTTGAGGGGATCTCCCTGGAT 

ATAAAAGATTGGACAAAAGAGCACAGAGCTGAAAGGAGGACACATTATTGAATTTGGAAC 

CCAGTTCATGAAATGAACAACAGAATAAGGCAGACCACATCACCACCATAACGGAGCTAT 

GATAAAACAAACAAAAAAACTCAAAATGCAAAAAAACTACAGGTGATATCAATTTCCCCC 

CAAAGCACTCCACAAACCTAATGTAGACTATAAGCCACCACCACAAATGGAATATTCAAA 

CAAGGAGGAATAATGATTAAACAAACATCTTGAAGAAGAAAACAAATACTAAGAAATAAA 

AGGACTCAGGCTAAAACTAAAAGGATGAAAAAAGGACGTACCTGCCCGGGCGGGCCGCTC 

GAAAAGGGCG 

Sequence 5243 

ACTCTANTAACACTAGGATANTTGAGCACTTAMTGCTGAGTGTTTGTCAGTTTTTAAAA 

TTANG AGMAG AGACATNATTGTTTTCTGATCTACTTGCTTMTAMTNATTTTTTTGCC 

MCTMT TTTTAG GTTTACTTTGGTAAATNCTAAAGGTCNGTNTAAAAATGTATATTTAA 

NA TANACi 1 1 I i CKrrCT ATNAATTTGGAMGAAAAAATANATTTTATTCCTTTGGANGAG 

AAA i 1 1 i i i lACCTTTTMNACAANGTTTGGCTTrTNATANANGNTCNTATTNTTTGGTT 

AAAAAGGTTNATATCCTAATNTTTTC 

Sequence 5244 

CCCTTCGAGCGGCCGCCCGGGC AGGTA C I 1 1 I I I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I GGNI 1 1 1 1 1 I I 
"' 1 1 1 i 1 1 1 1 1 1 II 1 1 1 1 1 1 I 1 1 I 1 1 I 1 1 1 1 1 | 1 1 1 1 1 1 1 | | | | 1 1 1 | 1 1 1 1 1 | NAANN 
NNNNANN I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 I I I I 1 1 1 1 1 NCTNAAAAAAAANNNNANTTTTTTNNTAA 
AAAAAAAANNCCCNNNTNTNGGANANANAAAAAAAAAAAAANTNNTCCNNGNNNNTTTTT 
TTTNAGAANGGNNANA AAAAAA TTTNTGTTTGNCCCCNTNANAAAAAAAAAAAAANNGNN 

TNNCCNCCCCCCCCCNTTTTTTAAAAAAAAAAAAAAANTGNGGGGGGGCNCCCCCCCCCC 

NCTNAATAAAAAAAA 

Sequence 5245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I I 1 1 1 1 I I 1 1 I I I 1 1 GTAGAGACG 

GGTTTCACCCAGGGCTGGTCTCGAACTCCTGGGCTCACGCGATCTGCCTGCCTCAGCATC 

CCAAAGTGCTACCAGCATTACAAACATGAGCCACCATGGCCAGATGATCATTTGGACTTC 

TAAGCATTAGCAACCAAAATAAAAAATTAATTAGAAAAACATACACATAATTTATAATAA 

AAATAAGGAACCTAGGATTAAATATAAAATAAAGATGTATAAGACCTTTGTGTAGAAAAT 

TGTAAAACTTTATTAGAAAATGTCAAAGAAGACTTAATTAAATGTAAAGCTTATACACTA 

TGTTCATGGATAGAATGGCTCAATGTCAGAATGATTTTAGTGTTCTCATATTGATCTATA 

GACTCAATACAATACTGATAAAAATTCTTAAATGATTTTTCAAGGAAAATTGATGTGATA 

ATTTCAAATTTC 

Sequence 5246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCCACGATTTGTTCTCTCAACACTCTCC 

AGGCTGTCAGAAAAGAGATAGAAACTCACCAAGGCCAAGAAATGCTTGTGCCGTGGCACA 

GAAGGAATCAAAGAGTACTTTG I II 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I AAAN AATTTTTT 

11 1 """ i I 1 1 1 1 1 1 1 1 1 I 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 1 1 | I INAAAAAAAAAAAAAAAANT 

I 1 1 1 1 1 1 I NACCCCCCCCCNTTT 

Sequence 5247 
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GGTACTTTCAGTATCATTATAAAAATT^ 

TGGTTTGTTGTCGTTTTCACAGTCTACTTTATTTGTATTTAMTAAAGCTCTGAAGGTGA 

CTGGC AAGCAT ATTCTGGGGACCCAGAGTATGAATGAGAAAGAAAGGCATTTTTGAGACT 

GGGTTATTTTTGTTCAGGAAATATCTGGACTACTACAGAGACAGACATGCCAGATGCATC 

ACTTTCCTGACAATCAGGTGMTCATTTGTCAMTTAGMGGTTTTTACTTMGTTTGTT 

CTTCCTGTMGAGTTATTATGTAGTTGCTCTTCCTCMTACMGCAGTTTTGTMTTTTC 

ACAMmCACCAMACTCTGCTTTMCTTATTTGTGATGMTTTTAM 

Sequence 5248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I < I I I I I < U I II I I N I M M I GGGTCAAG 
CTGTTCTTTATTTCAGGGAGAGGGCAGGGGAGGGGCTCAGTCTTTCTTGGCAGCAGCTTT 
CCTCATGGCGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5249 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGMGTTTCTTCT AGCAC TTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTAATGAGCTTGTGTGTTTTTGTCATTCTTTTTTCTTTTTTTGAA 

ATTTMGGMGCAAAAAGGTCCCTGGGTCMGATTTTTATTTTATCTTTTATGGTGGTAG 

GGTGAGGTGTGAGTATTTAGGGAGATGGTT 

Sequence 5250 

ACCAC TMTA MTTGTTTGCCAAATCCTTGTAATAACATCTTAATTTTAGACAATCATGT 

CACTGTTTTTMTGTTTATTTTTTTGTGTGTGTTGCGTGTATCATGTATTTAT^ 

CMACTATTGTTTGTTGATTAAAATAGCACTGTTCCAGTCAGCCACTACTTTATGACCGT 

CTGAGGCACACCCCTTTCCGAATTTCAAGGACCAAGGTGACCCGACCTGTGTATGAGAGT 

GCCAMTGGTGTTTGGCTTTTCTTMCATTCCTTTTTGTTTGTT^ 

CTTMTGMCTAAATACGAATAGATGCAACTTANTTTTTGTAATACTGAAATCGATTCAA 
NTTGT AT AAACG ATTAT AATTTCTTTC AT 
Sequence 5251 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATATATGTATGTAAGTATATCAACATAGG 

TATATCAAAAACAAAACAAAACAAAACAATAACAAACAAACGAAAGGACCCAGCAACCAT 

CCAMTGTCCACACAGAGGGGAAGAAAATATTT^ 

ATTTGGTGAGTATACTTTCACAATGAATATATTAACMTAGTTCTTTATGATAAANAAGT 
MTACTAGCCATATMCACTGAGGATAAMATATTTTACATCNTGAAAGGAAAGCACTTG 
TTTACAT 
Sequence 5252 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTATGTCTGGCAAAATAGCGCCCCAGAATGA 

TGAGCAAGCACAGCATGGCGAACACCACCACCGCCACGACGCCACCGATCACGGCATGAT 

CCACTGCCCTGATCGAGCCTTCTTCACCTGCTCGGGAATCTGAGAGGTCCTCACTGTCCA 

GTTCTTCTGCGGAATTGGGCAACTGAGTAAGGCCGTGAACTGCTGGTTCTGTCGTCGCCG 

TTGTGTCTGTGATGATGGTAAGGATGGTGGTGG 

Sequence 5253 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I I I i I I I I I I I I I I I I M I I I I I I NGGGCT 

M 1 1 I I I I 1 1 M I I 1 1 I 1 1 J I I M M I II I I I AAAAAAAAAAAAAAAAANTTTTTTNAAA 

MAAAMAAAMANANANTTNTCNNNNNNNNNNNAMMMNGGNNNCCCCNTTTTTTGG 

GGGGGGGGGNNAANNNTNCCCCANANTTTTTTNANGGGGGGGGGGNNNNGNNAANAAAAA 

ACCCNNTTATNGGGAAAAAAAAAAAANN I I I I I I I I I I I I NNNNGTTAAAAAAAAANANN 

CANAGNGGGGNNNATNNTTNANAAAAAANANCNGGGGGGGNGTTTTTTTNANNMCATTT 

TTTAAAANNAAACANAAGNGGGGGGGGGNNGCNNCCANNAAAAAAAAAATACCCCCCCCC 

CCCCCCCCCNNANAGANNGNNAAAANANAAANANTNGGNNANANANAATNCCCCCCCCCC 

CCCCNCGTNGGGANATANACACAAAAACATANATN I I I I I I 1 1 ANANGNGGGAGTGTNTA 

NAAAACACAAACAGGGGGGGGGGGGGGGAAANAAAAAAAAAAAAAAAG 
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Sequence 5254 

GACTCTAAAAGAAACTTGTTTGTATAATGCTATTCTATNCGNGGNNTGGAGCCCAGGAAA 

TMCCAACTTGATNCGTGTTATGACCCATTTTAAGCCTCCCATGATCACAGTTTTTAAAA 

TACAATTAAGGACTGGTCCTTTTCTAGGTGACACAAGAAAGGTAATAGCTAGAACANAAN 

AAAGAGGGGTCCCCAAAAATGTAACCTTAAAATTTGACACTTGTGCCACTATTGATAGTA 

AGCCCNCAT GGGATG AANGATGTGGGTTCTCTAAATTGGAAAAAAAGTTCCCCAGTAAAA 

AAAAAATAANI I I 1 1 INTGTCAAGAAATCATATTTATGTGAANATGTGTCAAATACTGGG 

TCTTGCGTTATTTCCGGCTTACTTTGAAAAATAMGTTAAAAAAMNMTAGTGGTTTGG 

GTTCCAAAAAAGGGAAAAAGTCNCCCCTCTCCTGCATGAATNGGGANCCTGCCAACCTTT 

TTAAAAAATGGATAATTNNCAAACCCCCTCCAAAACCCCAAAGGTTNGAAATNAAANAAA 

MMTTTNTTAACMTTTAGGCCTTTTGAGGGGNAAMGGGACCTAAAATCCTTAGTGGT 

NAGCCN TCCTTA MTMA AMGGGAGGGGGTNCAAMMCGTTTTTTCCAAAAACCAAGN 

II I IJ iCNAAAAATTTTTThfTTGAAANAACAAAAAATGGGGGGCCAAANAACCTTCCCCG 

GGGNGGGG 

Sequence 5255 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTTCACATAACATACTGAGAATGCGTTTCTG 

TATCAGAGMTCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACAAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

AGCCTCTGCTCTATAAAAAGTCATAAAACACAAGGAAAACTAAGAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTTAGATGCATGGTAATAGATTATAATATGATGATAA 

TAGATCCTTGGATTACCATTATGGTAATAAGAGCCTTGGCTCANGGAAAAAAAAATTCCC 

MAGG GTGTT TGGGAGACAGTTGACAAAAATTTTGAAAMTGGATTGGTTTGTTAAAATA 

ATAT TAi I I I lAG GGCTMGTCNCCCTGAATATGANAATTNTNCCNGGCACTTTTTAANA 

ANACI I I 1 1 1 I I I ATTCTTAAAAAACCCCCCCCTTTTT 

Sequence 5256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACGCGGGGAAAGCAGAAGGTCNCGCTTGGAGGAAGTGGCGGCTTTGAGTCCGGTG 

GCCCAATCGCTGTTACTACTTCTCTGAAGCTCCTCTCGGCTGCTTGCCGAGACACCCTGC 

CGCCAAGATGCCTCGAATTATGATCAAGGGGGGCGTATGGAGGAATACCCGAGGATGAAA 

TTCTGAAAGCAGCGGTAATGAAATATGGGAAAAATCAGTGGTCTAGGATTGCCTCATTGC 

TGCATAGAAAATCAGCAAAGCAGTGCAAAGCCAGATGGTATGAATGGCTGGATCCAAGCA 

TTAANAAGACAGAATGGTCCAGAGAAGAAGAGGAAAAACTCTTGCACTTGGCCAAGTTGA 

TGCCAACTCAGTGGAGGACCATTGCTCCAATCATTGGA 

Sequence 5257 

GGTACTGNAC I I I I I I I I 1 1 1 1 I I I I I I I I I I NGAGCTGTTTATAGCCTTTAACAATTGA 

GINTACAGMATGAGGCATATTTCTCCCTNTTNTGCCAGATTTATCCANAATTCAAAAACT 

TTGTGAATGTTCTTMTTCATTGCMTGNGGTTGTTTGCAAGATCAGTAANAATCTGTTT 

TCTlsnTATATTTGGAAACMTTGGAGGCNCTGGTTATTTTCTAGGACTTGGACTAAAATG 

GCATGTTTTGGGATATGAGCACACAGCTTTGAGGMTTCACATTGATTTTATAGAGCCAA 

TGAGMCCCCTTAAMAGATGCCTCATACCTTGTCTATGCAGTTCCTTTGCAGGGTTCCT 

GGCCTGTGGTAAGTMGAGAGTCACCTTCCTGGCAGGCCCAGGMCCACANGTTTTTTT 

Sequence 5258 

CCCTTAGCGTG GTCGCG GCCGAGGTACMTGCCTTTGATGMCTGTTTTGTAAGTGCTGC 

TATATCTATCCATTTTTTMTAMGATMTACTGTTTTTGAAAAAAAAAAAAAAAAAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGGCNnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnCGCTCACAATTNCACACAACATNCCGAGCCCGGNAGCATAAAGGGTAAAAGC 

CTG 

Sequence 5259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTTCAAGACATGATGGGACTAATAATTTG 
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G6CTGGAAGC AGAAA CCAAATTAGTAAAATTCACTGAGCTGTGTGAGTCTGGCTCTTTAG 

AGGCAAACCTGTTTTCATAGGGCTGTGGACCCCAAGGAATAGATTCAGCAGATGGATCAT 

TGTAGCAAGAGTTGTAACAAAATGGCAGTCGTTGGAGTTAAGTGGGAGAGCAGTTGGTCT 

AGTTTGGAGCAGAAGTCCAGATATATAGGAAATGTCATGGGGGCTGGAAAACCCAAGTGC 
ATGTCATGGA 

Sequence 5260 

CCX3TTAGCGTGGTCGCGGCCGAGGTACTTTTCCCCTACCTTGAANAGACATGGTGGTCGT 

AGCTTNTCATCTATATGAAAAAGTTTTCGATGTATTGGAATTATTNGGGAATGCTTTTAA 

AACAANTTGNAATTATNTCTTTACAAACCAAAACAAGAACACAAAGGTGTGGTGCTTGGA 

ACATAGATGAAGGAGCCCTACTTACTGAGCTTMNNTNTGGACTTTTTTGATNCNTGGGT 

GTNTGNGTTTTTAAAAAG 

Sequence 5261 

CCCTTAG CGTGG TCGCGGCCGAGGTAC 1 1 I 1 1 1 I I I 1 1 I I 1 1 1 1 1 I I I 1 1 1 IC CCGCTTT 

TATTCTGCTTT TGTAA AAGCAGTATTTTGAGATGGACATTGCCTCTTCATTGNATTCTCA 

TCMTTCATTATTTTTGNGGTTATAGCTTGGACAAGCAATTAACTTTAAAATGGTANATC 

CGGMCTTTAMTTGGNAGCTTTCATTGCTTAAAATTTTTGGCATATGCAAATAATGGGC 

TCAT CCCT AGGAAAGAATCTCAGGGGTATGCTTATTCCCCAATGGGAGGGATGACATATA 

AATCTTTTCTGCCTTTACTTATCAATNCACCAAGGGAGCNGI 1 1 1 I I I I GNNTATAAGCC 

ATMTACTGCCAGGCTGGGTATGACTTAAAANATGTTTATCTGAAAAAAGGCTTTTAAAA 

AAAAAAGGT 

Sequence 5262 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGCTCCGTTGTGCTGCTAGAGCCACAAGC 

CTATTAAACTTTGCCTGAAATAMTTCCTATTTGCGCTGGTGTTMTTTTTACTTATGAG 

TGAGCCAAGAACTCAGGCCAGAGTTGCGGTAACACCACCAGAAGAGGTCTCCGCTTGTCA 

GACTTGAGGGATATCATCAATGAGCCTCTGAGCTAATGGTGTAAACCAAAAATAAAATTC 

TAAGCCCCCCGCCAGCCAAACCATCTGAATGGACTTCCTCCTCAGCCAGGGTGCTCTTAA 

AATTTAACCTGAGAGACTGGTTCAGGTCATGATGGGAAGTAGGGGTTGGAGATGCCTCAT 

TATACCTCTCCAGCATTAACATCAACATAAACCCTAAGTCTAAGAAATTTTTACAACCTA 

TTCTCTCTGAAGCTGACTACCTTGGAGGCTTCATCTGTTTCATAAAATTTTGGTC 

Sequence 5263 

CCCTTTCGAGCGGCCGCC CGGG CAGGTACCTTCAGTCCCTTGTTATTGTTCCGTATATTA 

CCTGTMGCAGATACTGTATTTTATTTTAGCCTATTTGACAGAACACATCACTCAGAAAA 

AGTGAAGTTTCAGAGCAAACAGTGAAGAAATCAGTGTGATTGTAGACAAAAAGTCGGTTC 

ACAGAACGGAGCAGCGGGGAGAGGAAGGGAAAAGCTTCATAGTTTGGTGTTTATCACATC 

AAGAGATTGGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACAACTC 

CTTTAMCGTGCAGCCTTTTGAATTTTTCCTCAAAACCAAG 

Sequence 5264 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCAAAGCGGAAGGGGCGCGCGGATA 

GGTTCTGAATCTGTGGTGGGACCTGAGATTGTGCATCTCAACAAGTCCCAATGTGTCCAG 

AATTGGTGGGTTCTTGGTCTCACTGAGTTCTAGAATGAAGCCGTGGACCCTCACGGCTGC 

CAGGATGGAAACTAACTACCTGAAGAGGTGCTTTGGAAATTGCCTGGCCCAGGCACTGGC 

AGAGGTGGCGAAGGTTCGGCCCAGTGACCCAATAGAATACCTGGCTCACTGGCTTTATCA 

TTACAGGAAAACAGCAAAAGCAAAAGAAGAGAATAGGGAAAAGAAGATCCACCTGCAGGA 

GGAATATGACAGTAGCCTCAAGGAAATGGAAATGACAGAAATG 

Sequence 5265 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN 1 1 I I I 1 1 1 I I I 1 1 H I 1 1 1 1 I I I 1 1 1 I GA 

GACCGANTCTCACTNTGTTGCCCAGGCTGGAGTGCANTGGCNCAATNTTGGCTCACTGCA 

ACCTGTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTA 

CAGGCATGAGCCACCATGCTCAGCTAATTTTTGTATTTTTAATGGAGGNGGGGTTTCACT 

ATGTTCGCCAGGTTGGTCTCNAACTCCTGACCTNAAGTGATCCACCTGCCTCGGACTCCC 

AAAGTGCCAGGATTACAGGTGTGAACCACCGAGCCCGGGTAGAACTAAAATTTTAAAGCT 
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ATNtNCTTTATTCAAATTTGGGGAGGMTATTATTTTTGAMCCAATGTCATAMNMTT 
ACATATTCAGTATTMCMTTTTGAATTTTMNTTAGGCTTTAAAGCCCAAATGGGATNC 
CTTTACAACATATTGAMGTG1TTTGATTGMNCAGACAACATTTAAATTTT 
Sequence 5266 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCACACTGGCCCCGCTCTGCATCCACAG 

CTGGATTCTCCACCCCTGAGCAAGACAAGGAGCCCCAGACAAAACGCTCAGGATTCCAGA 

GGATGGGGTTGAGGATCCTCAGCCTTTCAGAGTGAAAATCCACGAGGCGGAGGAGGTTTA 

AAACAACAGAAACAGGCATGTGGGGAAAACCATAGGTTCAATTAGAAGCACTGTACGCGG 

GTGGTATATMTTTTTAAACTGTCTAAAGGGCCGGGCACACTGGCTCATGCCTGTAATCC 

CG 

Sequence 5267 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC TTTN I I N I I I I I 1 1 1 1 11 1 H I NGGGGNAT 
' i 1 1 i i I I I M 1 I M 1 I 1 1 I I I I H 1 I | | | | U | M 1 1 | | I ANNNNNA I I 1 1 I I I I 11 M 
TNI I 1 I 1 1 I II I I I I m I I I I I 1 I I 11 I I I I I 1 I NTNNNTTCCCCNGGNAAAAANNNAT 
mn I NNANNNTTTNGNNNNNNNTGGGGGGAAAAAN I MINI J NNAAAAAAAAANANN 
NNNNTTTNAANCCCCCNANAAANNNNATTTCTTTNTAAAGGNGN 1 rTTTTTTl I CCCCCC 
CNTCCGGGNGAAAAMNNNNTCCCCTTTTTAAAAAAAAAAAAANNTTNGGGAATGGGGGG 
GAAANNANAAANTATTTNCCC I I II I I I I I I I I GGGNAAAAAAANCCNNCCCAAN ANNAT 
TNGGG^^TTNCCCCNNCCCNNNTNNCNAMTNTTTNAAAAGNNNNAAAANCANCCCTTTT 
TTTTTAAAAAAAAAAAA 
Sequence 5268 

CCCTTAGCGTGGTCGCGGCC GAGGTAC 1 1 II I N I I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I I 1 II 1 1 1 
MIMMMII I II I lllll I 1 1 MM I 1 1 Mil l MM I I I M l 1NTTTTN 1 I MM I I 
TTTTNTNTNNCANCCNCCNNNAAANAAAAAANNACACANNNAAAAAAAAAAAAAAANGAG 
AANCANNNANAAAAAGNCANTNNTTNTNANNNNNNAAAANAAAAAANNANCAGGGGTNAC 
ATANNCTN ATNCC GGNGAACANNCCCCNCAAAAAAAAAAAAAAGGNGGGGGGGGGGTTAT 
N AAATTnrANTTTXGGCCCCGI NG AAG N NTTTTTTTC ANAAAACCOCOOCCAAAAAAAAAXT 
Nl I M M M M INNCNGGGGGGGGNNNGNIMANAAAAAAAAANNNTNNNANTTCCAAAAAA 
ANGGGGGGGGGGGCCCC I I I I I I I I I CCCCCNNCCCCCCCGNGGGGGNANCAAAAAAAAA 
AA 

Sequence 5269 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTCAACAGAACCTGATGCAAAGAACAG 

AAAAGGGGAAGATGTGGGGGATTCAGTCAGGATGGTGGGAGAAATTGTAAAATTATAGGA 

AATAATCACAAACACTTGTGGAAGGCCTGGGGGTTTGCATAAAATGTTGGGCTGAAGGCA 

GCTGMTTCTCTTAAAAGCTTAGGGCATAGATACACAGAAATGTAGTTTATCTAAATGAC 

TTGTTTACTTATGTGGTCCTAAMCTAACCTTTGATAGTTTATGGGCAGGATAGCTCTCT 

CAGGGTAGGGGGAGGGCAACCAGATTGATTACCCACTGATGGTGTTGACTCAAAGCCTTC 

GTCATTTAATATGTGCTGAATAAATGC 

Sequence 5270 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I M I I I I II I I I I I I I II I IAI I I I I H I I I I 
" i m i i i i M II M II II I I M I I I I I M I I I II M 1 1 I I I M 1 I I I NNNCC I MINI 
TTTTTATTTTTNACTTTTNGTCATTN^ 

TNGG NNNGGNM TTTNTTTmGNNNGGNACCNNNCATNTTCNNT^NTTNTAAANANNA 
AAANN1 I 1 1 I I I T 

Sequence 5271 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCGGGATTGGCCATTGTTGATCAACTCAGTTC 

AGCCCCTCTCCTCTCCCTGGAGGTCTGGGGTGGGGCTATGAACTTTCCAACTCTCTAAAC 

ACATGGTTGGTTCCCCTGGCAACCAGCCCTCATCCTGAGGCAATCTAGGTGATCTAGCCA 

TCAGTGMCTTCATAGCATACAGAAATATACATATCACTTTGAAGATTCCAAGGGATTTA 

GGAGATTTGTGTCAGATGCTTCTATCTCTCAGGAAATTACAAA 

Sequence 5272 
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GGTACCGTCACTTGATAAGCTGAAAGGGGTGGATGTTGAATATCACCTAAGTGTCATTGC 

AACCTAAAGCCTGTTATCCTCTTTCCAATAGAACCAAAGAGAAGTTGGTATGTAGCTTCT 

CGGCCTmGGCTMGATTMNAGMGTTGGTATGTAGTTCAGATACTTCATTTTCTTTA 

ATTGCACTGACACTMAGCTTTGTATTTATAACTATTCTGGTTCTTATAGACTATAGGTT 

CTTGGGGMCCCTCTTGTTAAGAGMTTTTCCTGGACTCAMTATTTGATTTTCCATAGA 

GAAGAAMATTCAGTTTTATTTCTGTATTAAAGCATTTCAAGTCCCTTGGCCATAAGTCC 

TCATAGTMCTGCTCAATTMTGTTTTCATAATCATTGCATAATTATTGCCTTCAGTCTG 

TATAAAATGAAAG 

Sequence 5273 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCCGGCCGAGGTACGGTAGTAAGAAACCTT 

TGAGATCTTTCTGACTTTTCAAAATTAGAGAAAGCAAATGGGATGGATAG AI I I 1 1 1 1 1 I 

CTTTTCMGGGGGGCAGGAAGGTAATGGTTTGAGTAGCCTTTGTTTAAAAAAAAGACTAA 

ATATATTTAAMGGCCACATTTATATTTTTTTCACAAGAACCACATAATAAATTCCACTT 

CTTGACCTGAATTTGGAAATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCC 

TGTAATCCCAGCACTTTGAGAGGCCGAGG 

Sequence 5274 

CCCTTTCGAGCGGCC GCCCGGGCAGGTACTTTNI 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I I ICCTTTN 
1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 AAAAAANNGACNTTTTNNAAN 
GGAGANTAAANNTGTTTNNANGNANTGGTGNNNANNNGCCANAANNAAAAAANNNNTTTT 
TNGNNNCGAAAAAAAAAGCGTGGTNTTTACATNATNAAAAANANCTTGCNCAAANTAATG 
GTTTAATTANAANGNAAAAANNTTGGNTGAAAATTATGNANANNGNNNANTTNNAAAAAA 
AMNNTGGGG GNNCTTTTTN 1 1 1 I I I I 1 1 I ANNNI I II 1 1 1 1 NCTNCATANAATGANAAT 

I 1 1 I 1 1 1 1 1 1 I NCNNNAANAAAANNN A I I I I 1 1 1 1 1 1 1 1 1 I AANNTNACCCNTTTTTTT 
Sequence 5275 

CCCTTAGCGT GGTCG CGGCCGAGGTACGCGGGCATTAATTGTAAACAATCTGAACAAAGA 

GTTGGCAMCTTTTTCTTAATAAGACAGATMTAAATATTTTAGGCTTAG AGGTCACAG A 

GTCTGAGTCACAACTATTTAACTATACTGCTATCGCTTGAAAGCAGCCATTGAAAATGCA 

TATACAMTGAGCATTGCTGTGTTTCAATAGTATTTTCTTTATAAAAACTGTGGGACTGC 

AGCTTGTTGACCCTTGCCATATGAGAAAGTGTAAACTAAAAATAGAATATAGTATTAAAA 

ACATGATATCAGTCTTCAAAT 

Sequence 5276 

CCCTTAGCGTGG TCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 IGTTTTT 

I I I 1 1 I 1 1 1 1 I I I NTTTTANCCTNNNTNTNTTTTN 1 1 I 1 1 1 1 1 I 1 1 NAATTTTANTTTNA 
NMTTTNTTAAATTTAAANACTAAAANGTTANTTTTTNTNANAAAAAAAANAACTATNTT 
TGNACATTTCTACCNANNANAANAAAATCAAGTGTATCANCCATTTACATATTTTTNCCN 
TNGCCCCCTTNNTTTAAACCTNCCCNNGCNNGAAAAGNCTTAAAAGGCATAATTCCAGTG 
GNCCTNGGGNANAATTAANGTTATAAAGTTTAAANACNAAATGGGGNGGGGGGCCTTAAA 
MTTG NTNCMTMNGGTTTTCATTTCTTAAANNAATTGCTTTTNTGGAGGGGACCCTAC 
TTTTTMCTTGGGMGMTNAATTTTTTGGTTAAAATAAAGGTNAAACAATCTTANNCCC 
TCAMTNGGCAAGTCCAATGTTTAANGTTTAAACCCNCCCTTAAAACCCCTTT 
Sequence 5277 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCGCGGGATCTGTGTCTACAGATATTTACATGA 

ATTGGGTGAACTCCTCTCTTTCCAAGGCCCCAAAAGAACTTGTGGTTCCTGGGCCTGCCA 

GGAAGGTGACTCTCTACTTACCACAGGCCAGGAACCCTGCAAAGGAACTGCATAGACAAG 

GTATGAGGCATCTTTCTAAGGGGTTCTCATTGGCTCTATAAAATCAATGTGAATTCCTCA 

AAGCTGTGTGCTCATATCCCAAAACATGCCATTTTAGTCCAAGTCCTAGAAAATAACCAG 

TGCCTCCAATTGTTTCCA 

Sequence 5278 

CCCTTCGAGCGGCCGC CCGGGCAGGTAC I I 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I CTTTT 
" 1 1 1 1 I 1 1 1 1 I I I H I I 1 1 I I I II 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 I I I I I I I I NTT 
NTNI I I I 1 1 1 I I Ni l I I I I I I | I I | | I NNNAAAAANAAAAAAAAN I I I I I I I I NGGCNNT 
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N AM i 1 I IAA AAMAMNNTTNAAAAAANATTNTNTNAAANCCCNTTTAANAANNAAAAA 
AAlllllll I NCNCCCCAAAAAATNAAAAANNCTTTTTNTTTTTTANNNAAAAAAAAAA 
Sequence 5279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCTCACTGAACACGAGAGAGCTCACAAAG 

GAGAGAAACCATACGGGTGCAGTGAATGTGGGAAAGCCTTCCCCAGGAAATCTGAGCTTA 

CTGAACATCAAAGGATTCACACGGGAATTAAGCCCCATCAATGCAGCGAATGTGGGAGAG 

CTTTCTCCAGAAMTCACTACTCGNNGTACTTCTTTTTATAGGACTGGAAGGAAAAGTAT 

ATAMCCGTGATTATTCAM GATT TTCACTGAAMTATMGTTGMCAGGTTTGTATTAA 

TGATTACMAGTATAGAAAATTTTGCTGTTATTTTCCAGMGMATATTATTAATACTAC 

TTTCACAGMGATGTGAMGTGGAGAMCTCCTTTTAGGTAAMTTTATTTGACTCAATT 

ACTGGATTAAATAGCATTAANGAACATACAGTTGTAAAATGTAGAACCATAGAAAATTNG 

CATTTTAAAAAGCATTGCCCTTTTTAAAA 

Sequence 5280 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTAGATACATATGTA 

TACATGTGCCATGCTGGTGCGCTGCACCCACTAACTCGTCATCTAGCATTACCCGCGTAC 

AAAGGCAGGGAGTCCTGGAAGGAGTTTTANCTGATGATGACAAGTTCAGTGAAACTGTCA 

TAGAGTGCTTTGAGACTAGAGAGAGTGCTAGTGCTCTAAAGTGCTTAGAGACTAGTAGAG 

TTACACAT MMGAACACA GTNTGTTCCAGGMCTGCAGTTGTTTCTCTACCCTTTTTCA 

CTCAGTCCCI I I 1 1 CTTTTGATGAATGGCACANAANAAAAAAAAAAAAAATTNTTNNTNC 

CCGGGGGGGCNTTTAAANGGGNAMTTNCCCCCCNNNTGGGGGCCCTTTNTTNGGGGCCC 

AACTTCTGAAANNANCTNGGGGAAAAAAAATNGGCTTNAACCCCATGAGGGGGGAAANTT 

GCANGTGAGCCTGGANACCATTNCCANTTGCANTCCAGCCTNGGGGGACANAANCAAAGA 

CNNCATCTTAAAAAAAAAAAA 

Sequence 5281 

C CCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I > I I I I 1 1 I I I I I HI I I I I I I I 1 1 I I I A 
AA m i m I I I i I I 1 1 | i i I I I I I I I | I | l | | I | | | 1 1 | M I I I 1 1 I I 1 1 1 I I i ! I I I! NA 
AAAAAAAANNNNANNN I I 1 1 1 I I I I I I I NNNNNAAAAANANNNGGGGGGNNAAAAAAAAA 
NTTTNN GGGGGGNNNNAAAAAANNN I' I 1 1 I I I I I NNNNATNNNAAAAAAAAAAANTTNTT 
I I I II I NGNGNNNAAAAAAACCCNCNNTNNNNNGGGGGGGGGGGGGANAAAAAAAAANAN 
GMCCC ACCNNNGGGNGGGGGGGGGNNTTTANAAAAAAAAAAMNNNNNNNTTTTNTANN 
TTTTTTNNNNNNNNNTTNNNNNAAAAAAAAAAATTTTTNAAAAAAAANGGNGGGGGGGGN 
AAAAAM NTTTTNNG GGGGAAAANNNTNAAAAAAAAAAAGNCGNNNACNNNANNNNTNNG 
GGTNGNN I I II I I I I GGAAAAAA 
Sequence 5282 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I II I I I I M I I t M I I I I I I I I I NTNTNTTT 
I I M I I I I I I I I I I I I I I I I I 1 1 I I I I I 1 1 I I I I I I I NGGGNNAAAAAAAAANTTTNTTT 
TTNNTTNNAAAAAAANGGNNGGNNTATTATNAANAAAAANNNANTTNTTNNGGNGGANAN 
AAAAMNGNNTTCATAANAAMNNGACNAMMCTNGNTTTTTTCTTNCTNNTCCAAGNA 
TAGAANNGNNTAAACGCNGGCAANAAANTTGTGACNGNTTTAACAACCCCCAAGANTTGG 
TCCNGNNNGNGGNGNTTNGNGACCCANANATAMNANGAAGGGGGAGNGNCACATTTTTT 
TTNTTTGGGCAAAAAAAAAANTTTTTATATGAA 
Sequence 5283 

CCCTTCG AGCGG CCGCC CGGGC AGGTACTTTCATTGGAGAAAATATCATTCAGCTCTGAA 

AAMGATGTTTTTAMGMTTTTTACTGATATAGGGAGACACTCAGGGTATAGTGTTATA 

TGAAGAAAAAAAATCCTGGTTAGTATANCANNTGGTAAAAGAAAAAAATATGAAGCCAGN 

TATTAAAATAATGTATAGCTGGGTGTGGTGGCTCANACCTATAATCGCAGCACTTAAGGA 

GGCAGAGGTGGAAGGATAGCTTGAGCCCATGAGTTCAAGACCTGTCTGGACAACNACTTT 

NAAATGGTACCTAAAAGTCCTCGGCCGCGACCACGCTAANGG 

Sequence 5284 

CCCTTAG CGTGGTCGCGGCCGAGGTA CI 1 1 I 1 1 1 II I 1 1 M I M I I I I I A I I I 1 1 I I I I I 
" M M I I I I H I I I I I I I I I I I I I I I I I I M I I I I I I 1 1 N I I 1 1 I I I I I I I GGGAANANC 
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CNNNCTTTANAAANNNANTNTTNTNANNNNNCCGGGGNNNGGNTNGAANCNNAAAANCCN 
TAMNNNATTTNANATNTTTTNAAANNMNTTNTTAAAAAAAAAAATTNTNAAAANATAN 
TNGGGGNGNCMAAGMTNTTTNAAAANAAAAAAAAACNNNNCCCAMATTTTNNNTTTT 
AAAAAAANN ' 
Sequence 5285 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATCTGATGAGTTAGTAGCTGTGAAAACGT 

TTCTCTAGCAAGGCTGCCTGTGAGTGGGATCCCAGGCCAAGCAGTTAACTGCGTTCCAGC 

GMGCAGGTGCCCCGTGTGTTGCTCTGCAAGTCCACATGGAGCAGGATTCCTTATTTTGT 

GMGAMGGATTTTTAGTGCCACGTGTGTATTTTTAACACATTTCCAAMGCATGATTTA 

TTCAGGATTAAGTTTATTCAGTAGAMTTTCCAAGGTATTTTTTTMGTGAGGCA 

CTGGATGCTGGGGAAGAATCTTTGTTGGAATATGACCCCGCGTACCTGCCCGGGCGGCCG 

CTAAGGG 

Sequence 5286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCTGGTGTCCTTGTGGTCTTTCTCAGGA 

TGGCTTCCTTCTCMCTGTGACMGTGCAGGTAAGATCCTGTTCCATCTAAATTTAAGTC 

TGGGTTGCTGGGATTAGGGTTTCTTACMGTAGGGAAMGCTCAMGTATTCTTTCTTGT 

GTTTGTTAATGTAGATGATTCCTTAGTGCTCCTTGGCTCGAATTCTCTGCACTAGGTGAG 

GATTGCTGACMCMGGAATGAGAGATTGATGTTAMGCTATTGMTTtGATATGAAATT 

TAATGTCCTGGAAACATTTGGTAGGTGGGAGGGAGGGGGTAGCATATGCAGAGACACTTC 

GCCCATGTGTGCTATGATGTGATGCATGCTGTTGGMGGACTACTTTMGTTTATTTTCC 

CTCTTTANGGGAATGAGCAGGGGGAAGGTTATTAGACTTCATCGGCGGAAGCAGGACAAC 

ATATCAGGTGGGGATAGCAGTGCAACAGAAAGCTGGGATGAAGAACTTTCTCCTTCCACT 

GTGTTGTATACAGCANCACAAGCACACACCTACAAGCATCACCTTACTTGTNGGAAGACC 

AACCCAAAAAGCGGAAAAG 

Sequence 5287 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGAGCCCAGGTCGTTGI I I I I 1 CCAGCTT 
AGAA GCCA TGGCGCACCTCCATTTTTGTGCGCTCTCCTAATGAGG I M i ll I CTTTCGGA 
CCTGTTT TAGTAT TAATTATTGCTTTA 1 1 I I I I I G ACCAGTTAACATATTTG AGGGTTAT 
TTTAT TTAl 1 I 1 1 CGTTTTTTAACGG AGG ATTTTGCCTTTA 1 1 I I I AATTATTTGGGATC 
TGATATTTTTCTACTAGTAGATAGGACTCTTGGTTTGGACATACTACATGGATCAGTAAA 
TACCTGGGCACAGGACTTCAAAGCAAACACAGATTCCCCCTCCCCCTTAATATTTAAGAA 
TTAAAAGATGATGAGAAATAAGGACAAAAGCCAAGAGGAGGACAGTTCGCTACACAGCAA 
TGCATCGAGGTATGAGCTATCAACTTTCTTTCCTTTTTGNC I I I I II I I IGGGGGA 
Sequence 5288 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATTATGGAGGCTTTCTCAATATCTGCCACTT 

TCACTGCTTTTACCCCAGGGCCTATGCAMGACAGCGTCCTCTTTTGAACATGGGGAAGC 

CTTGA ACAACTG TAGCACACAATATCACAGCCAAGGCTATAGCCATGCCCTTCACACTCA 

TGTTTGTTTT1TGCTGTTGCTGCTGGTGCTGTTGCTGCTACTTCAGCTTTGCTGCTCTTC 

TTGGAAGGAGTAGAAATGTGCTTGGCGATAAGCGATTGTCTCACCGCTCGGCGATAGGCG 

ATGGTCTTACTGCTCGGCGATAGGCGAAAGTCCCTTCGTGGTTGCCAAGATGTGTCCGGA 

ATTGGTGGGTTCTTGGTCTCGCTGACTTCAAGAATGAAGCCACGGACCCTCACGGTGAGT 

GTTACAGCTCTTMGGTGGCGCGTCTGGAGTTTGTTCCTTCTGATGTTTGGATGTGTTCA 

AAAGTTTGTTCCTTCT 

Sequence 5289 

TAGGGAGTCGACCCACGCGTCCGGAATAGGCTGCGTTCTCTTGGAACGCGCCGCAGAACG 

AGGTTCTGGTGACCCTAGCCGCGTTCCCTCCTTAGTCCTTTCGCCTACCCACCCGCGTAC 

CCGACAGACCCACCCCGTCCTGTGCCAGGAAAGCGCTGCCACCGGCACCATGCCCCACCC- 

ATACCCAGCACTGACCCCGGAGCAGAAGAAGGAGCTGGCTGACATCGCTCACCGAATTGT 

AGCTCCGGGCAAGGGCATCCTGGCTGCAGACGAGTCCACTGGAAGCATTGCCAAGCGCCT 

GCAGTCCATTGGCACCGAGAACACCGAGGAGAACAGGCGCTTCTACCGCCAACTGCTGCT 

GACTGCCGATGACCGTGTGAATCCCTGCATTGGAGGGGTGATCCTTTTCCACGAGACACT 
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GTAGCAGAAGGCAGATGATGGCCGTCCCTTCCCCCAAGTTATCAAGTCCAAGGGTGGTGT 

TGTGGGCATTAAGGTAGATAAGGGTGTAGTGCCCCTGGCTGGAACCAATGGCGAGACCAC 

TACTTCAAGGGCTGGACGGGCTGTCTGAGCGCTGTGCCCAGTATAAGAAGGGATGGAGCC 

GACTTTGCCMGTGGCGCTGTGTGCTAMGATTGGGGAGCATACTTCCTTGTTCCTTGCA 

TCATG 

Sequence 5290 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I rTTTTTTTTTTTTTTTTTTTTTl I NGNTTTTT 
I I 1 1 I 1 I » 1 I I I I 1 1 I I 1 1 I I I I I AAAAAAANCCCCCAAAANNTN I 1 1 1 1 I I 1 1 I I INAA 
A AMN CNNGGGGNNAAMAAMAANTTTTTTTNNCCCCCCCCCNTTTTNNAANANNAAAA 
NTTTTNCCCN 1 1 1 1 I I 1 1 NNNNTNCCCNTTTTTNCAAAAAAAATNTGNNNNNNNNNTNTA 
TTNAAAAACCNNNN TNNNTNAAAAAAA AANNNNCCTTTTNNNANNGGGGGGGNAAAAANC 
CCCNNAAA AAAAA N 1 I I i I 1 1 1 H i I I I AAAAAAAAANANCCCCCNNGNNGGGGGGGTTT 
TAAAAA AAATTTTNANN NNAAN I I I I M I 1 I 1 NAAAAGNCCCCCCCNNCNCCCNTTTTTT 
NAAAAA1 1 M I I 1 1 I 1 I AAAAAAAAAAATTTTCTN 1 II 1 11 1 I I H I I I I I 
Sequence 5291 

CCCTTAGCGGCCGCCCGGGCAGGTACAGGGTCATACAGATGAGCTTTGGGGTCTTGCCAC 
ACATCCNTTCAAAGATTTGCTCTTGACATGTGCTCAGGACAGGCAGGTGTGCCTGTGGAA 
CTNAATGGAACACANGCTGGAATGGACCAGGCTGGTAGATGAACCAN 
Sequence 5292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGGCAAGCTCAAAGCCAAGAACAGCTGC 

ATTGMGTAGGAGAAAAAAAAAGCCATTTAATTTCACCTGCCTTTCCCTGAAGGTGGCAC 

AACTTGGCATGATTGG TAGTA AACACCCAACTCTTCTGCTGGGTAGAAAGTGAAAAAAGG 

MGTCCCCCATTCTGMTTTTGGGGGGTCACCTGATGGACTGGTTTCTGTCTCTCCTGAC 

TCAGTG CTGACT GGGAACTGGCATACTTTGGATGCCTGGGGGCTTCAAAGAAAAAAGAGT 

TAACTGCTTTTTGCAGCATCAAGANACTCANCANTGCTGCNGATGGAGGTCGGGACACTC 

ANACANTCANGAAMGAGCGTGTGGTTCTTGGCTTATCCCTTTGGGCANGAAATGGGAM 

AAGTGGAAAAGTGCATTTAACATTCTGGCHT 

Sequence 5293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGCCTGCCCTTCGGCTGTGGGTGTGTGTGG 

AAGGCCAGCCCTCACCACTCATGCCACTCTGATTGGGAGCCAGGTCAGCTATCACCACGG 

CAACCACGCAGACCCTGAGGAGCGGGACTGCCCCACAGCACGCACAGACATCGGAGACGT 

CCAGATCCTGAGCAGCTTTGTCAGAGATCACTTACCTGATCTGAAGCCCGAGCCTGCTGT 

CATTGAGAGCTGCATGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnn 

nnnnnC GTTA CTAAGTGGATCnnnnnnnnnnnnnnnnnnnnnnnnGTAATCATGGTNATA 

AGCTGTTTTCCTGTGNGAAMTTGTTTATCCGCTCACAATTCCACCACAACATACTAAGC 

CCGGAAGCATAAAAGTGTTAANAGCCCTGGGGGGT 

Sequence 5294 

CCCTTTCGAG CG GCCGCCCGGGC AGGTAC I I I I I I I II I I I U I I I I II I I I I I I I I I I I 
jTTTT TTTTI lAAN I I I 1 1 I I M I I I IM H M I N < I I I I I I I I I I 1 1 I I I I I 1 1 I I 1 1 I 
TTTTAAAAAAAAAAAAAAAANNANCNTTTTTNANNAAAAA I I I 1 1 I I I I I NNNAANTTTT 
TTANA MAAAM AAAANANCCCTNTTTTTTTNGNGGNGGGAANI I 1 1 I I 1 1 I I NAAAAAA 
NANNNi I M I I NAAAAANNATAAAAAANTTTNNNNGGGNNNNNANAAN I 1 1 I I I I I I AAA 
NNANGGGGGCNTCANTTTNTTNNNNNNNNAAGNGNGGGGNAAAAAAAAANNNAAGGNNNA 
ANTGNNNNAAANNNCNCCNTTTTTTNGGNNNTNNNNNAAAAAAAAAAAAAAANANNNNCN 
NNTTTNAAAAAAAAAAMTTNNNNNNNNNNTNNNNGGMAMGGNTMAAMMNTTTTT 
TTTNTTTTTNGCAAAAANNAANNNGAAANCCCCNNTTNGGGGAAAAAAAA 
Sequence 5295 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAAAATTCGTMTAACCTTTTATCATTTTTA 
GMAACTTTAAATATATAGATAAAAATAGACAATTTTCATAGGTCCTCATGAAGATGAGT 
ATGTTCT GTTCCA AGGGCTTGCATAGAGCGCAAATGTGGTTATAATATAGAACAACTAGA 
CATTAATATTTTTAGGATTCAAMGCATGGAMCCATAAAATGGGCACATTTTACTTGTT 
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TATGCCAAAACACAAATTTCCMACCAACCTGTATAACTAAAACAGGGAAAAAATTAAGT 

TACAGACTTACAATAACATTTCATGAATTGTAATATTTACAACATGTTAGTAAGAGTCTC 

TCTTMCATACAAGCTGATAGCTTTTTTCTTTAATCCTTGCTMAATTTNCTTTTATTTC 

AAATCAAACACTAAAGCATTCTCAAANGGCTTCAAATATGTANTTTAAAACTATTTAATC 

CACTTACAAGG TGACTC TNTGNCNNGAACNAAGCAATGGCTGGNTCTACTACATATGTNA 

GGTGGNAGGCNTTTTTNAAAATCNTTCAAAAAATGGTTGAATGGTAAAAGCTTGCCCCAA 

GTCCATTCAANTTTAAANGGTGGGAATCCCTTNAAGGACCGGGTTTTTGGGGAACCAACC 

CCTTTAACTTGGGAAAGGAATNCCTTGGGCCCCAACCACCAAANGNGGGTNTGGGANAAC 

TNTGCCTTNAMANCGAGTTTTTCAAATNTTTCCTGCCTTNCNTTAAANAAAAAAAAGGC 

NCCTTTGTAACCAGCCTAAAAAAGGACCGGGCC I I I I 1 1 1 1 I I I I I I 

Sequence 5296 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 I I I I I I I 1 1 1 1 1 1 I 1 1 1 1 1 1 GGAGGCG 

GAGTTNNACTCTTGTTGCCCANGCTGGAGTGCAATGGTGCAATCTCAGCTCACCGCAACC 

TCCACCTCCCTGGTTCAAGTGATTCTCCTGCTTCAGCCTCCCGAGTAACTGGGATCACAG 

GCATGCGGCACCACGCCTGTCTACTTTTGTATTTTCAGTANAGACAGGGTTTCTCCATGT 

TGGTCAGGCTGGTCTCGAACTCCCAACTTCAGGTGATTCACCCACCTCAACTTCCCAAAG 

TGCTGGGATTACAGGCATGAGCCCCCCAACACAGCCTCTCTCCTATTTTAACACTNGGTT 

GGTCACACATTCNGNTCCATTCATATCACAGTGCTAGGCTGAGGGACTCAAAGGTGGGGA 

CAATAGGGGAATGGGAGAATGCCATGAAAACATGCCCAT 

Sequence 5297 

CCCCTTTCGAGGCGGCCGCCCGGGCAGGTCCAGCTGGTTCCCAGGCAAAGCCTGTCTGCA 

AAGACTGGAATAAACCTCTACTCAGATGTGCAGACATTCACATATAGCTACAAGAATTAA 

GAATAATCAGGGAAAGAAGATTTCACCAAACAGACAAACNAAGTGGCCAGTGACTGACCC 

TGAAGAGATCTAGAAGATGAACTACCTAGCAAAAAATTTAAAATACCTGTTTTCAAGAAA 

GCTCAGCTAACTTCCAGAAAATATAAAGAAATTATTCAGAAATTTATCAGAGAAATGCAC 

CAGAGACTAAATTAATAATAAAAGCCCTATATCCTGCAGAGAAAAAATCCAGAGAACAAA 

ATGAAAAATTAATACAAAATGGCAACAGCAGAATTGATCAAGTAGM 

Sequence 5298 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGTATACTTGTTCCATATACTCAGGCAT 

TTACCTTGGAMTGGCCTACACTGAGCCACCGCTTGTGAATAATATTGTCTCTATAGGTG 

TGCAAGCATTTCCTGGAAGCTATTGAAAACAACAAGTATGGCTGGTTTTGGGTATGCCCT 

GGAGGGGGTGATATTTGCATGTATCGTCATGCACTTCCTCCTGGATTTGTGTTGAAAAAA 

GATAAAAAGAAAG AAGA GAAAGAAGATGAAATTTCATTAGAAGATCTAATTGAGAGAGAG 

GTMCTGGTATCCTTTTCCTACCATAAAAACTGAAAGCAGTATTTATTGTGAAATTCTAA 

TACTTACCACTTGGGGGCAATAGCCTTTTATGAAAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 5299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCATTCATACCTACCCATCCACTCCCAATTT 
CMTAC AMTTTATATCTCTATAMTGACTMMTACTATTGTGTTGGTTTTTCTTTCTT 

1 CTTGCTGCCACAACAAATTACCACTTACTTAAAGAACATAAGATTAAAGTGATA 

GATTTTAAAGCATAAAATAAAAAAAAAATTATTATCTTACCATTCTGTGGGTCAGACATT 

CACATGACTTTGGCCAAAATTTAGATGGTGGTAGACTGTGTTCTTTTCTGGAGGATCTGG 

GGATT TATTTCCTTGCCTTTACAGCCTCCAGAATTCTGGACTTGAATGGGAGTGACAGTG 

TTTTTCTTCTGGTAATGAGCATAGGTGTAGGCTGGTGCAATTAATAGTCACTACATGCAA 

GAAAGCAGAATCAA 

Sequence 5300 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACAACCTTTTGTCCTAAGAGACAGTTAACAGCT 

GGGTTTAGTNTTACTGGGATTTACTCGAAGACTTGTAAAAGTAAATAATGGTGCATTTAA 

GMTATTTGCCTGTTTTGATTTAGTGAGTTTGGNAGGTGGCGGTGGCCTTTCAATGACAT 

ATGGCTTTGAAATTACATCAATATATGCATACAANTGTGTCTNTNNCTTTAGTTCATGCA 

TCAAATTAATTNATAAAGGACCCCTGG 

Sequence 5301 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGTGAGAAACTCTCGAAGAGGACACTGTT 

TGGCTGGGCCAAGACCCAGAGCATGCTCAATCTCCTGAATAAATCTTAGTAATGGGTGGA 

ATATGACGGTAATGTTTCTGGCTCCAGGTTTGCAGACAAATTTTGTTCCTCCACCTTCAA 

TTAAGTTGTCATCAGGACCCCCTTGCAGTTCTCCACTCCGACTATAGAGCTCCCTTCTCT 

G TTCTCGC AGATAGGCGCTCATACTGATGGCATGGGAGGACGATTCGAACTTGAAAAGAG 

AAi 1 1 1 1 iGGCCTTTGAGGTTTCTTCTTGGCAAAAAAGGCTGCAAACTCTCGTCCAGTGC 

TGGCATAGCTTAGTTGAGCTGATGGTTCANAGGCCGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 5302 

CCCTTTCGAGCGG CCGCC CGGGCAGGTACTGGGATTACAGGCGTGAGCCACCGTGCCCGA 
CCATGTAGTGTGTATTTTTGTTTTCMTAAATCTTTGCTTTTGTTGCTTCATTCTTTCTC 
TCATCACGTGGAGTATACTTTCATTTTCAGTAMTCTCTGCTTTTGTTGCTTCATTCTTT 
CCTTGCTCTG TTTGT GCGGI I 1 1 I I 1 1 1 I 1 1 1 1 1 1 GAAGGTTAAGAAGTTGTGTTATGAT 

ATGTAAAATGATTTTCTGATTGCTATATTTAGATGTGAAATACANATCCACATGTCACCT 
GGTTATGCT 

Sequence 5303 

CCCTTTCGAGCGGCTTTCCGGCAGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGG 

AAAAAAAAANGAAAMAAAGAAAAAMAGAAAMAMNGATTTTTTTNTTNTNTNAATCG 

NAATCGNNANGGGGTGGGATAATTNNAANGGGGGGGTAAAAANANNANGNAANCCGGNCA 

ATCTTNAAAANATTNCNNGTNTAAAACNGTNGACCAGGTTTTTAAAAAAGNGTGGGGATA 

ATAAAAAANGCGAATAAANGGCNCNNTGTTTGNATTCCTACAACNAAAATAATCCCCCNC 

1 1 1 1 1 1 iCATTNTAAACCCTTTAANNGGATTCCAAACNCACCTCNAAATNTGGGCNGGAC 

CTTAAAAAAAAACAAATTTCAGGNACCCAAATNTrnTCNCANGG 

Sequence 5304 

TCTCNAATCCCCTTACGNGCCGCGTGACACATCTGAATAANAAAAGAGTGNCATTCCCCC 

ANACTNAACTGTNNTCTGTTGTCATGTCTTTTTAAGATGGAAAAAANGCTTGGCATCAAT 

ACTCTGTGGCATATT AGATA CTGGACATCTAACATCAGTGNGTGCCATGCCAACAAAACA 

CTTCGGGGAGTGCTATTTTAAAAANGTTTATGTGTGCNAGGCAGNTGTANAATGATTTAC 

TGCNNAATCAANCCCCTTTAGGCTTACGCCATNTTCTAACTATCTAAAAATANNNCTGGA 

TMCAATANGTGTNCNMTGTGNNTATTCTGATCCATMTTGTTTTTTAAAGAAAAANAN 

TGCATATCANAAAGAGTATTMNNTTTGCGAATTTAATGCANATTANCTTCNGACTTNCT 

TANCAATACTTGATTCATAGGTNNGGCTCCANTACATTTTTGCTCTTTATTNCAAGAATT 

GCAATTNTGCCTCNAAACAGNCATTTTTTAAAA 

Sequence 5305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCATGAAATTTTGTGGTCTTCCTGACATG 

TTCTTCCGGCATAACGTTGCCACC7TCAGTTGGAAACGTATCCTTATCTAATAATTAAGC 

CCTGGAGAAAMTTMTTTATATATTTTATTAATTACATAAGGACATTGTTATTAGCTAA 

GCAGAGTAAG TAAATC GAAATAAAACTTTAAAAATGCCTTTATGGAGAGAATGACTATCT 

CTGAAAGCTTGTTTTTAATGATGATAAMTTCATGATCAGMTTTGTTTCTGTTTACTTT 

AATTCAGGGGTCA 

Sequence 5306 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGACACTGATATTCAGTGAAAGAGCAGGG 

GGCCACTCACAGAAGGAGTTGTGGCAGCCACGTGCCAACTAACTGGCCTTGCCGGCATTT 

ATTCAGCACAGATTTAATGACAAAGGCA7TGAGTCAACACGTGTGTGGTTAATTAATCTG 

GTCACCCTCCGCTGGAGAGAGCAGTCCTATGAATGATCAAAAGCCAGTCTTAGGACCACA 

TGTGTAAACAAGCTCTTTAGATAAACTCCCTTACATTCCTTTTTACCTACTCTGAGCTGT 

TAACTCAAGG 

Sequence 5307 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCGTGGGCTACGGTATCCGGAAGCTA 
CAGATTCAGTGTGTGGTGGGGGACGGCAAGTCGGAGGTANCAAGATGGCCCGCCCGCTGA 
GGAAGGCTGTAGTGTCCGGGGCCNAAGCGGACAGGGAATTGGAGGAGCTTCTGGAAAGNG 
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CTNTTGATGATTTCCMTAMGCCMACCCTCCCCANCTTTCCNNTTTTACCACCACGGC 

CCCTGATGCTTCGGGGCCCCAAGAAGANGATCGCCAGGAGACNCTGCCAAAGAAGCCCTC 

TTTCGCTTCCCAMGAGAAGTTTTTCCAGGAMCTATTCCGACAGTTGAMCTGGGNTTT 

CNCCAAACCACTGCGGGAGTTTCGNAGAAGGCAATTGAAAGGAGTTGGCTTGANGAAGAA 

ACCCCACCTGGTNGGAAGCANGTTCCCNAAAAGCTCTTCANAAGGCTTNAGGGGAAAATT 

GGGCAAGTGGATATTGACCTCCCCMCAAAGAMTTTCACTTTCTTTGCCCTAANAGGAA 

MCAC TTM GTNGGATTTNNNCCCAAAAAMTGNCCCTGGMCCTTTTNAAAAAACTNCN 

CACCATTTTCCGNAAAGAAA.NAAACTNNCNCNAAAGGGCCATTGGAAGGGGCTNGGGCAN 

TGGNANCNAAAGGGGGATTG 

Sequence 5308 

CCCTTAGCGTGGTCNCGGCCGACGTACACTGGGTGAGAGNCANNCGTTCCTCTGCCTGNC 

CANTCANNGGNAACACCCNGAANCTGTNTTGTNCTTTGTANGAGCCNCAAANAGTNCACC 

TCTATGAAAACTNANTGACAAAATCCCTGAACAGGAANCANNCNTCNTTANTCTATCTTT 

ATTAAGANCATGATGATCCTCTTCAATTTGCTCA 

Sequence 5309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTMTCAGTCTTTGCTAAACAGCAGCTA 

TTGCTATTCAATGGAGACGGTGGCCACCATTTCCCCTGCATCGCTCTCCTACGTAATCAA 

GTCCCTGATGGACTCTCTTCCCATAAAAATCCCTGTGTCCTAAAGTCATGGCGTGCTCTA 

TTTCATGGCATTTGTAGAAGCACAGCAGCACTGTGCCTGTCAGGAAAAGTGTGTGCTAAC 

TGCMTAAGCATGATGACTGCCATCACGGTTTTGTTATTCTCtGTCCACCTCCATGGTCT 

CTAAATCAGACAATCTTTAATCTGAAAAGGCAGTGTCCTTATTCCTCCAGGAAACTGGAT 

AAGAAACCCTCCTCATCTAATGAAAGTCAAGCCCTGTCATCTTACTGATTCTTTCCCAGA 

CCACAATGAAAGGCCTGTAGGGAAGGCACATGAAGAAATTTCAAAGTTCANGTTGGAAGT 

CATAAAAACTAGCCT 

Sequence 5310 

GATATCTGCAGAAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCAACGTTGACTGT 

AATTCTGGGAATTGATGGTGGTTCTGTGAATACAATTGGACACTAGCAATGGGGTAAACT 

GATGGGCATGTGAMTGACATCTCAMTAMGCTGGTTAGTTAACCCCACTTCCCCGTTT 

CTCTCTAAAGAAAGGGAAAGAAGGGAATCANGGAGCCTGTCCTCACTCTTGTTCTGGAAG 

GAMTGCCATGGGCTATTACCCMCATMTGACTMCAGAGCCCCTTTTATTCCGAGAAT 

GTCCTGGTTTATATGATAAAATTTATATCGCTACCCTATCACTATGTGCTACCATGCAGG 

TGACTTTGCCCCTCTGAGCCTTGGTTNCCTCATCTATAAAACAAGTT 

Sequence 5311 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCAGATGTGTCTGTCACTTCCCTACATC 

CACCTCTATTGTGGTTCTCATGTTTCTGCCTCCCTAGAGACCATTTCTCTGTAGAGCAGC 

GCTTTCGMTAGAAATACAATGCCAGACACATMGTTGTTTTAGATTTTCTAGTAGTCAC 

mAGAAMGTTAAAMGAAACAGGTGAAATTMTGTTTTATTTCACCTAAMTGTTAGC 

ATTATCCAMATATCACTTCAACATCTTATCAAAATAAAATTATTAATGAGATTGGTTAC 

CGTTCCGATAAATAGGTGAACTGAGAGC 

Sequence 5312 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGTGCCTGTAATTCCAGCTACTCAGG 

AAGCTGAAGTGGAAGGATCGCTTGAACCAACGAGTTCAAGATTAAGCCTGAGCAAGGCAA 

GATCACATTTCAAAACAAATAAACCAAAAAGAAAAAAAAAGGAAAGAAAAAGAAAAGTAA 

AATGCTCGCCAGGTCTCTACTGATTAGCTGTTGGGGCACTCCTTCAAAACTTACCCAGGG 

CCTTTATAMTCTACCTTMTATTCACTTCTGTTTGTGTTGAACCTAAAGACAAGCCAGA 

GGTGAMGCTMTGGCCTTCTCAGGTCTTTTCTGANCACACATACTGCCCTGAGCTGTGC 

ACTTGGCTTTCTAGTTTCTCATCCACAATAGCTTTTCAAAAGCTCCTATTCCTCTACAAA 

MCTCACTCTAC AG CTTTTCC TCTCAGGCTTTCMTATCTTATTGNTTGCCCTGTTTTT^ 

TTTTTCTTTTTTGGGTTTTTTTG 

AAAGGGGC 

Sequence 5313 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTTCCTTATAAGGAATCAAACTTGA 

CTTACGGAGCCAATAAA GCCCT TGGAAAAACTGGCCTCATATTCTGTATACACAGTCCCT 

GTAAGTAAAGMTATCACTTTTTGACAAGTGCAGACGCCCCAGGTTTATCTTGGGCCCTC 

AAAAG GAGA GGAAATTTCACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGG 

CTGGGTTtTACGGGTTTTACAAAGTCTTATCTGAGATTCCTGCTATGGAGCAAAGTTCCA 

TCAGAGCCTACTTAAAA 

Sequence 5314 

CCCTTAGCCGTGGTCCGCGGCCGAGGTACCTTCTTTAGTAGAGACTGGGTTTCACCATGT 

TGGCCAGGATGGTCTCTATCTCCTGACCTTGTGATCTGCCTGCCTCAGCTTCCCAAAGTG 

CTGAG A TGACAGG TGTGA GCCATCAG ACCCAGC A I I I 1 1 1 1 1 1 AATTTAAATTTAAATTT 

TTTTTCAI 1 1 1 1 I IGAGAGGI I 1 1 I I 1 1 GTTTTGTTTTGTTGTTG NTGTTGTTGTTGTTT 

TTGAAACAAGTCTNGCTCTTGCACCCAAGCTGGGAGTGCANTGGCATGATCTCTGMCCT 

CTACCTTCCAAGTTCAAGCANT TCTTGN GCCTAACCTNCCAAGTAACTGGGACTACAAGG 

TGCACCCTCCCCACCNGGCTNATTTTTTTGGTTTAANANAAACAGGGTTTAACCCATGTT 

GNCCANGGTGGGNTTAAAACTCCNGAANNTNANGGNAATCCACCCCNCTTGGCCCTCCCA 

AMGGCCNNGGMTACCNGGGGNNNNCXJNCCACACCCCNNNTNTTTTTNNTTNCNNTTTT 

AAAANNAAAAGNGGGGGGGGGTCNAAATTNNNACCCCNGGNNGGNTTNAAACTCCNGANN 

TNMN NAACNTTTGGNNCMNCCCNNTNCNNI^NNGGNTTTTTANAAAAAAANNNNNCT 

TTTTTNTNTNNNNNCCCCTGNNAAANGGNNTTCCCCNNCCCCNNANTGGGGGGCCNCCNC 

CCCNGGGNANNGNNGNCCAAAAACCTTTTNNNAAANAAAAAAAAAAAC 

Sequence 5315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGATGCCTCCATCCTTCTCTGGAAACTGCAGT 

TCGACGACAATGGGACATACACCTGCCAGGTGAAGAACCCACCTGATGTTGATGGGGTGA 

TAGGGGAGATCCGGCTCAGCGTCGTGCACACTGTACATATGCTGTTACCAGCACAAACGA 

GTCAAATTCAGCCACAATCACCCGGCCTTCCTGATCATGCTCCTCCTCGCCTATGCCGTA 

AGAAACTTTGAGTGGGCACTGGCGGGAAAGCAGGCCCACGCCACTGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 5316 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACTTGAATAAAATACTTCTGGGCAGTGAACA 

AGGAAGCCTGCAGTTGTGGAATGTAAAATCCAAGTAAGTATTTTAGTTAGAAAATAATAT 

AGCTGTCACCTTATCCTCATCTACTACTTCCTAATGTATACTTAAGTCTCATTTCTCCCT 

GCCCTTGTATATTTATTTGGAGGGTTGTCTATAAATAGCAGTTGGTCCCCTGTATCAGAG 

GAGTCAATTAACCTGGGATCAAAAATATTCAAGGAAAAATA 

Sequence 5317 

CCCTTAGCGGCCGCCCGGGCAGGTACCTAAGAGAAAAATAGGCTCAGTTAGAAAAGGACT 

CCCTGGCCAGGCGCAGTGACTTACGCCTGTAATCCCAAAGTGCTGGGATTACAGGCTTGA 

GCCCC CGNC GCCCAGNCNTTCAAAAGGNNTTTTTNTTTTCTGNNTATGNTNGAANCCTTT 

TTACMTTTTAAAAAAAATGATCTGTTTTTGAAGGCAAAATTGCAAAATCTTGGAAATTT 

AAGMGGTNAAAATGTAAAGGAGTCAAAACTNTAAATCAAGTATTTGGGAAGTGAAAGAC 

TGGAAGCTAATTNGGCATTTNAAATTCACAA 

Sequence 5318 

GGTACACATGAGGAAATTAAGAATGAGAGAGGTTGAGTATGTCACCCAAGGTCAAACAAC 

TACAATATGGAGAAACAAAGCCCTGTTTTGTCTAACTCCAACCCTCCTACCAACTGCCTT 

CAGMCTATAMTGMTCTGTTATTTATTTATTTATTTTTTGTTTGAGGCAAGGTCTCAC 

TCTGTTGCCCAGTCTGGAGTGCAGTGGCATGATCATGGCTCATAGCAGCCTCAAACTCCC 

GGGCTCATGTGATCCTCCCACCTTAGCCTCCCAAGTAACTGGGACTACAGGTGCATGCTA 

CTACACCTGGTTMGTTTTAAMTAMTTTTGGTAGAGGTGGGGGTCTTGCTTTGTTGCC 

AAGGCTGGTCTTGAACTCCTGGGCTAAAGCGAATTCTCCCACCTTAGCCTCCCAACCAGC 

TGGGGACCACAGAACATGTGCCACCACACCCAGTCTGATTTTATTTTTTTTAACAGCTCA 

AAAGAGGTAAAAANTGAAAAANAAAAAAAAA 

Sequence 5319 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGCAATAAAAAGGAATGAATAAAAAGAATGA 

AACATTGATATATGTGGCAACTTGAAGGAATACCGGGGAATTACACTGAGTGAAAAGCCA 

ATCCTGAMGGTTACATACTGTATGATTCCATTTATATAATATTCTTGAAATGACAAAAT 

CATAGAAAAATGGAGGACAGATTAGTGGTTGCCAGGGGTTACGGATGGTGGTGTGCAGAA 

GACAGGGGGGAGGTGGGTGTGATTATAAAAGGGCAACACGAGAGATCTTGTGGTGTTGAA 

ACTGTTCAATATCTTATAGGATACATAAACTTACCTAGGTGATTACACTATANAATTATA 

AATTATATAGAATACATCATACCAATATTTC 

Sequence 5320 

ach 1 1 1 1 1 n i m 1 1 1 1 1 m n i ii i f nggg i i n 1 1 1 n m 1 1 1 n 1 1 1 1 n n 1 1 1 

' n 1 1 1 f I 1 1 I I II I 1 1 1 1 I I I 1 1 I NNAANNCCCCCNNTTTTTNNNNNTNNAAAAAAAAN 

NNNGGGGGGGGGGGGGGNCCCNCCNAAAAAAAAAAAANNNNTTTTNNNGGGGGGGGGGNA 

AAAAAAAAAAANNNNNNAAAAAAAANNGGGGGGGGGNAAAAAAAAAGNACCCCCCCCCCC 

C CCNNN GTNNAANACAAAMAAAMGGGGGGGGNANCNNNNNNNNNNNNAANAAAAAANN 

TNTTTTNTTCCCCCCCCCCCCCCCGGGGGGGGNAAAAAAAAAAAANCCAGGNTTNNNNNA 

ACCCNAAAAAAAAANMGCTNTTCTTTTTAAAAAAAAAAAT 1 I I I I 1 1 CCCCCNCCCCCC 

CAANNNCCNAAAAAAAAAAAAAANGGNGNGGGGGGGGNAANNCCNAAANAAAAAAAANNA 

ANGGGGGGGGGGGGG 

Sequence 5321 

CCCTTAGCGGCCGCCCGGGCAGGTACAGTGTTTATAAAGCCTACAGTAGTATGTAGTATG 

TAGTAATGTCCTAGGCCTTCACATTTACTTACCACTCACTAATTCACCCAGAGCAACTTC 

TAGTCCTATAAG CCCCA1TCATGGTAAGTGCCCTATACAGGTGGACCATTTTTTATCTTC 

A I 1 1 I I I I 1 1 I I I NAAANGGAGTTTTGhTITTGTNNCCCAGGNTGGAGTTAAGNGNTAANT 

GNAACCTTTGCCTCCNGNATTAAAAAA 

Sequence 5322 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCACCACTATGCACCTCCGGMCTTTTT 

CATGATCCCACACTAATCTCTGTGCCCCTTAAACAATAAATTCCCATTCCCTCCTGCCCC 

CTGTGACAAAACGTAATCTTTGTTCTACTTTGTCTCTATGAATCTCACTAGTCTAGGTAC 

CTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNNNANNNANGG 

ATCANAANTGCACTGANAAAATGATGGCTCTTGTTGCTGAGCTGTCCATGAAACAAGCCC 

TAACCATTGAACTCNAAAAGGAAGTCAGGGAG 

Sequence 5323 

CCCTTAG CGGCCGCCC GGGCAGGTAC I I I II I I I I I I I I i I I I I I NGNAAAAAATTTTTN 
AAAAAAAA I 1 1 i I 1 1 I 1 1 NAAAANTTTGGAAMMNTTTTNMAAANTTTTNAAANTTTT 
NAANNNANAAAAAAAN I MINIMI ) AAAAANNCNTTTN I I I N I I I NANAAAAAAAAT 
TTTNANANNNNCNTTTTTNNNNAAAANTNCCCCNNCCCCC I I I I I I 1 1 
Sequence 5324 

CCCTT NGCN TGGCCGCCGNNNACGNACNCNGNGNNNCTNANACTAGACNNNGAATCTNTT 

MTGGTTTTCTNTCNNCMCTCTMCCCCTTCACNGCATCCTGGANAGCCNNCMTTTTN 

NGANCTNNAATAAGCTTGANTGAACATCGGNNACANNTGNTGNNGGGGCNTTNNCCCTAC 

NNTNTNCTTAATNNNAAATCANNANTNTNCTGTGANANANNNAAANTTNNCTTTTTGNNC 

NCNCNNNNNNNNNTTNNCCNGATAACGTATCTCTGGAANNGTGCTCTCTCCATTTATAAT 

AAAACTACC CATGC TATGACTACNGACATCANTGGACGGGCAGGNTGCTTANACCAGTGC 

CTGACATATATTTTCGTNACCACGGTGCCGGGAGTCCATTCTGGNGGGCGCAACATTCCC 

TCNNGGGNGGGTCGTATTTNCAGAMTGGATACNTTGATTCCCCTGATTGCTCTNNTTCA 

CAGAACTNNNACNTTTCCAACCTACNCAAAGAAAANGGGCCTTCCCGAAAGGAAAAGACC 

ACCTGAAGGACCACCANAATGGGTCCATGGCTGCTGTGAATGGACACACCAACAGCTTTT 

TCACCCCTG 

Sequence 5325 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGCAGTTATAGCATTATTAAGCAGGTCCA 
GTGGCAAAGCTGAAGGGGGTAGCACTGAAGGACTCACAGCTTCTGTGAATTGTGGCATGA 
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CAATGTTGTAGTGGATGCAGAACCCTGGTTCAGAAGGAAAATATTCATCAGATACAAATC 

TTATCCTMTTTGATTTCCTTTAGAMTCTG7TTTCCTGGTACCTTATATAATCTAAACC 

MTTMGAGTAGCTTCCAGGTAACCCGGTTTGAACTTCTTAACATCATCAATATCATGAA 

ACTTTGAGGCTTCAGGATCATTCGCATTGATAGCAATTMTTTCCMTCTGTTTCACCTT 

CATCAATAAGAGCCAAAATTCCAAGGATCTTCACATGAATAAC7TCTCCACAAGAAAGAA 

TCTTTGAGCCTATTTCGCAAACATCAATAGGATCATTATCTTCAAAGCAGTTCGTGCTCT 

TATCTTTTTCATGGG 

Sequence 5326 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTGTCCTCCAACCCCTGTCACCACCTTA 

AATACATGGCCAATTGTTCCCTGTCTATAGTTCCTTCGGTGGGCCATCCAACACCAAAAG 

AGGGCMTTCTMTTTACACAGAGTTCTTAGCCTCTAGGGGTTMCTTAACTCTATAATC 

TCCTGCAAMCCC TTCTTMGGT TCTGTMCCTGCATTTTAATGGAATAAGTTTTGATGA 

TTTGATGACTTTCCTTTTATTTTTCTTTTTGAAA A I 11 I 1 > I 1 AACACAGTTCTTAGTGG 

AGTAGGCTTACTTTGTGTCTGACCTATTTTTCTCTTGAGACAAAACAACATTCACACTAC 

AAGAAGGAAAGGATAAAAGGTCACTCACTCATCTAATTCACACTAAATCAAAATGAACAC 

TA 

Sequence 5327 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTAGAAATCCGTAGAAATACCATATCCAG 

CCTCAAAGCATTAATCTCANAAAAAAAAAAAAAAAAAAAACCCCCCCNAAAAAANCCCCC 

CCCNNGG GGGNCCC CGGGGGGGGGGGAAAAGGGNTNCCNNNNAAANNNNTNAAAANGGGG 

NTAAAAAANI I I II I GGGGNCAANN AAAIMG I I I I I I I I 1 1 NGNNGAAAANGGNAAAAANN 

NCGGGGNNNCCCTTTNNNGGGGGG G I 1 1 I I I I II I NNCCNAAAANGANNNCNGNTTTTNN 

A AAAA AAANCCNTGAAANNTTTNGGGGGGGGGGAAAAANTGGGGCCCNNGCCGTNAAGGG 

NTTTTNGGGGGGGNAAAAMAMCCCCCCNGGGGNGGNTTTTTNNTTTCCCGGAMTTNT 

TNCCCNNTNANGGGGGTTNNCCNNAGNGNAACCCCCNAAAAAAAANAANNNANNNNNNTC 

NNCCCCCGGGGGGGGGGTTTNAANGGGGGMTTNTCCCCCCNGGGGGGGGGNGTTTTTNG 

GNGGNCCCCNCNCCCCCNACCNNGGGGGGGGG 

Sequence 5328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGAGCTTTCCAGAAAGGGATATGAGGGNC 

CTGGTGGTGNCTTTGpCCTTGNTGNNCTGGMCCTTTGATTGCAGGACTTGCTTAGGCAA 

CTGAAACCCTCCCTTGCTTACAATTCACTCTNGGATCTTTAAGGATCACCTGTACAAGCA 

GTTAATCACCCAC CATA GGGCATGATTAACAAAGCAACCTTTCCCTTCCCCCGAGTGATT 

TTGCGAMCCCCCTTTTCCCTTCAGCTTGCTTAGATGTTCCAMT7TAGAAAGCTTAAGG 

CGGCCTACANAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTNACTTTCAGTAAAAATAA 

ATAAAACAGCAGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAATATTG 

TGTTGTGCAGCATTAAAAAAAATCAAAATAA 

Sequence 5329 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCAGACAGGGCATCATTTCTAGCCTTTATAG 

MTATACATGCTTCCCACCGTTTCAGAGAATAAGGCTTATTTTCTTCAATCTGCACAATC 

T1TGCATNCTTGTTNTCTAMTTATNTTTTTTTNTTTCGNTTGGTCTTGGG 

TCCTTCCTTTCCACATNTGCTGTGCTTGGTCCCCCGATGTTTAGACTTTGATTTTNCTTG 

GTTTGCCTTGCTTGACATATTTTCCTGGCCTGGNGTTAATCTTCTTGGACGAATCAAATG 

AGCCTTA 

Sequence 5330 

GATATC TGCA GAATTCGCCCTTTC GAGC GGCCGCCCGGGCAGGTACTTTATCTACTTAAA 
GCAMGTTTTGCTTTCTTGMTGACTTmCTGTGAGATG 

GAAMCATGTCTTTTAGGTGTCTTGCCGATGACTATCCATAGGAGGAATGGCTATCCCAA 
AAAAAG TTCCGCAAAAAAGTAGATGAGTTTC I 11 M M I AAGCACTAAAGAACAAAATGC 
ATTTTTCATTAATACAGGCTTCTGATGAACCAGGMTCCTGTTTTCGTAAAGTTCCAATG 
TTGATGAGAGTAAATTCTTAAGCATTTGTCCTAGAGGTGAAAGCAGCTGAATGTTTCTGA 
ACCATCAAGAGGCAMCAAACAGGAGTTTGTTTCTTGAACCTGCTTATGCACACAGCTCT 
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TAACTCCTCATGAGGCACACAGCTCTTAACTCCTGATGAACCAAGGATTTACTCATAACT 

TTCTCCTTGTCATGGAGGCTTMTAGACMCAGMTAAATGCATTTC7TGGGCCTCTTAT 

AMCTTG GGMTTCTTAGAAAGCTGCTTCTATTACCAGGCTGNAATAACTGGGATAGTTT 

TTTTTTTCTCTTMGMGGTCTGGTATTAAGCCTC 

Sequence 5331 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGCGCTTGCGCCTCTTTCATCTTCCCA 

TCATGGCCCGCCGCCTGTGCGCCTCTGCTGAGTCGTATGTATTTCCCTCCTGACATTTTT 

TTTCMGMTGTTCCAAGTCACTTTMTGGGCCTCACCAAAAAGAAAATGAAGAATAAAA 

MGMATTTGCCAAACTATCTTTAATAAATGCCCCTTCACTCTGCCTGTGACGTATTAAG 

TGACCCTCTGAGCTAGAGTCTTGGAAGTCACTTTCTGGTGACCCCTGANCCCCGTTGATT 

TCCCGTCCCGCTAGGGTGCTCTTNACCCAATGGCGGTTTGCTTGGTTATTGAAGAATTTN 

CCGGAAACGTGTGGGTTGGGTGGGTAAAAGGGGCACCAACTGTTGTCAAGCCCTGCATTG 

TGGGGGGTCTTGAAGGTCTTGGCTCTTACAAGCTTTGTAAAAATGGAAAA 

Sequence 5332 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGCGTGTATGATTACCAGAGGGATTCAG 

GGAGGGGCCGTGTGTGATTACCAGAGGGAATCGGTGTTACATCCTCTAGGATTCCCTCCA 

GGAAACCTCCTACCTACCTGTTACAGGTAAGGACCTTAGGTGTATTCTTANATGGGTGGT 

TCTCAAACCTTCATGTGTGTATGAATTACTGGGGAGCCAGTGAAAATACAG 

Sequence 5333 

cccttagcgtggtcgcggcccgaggtacagtgacctaaagttggtaagatgtcataatgg 
accaagtccatgtgatttcagtatatacaactcaccagacccctccaacccatataacac 
cccacc ccccgtt cgcttcctgtatggtgatatcatatgtaacatttactcctgtttctg 
ct gattgt ttttttaatgttttggttngttttt 

tnl 1 1 1 i i attacccttngtamntattamctttcacttt7tttaaaaaamgattt 

tcatcttmgamcatttaacccaamtnnmcccnttacctattcmisrtnaaattcctt 

cmntctttctttmtttctttaaancatctttactttcattcct^ 

ttctcccmttcaaaattattatcaaaaataaaaanatctttttmttaaantcaatctn 

aaamgtataacccttttatatt™ 

tmccanaaaamcaaaaaccatttttnntaaaaaacccnangttaccaactttacaaaa 

AA 

Sequence 5334 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCCGGGAGGAAGGAAGGAAGGAAGGAAGGAAG 

GAAGGAAGGMGGAAGGGCGGGCAAAGAMGAGGGCATTTTTTTMMTATTATTTTAAA 

AGACTAACTAGGGACCAGCACAGTGACTGACACCTGTMTTCCAGTGCTTTTAGANGCTG 

ATGCAGGAGATCACTTGGAGGTCAGATATTGGAACCACCTGGCANCATAATGAGACCCGT 

ATCTCTTCAAAAAAAAAAAATTATTTAAAGAAATAGCTGAGGATGGTGGCATGCCCCTGC 

AGTCCCAGCTACTCAGGACGCTGAGGCAMNGGATTCTTTTGAGTCTACCAGTTTTGAGG 

TGGACAGTGAGCCTATGATGGTGCCTGCAACACCTCCAGCCAGGGCAACAAAANAAAGGC 

CTTGTCTTGTAAAAATTAAATTAAATNGATACTGCAGGGGGAAAAGGTNG 

Sequence 5335 

CCCTTAACGTGGTCGCGGCCGAGGTAC I I M I I ) 1 1 1 I I 1 1 1 1 I I I 1 1 1 I NNANTTTTTT 
M 1 1 1 I I 1 1 1 1 I 1 1 I I I I I I I I I I I I I I I I I I | | I ! I | | I | | | | 1 1 N A AAAAAAAN NTTT 
TTTNNAAAAAAAAAAAAAAANNNTNTTNNNNNAAANNANNNAAAAAAAAAAAAAAAAAAA 
AAAAAANI I I I I I I I I I I NAAAAAAAAAAAAAATATN I I I I I I H NTTTTAAANNNNGNN 
NAAAAAAAMMAAAAAANNTTTNTTTrrTNTTTNMTAAAAAMTAANAANAAAAAAAM 
AG 

Sequence 5336 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATAACATTTAATTTAAATATATCACAATAA 
TTCTTTCTG CCCT CTCCAGTCTATTTTAAAATCCATCCAGTGAAC I I I I I I » < I ACTTTA 
GTTCCTGAATTTTCATTTGT7TTTTGAAAATAGTTTCCATTCCTGAMTC 
TCATCCATTAGGACTAGCCTCTTTTAAAATCTATTTATGATAGTTGCATTACACCCTTTA 
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TTTGCTGACTACMCTGGGTTTTGNTTCTGNT 

ATTTTCCTGTTT CTTCA TATGATAGTMGTTTTGGTTATATACTTGACAGCATAGAAAAT 
AGACTATAAGTATTTTGGATTCTTGNTTGGGTGAAATGGTAGAGATGGAAAAAGAAAGAG 
ATGTTTCGGATTCTTTTATTTTCCTTGGAAGAGTGTTGAGTTTTACTTCAGCAGGTGGGT 
MATTACTGATGMAMCCANGAGTTTGNGNAGCCTTTTTAACAGGGTGATTCCGG 
Sequence 5337 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I M I I ) I I 1 1 1 I I H I 1 1 U 1 I 1 1 I M 1 1 M 

CCGMTTNCTGGGGGGTTGGTGGTMTGTCCCCTTTGTCATTrCTGATTGNGTTTTTTAN 

ATCTCCTTTTGCMGGTGTNAAATTTTTTTGMGACTTTTCCACACATTTATT 

TGAAGTCTCTCCAGTATAAATTCTCTAATGAGTTATTANAAAAACT 

Sequence 5338 

CCCTTAGCGTGGTCGCGGCCGAGGTAC TTA A I I I I I I I I I H M I I I I I I I U INCTTTT 
I M H M M 1 1 U I I II I I I I I I I I 1 I I I I I 1 \ GNNTTTTC I I M I I I I I I I 1 I I I I I I I 
TTTTCCCCNMACNTTTNAAMCCTTNANGGGGGGNNNGGCCCTMTTTTTNTTAANNTT 
TCCCCAATTTANAAAGAAMANTTTNGNNNNGGGNACCCCNCCNCCCCNNTTNNTGNNNA 
NTTTNA NTCCNTCTNG^ 

TTNCCATTTTTCTTTT TTTAM NNACCCCNTCCCGNGNC 

NNCCTANA AAAGGGGTTTTCCTTAAAATAANGGNNAGGGGGNGGGGTTTAAAAACCNANN 
TTTT TTTTCN NNANNNNNGNGNGCCTTNNANNCCCNCTCCTTNTNNCCGGNGGGAAAAAA 
CNCNI I I I IANA NCCNTTGTNCCCTNGGGGAMTTTTTMNCCCCCCCTTTTTNAAAACC 

N mmi I NTAAA CNNTTANNGGGNNGGGGCCCCAAAAANNNNTTTTGGNGAAAAA 

NAAAMTTCNCTTTtTTT^CCCMNCAAANTTNTTTTT^ 
Sequence 5339 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTmCTATTGCTTCTTTACCAAATA 

MTACAAGCTTTGCAGTTTAAAACAACAGAMTTTAATTTTTTATAGTTCTGAGGGTCAG 

TAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAGGG 

CTGGTTTCTTCTGGGGCTCTGATGGTAAAATTTGCTTCCTTGCCTTTTCTCCTTCTAGGG 

AGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGTTTCCAGCC 

TCAGGATTCCTMTGTGACTCTGACGTTTCATCTCCCGTTTATGAGGACGCTTCTGATTG 

CTAAGATACATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAAAAATAG 

AAAGAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTANAAGTGGNGACAT 

TTTCATCCCTTGATAATGGATTAAAAAA 

Sequence 5340 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTGACTTGGCAATGTAAGACACACACGTTA 

GTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTC 

ACTCGGGGMGGAG GTATGGTGGCM CACTTTATGCTTAATGTTCAATTCTGCTCCAGTA 

GAACATGG CACTT TN I I I I I I I I 1 1 I I I M II I i I I I I ACACATTCCAAGTTTG AAATCT 

NTGTGATGCTTTTGAGAGGGATGTGAAGACACTATTCTTANAAAATTAAGACAATCCTCT 

GCCTTGGAAMTMCMCTCAATCTGTTTTTCTANAATGMTGGATAGGCAMTATTATT 

TCTGTCTTTAAAATATTAMGTTATTTTAAATCATAGCATATATGGCACTTTGCTCAAGG 

GGAGGAATGGTGTGGATATAMCATTTTGGAGTAAAAAATNTNGCCATTATTGACAATTA 

GTTGAAGCCTGCCTCTTGTTCCTGACAAANACATTGGAATGCAAAAAATTCCCAGGNGGA 

ATCCCCATTT 

Sequence 5341 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCCACTCTGATGCTTCTACAAAGCAGTGT 

CAAACATCTGCCTTGTTTCAGTTTGCAGAGATTTCTTCAAACACTTCGCAGTTGGGTGGT 

GCTGAGCCTGTAAAACGCTGNGGAAAGTCTGCACTCTTTCAACTGGCAGAGATGTGCCTG 

GCATCAGAAGGGATGAAAATGGAAGAATCAAAGCTAATAAAAGCAAAAGAATCCGATGGT 

GGAAGAATTAAAGAATTAGAGAAGGGAAAGGAAGAAAAAGAAATTAAAATGGAGAAAACA 

GATGAAACTAGGTTACAGMGGMGCAGAATTTGAAAAATCGGCTAAGGAAAATTTAAGA 

GATTCTMGGAATTGAGAMTTTTTGAGGCATTGCAAATAGATGACATAATGGCTATAAA 



• 
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AAT GGAA GATC CCAAA GAAATTAGAAAAGGAAGAGTTTAGAAGAANATCCCAAATGTTAG 
TCATTTTCCTGATTTTTCTTATTCTGCCCAGTAGCCMGMTMTMTTTAGNGGATGTT 
CCCAGTNAGAAAGGGATCATTATGTGCCCATCCCTCATTGGAAATATTGATCATTGGGGG 
GATCCCCGCAGCCATTAAAACAAGCCCCNGAAAAAGCTTAAAAAAAAAAAAAAA 
Sequence 5342 

GTACAAAAAAMTCATTTCAMTMCTNAGGAGGATGATAATGGCTGGACTTTTGTAATT 

CACCTCAAAGACTGTGGGAGAGCCAACTCNAACTTAANCTGTNATAAGNCTGGNGCATAT 

TGGNGGCTTGTANCATTGTAGNGTTTTTTCCAMAGGAAGNGAMTATAAMTGTTTAGA 

TTAAGAACT ATAAAA CTACAGGGTGCCTATAAAAGGTGGCNTNACTCCTTATTGTTATTA 

TACTATCCMTTTTTAAMTGCAGTTTAAMNATMGGCACNTGAGTCTTTGTTCCCGCG 

TACCTGCCCCGGGCGGCTCGNTCGAAAAGG 

Sequence 5343 

CCTMTTGTCCTATTACAGCCTTNCATTNGGGAACMCTGCATCNCTCTTCTTTCTACAT 

TAAACATGGGCTGCACTTTGGTGAACAAAAACACTCAAGTATTGGACCAGTAACTTGGCT 

CCAGCTTCNACTTTGTTTACCCCTTGGTTCAGTGCATTTCTGCTCCATCACGAGGCTGAC 

ATGTGCAGGCAGNTTNGCGGTNAGTNTGTGCGTGCAGAAAAGGAAACA 

Sequence 5344 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGGGTAGAGGTGCNCGCCTGGNACC 
TTGAACANTGGACTTCCCATTGCCTCTGGCTANGGCTGATGTGCTTTNGTATGCTNCACT 
TGGANTCCAACTTACNACCTACAGNAAGGNATGGAANCGTATTTGAANGACTGNTGCCCA 
AAA 

Sequence 5345 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTMTTGCCTTTCTTTTGCAAACTTTTAAAAGT 

CAAATCTCCTGGTTCACAGGAAAGGAAATACAAATCAGTCAAGGGTCTGAAAAGATGCTC 

MCCTCACTTGTGGGACAAGACTTAGAMTTACTACTGCCCTGAGACACCATTTCTTCAT 

GCATCAGATTGGCAAAAACTTCMCCGTMGATGACACTGGGTCGATGAGTTTTTGTGAA 

AACAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5346 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAMGCTGACAGCACTTTATTTTATTGCTCTCC 

ATTATTTGGTATTCATTATATTCCTTCAGTCAGAAAATTATACTCTCTATGGCACTGTTT 

TTTATCACAAATATGtATATGTGATATTGATATATAACTATATATATTGCCATCACACAC 

GMCMTAAAATAAAGTGTTCTATTMCCTGATCTCTTTGCCCTTTTGCTATGTGAGGAG 

TGAATGAGTGGCCTTCTGATGCTCTGACTCTTCTCTGTATGTCAAACTCATCCCTGGCAC 

MGAMTTCCAGTCATGTGAAGCAAACTGCCCTTTGTCCTCAAAGAAATTGTTGAAAAAG 

GAMCTTTTTAMGAGATTTTTTGCATATTCTCTGCCTTGTTCTTATCMCTTGAMTG^ 

TGGCATTTTCTNACCTTGTTTTGTTGGCTACMTMTTCAAGTATTCATGTCAAAATTGA 

GMGTGCCCTMTTGMTGNGGTTTGAATGTTATCCTTGCACMTTCTTTAAATTGGAAA 

GATAMATGTTTACCTCACTGNTGGACATACATTTCAAGCTTTCAACTCTAGGAGAAAAA 

GMMTCATGTTTTCCTGTTTGGNAMTTTTAMCTATTT^ 

CTGGGATNTCAMTTTTMTGNATAGMTTTTGCAAMATTTATGCCTfvrrATTGNAANAC 
CTMCTGNNTNTGGGAGGGGGTATGTNAANNT^nTTATGCCCCAAAAAGGTTTTAAATCT 
TTCTGCCTNAAAAAAAAAAAA 
Sequence 5347 

CCCTTANCNNCGGCCNGNCNGNCGGGCACA I 1 I 1 1 I I I I I 1 I I 1 1 I AA 1 I 1 I I AGTAGAG 
ACTANGTCTTGCTATGTTGCCCAGTTCTAGTCTTGAACTCTTGAGCTCAAGCAGTCCTCC 
AGCCCTGGCCTCTGACAATGCTTGGGGATTATAGGGTGTTAAGCCANCCACACCCCANCC 
CTTGAGTGGACATTATTTTCATTACCAAAAAATTTCTNMTIT^ 

TG GNAATTT TTTNAGGGGGGG I I I MINGU I I I I 1 CAAAAATGGGCTTTNTTATAACCC 
TCNTTTTTTTAATTACCTTTNGGGACCA A I I 1 1 I I I AAA 
Sequence 5348 

CCCTTAGCGTGGTCGCCGGCCGAGGTACTGTTAAAACTTAACTGTATTTAGAGGTCAAAT 
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CCAMTTAMTG GTMG GTMCATGGCTCTTGGAGGATGAGATAACTCATTTTTTGAGGG 

GMANTTAGTATATTTTCATAGTAAGGCAAGATANAGCTAAGGGAGTTTGTGTGATCACA 

CTTAATGTAACAGGACAAAGGACAATTTAGGAGTAAATCTATCCCAAGGAGCTATNCCCA 

GATCATAAATGGGCCTCC 

Sequence 5349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCCTGAAGTGTTCATTGAACTCTAAGAGA 

GACAGCTTGTGTATCAGTGGCAGGGTTTAGGGTTCATTTTTTATTCCCATATTMTCCTT 

TMTATTTAGACAAATTTCCTTCTGAGTTTAAGGATAAAATGGGATGGGTTCTGCCTGGG 

CCTGGCCCTCATGGGGACATCAAAGGGCAATGTTGCAAAAAAAAAAAAAAAAATCAGACC 

ATCAGATTGCGTGGGGGGAACCACCCCCATAATTAAATTACCTCCACCCAGTCCCACCCT 

TGACACCTGGAGATTATGGGGATTGCAATTCAAGGTGAGATTTGGGTGGAGACATANAGC 

CMAGTTTNTTNTTCAAATTGGAAATTCNAANGAGAAATTTGGAAMGTTCATTTGANCT 

GAAMTGMAACNCNAThnTTNCANMTCAGGGAGTTTGCCAGCCTAATGTATGCTTGGG 

GGGCCAAATTTAAGCCCCTAAGAACCCTTTNTTTTTAACCAAAAAAAGAAAGGGCTCAAA 

TCCAANGACCCTGGAGTTTTTCACCCTTTTAAAAAACTTGGGAAGGAGAANGAGGCCAAT 

TTAMNCCCCTTNGTNAGNCAAAAAAAAAAAAAAAAA 

Sequence 5350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTANATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCMGGAAGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCGTTGCCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 

TATGAATCCAGTAACAAGATCTATGGCCGATCAAACAACCCATATGATTTACAGCATATT 

GTAGGTGGAAA 

Sequence 5351 

CCCTTTCGAGCGG CCCGC CCGGGCAGGTACTGGGATTATATAGGCATGAGCCACTGAGCC 

TGGCCCTGAAGCGTTTTTCTTMNTTGCCCTCAGTGAGATAMTTAGATTTGGCATCTCC 

TGTCCTGGGCCAGGGATCTCTCTACAAGAGCCCCTGCCCCTCTTGTTGGAGGCACAATTT 

TAAGAAT AAGGA GGAGGAGGGAGAAGANAAAATGTAAAGGAGGGAGATCTTTTCCAAGNC 

CGMCCATTTTTGTCACTTACATTGGACCCAAAAAAAAAAAAATGGGCCAAACCTTACAA 

CCCCTTGATGT7TGAAGMGTTCCMGTTGNMNGGGMCAAAAAMNTTTTTTGATGGT 

GCCCAAAAANGGGCTTGNTNTTCANAAAAGCNTAAAATTTAAA 

Sequence 5352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAGTCTCACTAAGCATAAATCTCAGCCTCT 

CCCTTCTGTCTCTGAAGTGTCTGCTTTCAGTTTCAGCCAGAGGCTCCACTTCCCTGCCTG 

TAGGTTGTMCTCTTTTTTTGAGACAGAGTCTCTCTCTTGTTGCCCAGGCTGGAGTGCAG 

TGGTGCAATCTCAGCTCACTGCAAACTTGACGTCCCAGGTTCAAGCGATTCTTCTGCCTC 

AGCCTCCCGAGTAGCTGGGATTACAGGCATGTGCCACCACACCCAGCTTATTTCTGTATT 

TTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTCTCAAAGTCCTGGCCTCAAG 

TGATCCGCCCGCCTCGGCCTTCCAAAATGCTGGGATTACAGGCGTGAGCCACTGTGCCTG 

GCCCAGGTTGTAACCCTTTATAAGMAGAMGTTCTCCTTTTTTAAMTTTAAAGATATC 

AATAAT 

Sequence 5353 

TGTGATGGATATCTGCTTMTTCGCCCTTTCGAGCGTTGGCCCGGGCTTTTACAGAGAAG 

CACCTATTGACAAAAAGGGGNTTTTCAATTACATCGAGTTCACACGCATCCTGAAACATG 

GAGC CAAGA CAAAGATGACTGAMGMCTTTAGCTAAAATCTTCCAGTTACATTGNCTTA 

CTCTCTTTTACTTNTCAGACACTTACCNCACCCTCATAGAACCTGTTGCATGCAACTTAG 

TTTCACAGCTTTGCCTCTTCTTTTTGATGTATNTATTCCAGACCTTTTTGGNACT^ 

CTTGTNTAATCAGACTGGAAAATNGGGGATGANGGTGTAAAAATGNATTGGAAAAAGAAC 

GCGGATAA ANATCA NC AAATG TTGAANGCCCCNAAAAAAAAAGATTCGATTNCNNGGTNT 

TGCTGGGATTTTTTACATTTTTATNTMTAAMATGGTTGGTTTTGGGGATAANCCNAAT 
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TTACAAGGGTTTTG 
Sequence 5354 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTATATATAAATTTGGACGAATAGAAGTAA 

ATATGTTTATTGGTGAAAAAGAATTCCAGAAACTAATGGCAGATCCTGAAATCCAGACTT 

GTATCATGTATTAAGTGTTATCTGGCAATTAGCTTGTGAGATTAAGGTTCTGCACATGGA 

GCCTTGGTCATCATTTGATATATACACCCGGAAAGGGCCGCTGGAAAACCCAAAGCGTAG 

GGMTTATTAGACCMTTCMCMMGCTGTATCTTATTCAAATGATTCCTCGTCAAAAT 

TTATTTACCMGAACTTMCACCTATGMCTATMTATATTTlTrCACTTGTTAAAGCAC 

TGTTTTGGGAGGCGCAGCGCCACTGTAATAGACCCTTACGTTCATTGACTCCACTTGATG 

CGAGAGATATATTGATGCAAAATAGGAAAACAGGAGGGATGAGAAAGTAGTTAACATGCA 

CCCTCAAGACTTCAAAACACT 

Sequence 5355 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGCAGGTTGGTGATCCCATTTTTAATGT 

CTTCATTACACATGTGGATCCATTTCTGCAGCGTGNCTTTCAGGTATTCCTGAACTNNAT 

TGGGAATG TNCA AAGGGTTTCCGGAAGTGNTTGGCTTGGAACCTCNGACGATGGGATGCT 

GGCAGGTGTTTTAAACCAGCTGCAGAGNTNTCATCTCTTCCTGCAGGACACCANTGCCCT 

TTCCGGCAGGATGCTGGCCTGTGATGGTCTCCACAGTANNAGAAAGAAGCAAGCCACATT 

GGCAGGGCTGGATCTGGCAGGCAANTCTTCTGGCAAAAGTGTTANAAAAAGGGGC 

Sequence 5356 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAACCACATTACTGGCCTGGGGCCAAGAGAAA 

ATGCACTGACTGATGTGCGGACATGGTAACACCACTGTCTAAGATGCAGATACCTTGACG 

TGTCTCAGGAAATGGCATCCTTTGGGAGTCCCACAAGGCAGCCTACAGAAAAGCACTTCT 

TTTGAMTAAAMMAGAGGTACCTCATCTACGTTCACAATTTTCCTGACACATGGTCTG 

GATGACAGTTCATCCCTCTCTGTGGCCAAGGTATAAAGCTAAACATCTTGGT 

Sequence 5357 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TAMTGGTATCCTTAGATTAAMTTTTGTGCTTGATAACAGCTGTTTTTTCTACATTAGA 
AATAAGATGCCACACAAGGAACTACATTCCAGATTTAAAGAAATGAA 
Sequence 5358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGTGGGCAGAGACTGGCAGTGAATTACT 

CTGTGCTTCCCTAACGCTCTGCTTTATGGGTTACGTTATCTTCCTTTGAAATGNCCCCAC 

TTGTCAGCCCTGCCAGCTGACATAGGAGCTGAGATAGAGGTAAGATTGCGTCATGAGTTC 

TTTGCCAATGCGGCCAAAACATTGTGGACAGTCAAAGATCTCCTCCCTTGGAACATAGTA 

CCTNGGCCGCGACCACGCTAAGGGG 

Sequence 5359 

GATATCT GCAGAAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNI II U I 11 I 
TTTTTTTNNTTTCNGGGTT TCCTN N^ 

GTTMAAAMAANTTNMNTTTTTGGGGNACCMGGAAAGNATTT^ 
CCCAATCNTTTAACCAANCC I I I I I I I I I I I I I 1 1 NCCCNCANTTTAACCAATAAATTTC 
CAM AAAMTG AMGN NTTCACTTTTN ATTTAAAAAAAAAAAAAAAAAANTGCCN AAAAA 
M AIM I I M AAA AMH I I M I I MI NAA 
Sequence 5360 

CCCTTAGCG TGGTC GCGGCCGAGGTACAAGGCATGATGAGTCCTTTTGCTTTTAGGCTTT 

TGACT TCTGGTTTTAGACTTTCTCTAGCTTCTGTTGTTAGACMCATTGTGCMGCTTGG 

TTTTTATAMGTTTGCATGGATTAMCTGAACCTNANNGMANTTGGCCCTTCCCCCNAA 

MTTCTMGCACAMTTTTTTAGGGCCCACAAGGGAGTCAAAGCACCTCAAGGGAGATCT 

TCAGTTTGAMCTTTGGTGTAGACACAAGGGATACCTGATGGAATCAAATATTCAAATTA 

GCTGTNACCTACTTAAGAAAAGAGAGGAGACCTTGGGGGATTTCGAGGAAGGGTTCGTAA 

GGGGAGATTTTAGCTTGAGAAAA 

Sequence 5361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCCTGMCTTCTTTTAACCAAACTAAACAG 
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• TCTATTCTTGCCCAAATTCAACAAAAGGCGAAATCCACCCTTGCAATGAGTCAAAAGCTT 
TTGTATCCTACCTGATATGCCTGGAACAGCGTATACGGGGAACCTGTCATACTGGTAGCT 
GGACTCCTTATGGCCCCCCCTTTGTTTGGGGGCCTTAAATGGCTTCCCCAATGACACTCT 
GGGGTTTCTCCCACCAGACAGTTGTCAGCACATATTCCAAATCAATAACAGTGCCCCCAG 
TGAMCACAGCACCTTTGTTACTTAAATTACACATTACAGCAATACGATTGTAGTAGAAC 
TCTTCCCCTTCCCTGGGGGGCCCTCTGTGTATGCGGATCCTATGGGTGGTGATACTTGCC 
CCCGAACTGAACAGGGAGATGCACTTGGGGGTGGCCATTAATTCCATTCACTATCTGGGA 
TAATATTTCCCTCCCC 
Sequence 5362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGAAGCCCTTCAGGCAGACCTTCTCGC 

CGATGAGGGAGAGGAACTCCTCAAAGGCGGGGCCGGCCTCCTCATTGTTGTACTGGCATC 

TGCTTGGTTTCTGGGGAGGCCTCCGGAAGCTTATAGTCATGACAGAAGGTGAAGGGGGAG 

CAGGCACATCACATGACAAAAGCAGGAACAAGACCCAGAGCAAGAAGTCACTTATCACCA 

AGGGGATGGCCCAGGCCATTCATGAGGGATCCACCTTTGTGCTCCAAACACC 

Sequence 5363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTAATGTCCTGAGTTATGCTGTGGTGTGG 

AAACTATAGCTGTTACAAAGAGTAAATGATCTGTGAGTCCAGGATTTCTGCTTAAATCCT 

CTAGGTGACGCACTTGAMTTTCATGTTTTTTCTCTT^ 

TAAGCTTGAAATTCATTTCAAACATCAGCCTTCAATCTAGCAAAGGTCTCAAGTCAAAAA 
GAGATGTCTCTCCAATTMGGTTATTATATTCTACTTGGAACCCCGCGTACCTCNGCCGC 
GACCACGCTAAGGG 
Sequence 5364 

GATATCTNGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAGATAAATTAGTGG 

TTACACTGTGTNAAATAATTNCACCACTAAGAGATCCAGAAGCAATGTAGCAATCATTCC 

MTTG NATG TGTACACMGTTACTTGATCTTTATGATCCTTAANAGATCGATGAACTCTT 

TTTGATTTTAMTCCCAMTATTMCAGTGTTATTTAAGCCCTCCCCTTACCAAATACAT 

ANATGTANMTTTA MTTG ACACATGTCTNCTTTTACCCTTCAACAAACTTCTAAAAATT 

G GMCM GTTTACATTTTCCACCTNAAMCAAACTATTTTATTCNCCCCCTNAAAAAAAT 

Cl I I I I ACTTAAAMAATTTATTATTTACTACTTCCAACCATATTTNAACTTTATTCCCA 

TTTTMNTAATATTNTTTTAGATTTNAAATTTATTCCACCCAMTATCATTAAAATA 

CCATCCCCATTATTTTTMTATCATCTCCTTMTTAAACAMATCTNAAMTTTTCCCTN 

NANTACTACNCCCTCAACCCTTNTAAAAAACCTTAACCATTTAAAANAA 

Sequence 5365 

CCCTTTCNAGCGGCCGCCCGGGCAGGTNCAGAGAATGAGATGATGAGTCAGATTCAGCTT 

TTTTGAGTTGGAGGTGACTGCATACATCCAGATGGAAATCTCAAGAGGCAGTTGGAAAGC 

TAGGCCCATGGCCAAGGATGAAGTTCACATCTACAACTGGACATTGGGGGCTTTGAAATC 

CAAATGCAGGAATAGAAGAGGAGCATGAGTTGGCTTAAGATAAATTAAAGCTGGGAATAG 

GCCTGTGTGGCCAGGCAGCCCACTTTTGCAGAAATTGTAAAACTGTTAGAAATGCAGGGT 

CAAACTTCTTGGMGACGTATCTACNGCTCCTGCTTCCACCTTTTTTTCCTCCTTCCATT 

GGTGGACCACATCTGTTCACTCAGAAATCCNCGGGGACTGCTACTCATTAAATTCAANGG 

ACTCATTMGTCTTTCMGTTTACCATTATTCCTTTTCCGMGCCAGTTGACACTTGTTA 

ANCCTTTTCCACTTCTCTTCTTTCCTT 

Sequence 5366 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATGACTTCCATCTGAACTTGAAAAGTATTA 

AMTGGGTCMTATTCACATTCTTTTAGATCTCAGGATGGGAAAATGGGTTTGNTCAAAT 

GGATATGGTAMTCTTACCCAATTMGGAAGGCTAATTTTAGAGTTCTTCTAATTTGCTT 

GTGTCMCTCTTAACTTGTAAMCTGCTGTTMCTCGGTTTAMTTTTTAAATTANTATA 

ATAGAAAGAACACTAAAATACTTACTGGTAACTGCTTACAGCCATTTATCTGATCCTGTG 

GAT TACAG AATGCATTCCCTCTTCTGCTGTAGCTTATCATTGCTTTGTTTNGTAGCTCTG 

CATATTTTGCCCACCTTGTCTTCCCTGTAAAGTTTAMACGTTTCCAANGAAAAGCTTCA 

GGGGCTGATAGTTTCTTAACAA 
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Sequence 5367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGCGGAGGCGGAGGCTTGGGTGCGTTCAAG 

ATTCAACTTGCACCCGNAACCCACCGTCATGGCCNAGGAAGGCATTGCTTGCTGNGAGGT 

GTMTTGGGACGTTMTACCTTGGCTTNACMAGAAGGGTTTNTGAAAANAACTTGCCCC 

TTCAATCCCNACNGAATGGNCCCCTAAGGCCAACGGTTNGGANATTTTCCGTCCGGAAAG 

GCCTTGCNCAANAANGCCCTTTTAANAACCAAAGGCCGGCCCCAAAAGGNCC 

Sequence 5368 

CCCTTTCGAGCGGCC GCCCGGGCAGGTAC I M I M I I I I 1 I 1 1 I I I I I I I I I I 1 1 1 1 1 I 1 

I I 1 I 1 1 I I 1 M I M I M M I I M I 1 1 I I I I 1 M M M I I I M I I I I I 1 I I 1 I 1 1 I I I 1 1 1 

N II 1 1 I M I I 1 1 I I M I I 1 1 I I AATANNAAAAAAAAAANNNN I I I I I I II I NNNNNNNG 

NAACAAAAAAANNAAAAAAAAAAAAAAAANAGNNNNTNNTTAAAAAAAAAAAANAAANNN 

NNTTNTNTTTTTTNANAAAANNTNNANNAAANNNNNNNNNNNNNISITTNNAAAAAAAAAAA 

NANNNNNTNNNNNNNNNNNNNNGGTNANNATTTTTTTATTNAATAAAAAAAAANATNNTT 

NNNAACNANCNNNNNANAATTNTNT 

Sequence 5369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCTTTATCTCTTATTTGACTTCATTATTTG 
GCTTTCAAATTAACAACATGAAAACTATACAGAAATTAGTCTGTGCCCTATAAGACAGAG 
ATTTAGATMTTTGTTCAAAACATGAGATGATATTCAGATATTCTCTCAAAGGCAGGACT 
CCAACACCGCAGGTGGGAAACCAACAAAAGGGAAAGAAAACCAGAAAGGGAGGG 
Sequence 5370 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 1 I I I I I 1 1 f I I I I I 11 1 I T GAAACCGA 

GTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCC 

GCCTCCCCGGTTCAGGCCATTCTCCTGCCTCAACCTCCCAAGTAGCTGGGACTACAGGCG 

CCCGCCACCACACCTGGCTMTTTTTTGTGTTTTTAATAAAAACMGGTTTTACCCGTGT 

TAACCAAAAATAATCTCNATCTCCTNACCTTTGTAAATCTTCCCACCTTCANCCTNCCAA 

MNGCT TAMT TCCMGCTTTAAACCACCCNNACCCACCCCAAAACACCTAAAAATTTCT 

TATCACCT TTTCA TTAAAAAATTAAAGCCCCACCCCCAAAATNN A I I I I I I I I I I GGNCA 

NNAAAAACTTTTNCCCNAAMGGATCAAAAATAAAAATTCAAACCTTTTNTTNTTACAAA 

TTTACCMGGTTTTNNCCCAAANTTAAAAACNTTTCC I I I II I I I AAAAAANCNNCCCTT 

TTAAAAAAAATT7TAANCCCCMCCCCCCAAMTTTTAAMAAMTTTTTCCATT 

TTTTNCCCCNAAAAATTTTTAAAMMTCNNTmAAAC 

MCCCTTTTTCCCAMTTTTTNCCCCMTTTTNMTTGNTTTT^ 

TCCCCC 

Sequence 5371 

CCCTTA GCGTGGTCGCGGCCGAGGTACCACACTGATGTGCCTGCATGTTGCATTATGAAT 
All I I I ATTTGATAAAGAACAAATGGTTAAGAAACCCAGTGGTAGGGCTCTCATGTTATA 
TAAAGCT AAAA ACAAAGAAATAAGAAACAATGAAGAATGAAAAAAGAGACAAGCAGGGGT 
TGTCACATTTTCTCAGTGTAGACAGCGTCTCCTTCTGCCCCTGCCCGGGCGGCCGCTCGA 
AGGG 

Sequence 5372 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACCCAAACCAGAAGAAGAAGTGAAACCTGT 

GAAAGAACCANACATCAAACCTCAAAAGGACACTGGGTGCTACATCTCCTAAAATACAAC 

TTGCACTTAGAATTTCTCTAGCAGTMATAAGATMACCACAGMTTTCAGTTCTTATTT 

CTCAAAATGATTTCTCTGAAGCTTGTAGAATAACTATTATATTCAGAGGGTTATCTGCCT 

TCAGCTTACTTGTTCTTMTTTT^ 

TCTCCTTTTTMTCAGGACMCATTTGAMGATTTTATTGTGCCTCTAAAGGGTATATTT 

GGGGGTTGGGTCTTTTTGTTAA 

Sequence 5373 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTGCAAAGACAGATTTGACTTCCAAACAA 

GACAGACATTCATTATAGTTGTCTTACTTCACAATAAGCTACTAAAAACAGTCTTCTGGA 

ATAAGATTGTATTAGTGCTCACTAAACATGCATTTCATTTAAACAAGGCAAAACACTTAA 
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TTTGGTCTGCATTACCCMTATGTTATATACAGCCGTCTTTTTATTTTATCACAATAGGC 

MCAAGATGGGTCTGGTTTTGGAATATGTTACCATTTGTGTTTAATTTCCAAAGACACGC 

ATATTAGCTCMCTAGTGTMACCTGTGMAAMTAGCTGAGCCATCTTnTCCTCTCCT 

CTGTTAATTTATCTTGAAATGTTCACAGCTTTAN 

Sequence 5374 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTC 

CTTGGAGAAGTCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACA 

GGTCACCAGGGTGTGCTTGAGGGGACCGTNGACATAAACGGAATTTCANAAGGCCAGGGN 

AAAGAACTGCAAGAAGTANNAAAGGGTGGATTGTCCCACAAAGCTTCCCCGACAAATGGG 

ATCMCTTGGGGAAGCTATCCATCTTGTGCTTTTCTGGAAACCAGTTTCAAATTGNTAAG 

AGAAAAGCCAANTCANGNAATGAGTTTCTTCCATTTCCAGGACTAACCATGGCCAGAGCA 

AAGCATGGATCCTTCTGAATTGCNANAAGTTGGTTGCANGGCCATACAGTGAAGTTANNT 

TGCTTGGTAMGGACTTGCCAAAATGTTTGAANAATGGGGCTCAAANTTTTGGGGCA 

Sequence 5375 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAAGCTATGAACTCTCTCAAGGAGATTGGAT 

TTATTAACTACTATGGAATGCAAAGATTTGGAACCACAGCTGTCCCTACGTATCAGGTTG 

GAAGAGCTATACTACAAAATTCCTGGACAGAAGTCATGGATTTAATATTGAAACCCCGCT 

CTGGAGCTGAAAAGGGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAGACCAAAGACC 

CAACTGCTGCCCTCAGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAGCTGCTTCGAG . 

GACTTTCAAAATATGGAATGAAGAATATAGTCTCTGCATTTGGCATAATACCCAGAAATA 

ATCGCTTAATGTATATTCATAGCTACCAAAGCTATGTGTGGAATAACATGGTAAGCAAGA 

GGATAGAAGACTATGGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAAGGGAGCCACA 

GCCACCTATATTGAGGGAAGATGATGTTAATAATTACTCTATCCATGATGTGGTAATGCC 
CUT 

Sequence 5376 

CCCTTTCGAGCGG CCGCCCGGGCAGGNAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 N CM I 1 1 1 1 1 I I 
1 1 1 1 I 1 1 1 1 1 I i 1 1 I 1 1 I 1 1 I AANCNGGAMCTTNTTTNTTMCCAAATTTTTTTGTAGN 
GMANGCCNTTTCCCTTTTAAAAAATGMTGGAAATAAACMTANAGTTTTTAAGGAAAA 
ATATAGTNTTNGCTGNGAAAATTTTCCNGGTMNATGTAAAAATTMTTTACTTTTAACT 
TCANATGCTNTCNI I 1 1 I I ACCC 
Sequence 5377 

CCCTTAGCGTGGTCGCGGCCGAGGT AC 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 ) I 1 1 1 ) 1 1 NGGGTTTTTT 

1 1 1 1 H 1 1 1 1 1 I H M I M 1 1 I I I 1 1 1 I I I 1 1 1 I 1 1 1 1 1 I I I IN I I I 1 1 1 1 1 1 I I I I I II 

NNCCCCCCCCCCNCCCNNNNTTTNAANNACNAAAAAAAAAAAAAAAAAAANNCNNNNANA 

NTTNTACANNNAAAAAAAANGGGGGGGGGNGGGNGGGGGNCNNCNNAANNCCCCNCCCCC 

CCCCNGGGGGGGNGGGGGNANAAAAAAACCCC 

Sequence 5378 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTCCTCGATCATCTCGCGGAGGGCCAGGAAG 

TAGGGCCCGTTTTCATTTGGGGCTCGGCGCCAGTATAGGGAGCCCCTCGGACATCCTCAC 

CCCGTGTGTAGCCCCAGCCCACAAGGCTCTCCACCATGGTGTGGAAATAGGAACCCACGC 

TGCTTTTGCTGGGGTCCAGGAACTCCAGTGAGAAGGTCTTCCCAAAGCCAGGGACACGTA 

CATTMGTTGCTCAAAAGTAGGTAGATAATGTATTTGGGTTATAAMTAAAGATGTAATT 

TTACTATTTGGAMGATCACTTCCCTATTAAGAAAACTATTTATTGCCTATAGTGATAAA 

ATTTACATAAGTTATTATTGTCTATTGGAATAGATCAGCAGAATATAGAAAATATGTGGT 

CCTAGATATCAMGAACTTTCACTTTAAATATAGGCACACAAACATATTTTTGAGCTACA 

TGMTTAAMCATTTCATACCTCTTCTTTATTCCTATCTGGTTAGTTAAATGTGGATGTT 

GGCTAAAATCCCCATTAG 

Sequence 5379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I 1 1 I 1 1 1 1 II I GGGGAC 

GGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGANATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 
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CCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAANACGGGGTTTNACTATGT 
TGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 
ATTTGCTTTACAAGTCCTGCTTAAGGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCC 
M GC ATTTGCCAGGG ACTGTCATTGCCNMGATT^^ 

CG i i i i I G 1 1 I I I 1 1 l GAGACAGCGTCTTAANTNTNTNCCCAAAGGCTG NAAGTGCAANT 

GGCCCCAAAAAAMGCTTGGTTNCAAACCTTTNAANTCCTGGGCTTAAAGCCAANCCTTT 

TMCC TNMGCC MCTTGGGAN^NCCAGGCNCATTGCCACCCCCCNTTTGGNCTTTTTA 

AANTTAi 1 1 1 i IGGGNNAACAAAAATAAAAANTTAGGGCCTTAGGAANAANCTTGGGTTA 

AAAAATTCACAAAAGGGGANTTAAGTNTTCCNANTNAANACAAAATGGGAAACATTTAGT 

TTATTTAATNAGNATNGANAAAAAGGGAAAAA 

Sequence 5380 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 ) H 1 1 II II 1 1 1 1 I NGGTTTTTTTT 

1 1 1 1 1 n 1 1 1 In 1 1 1 1 li 1 1 1 1 1 1 1 1 II J 1 1 1| 1 1 I INGGGNNNNNNAAANANTTTTTN 

NNAAAANNTTNNNNAAAAAAAAAAAAAAANNNNNNNNNNNNNNAAAAAAAAAAAAAAAAA 

AANNGNTNNNGNNANNNCCCCCCCCCCCNAAAAAAAAAAANGNNNTTTCCCCCCCCCNTT 

TTTTNMNC CCCCCNTNNA NNAMAAAANTTTTTTNNNNNCCTTTTTGNGGNNAAAAAAA 

ANGGGGGNTTTTTTTTTTTGCNTTTTTCCNGGACNCCCCCCCNAANANNNTTNCCCCCCC 

CCCCNNNGGANAAAACNCC CCCCNN GGGGGGGGGGGGNTAAAAAAGGNGGGGGGGGCCCC 

CNNAAAAAAAAAAAAGGGGNTTTTTTCCCCCNNNNNNNNGNGAAAAAAAAAANNNNGNGN 

GCCCCCNCCCCCCNGGNGGGGGGGGGGGGGGNGGGGGGGGNTTTTTNCCCCGGGGGGGGN 

CTNNAANGNNGGGNGAAATTCCCCCCCNNGGGGGGGGGGGA7TNTNNANANACCNCCCCC 
CCCCCCCCNC 

Sequence 5381 

CCCTTAGCGTGGTCGCGGCCGANGTACGCGGGTAGCATATTTTCCTGCAATGAAAGCGTT 

TGTGAACTTACCTACAGAAAATGAATTAACATTCAATGCAGA 

Sequence 5382 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCACAGCCTGCGGCGCAGCGGAGG 

CGGACCGCAGTCGAGTCTGCAGAGTGTTGGAATCGTCGCACTAAAGTCCCCTGCAGCGTG 

ACCATGTCGAGACCCCGGAAGAGGCTGGCTGGGACTTCTGGTTCAAGACAAGGGACTATC 

ANGAAAACGCACCAAAACTGAGAACTCANGTGAGGCATTAGCTAAAGTGGAGGACTCCAA 

CCCTCATAANACTTCAGCCACTAAAAACTGTTTGAAGAATCTAAACAGCCACTGGCTGAT 

GAAGTCAGAACCANAAAGCCGCCTAGAGAAAGGTGTANATGTGAAGTTCAACATTGAGGA 

TCTCAAAGCACAGCCCAAACAGACAACATGCTGGGATGGTGTTCGTAACTACCAAGCTCG 

GAACTTTCTTAAGAGCCATGAAACTGGGAAAAAAAGCCTTCTTNTACCATAGCAACTGCA 

AAAANCCAGGCATTCGAAGGACTTAATGAAGATCCGGGAAAANAGCTTACCCCAGACCCC 

ACCCAAGTTTTGAGAAAAACAAATCCCCATTNTGACCCCATNTTAGCAAAGANGACAACC 

CCTAAATGGTCCMTGAAAAATTTTGATTTTTNTTTTGANCCTTGGAGGNAAAAGGAA 
Sequence 5383 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGTCTCGTAAGTTTCTTACTACCCTAATGGAAA 

AGTTCATATATGGTGATGGTGAATATTTGGCCTTAAACCACCAAACTTGCATAAATAAAT 

AGAAAATTATTCTAGGTTGGGCATGGTGGTTCATGCCTGTAATCCCAGCACTTTGGGAGG 

CTGAGGTGGGTGGATCACATGAGGCCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAA 

ACCCCATCGGCACTAAAAATACAAAMTTAACAGGATGTGGTGGCGGCACCTGTAATCCC 

AGATACTCTGGAGGCTGAGGCAGGAGCATCGCTTGAACCGGGAGTTGAGGTTGCACTACT 

GCACTCCAGCCTGGGTGAGAGAGCAACATTCTGTCTCAAAAAAAAAAAAAATTAAAAATT 

AAAAAAATAGAANATAGTCTTCTAAAATAGGGTCGTCTATTGTCTGTATTTACCAAATGT 
TTGGG 

Sequence 5384 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAGGGAACATCTCCGATGGGTGTTAAGG 

TAGGAGTTTCCATGCAGCCCTTTATGTCTGAGAAATAGTCTCCTCTGCCATTGGGGTCCC 

TGCGGAATCTTCTACAGGAATTGCAGCTCTTCACGTCATGCTAGGTTACCAGCATGGGCT 
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JCCCAGAGCACTTCACTCTGTTTCTAACTCCACTGACTTTTCTGACTTGTTTCTTGAGGG 
ACTTGGAAA AGGGGAAGG TATTATTCATCC A I M I NI I CTATTGTTTCTCCTCTGGGGG 
GA AATGGTG TTTTG 1 1 1 I 1 GTTTGAGTTTTGTGTTTTAGTTTTTTGGTTTTGGTTTTGTT 
TT Gi i I 1 1 I iGTCATTCAGATTCACTAAATTTGGGGATGGTTTTATTAAAGTATATTAAC 
TTCTTTTTAACCAAAGCTTTCTGAATATGACCAGCCTCAGGTGCTAGCGCATTAAAGAGC 
MCTMACCTMTTCCAGTGTCGATTTGTGAAATAATAAAAGCTAATTGAATTTCTCTAA 
GGGTGAGAGAGAACATAATGATGAACTTAAAAAAGAAATTCCTTTT 
Sequence 5385 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGACCATGTCTTCCAAGAAGAATAGAAAG 

CGGTTGAACCAAAGCGCGGAAAATGGTTCGTCCTTGCCCTCTGCTGCTTCCTCTTGTGCG 

GAGGCACGGGCTCCTTCTGCTGGATCAAACTTCGCGGCNACCTCCGGGACTCTGACGGTG 

ACCMCTTATTAGAAAAGGTAGATGACAMATTCCTAAMCATTCCAGMTTCCCTTATT 

NATCTTGGACTCAACACTATGAAGTCTGCAAATATATGTA 

Sequence 5386 

CCCTTCGAGCGGCCGCCCGGGCAGGTCTTTTAGTAACNACCCAATCTAAAGAGCCTTGGA 

GGCTTGTNAAAAAAACATCCACAAAAATTCTTNATTTCTATATNANAGTAAAATTAAAAT 

ACTTCTTTAMNAAAMAMAMCTAAATCACCTCANCATTAATAAACAACATTTTTCTT 

TTAMCAATAACTCATAATCTTATNACTCACTTTCTTTACTAATTCAAAATTAACAANAN 

AAGAACTAAACTAATTNTTCATACCCAAAAACCCCAAAATATTTTNANCAAAIMCTTCAAN 

TCCCTTCAACTNATNNATATTCTAMTAMTTCMGCAMNAAAAAACTTTCTTCAAACT 

^^^ ^ATTC CCATTTC CTTCAC CATTCTANTMAAAAAAAMTTTCNATTTTAACCACCT 

TTNl l 1 1 l I AATCAAACTTTTTAAACCTTTCATANCAAANCCNAAAGAAAAATCACCAAA 

ACTNTCCMTTNAANNCCCATAAATTNATCTTTAAANAAAANAANTAATTCTTCCTTCCC 

TTTACAAAANTCAAATTTAMNTAATTACTNTCCTTAAACCCTTTTT 

Sequence 5387 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGMCTCAGAGGAAMMGAMTTAAMTTTTA 

GC7TTCTGGAGAGCAGCCCCTCTCTGGCACCATCAAACACTTTTGTTTCCCTTCAACTTG 

GAMCTCTTTAMCATCMGGGGGTTGTGAAGGGTTTGGCCATTCTTTTATCTTGGGTCC 

ATGTGAGTGACAGAAATGGTGCCGGCCTGGGAAAAGATCTCCCTCCTTACATTTCTTTCT 

CCNTCTCCTCCTATTCTAAACTGTGCCTCCACAAAGGGCAAGGGCTCTTGGAGAAAGATC 

CTGGCCANGACAGGANATGCCAAATCTAATTATCTNACTGAGGGCCTTTTGAGAAAAACC 

CTTCTNGGCCAGCTCAATGGCTCATGCCTATATAATCCAGTACCTGCCCG 

Sequence 5388 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGAAGCAGCGAATGGAAGAGATGCGGCAGCAG 

CTTCACMGGGGCCCCAATTCAAGCAGGTTTTTGAGATCTCCAGTGGAGAAGGGTTTTTA 

GACATGATTGATAAAGAACAGAAAAGCATTGTCATCATGGTTCATATTTATGAGGATGGC 

ATTCCAGGGACCGAAGCCATGAATGGTTGCATGATCTGCCTTGCCGCAGAGTACAAAAAT 

MCTTATATACCTTTGTGTGAGAAAGATATTTCATMTTTTTTAATGGTAAAAATAAATG 

MTATAGGTTGTGCAAACAGCATMGTGTMTTTTTAGCCTATCAAGGAATGCTGATATG 

AmGTTGAAAAACTTGGCTTAAATAAATTTTCTAGTGAMTTTGAAMTCATGGAATTA 

TTTGGCAATAGAAGCAGAGTGTTTCAAGTCTAAATGGATGGGAGAAAGCCAAAACTAGTG 

AAATTATGCTTGCTGGGGAATAGGAAAATGAGAACCAGGTGGCAAATGACCAGTCACTCA 

CCAGTTTCTTGGTACAGTCAGAATATAGTCAGAAAATGGGGCCACGAGTGACTTCTATTT 
ATTT 

Sequence 5389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTGACCAAGAAAAAANAGAAGAAACAACA 

CAGGATTCCAACAAATGACGAATTACTGTATGATCCTGAAAAAGATAACANANATCAGGC 

CTGGGTTGATGCACAGAGAAGGGGTTACCATGGTTTGGGACCACAGANATCACTTCAACA 

ACAGCCTGTTCCAAATAANTGATGCTTGTCTTGAATTGTCCTGCCTGCATNACCACACTT 

TGCCTTNATTGCCAAANGCATGMTCATACAAMCTCAATATATMCAATGTTTNTAATG 

MTTTTCTATTAACAAATAGGAAGTTCTTATATATAAAACCTrCACATAACAATNAAAAA 
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AAAQCCGGNTNC ATTAA NAAAAATAAATATCTAACCNTNTAAAGATTCTTCCCNANAAAA 
GCCATAAACAAAATTTTGTAAAAAAAATNTATTCACCCMTTCATTTTCCCCCTTNAAAT 
NTTT CCACTT AAAAGTCNCNAGNNCTTCCTAACAM 
CAANT TTTTTACCA AACCCCTTTCCT^ 

AATACI I I I 1 1 I I I AMNCCAMNTTTTTTNCAMTTNCTTTTCCTTTTTACCTTTTCN^ 

TATCCTCCAATNNCCCTTNAAAAAAACCAN 

Sequence 5390 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTCTGTTTCGGGTGATGAAAACCTTCTG 

GAAATGGATAATAGTGGTGGTTACACAACATTGGGAATGTAACTAATGCCACTGAACTGT 

CCACTTAAAMTGGTTAAMTGGGCAMCTTTTTTGTTATCTAGATTT^ 

TAAAAACAGAAGAAAAAAGAAGGCAGAGGTTGTGGTGAGCTGAGATCTTGCCATTGCACT 

CCAGCCTGGGCAACAAGAGCAAAACTCCATCTCAAAAAAAAAAAAAAAAAAAGTATTACT 

AGACATCAAATAAGAAAACATCAACAAAATTAAGTTACACAAATGTATTCCAGAAACTAG 

TCTTTTAATATGTCCTCCAGACAAACTGGGAAACAGCCGCAGCTCCTTCCAATGGTTCAT 

CATGACTT 

Sequence 5391 

CCCTTTCGAGCGGCCGCC CGGG CAGGTAC I I I IN I I I I I I I I I I I I II I I I CTGATAAG 

ACCCGAAAMGGAAAATTCTTTTMTTTTCTATAMTTTAGATGTCTGATCCTCATCTTT 

TTAAAMCCAAAATGATMAACATATTTCTTAAACTGTTGGGTTCTGAAAAAGTCACCCA 

ATTGGMTCAGCTNGTTCACATTTAGAAAATGCAACTGCTAAAAGCTGTGGGATACTGCA 

ATTTAAGCCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAANAAGCATCAA 

Sequence 5392 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAATGTGCAGGTTTGTTACATATGTA 

TACATGTGCCATGCTGGTGTGCTGCACCCATTAACTTGTCATTTAGCATTAGGTATATCT 

CCTAATGTTCTCCCTCCCCCCTCCCTCCACCCCACAACAGACCCGGATGTGTGATGTTCC 

CCTTCC TGAGTC CATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGTGGT 

GTTCTGTTTTTTGTCCTTGGGATAGTTTGCTGAGMTGATGGTTTCCAGCTTCATCCATG 

TCCCTACM AGGA CATGMCTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATA 

TGTGCCACATTTTCTTMTCCMTCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCT 

TTGCTATTGTGAATAGTGCCGCAATAAACATACCGTGTGCATGTGTCTTTATAGCAGCAT 

AGTTGCATGCCTATTTCTAACTGTGGGCTCCCAGGGACTGTCCGCCACAGTTTACTTATT 

CTCCCATCCCAGAAATGGGACCCTTCANGNGGTCTCTGCTTCTCTGGTACCTGCCCGGGC 

CGGGCCGC 

Sequence 5393 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I 1 1 I I I I I I 1 1 1 > I » I I GCCTGAAGC 
MMTATMGGAGGCAACTAGGANACTCACTMNMTTTCCAGCATTTCAACAAGGAAAA 
ATGATATTAGCCT 
Sequence 5394 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAAAATGTCCATTGAA 

GTGGTTTCAMTTCCAAATAGTAATTGGAAMTCCACCACTCGTGTTTTGGGGTAGTAGT 

ATCGAAAMGMTAACCMGATMTTTGAAMGGCTATTAAAAMTACTTCTCAATTTTC 

AMCTGCATACAGCAGGTGCTCATTCATTTCTTTGTAACATTGATGAGAAAAAGACTCCC 

AGCCAGGGGCACTGTCTTTGTGGTGTTTACGTGTTCTCGCCACACCTGCATAGGTTTCTC 

TGGGTGCTGCAAGTTCTTGCCACATCCCANAAGGTGTGGCACGTGAGGTGAAACTGGTNT 

GTCTTCACTGTCCCAATTCTGAGTGTGGGTTGTGTGAGTGGCCCTGNGATGGAATGGCGT 

CCTGTNCAGGGCTGGGTTCCCTCTTTGTGCCCTGAGCTACTGAAACAGGCTTNAGCTNCN 

CATGACCCAGMCTGGMTTAATTNAGTMNTAATTTATGCTTTTTTATTCATCTTTNCT 

TAMTGTATGTAATANGCTCACCATTTANTTTCAATGTTTAAATATTA 

Sequence 5395 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCCGATTTCAAGAACTGATGAAATTAGA 
AAAAACACCTACAGAACATTGGATAGCCTGGAGCAGACCATTAAACAGCTCGAAAATACA 
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ATCAGTGAAATGAGTCCCAAAGCCCTAGTTGATACCTCATGTTCTTCCAACAGAGATTCT 

GTTGCAAGTTCATCCCACATAGCCCAAGGGGCCTCTCCCCGACCCTTGCTAGTTCCGGAT 

GAAGGTCCCACTGCCCTAGAGCCCCCTACGTCGATACCTTCAGCTTCACCGTAAGGGCTC 

CAGCGGGGCCCCACAGACGAGCAGGATGCCTGTCCCCATGAGTGCCAAGGAACAGACCCG 

GGAACCCTGG 

Sequence 5396 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAAGGATATCACTGACGTGGATGA 

MTGAMGTTCCAGATTGTGCAGAMCTTTTATGACTCTACTCTTGGTTATAACTGACAG 

GTATAMM TCTTC CCACAGCTTCCCGAAAGCTtCAGTTCCTGGAGTTACAGAAGGACTT 

AGTAGATGATTTTAGGATACGATTAACACAAGTGATGAAAGAAGAGACTAGAGCTTCCCT 

T GGCTT TCGATACTGTGCAATTCTTAATGCTGTGAACTACATCTCAACAGTACATTCTGC 

TATTTTGGGGMTATTACT CTATAAATG ATAGGTCAMTCGGTTGACAGTTTTTTTCAAG 

TCTTCTGTATACTTGCTGA I 1 1 I I 1 1 I I I I I I I I I GATCTTTGNCCTATCAACAAGTGAG 

AGATGATTGTTNAAATCTCCAMTATMTTATAGGTTTTTTGGTTC 

Sequence 5397 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCAATTAGAAGTTGTCATGGCAAAAGAAAA 

CCACAGCTGGCCTGCCACAGCCAACACAAGAACCANAAAATGGTAGATGAAATGAAAGGA 

ATANATGTGGGGTTTATTCCTTATTATAAAAGAAAAAAAATAATTNTTCAGCAGTCTTAA 

CMTAGACTTCMGATNCNCTMTTACAAGTGTTTTGACTCCANCCCTGTCCCCATCTCC 

TCCMGANCATAGGTNGGAGACAGTTTTGAAGCAANCAATNCNATTTCTGTNNAAAAATT 

NA CCTNGAA ANTTCTACAAAATTTTGGATTTAMNATCT^ 

GNI I I 1 1 1 1AAAAAA 

Sequence 5398 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTAACNTGGNCGCNGNCCAGGTACATNGCG 
ANCCTTGCNTACAGNANANAAAAANTCCTACACATCTCGANGCCNAATTNNGNCNGNTNA 
CNGNNTACAGAAACTGTGCGGGCATCACGCTNCTNAGGACTNAGATTATCAACTGNCTCC 
CTGACTGGGCTCTTCTNTCTGAAATGACGACTNTTACTGTGTCCATACCTATNAC 
Sequence 5399 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACANGCNCATGTGCAGGNCCAAGCANGCAAGCA 
CACTTTNNTATNTGGGCAAAAGGAAGGGTCTAAACAGTATTGTTCACAAGGCCAAAATAG 
AGCAGTACACCANATTTGGATAAGTGGGAAGAAATTNAAAAACTNAAAGCATCTNTTTGG 
GCCTT 

Sequence 5400 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGACACGGGAGCAAGATGGCGATTC 

CGGGCAGGCAACCTCTGTGAGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGCAGGCCAT 

GAAACAGACCAAACTGGAAATCCAGAAGGCCCTTGCAGAAGGTGCTACTGTGTATGAATA 

TGACAGTATTTATGATGAMTGCAGAAMAMAGGAGGAMATMTCCCAAATTGCTTTT 

GGGGAAAGACAGAAAGCCCAAGTATATTCACAACTTGCTAAAAGGAGTTGAGATCAGAAA 

AAAGGAACAGGAAAAAAGAATGGAAAAGAAAATACAGAGAGAACCAGAAATGGAAAAGGG 

GGAGTTTGATGATAAAGAAGCATTTGTGACATCTGCATATAAGAAAAAACTGCAAGAGAG 

AGCTGAAGAAGAAAGAAAGAGAAA 

Sequence 5401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTGMGCTCTTTATCACTTTGACCAATTGG 

ACMTTGGCTGAGGTCTGGAGGCTTCTTCCTCCAGAGATTGCTGATCTCACAAAAGTTTG 

TGGTTGAGATCTGAGGTTTACTCTGCTGMGAGCTCCTTTTCTTAGAGTTTACTGCTTCT 

AT GATG MGAGCAATCTTCAGCTTGGTCCCCATCTCCAATAACAAACTCATTTGGAGTTT 

CATTTTGAGATTTGGTAGCTGMGATCAAGGTTTACTATCAGCTGGCTCTGACCTCTTCT 

TATGCTC AGAGATCTTGACTGTATTTAAACTGTGTGATCACTTTCTCAGCTTTTTGGGGT 

TTTTTTTACTACCTAAGANGTTTCATTTACA 

Sequence 5402 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I II I I I I I I I I I II I I M I I I M I 
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TTACAMTTCTTCMCTTTATTAAMCATTATGAGATTTTTGCACAMCCATTGTTTTTT 

GTTTTANCTCATCANCTATGGmCTGNATTTTATGTGTGGCCCMNACMTTNTTCCAA 

CATGGCCCAGGGAAGCCAAAGGATTGGATACCCCTGAACTATACCCTAGGGTGGGGAGTG 

GCTAAAACCCCTAGGCCAGGGTCTTTCCCCACTGAGGCCATANGNGCTTCCCCATGGCCA 

ANACAGTGAGGTNTTTAANAATGGAATTACTNGGCTTAAAAANCCAAAGTTGACTGTNAT 

ATNTNCMCTNTGGCTCCTG TmG NAMCCNAMTTTTTTGGAAGNTANTGGNAACCTN 

NAAMTNNCAANATTCNTGNCTTTTGGGGAGTTNTNNANGNTTTNGAANNGGNNNANNAN 

TNCNNNNNNANNNTAANNNNNNTTNNTTNTAANANNNNNNCNTTNANNNATNNATNATTT 

AMNGNANNNATGATANANTNNTNGNANNNGNNNTGNTTNNNNNTNGTnTAANNTCTNT 

NNNNNNNNNNTTTNNNATNNNNNNNTNTNANNNNTNNNNNTNTANANNNNNNNATAATNA 

NANTNNNNNNNATNNAAGTNNNTNGNNTNNNNNAAAANANGNGANTAGATNANNTGNANG 

ACCAATNNNTTTAATNNANTGNNNTNTNNCCCTNGTCCCCC 

Sequence 5403 

CCCTTAGCGTGGTCGCGGCCGAGGT AC I 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 I I I 1 1 I I I 1 1 I I I I GTT 
M I I I I 1 1 1 1 I I I 1 1 1 1 I I I 1 1 I 1 1 1 1 I I || | 1 1 1 | | | M | | | 1 1 1 1 | IANTNTTTTTTT 
I 1 1 1 I I 1 1 iMTTTNNANNNGNGGGGNGNNNTATNNTTTTAACTTTATATAAAAAAAACA 
AN I I I 1 1 ATNTNTNAAATNNNNTAANAAAANCNNANNATTAATANAAAAAAAAATNTNAT 
TATTTNAN7TACCCNNANAAAACAANTTATTTATTTTATCTTCTCANCAAAANAAAAAAA 
Sequence 5404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTAGATTGGCGTGCTGCAAACCAGC 

TCTAGGCGGCTCTGGCCCCAAAAGGAGCATAAACCAGGGACTTTGATATCATGCAGCAGA 

AGACCAMTTATTTCTTCCAAGCTTTGAAGTATAGTATTCCTCACCTTGGAAAATGCATG 

CAGAAACAGCATTTGAATCACTATAACTTCGCTGATCATTGTTACAATAGAATAAAATTG 

AAAAAATATCACCTAACCAAGTGTCTTCAGAATAAACCCAAGATATCAAGAGTTAGCAAG 

AAACATCCCAAGTCGGAGCTTCTCATTGTAAGGGATCTTCAGCCTGTTAAACAAGAAAAC 

CGAAAAAAACCCCTTTNCAGAAAA 

Sequence 5405 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTACAGGCCAAATGCTGGCACAGCTTACACATC 

CATGCCTGCCAGAAAAGGCAAACAGGGAAAACATGGAAAAGCCCTGTGCACAGTTAATCC 

GAAGGCTGCACAAAGACCAAGCTCTGCAGTTCTCAGGGATGAAAAAAAGGTTTAGAAGGG 

TGACGGTTGGCATGGAAGTGTGCATAAGTTGTTGCAGCAACACTTTCAGGCATCATTCTG 

CATTTAGCAGGAATAAATTNAACTGCCAAAGAAAACCCACAAGGAAAGGACAAATAAGAC 

TGAAGGTGGGGCTCCCAACAGCTTCTGTTATCAAAGCACAGAAAGGTGGGGTAGGGGAGA 

CCAGCACAGAMGTTTCTATTTGATGACAGTGGAAGTTATTCACTGTAGTTTTTT 

Sequence 5406 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAGCCACTTTCATACCTGCCTACTATTAT 

GGACT GCAGAGTAATGTGGCCTATATCMTTTTTTCAGGATTGTTCTTTTGTTTGTTGTT 

TTTTTCATCCCTTCCTCCCCCATATTTTTCTCTTCACAGGACATGAGACTTCACAACCTG 

CTAAAAATGAACTTTCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGT 

CAGATGACCTTTCCTGAGACTGGAGACTCATTCTGTTGTAAAAATGCTTTCTCCAAAGAT 

GTTAAAAAAGAAAAGGGGAAAATGTTGAAAGAAAAAtATCTTGGGTCCCTTCAAGATGGG 

AACTGCTCAGGGCAAATCTGCCTTCTATTCTATTCAAG 

Sequence 5407 

CCCTTTCCNGCGGCCGCCCNGGCGGGNACACGTNNACAAAAAANNNTCTNCGTGCCTAGN 

NTNCTTGCTNTCCNGTGGCCTANAAACAAGCNTAANNGGCTNGAGAATNANGCNCNNANT 

GTGCAACGGAAAGAATCTTTGNCTTATACTAGNGNTCTTATAAATATGACCCATANAATC 

ATNAAAACAAAATGAAACAGCCTGGGGATAACAGCAACGATGGAGGGTTCCCAGGAGCAC 

NNCGGGATGGGAGATGGAAAAGGACATCANTCATTNCCTGTGGNNNGNCNNCTGNTTGAC 

ATGGGCCATCTCATTCAACTTCCTTAACACTTGANAATTAGGTATTGGCATCCCTGCTTT 

AGAT GAAGA AAACCAAGGCTCAGCGTGATTAAATTGNGCAACTGGAATGCTTGCANAACC 

AAGAi i 1 1 ICATACTGGTGTGNACCTNGGACCGCGACCACCCTTAAGGGCGANNTCCATC 
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ACACT6GC6G6TCGTTTNCTANTGGNGNCNNGCTCGGGTCCAAGNTANGNGGTNATCATG 

GGTCNCTAGCTNGTTTCCCGNGGGAAAAACAACCAATTGNTGAATAATGAGCNCTANGAA 

NTTCAAAATTACCACATGTTTCNAAAGAAATGGGGGTGCCCAGGTTTTNAAATTCCCGNT 

TTTGANCNNCCCCCTTTNCAAAAGAMCTATTTTTtAAAAAAATAAAAAAAAGGGATTTG 

NNGGGGAAAAGG 

Sequence 5408 

CCCTTAGCGTGGTCGCGGCCGANGTACAGCATTCTGGAATAAAGCAAAAGAGTGTTCATT 

CACACACACAGTAGCTTCAMACTGTTCGATCTGTTTGTTCCCATGTAGTTTTCTAAAGA 

TGGAAAAAAAGGACTTTNGGTCATCAAGACTACTGTGGCCCATATTAGATTACTGGAACA 

TCTAAGCATCAAGTTGTGTGACCATGCGAACAAAAAGACTTTCGGGGAGTGTCTATTTTT 

AAMAGGTTTATGTTGTGTCCGAGGCCAGTTGTAAAAAGATTTACTGCAAGAAATNAAGC 

CCCACTTTTAAGGCTTAAGGACCCAGGGTTTCTAACTTATCTTAAAAAATTATTGGACTG 

GATMCCA AAAMAGTGGTTTCTTAAAATGGTGGGCNTATTTCTTGATCCATTAANTTGG 
I 1 1 1 1 1 1 1 1 AAAAAG G AAAAAAAA AAAATGTTTTT 
Sequence 5409 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGACCTAGTGCAGCCTCTAGGAAAAGTCT 

TGCCTTTTCATTAGAGAAMCAGGACCMGGTTTCAGTTTTCAAACAGCTGTTGTTGAAT 

GTGTAGMCCCAGTTCCATCTGTTTTGGTTCATTGTTACAGAACTTAGTCCAGTCATTTG 

GGCTAAAGCCAACCAAAAGCTTAGTTGCCTTTCTCAACAAACACTGGTACGCGGGGTCCA 

TTTTGTCGGTAGAGGCAGAAGGAGAAGGTCGGGTTGTAGAAGCTGGGGTGGCCGGCAGCT 

CGCTCATCGGTGTTCGTGGGCTTTGTCGGTCCGTGCCTCGTCTCTCCCTGGAAAGGGAGG 

GAGGCTTCGACGTCGAGAGGGAGCCCGCTGCC 

Sequence 5410 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGC 

AGAMCCGGMCCAGC ATGGG GAGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTT 

GGTTATAGTGCTAAGCATTTTTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAAT 

AGAGGCTGACAGCAGTTTTCAGATGTCCGTGTG7TCATGCACGCAGTATGGCCCAGGTAA 

GTTCAAAACCTTATTCTTAGGCTATTTCGATCAACCCTGCCAGGCAATTTTAAATTCTTG 

GTGATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACC 

AGCTTCGCTCCGCTCTGCAGAGGCTGTCTCATCTTTTGTGATCTGCAAATTCTTGCTTTG 

GTCTTCATGTGMCTCTCAGGGAATTTGAGCAGTTCAGTCTGTTACCAANTGTTNGTGAG 

CCTACCTGGTCATTTAACTTGTTGCTTTTGTMCCGTANGCTTTTTGGGTTGTCCTCAGT 

TAGMTTNT GGGAC TTTCCTGAACCTTCTGTTTTTGGTTCTTCCCTTGAAAGTAAACTGG 

MTTCTNGGTTTTTNCACAGGAATTTGCCNATANGCGGATCAAGCAATTGGTCTNTCAAG 

TATGCTNTCTTGTNCCCGGCMGNGGCTAMNGCTTNTTTTTTTTGCAGGNAAANAGGAN 

ATTNANATTTANCCCNGAGATCTAAAGNTGAANCANGCNTCCTANGTNACCCTTANNTTT 

NANCNAAANCNCCCTANTTTCTAAGGTCTTANCTTCCCCTAAAAAAAAAAA 

Sequence 541 1 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGCGGGATTTTACCGCGCACCAATAAAGAGACT 

GGGGAGAAACCAGAAAGGAGAGCACGTTCCGTAAAAACAACAACTACTAGTCGGCCGAAC 

TCCMGCGTGACCAGCTTTCTGTTGGGAACACTCAAAGGGCTTTTTTCCAGACTTCAAGC 

TCCCATTCCAACAGTAAGAGCTTCTTCCACATCACAGCCCTTGGATCAAGTGACAGGTTC 

TGTGTGGAACCTGGGTCGACTCAACCATGTAGCCATAGCAGTGCCAGATTTGGAAAAGGC. 

TGCAGCATTTTATAAGAATATTCTGGGGGCCCAGGTGGATAATATTAATGCAGCTGTGAT 

GGATTTGAAAAA AAAAG AAGATCCGCAGTCTAAGTGAAGAGGTCAAAATAGGAGCACATG 

GAAAACCAGTGATTTTTCTCCATCCTAAAGACTGTGGTGGGAGTCCTTGTGGGAACTGGA 

GCAAGCTTGATTTATATTTGCAAGCAACTAAATTATTGAC 

Sequence 5412 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCAGCGCTGAAAAGATTTTGTCTAAAAATG 

AAMGGCAGCTTTCTTAAAGACCAGAGTTATAGAGTCACTCTTGTATTTTTCATCTTGTT 

TTAGTGGACCAAAGCTCAGCTTGTTTTAGTGGACCAAAGCTCAGTAACTCACTCAGATTA 
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GMTCTATMTT CTGTT GAGTGTTCAGGACCACAGAAGTCCTCCTGGGACTTTCTATGGA 

AGTATGTGCAGATTTTCCTCATGGAGCTGGGCGTGATGGTGACCGGGCTTGGCAATGTCT 

TTCCGCTCTGTCTCCTGGAATTGGGTGTCTGGGATGACGGACTTCGTGGAGATGGATTCT 

CAGCCTTCCGTTTGGCTGCCATGGCCAACAACCAGTTTTTATTCTCTGGGGAACTATTCT 

CTTTGCCTACCATT 

Sequence 5413 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGA 

GTTGATCGACTCCAGCGACTTTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGA 

GCGGGACGGCCCCCAACCAACAGCAGCCGCTAAGATGGCCGGGGAACGAGAAAGGAAAGA 

CTTCCCACAATGCAAAGCTCTTCACGGCAGACCCCGCGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 6414 

CCCTTANCGTGGTCGCGGCCGAGGTACCTCCCTGTTGACCTACTTTCATCCCCAGTTGGG 

GTGTGGTGCTTTTAAGATATGTCCATAAATTCTTTGCTACTGCTCCATTGGGGTAGAGGT 

ATGTGTAATTCCTCTCTCCTTGANTGCAGGCTNAACTTAGGGGCTNGCTTCTANCAACTA 

GGATAAGMNTGACNGTGTGTCCTTTCCMGACTATGTCTTAAAAGGCACTGCAGNTTTC 

TCCTGGCCCTGCCCCATGATCTCTGGAATCAAGCTGCTNANGGAGAAGCCAAGTGTCATG 

GTGTGAGGACACTCATGCTGCCCTACGCAGAGACCCACATGGGAAGAAACTNANGCNTCC 

TGCCAACGGCCACMAGAGAGAMCTTTGGAANGGGGTTTCTCCACTTCACTGACTGCAG 

NCCCTGTTCAATNTNGACTGTACCTTCCTTTAMCCATGGGGCCAAAACCATTTTGTTNA 

NGGTCCCCCCAAI Ml! IACCC 

Sequence 5415 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAGGAGGCTGAGGCAGGAGGATCTCTTGA 

GCTCTGGAGTTTGAGACCAGCCTGGGCAACATATTGAGACCTTGTCTCAAAAAAAAGAAA 

AGA MAGAA AGAAATATTAATANTATnTAATTGGGCATTGAAAATGGGACAATATCAAT 

ATACATTTTAAAAAAAAGGAATANCTTCATCAAAAGCCAANGGNAAAAAAAACCATNATT 

TMTATTMNGGCTNACATACAACTCTAATTTTTANGAAGGAAAATTGCANAATTACCAN 

TAMTTNCTTAAAAACCAGTAAAACMAAMNCTTTNAAATAAACTNTATTCAAAATATN 

ATCATCCTTTNAAAACCMNGAANTTTTAAAAAAMTTATTTTMCA^ 

TTCCC NNAAT AATATACCTCTCAATCTAAACCTCTTTNGAAAAAATCCCTAAAAACAANT 

TACCATTmANAAMA^ 

TTTTTTNMTTAAAAAAAAATCCTNTNTTTTTTTAAAA 
Sequence 5416 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAA N I I i M N il f I I I I I I ll I I M I GAGA 

GGGAGTCTCACTCTATCACCAGGCTGGAGTGCANTGGTGCAATCTCAACCCACTACAATC 

TCTACCTCCCAATTCAAACAA TTCTC CTACCTNACCTCCCAAATAATTGGAATTACANGC 

ACATCCACCACACCCMCTAATTTTTATATT1TTMTAMMCMNATTTCACCATTTT 

ACCAAAAAAGATNTCAATCTCCTAACCTATAATCTACCTNCCTNAACCTCCCAAAATTCT 

TAAMC CACAA ACCTTMCCCACTNCACCCCACCCTTTNTATTCTTCAAAAAAANTTTCA 

AMTCATTTTTNACCANACNTTAATTAAATTTTAAMCCMCTTNTTTT^ 

TTTTCAANCCCTAAAAACTTCCCAAAATTCACAAACCCCTNAANNCTTACCAAAAAAACC 

TNTCCCTTAACTTAANCCAAAAAACCTTTNNAMTCTATTTCCCTTAAAAMTTTTTCCC 

CTTCCCNAAACCAAAAAACCCCAANNAACCTTNANTCCTCATTCCTTAAAAAAAATTAAA 

ATTCTTTCCCCNAMCCTTCCTNAMCCCNTTMAAANAAAAAAAAMACCCCTTTTCTN 

MTCCCCTCTTAAATTCCCCAAAACNNTTTAAAAACCTTNAAAAANAAAAAAAA 

Sequence 5417 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATACCAATGTAAGGACACCAGAAACACANAG 

CAAGGACAGCTCCATAGCATCACAACAATTCTTCAATAACAGATTCTAATTGGAAAAAAA 

AGTTATAAAATGCTGCAAAAATTTTGAAATAATGATAGTGAAGTTCAGTAAGGTATAAGA 

CAACAAAGATAAGCAATACAAAGAAATTAGAAAGGTAATTCATGATNTGAATGAGAAATT 

CACCAAAATGATGGGATATAATGAAAAAGAACCAAACATAAATCCTGGAACTGAAGAATT 
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CAATATGTAAAGTAAAAATATATTTGAGGGCTTCTACAATAGACTATATCAANAANAAGN 

AAAGAANTTTCAT 

Sequence 5418 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACTAAAGAAACACAAGAACTAATGTCAGAGGCT 

TATCCCATCCCAGAACAGAAATTAAAGTTGATTCAGCCCCACGTTCAAGCAAGCAACAAT 

TGCTGGGAAGAGGCCATTTCTCAGGTCGACAAACTGCTACGAAGAAATACAGATAAAAAA 

GGCAAGCCTGAAATAGCATGTGAAAACCCACATTGTACTTCAGCCTTGATTCCTCCGCM 

CAGACACCTGAAACTTGACCCTACATTGGTTCTTGGCCATCGTGATCTTCCTTGGACAGA 
ATCAC 

Sequence 5419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGCGTGGTAACAACGCAGAGNGAGAAA 

ATAAAAGGTTAGAAGATG GAGG GACMNTMCCCCAGTATTTTTTTAGTCCAGTAGAAGA 

GATTGAAATGTAA AANAGT TTTACCANGATTMTGGGTTTTAGGGNGGTGAAAAAAGTTN 

AAMTGCNGGAAATTTTTTGCCACNCTTGGGAMTTTTCNACCACCCCCTTTGGGGAACT 

TGGTNNTTTAGNGGAATTAAAAAANNTTTNAAAGGTTTTTAAAMNATTAANNAT^ 

GGANGCCNIvrrTTTMCCNCTTMNAGGGTTTTTTT 

Sequence 5420 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGGTGTCTTCCAGCTAGTTTTCCATTCCA 

ACCGTCGCTCCAGCMCCCTTTGACCTGGGATTCGAGCCTCCACGAATGGACGCCACTTG 

CCGAGACCAGCTCGCTCGGGGAGACTCTAACCCAATGGAGCTAGGAATACCGGCTTAGGC 

TGAAAACTTCTATCGNCTTAGAAATGGGAATAAACCTCACACTCACTGTCCCTGTTGGAA 

GCAAGCTGAAACTCCAAAAAAAA 

Sequence 5421 

GGTAC I I 1 1 1 I I I I I I I I I I 1 1 I || I NANNGGNAAANN I I I I M I I I I I I I I NTTNANNG 

GTNCNAAAMNGGGGGGGGGMAMTTTTNNAAAANAAANNGGGCAANNTNCNAAAAAAA 

AAAANTTCCCCCGNNANCNNTGGCTNGNAAAMGGGCCCGNTTTANTTTTGGCCCCCNTT 

ANANTNNG^IGG AANMN^r^ AAAANT^^TTTTTCCCANNCCNN^ 1 1 1 I I M I A AAACNTCC 

AAAN AANNAAAA I i I I I I I I NACANGGGCANTNCTTN I I I 1 1 I I GNAAACCTTGTTTTTG 

GNNNN NNCNCCNCCAAMGCNCCNGANNMAC^r^TTTTGGGGGGTCAAAANCCCCANGGT 

I M I I I NAAAANANGGGACCCCNTTTNTNANTGCCAAANGGGGG 1 1 I I 1 1 1 IGGGGNTNN 

ANGNGGCCMTCCCAAAAATTNNAAMNNNAGGGGCCNTTTNTTTTATAAAAGGGNGGGC 

CAA AGGGCC CCNTTGGGGGTGGGGNGNGNAACAAAAAAAACCCNCGGGTTNCCCAAAAAT 

NTNl i i i i I iGGGGCCNNTANAAAAAATNNCTNTCNCCCCCCCGGGTTTNNCGGGGGTTT 

TTTTTAAAMAAAAAANNCCCCNTGGAAAAMNAAAMGGCNTTTTGGGNTNTTTT^ 

GGANANTMMCCNGGGGGCGGNGGGGNAMNACNNNGTGGGGGCCTTTTTNGNGCNTTN 

TNNTTTTTAAAAA 

Sequence 5422 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTGGCTGTAGTTAGTAAGGAGCCGG 

ATGATTGCCTCAGCAGGTGTGAAGCGTGTGCTTTAGTTTCGTGGGAGGCCTGGCATCTCC 

GAGAGGGAGGGGAAAGGTAACCACTCCTTTGTGGAGGTCGCCAGGGTCATTGTCGTGGAT 

TTGCACAGTCGGCTGGGCCGGTGCAATGGCGGAAAGAAAAGGAACAGCCAAAGTGGACTT 

TTTGAAGAAGATTGAGAAAGAAATCCAACAGAAATGGGATACTGAGAGAGTGTTTGAGGT 

CAATGCATCTAATTAGAGAAACAGACCAGCAAGGGCAAGTATTTTGTAACCTTCCCATAT 

CCATATATGAATGGACGCCT 

Sequence 5423 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I II M 1 1 I I I I M I I 1 1 M II C I I I I I I I I I I 

' ' '< " n M I M 1 1 M M M I I I I 1 1 1 I I 1 1 1 H II I 1 1 1 1 M I I I 1 1 I I M M I \ GGG 

CCCAGGGGNAAACCNNTTTTTNTTTANTCCANTTNANGATCCCCNNTTm 

TTGGGCCMTCCNNNTGGNAACCCCCACCAAAAAATTTTCCCCGNNTNCCTTCCCGGGGG 
GGCGTT 

Sequence 5424 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTNCCCAACGTATTTAGGTTAGAAACTNTGGTATT 

CCAGCNTCCAGAACTACAAGTGATGMGACTTTTGTTAGTCAATANCTCTAATTANTTTT 

TCTTGACCCCTCCCNTTNTCCACCTCCCAATCCTGGAAGGNTTACCCATCAGGCAGAATT 

CNTAATCTGCCTCAAANTTTACAGGTCCAAGCTTTGCGAAATNCCAAAGTGGCTCAAGGC 

AACTGCGNCCCNTTAAGAAACCTAAATNCCAACACCGAATGGTGTACTGGGTTAAAAGTT 

TTTTACTGCTTGAATAGTTAAGAAGCCAATGTAA 

Sequence 5425 

CCCTTGAGCGGCCGCCCGGGCAGGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCA 

TCTGAGTGTAGAGAATGTCCCTTCACTGCTGGAAAAATCCACTGGCTCCCAAGAAAAGAA 

AATGGTCTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTTCCCTAAGTCATCAAGCTC 

CACATCACTGAGGTCAATGTCATCCTCCACGGGAAGCTGGGAGACGACAGAAAGCCACTG 

TTAGATCTGCAGAAGGGGACACCCTGGAAGGTCAACATCTCATTTTACGGAAGAGCGACT 

CTCTGGAGCTACTCCTGCTACA 

Sequence 5426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAATTCAAGCAGTGGGACAAATGGGGG 

TTTGGCATGCAGCTCGTCATCTtAAGAGTTACTATCTTCTTGCCCTGGTGTTTCGCCCGN 

TCCAGTGCCCCCTGCTGCANACCATAAAGGATGGGACTTTTGNTTGAGGGCTTATTTCCA 
TCAAA 

Sequence 5427 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCTTCATGAGACCTCTCCTTGTCTG 

CATGGACGAGTGGCCAACTCTGGAGCCCAGGCTGTTGCTTCCCAGTCTGGTGGTGAATCC 

TCCATAGTCTGGTGAGTGTAMTACATATATATATCTTTTCCCTTCTCCCTTCCCATTGC 

MmGCTTATTATATCAmGCmTATCTGCACTGCCATTTGGGATAAAGCTTGTTTA 

CCCTTAAA GGTATT GTG TGTGT GTCTCCTCCCCGCGCGTATTTCCCACACAGAACACCTA 

AGAACCTATTTTTTATGATTTTTACGAGAAATGMTTCCAAGTTGTGCCTCAGAATTCAG 

AAATATATCTTTCAACCTCCTACTCATTC 

Sequence 5428 

GGTACATATAGGGCCACTCAGGTTTTCTATTCTTATTGAGAMGCTTTGGTGGTTTGTTT 

ATCTTTCAAGAAATTTGCCAAGAGGCTAAACAATCTGTCCAAGATCACACAGCTATAAGG 

GCTGAGCCAGGCTTTGGCCCCTAGCAGCTTGNCACCNGANCAGACNCACTTAACCNCTGC 

ACTATACTACCATNTNTCTAAGGAAGAGGAGTCGGGGATGAGGAATGCAGATGATGATTT 

TAA ACTACTGGT ANCAAACATTTGTTGAGGTTTACTGTATGCCAAAACCTATCCTGCGGC 

AGATTTTATTTTCCATAAATGGCCACCGCATTATCTTTCACCTTCCATGCTCTTCTGGAA 

CCTTGCTGCTTCTCCACACACAGGTAGAAACTGTGTTTCTTCCTCTTGAAATCAGGTGAG 

CCTTTATGACTGCTGTGACNAACANAAAACAGGGGAACC 

Sequence 5429 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGCATTAAGAGCTTCCTGATTGAGATTCAGT 

GCATCAGCCCGTGTCTATTCCATCTACGTCCACACCGTCTGTGACCCACTCTTTGAAGCT 

GTTGGGAAAATATTCANCGATGT CCCGC ATCAACTTGCAGAAAGAAATATAAATGACATT 

TCMGGATAGMGTATACCTGANTTTTITrCCTTTTAATTTTCCNGGNGCCAAATTTCAA 

GGTTCCCAAGTNNTAAATACAGCAANCAATTTTATGNAATNGAATTATCTTGGGTTGGAA 

AAATAAAAMNGATCACTTTCTMGTTTTNATAAGNATTAACNGCTTTTNTTGANCTANT 

TTMTTTA^^^TTNGGCAGGCTNGMTTTTAAAMCCCATTNAAAANTTTT^TT 

Sequence 5430 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTTGGTGATGAANGCAGAAATGAATGG 

CTCAA AACTT GGGAGAAGAGCAAAACCTNTAAGGGGCCCTCNCAGGAAACCAAATGAATG 

GGGC CTTTTANANGAATTCCNTTNGACTTGCTNNAATNAAATGTANGCCGGGNNACTTTC 

TTTTTAAAAAGGGGCCCCAAAGACCAANATTGNCTAAACCTNGNTCAAACCCCATTNCCC 

MCANNTTGGNCNTTGGCGATTGNTTGGTTAGAAAAAACCTAACCATTGNCCATTGNNGN 

GNGGTTTNNAANNGCANATGGGAAAATCCNANGNTANCCANAATGGGGGGACCAACNNTT 

NGGNANAANAAATNAAAAACCACCCTTGGCCTTTNCTTNGTAAGNCCGTAAAGNTTNGTA 
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NGNCAAAACCNCCTTMCCCTTGNGNGMTTTCNAATTTCCAATTTGTTGGGANAANCCT 
TAANAAAANAANCCAACCCAAAATNAANTCCAANATGGGAAAGTAAAAAAAAAAAAACCC 
CCCTNTNTAAATTGTGAATTAANGNTTAAAA 
Sequence 5431 

cccttagcgtggtcgcggccgaggtacgcgggaagaggaggtggaagtgtgagtgccatg 

gggttgctgacactggagcaagttctactgtccctcttggggcttgnctgcctaaaggaa 

agtgtccccatggmtgamngaggttttgtttccantttgtaagggcattggnactcag 

gccttctggggcttccactccccgccccttttgaggnaaacccccaccanccntgnaagc 

agcctgcaccccaccttncttgmcatnaaagcttttgattggntattgctaaaactttn 

tt tncta nmaggctttaccaatncatacaccntaccacamgtgcattnattctttttt 

mtttttaccmcctnaAaaamgggaaagggcttttattggttaaattttacatttgga 

tcantactgnaagtgtggagtcttattaccnatmtgcc7tttcntntnttttcntnttg 
gcccctaa 

Sequence 5432 

CGCCAGTGTGAATGGNTATCTTGCANAAATTCCCCNTTACCGTGGTCCCGGCCAAGGTNC 

CCGGGGANG GGGCCC GCAGCTTCACTTACACANCAAATCAACCACCATGAAANCTTTTCA 

CGGGCCTGGGTTTTT TGCTCC TGGI^NCTGGGGTGTCAGNMCCCAMNCTTTCTTTTCG 

TTTCCTTGGCGAANGCTTTTTGAATGGGGGCTCGGGGACATNGTTGGGAAGAAGCNCTAC 

TTCTTGACCATTTAAGAANAAANCNCAATTTACCATTCGGGCTTCAGAACAAAAATACTT 

TCCCATGGCTTCCGGGGGGGAAACCTTATTGATGCCTGCCCAAAAAANGGGGACCTTGGG 

GGGTGGTCTTGGGCCTTGCAAGAAAAGCCGATCAANCCGATGCCCAGAAGAAGAATTATC 

CCANANGATTTCTTTGGCCCAATGGTTGCCGGGAGGACNTCCCTGGCTTGATCAAGGCCT 

GCCAAATNAAATTGGGGGGCCAGGANTTGNGCAAANAACCCCAAATCACTTCCCGACCTG 

CTTGGGCCTGCCCTGMGAAMTACTGAGCTTTCCTCTTTCAACTTCTTGCTTCTCAANG 

AANATCTTGGCNTGTGGAAGGCCCTTCANGGGGCAGGGGGATACCAAAAAACCGGGGGGA 

NGAAGGGGTACCCTTGGCCCCCGGG 

Sequence 5433 

CC CTTT CGAGCGGCCGCCCGGGCAGGTACCAGCATGACTGTCAGCTGCTGTCAATCCTTG 

GCTTTTGGMGCMTGTCACGGCGCTTTMCTTGCTTTTCAGTTTGCTCAGCATGTCTTT 

GAAGCATCACCTTTACTCATCTCTTCCAAGGCTCACTGTTAACCACATTGGCACTATTTT 

CAGCAGGAA ATCAGC TAATACTTAAAAGCTAGTGGGGCCAGCCCTCCTTCTTGTTGGTGA 

TATAAGCCNGTTTTTCAAAGAGCAGTCCTCAGAGAGACAGCATCAACATGCTCTGGGGTG 

CATGTGACACTGCAGATTCC 

Sequence 5434 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACATCAATCCCAGAAAGCCAGCAGCCATAGG 

CAGGGTGGCTATGATACCACCCGATTGCATTTTCMGGCGGCCAACCTGTTTTGCATTTT 

CTATGTATGCAGCCATGTATTCATATGCAGCAGCCTGAGCATTTACTCGGGTTTCAGTGC 

CCTCCACAGGCAAAGCAAAACTGTCGATAATGATCATGGTTTCACCATCCACCTTTCCTA 

GCATCAGACCCATCA CTTC CAAGTTGCCTCCCGATCTGGCATGCATCACCATCTTCAGCA 

GAGCCAATGCTGAGATTTTGCAGTACGCGGGGCCCGGCGGCCTTTGCGGGAACAAGATGG 

CAGCCCCCATACCTCMGGGTTCTCTTGTTTATCGAGGTTTTTGGGCTG 

Sequence 5435 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCCTTGGTATTTGGNGCACAGTCCTGG 

GAGGATCCTGGNGCTGGGACAGNCCTGGTTTTGTAGATTCCTAGTGCCTACAGGACNCAA 

CTCACGGAGAGAAAAGGACATTTTGGGACAGCAGGTGGGTGGGCANTCTTGAAAATTGGT 
AGCC 

Sequence 5436 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I 1 1 I 1 1 I 1 1 I I I I I I I I 1 1 I I 1 1 I I GGTTTT 
1 1 " I • I I 1 1 1 1 I I I I 1 1 1 1 I 1 1 I I 1 1 | 1 1 1 1 1 | IGGCNGAAAGGGGNNACTTTNTTGGN 
TGGGAAAGGGAAAAACTNTGGNCANCCCAAAAAGGGAAATTNCAGANTTCCCNAAAAAAA 
GGGGGAGGGGCAGNTTGGGCCCGANAACCAAAATNCCAGGGGCCCNGGNCAAAAA 
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Sequence 5437 

GGTACTTTATATGTATATATATATAAAAGAATCTCGTCTCAGAAATGGCTGCATTTAACA 

GAGCCATACACATTGATGCTAAACATAAGAGCTTTCACCCTGAAAGAAAGCATTTTCAGA 

AATGTCACTTACATTCTATTATATTAAATATTCCCAACTGAGTTTCAAACTCAACAGGTA 

ATGATAACAGAATTATACATCTCATTGCACTCAAAGCTGACTACAACCAAAATTTACAGT 

ATGATTGAMCAAGCCMTGTTTAAAAAAGTTTTAATTAACGATAACAATTCCATGAAAG 

AAGAGGATAAAGAATGGGATGACMGAAGTATTTGGTCTTAATAAGGCAATACAAAATAG 

ATCCATTATCAAAGACCATTTAATTTGTAAAGATCAACAAT 

Sequence 5438 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCAAAAAAGAAAAATAGAAAATAAGAATC 

AAAAAACAGGCTGGGAAAAGTGGCTGACATCTGTTGGCCATGCTGGTTTAAACTTCTGAC 

CTCAAGTGACCTATGtGCCTTGGCCTCCAACCGTGCTGGAATTACAGGCGTGAGAAACCA 

CACCTGGCCCAATCCTCTTAACATAAACACTTGAATGTCAATTAAGGGTTGAACTCAATG 

TTAAGTCAACACAAACTCAAGTCAATGCTGGACTGACTCTAGTGTCAATTAATGCTTGAT 

GGTTTGCTATACTCACTGCATTGGGAACAGTTATCTCAAAAATGAATTTTCTGATGTTCT 

GCAAGGAGTGACCTCGGACTCMGACCTTGCGACACTTCTGACATTTGTAAAGATTTCTG 

TCCAGTAGGGATTCTCTGATGTCTMTGAGGTGTGAACATGAAGTAAAGGC 
Sequence 5439 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCTCTCCATATGCTCTTACGGGCTTGGCTA 

ACAGA GAGCCA ATATAAAACTCATCAGAGAGCTACCATTTTAAGTGGAAATGGTAGCAAC 

GGATTATTTTTAMTGGACACCTCTTTAAATTTATGCCTGAGGTTGTAATTTTTTGAATT 

TTTGTAATCAGACCTTGATGATGACCGTGAGCAGTAAGATATAAATAACTCCCACATGCT 

TAGCGTTCCAATAATGGAACACTACACATACATGGCTAGGGTTCAAAGAAACTTGCTCTG 

TTACAGGGATTACCTAGAAAGACTCTTCTGCAGTTCAATTTGTAAAATTTAGCAGCAATA 

GAATAGACTCATACCATCACACTANAGGAAGGCCAGTCTTAGAACTAAGTCCATGACCAT 

CAGAGGAGAAATGTTTACAGACCATAAAAGAGAAAGTCAGAGAAAAAAAGGCTTTCTGGG 
GAATGT 

Sequence 5440 

CCCTTTCCAGCGGCCGNNCNGNCGGGNACNGNAANCNCCANCTCTAGCNCTGGCAAACCT 

AGNCACTTGCGGCNNTNCTNNTGCANNCNCTGNTGCTGANCCTGANGGTATTGATCCNTT 

AATANACCNGCTGTCNAANNAACNAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACNTGGCCCTGCTGGAGCCCCTGCGCCTGAGCATACANAATNACGACATCNTGCNTGC 

CATCNTCAGCCCNCTGCGTTCTGCANACACACGTCGTGCAGANCAAAGCTGCTCTCGCTG 

NCACCGCAACTGCATGTGACTGTTNAAGCCCGGACTGAGTTAATGAAATTCTGGTGG 
Sequence 5441 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I I I I I II I I I I 1 1 I 1 1 I I 1 1 1 I I 1 1 1 1 1 1 

" " I I I 1 1 I I I I I I 1 1 I I I 1 1 1 1 1 I INGGNNNAAAAAAAAAAANTTTTTTNNNA 

AAAAANNNTTTTNNNGGGGGGNGNAAAAAAAAANNNANNNGGGG 1 1 1 1 1 1 1 I I GGGGGTT 

TNNAAAANANCCCCNNNGGGGGGNTTTNNNNTTTTIvrrNTTTTTTTNCCCCCAAAAAAANC 

CCCNNNNNNGGGGGGGGNAAAAAANCCCNCNCCCNAAAAANGGGGGGNAAAAAAAAAATT 
TTTT 

Sequence 5442 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGGATATCAAAGAAACCAGACTGTGATG 

ACTGGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTACATTGGAAAAAAANGTGAATC 

AAGTCACTACCTGGAACTGCACAAACTTGCCACTGACAAAAAATGACCCCCATTTTGTGT 

GACTTCATTGAAGACACATTACCTGAATTGAGCAGGTGAAAAGCCATCAAAAAATTGGGT 

GACCACGTGACCCAACTTTGCCAAGAATGGGAAGCCCCCGAATCTNGCTTTGGCGGGMT 

ATCTNTTTG ACCAAG C AC ACCCTTG G G AAG AC AGTG ATAAATG AAAG CTAAN CCTTCG GG 

CTTAATTTTCCCATTANCCGNNGGGGTGACTTTCCTTGGTCACCAAGGCAGNNCAATGCA 
TGTTGGGGTTTCCT 

Sequence 5443 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCCGTCACATCCCGGTAAACAAAGGTCCTGC 

TGAGCGGCTCCGAGGAGGGCAGTTTGCACTGGCAAGAGTCGAGTGTGGTCTCACAGGTAA 

ACTGTGTGAGCTGCGAATAGTGGTGGGCGGCAAAGGCCACGGCCAGCACACAGACCGTCA 

GGCCCAGGGCACTCAGCAGAAAGTATAACAGCTGCAAGAAAGCAGAAGAAAACCTTTCTG 

GTTACAMGAACATTGGATGATGATTTGCAMGCGAATTCATCAAMCTGTTCTTTTTCT 

TCCCTCCCANAAAT 

Sequence 5444 

CCCTTAGCGTGGTCGCGGCCGAGGNAC 1 i I I I 1 1 I I I I I I 1 1 I I H I 1 1 I I CCTNATCTA 
ATTTTNGAMTGATTTATTAMTGGACACTTTAGGAAT^ 

CTCAMTCACTTTGTGTTCCTCTGACANANMCMATTCTTTCACAAGGACCTCAAACCT 

CTGGGTTGGAAAAAACCTCAGNGGTCATCCGCTCATTCACCCATG 

Sequence 5445 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCACATTTTAATAAATTAACCACAAGAA 
AATAATCCCA CATATACAAGG TCAGGGGTGGGGAAGA6TATTAATGGTATCTTAATTATA 
CCCA GTCT GG I rTTTTTTTl 1 AAATGGGGTAAAAATCAAATGCAACCCCATCTTGTTTTA 
GGAATTTTGAGAACTMTAAATGCACCTTAATGGTCAAGTGTTCCTTTCAAACATGTGAG 
TTCTTTAAC AAAAA TGAAATAAACCAGGTGTCTGTGATTTCTAATTAATCACCGCTGACC 
ATTCACAGGTTTTGTTGTTTGGGGTGGGGAGGGGGCTTTTGTTCCCTTTNGACATAATAT 
AN^CANTNCACTAACMTTATGTATATTN AAACTTGG ATTATTT 
Sequence 5446 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCCCATGCAAGTCGCATCTCTACTAAGTTTC 

CCTTGGACCCATGAGTAGGATAGATAGCCAGAATAAAACCAGTATCGTGTGATGTCATTG 

AAAGAAAACAAAGNT TCAAGG AAGGTAGTCACTTGGGGAAGGGGCTCCCTAATGCCTAAA 

MATAMAGTCTCGAATTTTTAGCCTAGTCTTMTGATTATGCCCCATTCAACCTTTCCA 

GGCTTAGCTACTCCCATTTCCCTACAAGATACTACACTTGAAACTAGACTACTTGCTCTT 

TACTAGGGTATCCTCCATGTGCAMGGCCTNTATCTTTTTGCTCATGCTAGCAACCAAAA 

GACAGCAGGGGTCTCCTGGTAAATTTTAAGTGGTGAATGTGATTGAGCCTTGGCACAAAT 

TTCAAGCAATAAGTAACAGATACTTTANAAAATAAGGGGATCTTANGTAACAATATGAGT 

CAGCGCCATAATCTCCTCAAGTTATTCTAAGCGATCCTAAAGGGGCATTTTACTCAAAGG 

AGGGATTNG 

Sequence 5447 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACAACAACTTGTTACAGAAAGAGCCAGG 

ATCCCAGACTGTGCTGAAGCTTCATGAGACCTCTCCTCGTCTGTGCACCGAAAGAGGAGC 

CGGACACAGAGTGTCCAGCCGACTCTGGAGCCCAGGCTGTTGCTTCCCGGTCTGGTGGTG 

AGTCCTCCATTGTCTGATTGTGAAGCCTGTAGCTTGGAAGATACAGGACATAGGTGAAAG 

TGTTTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTGGGCGGC 

Sequence 5448 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGMTGGTTCCTCAGTTTTGGTCTGTTT 

GGAGGAAGGCTGGGACATCACTGCACAAGTGACATCCCTGGTTCAGTTACTCAGTGATCC 

CTTTTATAGGACACTTGMGGCTTCCAGATGTTGGTTGMAAAGAGTGGCTCTCTTTTGG 

TCACAAATTCAGTCAGAGGAGCAGCTTGACCCTCAACTGTCAGGGGAGTGGTTTTGCTCC 

AGTCTTCTTACAGTTCTTAGACTGTGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 5449 

CCCTTAGCGTGGT CGCGG CCGAGGTACAATTATGATTTCTGAATTAATATTAGAGTGGGG 
AGAACMTGATTAATTTTTACTTCTTCAGTAAGATTACAATGAAAATGTAGAGAGCACTA 
GCATTATAGTMCTATACGATAGGCCACTTTAMTAAMGGCATCTTTTACAAMTTTTT . 
AGTCAA TAAAT TGATTACCACATACTTACGACCTATTTGCTATTAAGTGTAATTTATAAT 
TCTAGTA TTTTCA AAAAAGGAACATATTAAAATCCTATCAATATTTCAAATAATGACAGA 
ATTAATCAl I I I I AATAAGAATCCTTACTCAGGTCCTTCAAAAACAATATAAACTATGAC 
TTMGGTAGATTCCTTTAMTCTGACTMTGMTAAATGTTAAATCTCAAATTTCATAGT 
CCCAGTGCTGGAAAACCTATATTTTTA 
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Sequence 5450 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CTCAGCCTCCCMGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTMTTTTTGT 

MTTTTAGTANAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCNTGACCTC 

AGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCGC 

CCAAC CATCAAM TGCTTTITATTTCTGCATATGTTGMTACTTTTTACMTTNAAAAAA 

ATGATN i Mill I GAAGGCAAAATTGCAAATCTTTGAAAATAANAAAGGCAAAAATGGTA 

MGGGANTCAMACTTTTAAATTAAGTTTTTTNGGMGTGAAAMCTC 

GNATTTAAAATTTCCCAAAACTTTTATTACNTTTTTCTTGGAATTACAAA I I I I I 1 I I I N 

TTTT 

Sequence 5451 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCACCCAMGTTTTAAGTAATTCTCCTCTCA 

CGTCGTTCMGACMTGCATTATGCATGTGCAGCCTACATATAGMGATGCTTTTTATTA 

CTGTTMCAATATTMCTAAAATTTGCAGMTATTTATTTTAAMGCACTTT^ 

CTACTACTACTGTTMTAGTATTACTACCACTACTACCACCTCCCTTTTGTAAAAGAACT 

AAAGATCAGAGGAGGGAAACAACCTGCTTAAAATTATATGAACACTAAGAAATGACGGTA 

GGAC T CAAAC TCAATTCCTATGACTCCAAAATCTGNGACTTTTTTCTTAAAGTTAAACCC 

TTTTCATTTTTCMGTATGAAACCCTTCATTCATTCACTCATATCTTCATCTACTCAAGA 

AATATTTATTAAACACCTACTACATGCCAGATGCTAATCTCAGGCCCTCANGAAACAATT 

AAGAGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5452 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGCAGTTGTCCGCGGTTCCTCCTCCTGTCGCT 

GCCCGTGTGATTACTGAGACTCAGATGGACCACACATCCCCGACCTACATGCTTGCTAAC 

TTMCCCACTTGCATTCTGAACMCTTCTGCAGGGCTTGAATCTTCTTCGCCAACATCAC 

GAACTCTGTGACATCATTCTTGGAGTAGGTGATGTTAAAATTCATGCTCACAAAGTGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACAC 

Sequence 5453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGTGAACACATAGTCGTCATTCTTGCTGCCC 

CTGCCTGTGCTCCCTTCCATGACCGCTAGTGGGAGCCAAGGGAGATAAGGCCCAGCCCTT 

AGGAGTTAGGGCTGAGAGGGGAGCCCACGCTCTCATACCCAGCAAGCTGCAGAGTGATCA 

GACAGCCCATTCCCTANGATCGCAAGTCCTACAGCTGGAAACAGCGGCTCTTCATCATCA 

ACTTCATCTCCTTCTTCTCGGCCGCTGGCTGTCTACTTTCGGCACAACATGTATTGTGAG 

GCTGGAGGTGAAGCCAGGATAGGATCCACAGGCCGGTCATTAAGTGGGCTTGCGGGGCAG 

CMTGATGTTTTTGATAATGGGCAATGGTCTTGGGGACTGGCTGCCATTGTGTTCTCTGT 

GGCAAACCAATGGTGGGTGTGATTTATCAAGAGGCCTCTGAGCNGGTAGCTGGAAATTCA 

CCATGTCCTG 

Sequence 5454 

CCCTT AGCGTGG TCG CGGCC CGA GGTAC ACTAAAMGTATCCTTTTTCAGATATATTTAG 

TGCTGi mini l CACAT TTTTG TGCTTTTMTTGGTMTTTCACTGTTTAAACACTATA 

TTGTGA CATCT GAMTCATTT TGACCTCA GMTTTGAAAGMTGGATAAAAGMTTTGGA 

AACATG Mill CTTTGTTGTTG I I I I I I 1 1 GTTTTTTT AG GTAAC ATTTTAAAAATTGTT 

TATTCCTACCMGACCC AGTTM TAAMMTTTTACCTTATGGGTAAAGGATACACAGGA 

GCTTTCCATATCTGCMCTTTTCCGTAMTCTAAMTTATTTAAAAAGAAATTATCTAAA 

AGMTTTAGTCTGTMTGMTTTTCCACATTATAGACCACTCTCCCAAGTGTTTGGGAGA 

NGGCCMTGMMGATGGGACATTTTGGCGTCATCAATAATTGCTTGGCCTAANACCTGT 

GCATTCTTTGGAAAATCTGGTATGGGCATATAACTCCTAACTGAAAATCAGTGGTTATGG 

GGMCCATTCTTTMTMTTAAAMCATGTCCTTGGTGGTTANGGTTTAAAGCCACCAAA 

AAAAATGTTTGGTGAACCCCTGGAANCCAAATTATTCCCAAGGGTNTTNTTCACCCCAAG 

GGGTNTTNTANNTTTTAAAAAA 

Sequence 5455 

TTNTTNTAATTATTTTNNNNNNCTNNNNNNNNANNAAGGTATNNGGCGAATGGGCCCTCT 
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ATNGCATGCTCGAGCGGCGCATnnnnnnnnnnnnnnnnnnnnnnnnCCCTTAGCGTGGTC 

GCGGCCGAGGTACAAAAATATTTAACAGANCTATGAAAGATGCAGGAAAGGAGTCTTTCT 

TCGTAGCAAAGTAGTCGTGCTTTGCATGGTTTCTTTTGTATACTCTTCAGGGTTTGTATT 

ATCTGCCCCATGAATAACACAGCACCTGTAGGATTATGTCGGATGAAAAACAGAAAAGGT 

CTGTCTACTATAAACCAGGGAGGCGATGATCTTGCAATGCCCGCGTACACTAGGTAATAA 

MCTGATTCATACAGTCTMTGATATCACCGCTGTTAGGGTTTATAAAACCGCATTTAAA 
AAAGA 

Sequence 5456 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATACTTGTAGCTAGACTACCTCTATTTGAA 
TCTCAACTCTTATTTCTTATGTGACCTTGGGCAAATTACTTAACCTCTGTGTGCCCAGTT 
TCCTCTCCTGTAMATGMTATATTGGMCCTGTCTTATAGGTTTATGGTTAAACGTGCA 
GGCACTTAGT AAGCA TT ACATAA GTCTTAGCTATTGATGC I MINI I ATTAGTAAAAAT 

GTAAATGCCAATTTTCTATTTTTCTTCTCCCCATCCTGATACCCATATCAGTGTGATCT 
Sequence 5457 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGTCCCTAAAAGGTAAAGACTCATCCAAGC 

TGTTCTGAGATTCCCTCCAGGCAGGGAAATGACTATCTGGATCTGAGATTATGTCATCTT 

CATCAAGTTCTTCTTTAACCAGAGAGGCTTCGGGTTTCAGACACACAGAAGCATAATTCT 

GGCCATACMAMCCTCAATGTTTCTTCTGTCTTCCACTCAATCAAAGTCTCCTTCAAAA 

CTTTAAGTMGTTTCTCTTTCCAACTTCAGGACACACCTGCACTGAACTAGACACTGACC 

TAGACACTTGGGTTTGA TTTGG CAAATTTTCTCTTAAAAA 

TATGCCTACTAGAAGTTATTTTCTGACCTACTGTATTCACTTTCAGMTTTTCTGACGCT 

TTTAATCTTTCAGGCAMGTGCTATTTGMGAACTCTGAGTATTTACTTTCTGTAAAGGA 

AGTTCACATGTAGCATCTTTCTCCTGACTATCTAATTTGCAATCGCCTAACTGCTCAGTG 

ACATCTACTACTGNCTGTTCTTTGTCTTTGGGTTTGGAGTTMGCTTTGGTGACCAGCTT 

TCI I I I I CATTATGC 

Sequence 5458 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AMGAATGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGGATCTTGAAACCTCCAGACACCAAGAAAAC7TCTAGCAAATTCA 

GGGGGAAGTTTGTCTACACTCAGGCTGCAGTATTTTCAGCAAACTTG 

Sequence 5459 

CGCCAGTTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCCGCCCGGGCAGGTAC 

GCGGGATTGTAGGT GCTATT TAGGGTAGGCTTMAGTGCTGGGTGGTGATTTGAGTTCAA 

ACAATMAAMTTGATTTTTTCMTATTGTATMACAATAGTGTTCTMTTACCTTAAAA 

AAAAATAATGACCAGTTAAGAATTGCTTTTGATCTTGTCAAAAAACTGAATAGACCCCAG 

TTTCGGGAAGGTGTGTGAGCAGTGCCATGACTCTGCCCCTTACCTAATCCCACATCTCTC 

TAATGATAAGACATTGCTCGCCTCTTGACCAGAGCCCCAGCACCAGANAGNCGGAAGATG 

CAGAATTGTCAMTGACCTGCTGGGGGAGGTTGTAGGMGTTTAACAGATTTGAGTGTGG 

CTGCANAAAAAAAAAAGTGTGTGTATGTGTGCACATGTGTGAAAAGTGTGAACCAANANT 

GTGTGTGTGTCCCATCTAAGTCTGTGTGATGAAAGGGGGGAATAAGGCTCCTCTGTTANT 

GCTGGAAAGCTCCTGTAATTGCCNCATGGATCCCACTGTGCCCTCTTGTTCTGNGCAAGT 

NTGTCCTGTCTGGGGCNCTAACCNTGGTCCNTGCATTTTAATNTTCTGGGTGGGGCTTTN 

CCTNTCCCTTGGAAACTGACT 

Sequence 5460 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCAGCTACTCGAGAGGATCGCCTGAGCCCAGTG 
AAGCTGCAGCGAGCTGTGAGGATGCCACCGCACTCCGGCCTGGGCTAAAAAGCTAGATCG 
TGTCTCTGATAAAAGAATAAAAGCTGTTTATTGCAGTCCTAAAAAAAAAAAAAAAAAAAA 
AAAAAAANNNNCCNGGNCCGCNNNCNCNNTGNGGGNAANTNCCNCCCCNNGGGGGGCNCN 
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TNTTANGGGANCNACTTGGGNGNCCAAGGGGGGAGAANAGCGGTGAACCTGGAATGTGGG 

NGGTNGCAGTGAGGTCNAGATCCTGCCCACTTGCACTCCAGCCTGGGGCAACCAAGCGAG 

GACTCTGCCTTTAAAAAAAAAAAN 

Sequence 5461 

CCCTTAGCGTGGTCGCGGNCGAGGTACAATNNTTNANNGTGCTGTGTCCTAAAGGGGATC 

CTGAGGGGCGTTGCCTCGGGTAGTTAAAGTCTTATGTGTGCATAAGTTGCTTATTCTTTG 

TCTACTTCCTATTTGAGATGTTAGTAGAGAACTGTCCTGGGTGAATCTTTCAGTATTGCA 

GGGCTTGGCAACTTGCTGCCCGACAAAATACATCAGAATTTCTCTTTAAGAACAATATGG 

GATGGAT TAAAAAATATATATATGGGATGAAATTGGGGGTACTTTN I I I 1 1 1 I I I 1 1 1 1 1 

1 1 1 1 1 1 I GCCCCCNNNGNCCCNAAANTTTTNANNNNNNAAAAAAAANN 1 1 1 1 I 1 1 I AAAA 

NTTTTTCNCCGGNAAAACCCNNTTTTTNNGGGGGGGCCCCCCCCNCCCCNTTTTAAAAAA 

ANNMNTCCTNAAAAAAANTNCCCCCAANCCTTTNGAANNTTTTNCCNCGGGGGGAAAAA 

AAAAATTTGGGGGNGT TNCCC CCCNGGNATTTNNAAAGGGGNCCCCCCNAAANANNACCN 

CNGGGGCCCCCAAAMTTTTTGGGNNAAAMCNNANGNGGGCCCCCCCCNTTTTTTANNA 
NGGGGGGAAAAAAA 

Sequence 5462 

CCCTTAGCGGCCGNCNGGNCAGGNACANANCTNANAATTNTGNNGCTAATGACACTGGCT 

TCACAGTGGNCCCACCTGGAAAGGAGAANGCCCTGATGAAAGCAGGCGCANCTGTGGGGC 

CCATCTNCGTNGCTATGGATGCANGCCATTCGNCCTTCCANNTCTACAAATNAGGCATTT 

ATTTTGAACCAAACTGCNNCANCNNAAACCNGGATCATGGTGTTNTGGNGGNTGGNTACN 

GNTTTGAANGANCAAATTNGAATAACANCANGTATTGGNTCGTGNAAAANANCTGGGGTC 

CATAANGGGGCTNCGAATGGCTATNTNAAAATACCCNACNACANGAACANCCACTGTGGA 

ATAGNCACANNANCCNNNTACNCCAATGTGTGAGCTNATGGATGGTGAGGANGAANGACT 

TMTGACAGNCCTNTCTGGGGAMTTTTANTTTGAAACTGACCAAAACGCNTATTGTTGN 

TACATNAACCANTTGAATCATTGNGGATNCAAGGTGAAATTTTAATTCTTGTGGACATTN 

NTACANNGGNGAAATGNNCCCCCTACCTTTAATTATTTGGTATANCCGGCTTTNNTGNNN 

TTCMGMCCNCNATGTTAATTTTTMNAAATTTTTGGNMNTTTTTNTTTTTTTAA 
Sequence 5463 

CCCTTAGNGNGGTNGGGGCCGAGGTACTAAANAAAANCTNNTTTCAGGCATATTACTTGA 

GGTCAGGAGTTCNANACCAGCTTGGCCACCATGGNGAAACCCCATCTCTACTAANAATTT 

AAAAATTAGCTAGGCATGGTGGCATGCACCTGCAGTCCCNGCTACTCTGGAGGCTGAGGC 

AAGGAAAAATCACTTGAAGCCNNGAAGCANAGNGGAGCAGTGANCCNANNATTGGGCCAC 

TNCACTNTTGGNCTGGGGCCAACCAANAANNGGGGGACCTTCCTTTNACCCCTTAAAAAA 
ACAAC 

Sequence 5464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAAATTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCGGTGCAGGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCCGCC 

AAATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMTTTTTAMTTATATTTTTTGTAGTAATA 

TGTTAT AAAG CATTG ATTTGTTATATTTTTAAATTTATCATACTTTAAACAAAAC AG ATT 

TAMCMCTTCMTGGATTTTGGAAATAGCCATTATAAACAATCTTATAACTGAAGGTTT 

TATTTTTACTMTMTTTAAGTTGTGTTATTCTTATACATATTTAGGTTTTGAMTTTT^ 

ATAAAGGTCTAAGGCTGGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCC 

AAGGCAGGTGGATCACCTGAGGTTGGGAGTTTCNAGACAAGCCTGACCAACATGGAGAAA 

CCCACATCTCTACTAAAAATACAAGAATTAGCCAGGCCGTGGTGGTGCATG 
Sequence 5466 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I 1 1 1 1 I I I I 1 1 1 1 I 1 1 1 I 1 1 H I IATTTTTT 
1 " 1 1 1 1 1 1 1 I I I I I I I I 1 1 I I 1 1 I 1 1 1 1 1 1 I I I | I 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 | NTTTTT 
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ii 1 1 1 i i i 1 1 1 1 1 1 ICCCCCCCTNAAAAAAAANANNNAAANCNNTTNNANNNNAAAAANT 
TTTTT NNANNCNCNNNNAANNNCCCNNTNANAAAAAAAAANAAAAAAAAAAA I I 1 1 1 1 I I 
1 1 1 1 lAAAAAAMMNNCCCCCCCNTTTTTTNNNTNAMMTNTTTNNCNNTNANTTTTT 
TTTATGGGNAAAANNTTTTAAAAAMNTTTNNNAAATTnTTTAA 
Sequence 5467 

CCCTTGAGCGGC CGCCC GGGCAGGTACAAAAAAAATGCTGAAAGGCAGCGTTTTTTAGAC 

TCTAAACATTCTGATriTGAAGGTGGGTGTTGGAACGACTGATGAtGTTTTTTATATCAT 

CAATTCAGCCAATGGATGCGAACTTAAAATCTGGATTCACAGAACCGTGGTCACATTTCC 

CCATCAAAATCCCCAAGGCGGGTCCCAAGTTCTCTCCTCTACGCTCATTGCAGAAATACT 

TTGAAATAGGTTCTGCCAGTCTACAATAGCAGTGAAGACTGACAAATCAGATATTCCCAA 
TGACTGACAG 

Sequence 5468 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCTGGGAAGCAGCTCCCACAACGGCTGAGGCAC 

TCANAGG CAGA GCTTTCTGCTTCTGTCTCATGCCGTTCCTGTGTTGATNTGGATNAGTCA 

TGCA ATTATTTTNAATCANA AGGCTT CCTAAATAAATCAATTGCCNTCAACCGGGGTAAN 

TTTTCNNAAAAMTGAAAAATTTTTTNANATTGNAAAGNCAAAATANTANTGNCGCCTTT 

GGMCCAATTCCCTCNTTAAAMTATTGTTAMNNCCTTTTCNACNGTTTNGANTACNAN 

TGTTAAT ATCTT ACTAAMCCCMGCTGTANTTMTTTAATTTNATCCNTTTTNGTTTTC 

AAATATC 1 1 i i lANAMNAATTCCNTANTTTCAAAATATCMCCATTCNCATTTTNTTTT 

NNCCCAAGNNTCNCTNNGNACCCAANNTNTAANAANGNAATNGNAAAAAAAAAAT 
Sequence 5469 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGNTACACCCCNCTGCTNGGTTGGCTCCTCACT 

CCCAACATCTACCTCAGCGAGCTCTTTGGAAAGTTTCTCTTCATCANCTGCGANCTCCTC 

ACCGCTTTCCTC TTATA CCGCCTGCTGCTGCTGAAGGGGCTGGGGCGCCNCCAGGCTTGT 

GGCTACTGTGTCTTTTGGCTTNTTAACCCCCTGCCTATGGCAGTATCGAGCCGCGGTAAT 

GCGGACTCTATTGTCGCCTCCCTGGTCCTGATGGTCCTCTACTTGATAAAGAA 

Sequence 5470 

TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACCGT 

GCACCTGGGCAGTGATACGCTGGGCGACAGGAGAGCTCAGAGGATCAAGGCCTCGAAGTC 

ATTCCGCACCCCGGTACTCNCACAGACCCATGTTAATGACCTCATGCTCGTGNAAGCTNA 

ATAGCCAGGCCAGGCTTGTCATCCATGGTGAAAGAAAGTCAGGCTGCCCTCCCNTTGCNA 

ACCCCTGGAACCACCtTGCACTTGTCTCCGCTTGGGCACTAACCACGAGCCAGATGTGGA 

NCNTTTCCCTCTGACCTCATGTGCCGTGGATTGTCAAAGCTTAATCTCCCCCAAGACTTG 

CACCNAAGGTTACAAGGACTTACTGGAAA 

Sequence 5471 

CCCTTA GCGT GGTCGCGGCCGAGGNAC I II I 1 1 I I 1 1 I I I 1 1 1 I I 1 1 1 1 I I 1 1 I I I GGGG 

GGGTTGTTTTAAAAAGTGCTAACAAAGCCCACTATNAACAACAAAGGAATGATGCATTGN 

GCTTCTGGATATATATTTTGGCCTTCAGACACATTGGTAACAAGATAAATCCCTGAGCCC 

TACTCACAGGAATCAAACTGACAGCTACAGGAATGTTAGTAAACTTGTCTATGATAGGCA 

ATTCCTAGGGATTTACATCTTGGTTNTANACCTTAACTGAGAAATTCTTGCATTTTCCAA 

GNTTGGCTTTTACATTTATGGGTT 

Sequence 5472 . 

CCC TTCGG CCGCCCGGG CAGGTA CTGTGCAGTAGTAACCATAATTCTAAATGAGGATTAT 

GGATTTTTCT GGMG ATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGG 

GACATAGCCATTTTTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGT 
GTATATG 

Sequence 5473 

CCCTTTAGCGGCCGCCCGGGCATGTACTTGAACGAGCAAAGCCAGAATATATCAGCAAAA 
CATACAAGATTGATTCTTGGGAGAATGCTGAGGACTTTC7TGAGAAGCTCGCTTTCCGGA 
CTGGGAAGTTACTAAAGGGTGGAGAGCCCGACTTGCAGACTGTGGGTAAGATGGTCCTCA 
ATGACTGGCAGAGGGGCCCGGATTCCTTTCTTTGTCAAGCCACCCAATGCAGAGCCACTT 
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GTGGCCCCCCAGCTTCTACCCTCTCATCTTTGGAAAGTTGTCCCAGAAGCAGCCCAGAAC 

AATOCAGGGGGAGGAAGTCACAAAAACTGCAGGTGAAGGGGTCAGAATCCATCATTAAGG 

AAAGAAACAGAAGAAAACAGTCACTGNGATGCTAACACAGAGATGCAGCAGATTCTCACA 

CCAGTTCCGCAGAACTTTGGTAAAATCAACCGTGGTGCCCNMTTTTCTTGGGGATGACC 

TGGGTTCCTGTGGAGGTGTCAAMTCTTTGAGGAAGAGCTTGAGAACCTTTTCTTGATGA 

AAMGGMGGANGGMCNAGGGACCCACCMAAAMATGATGCCGGAAAMTTTTTCCTT 

GGAACCCGGAGGAGGAAAATGTNGGAAAACCACNCCCANANCCGTTTTAAAAGCCCTGGA 

TGAAMMATGGCCMTATTAAAAANTTTNTAGACCAMNCCAMCCCAAAAAGTTTTAC 

CAGTCNNMTTTCCAGGGGCCTGANNGGAAAAAATTTGCAAAACCTGANAACCAAAAAAA 

AAAA 

Sequence 5474 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACCAGGTCTTCTATGTGGGTGTCAGGATATGCT 

CCCTCACGGCTTCCGAAGGCCCCCAGCAAAAGATCTAACATTCTTGCTCAAAGTTGCNAG 

AGAAAGTATCACATGGAGTAGCTGGGTTGGGGCGGCGGCCTCTTCTNTTCAGCTNCCTTA 

NCTTGGCTCCNTMGTGGATCACTTACCMATGCTTTAGATGATTGCCTCTCAATAATTG 

AAAGGTGGNGGTAGTTGTATTGCTGCACTTGTCGGTGTTAAAGAGAAATTACTCTCACAA 

GAGCAGAGGCCTGAAGATNCTTTCTTCTGAAGGGGATGATGAGCCTGGACTCTCTGGGAC 
TCCTAGATT 

Sequence 5475 

CCCTTAGCGTGGTCGCGGCCGAGG7ACACTGAATACTACAAAATATTGCTTAAATAAATT 

ATTTGAAAAGCTAAATAAATGAAGTTATGTATAATGCTTATGAATTGGAATACTCAGTAA 

GTATTGGGATGTCGAAGTTACCTCTCTTTN I I I 1 1 I 1 11 I I I I I I I I I I NTTTTTGAGAT 

GGAGTCTCGCTNTGTCACCCAGGCTGAAGTGCANTGGCGCGATCTCGGNTCACTGNAAGC 

TCCGCCTNCTGGGTTCACGCCATTCTCCTGCCTNANCCTCCCAAGTAGCTGGGACTACAG 

GCACCCGCCACCACGCCAGNTA AI 1 I I I I 1 GT 

Sequence 5476 

CCCTTAGCGTGGTCGCGGCCGAGGACCGTTGACTCAGGTAAAGAGGGAGACAGCAAGAAC 
AGAGTAGAAAGGCAGCATAAAACTGGTGGAACCAAACACAGACTAAGTAAAAAAAAAAAN 
GGTAANNTTCCCNACAACNCCTTNTCCCAGGAAAAAAAATCCANTAAAAANCAAAGGCNT 
TTACCANGGNTNCCAAMNANTTC^^ 

GGGACMGNGGAAATCCNCMNCAAMAMTGMNCTGGNCCCCTNCTTCNCNTTTTTTT 

TAAAANT 

Sequence 5477 

GAGCGGCCGCCCGGGCAGGTACATGTGATGCAGAAAAGTCTTACGAAGTATTACTGAGCT 

TTGTGATAAGTGAACTGTTTAAAGGAAAGTTATACCATGAAGAAGGAACTCAGGAATGTG 

CAATGGT TAAC CCTATTGCTTGGTCTCCTGAATCCATGGAAAAATGCTTACAGGACTTCT 

GCTTACCTTTTCTCAGMTCACCAGCCTTCTTCAGCACCACCTTTTTGGGGMGATTTAC 

CT AGCT GCCAGGMGMGMGMTTTTCAGTTCTTGCCAGCTGCCTGGGACTTCTGCCAA 

CGTTTTACCAAACAGAACATCCATTCATCAGTGCCTCCTGTCTGGATTGGCCAGTTCCAG 

CATTTGATATTATAACTCAGTGGTGTTTTGAGATAAAATC 

Sequence 5478 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGACATTTCTGCATATGGTCTGCTAATGGCAC 

CGATGCTTCACATTCCAGGAAATGGTTACTTAGGGAAGGTTGATATGTGCTGCAGCATAA 

TAGGAACTTAATTCAAACCAGAGCAACCAGAAAGGATACTGGAGGCAAAAGCCAAAATAC 

MmAAMTCTTAAMMATMGGAACGGmAMGGTMTTMTGMCTTTTCCTCAC 

CTAGT GTAMCATTTCATMGMGTAATATTTTGTGGTCACAAAAAAAGCACAGATACCT 

CTTTTAGAATATTCATGATGCTCTTGTGTATGMCTTAAGTTTTCATGAMTGCTTTCAC 

CTCAAAACCCCGTATTCAAGAATCAAGAAGGCCAAGCACGATGGCTCATGTCTATAGTCC 

CATCACGTTGGGAGGCCCAGGCGGGTGGATCACTTGAAAGTCAGGAGTTTGAGACCAGCC 

TGTCCAACATAANCAAACCCTGTCTCTACTAANAATACAAAAATTAGCTGGGCCTTGTGG 

CCGGGTGCCAGNAATCCTAGCTCTCAAGCGGNCAAGGCAGGACAATCCTTTGAACCCAGG 
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AACNGAGGCTGCGTGAGCTGANACATGCCCTGCCTCCACCTTGG6GACAGAGCAGGAATC 
CNTTCAAAAAAAGAA 

Sequence 5479 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTATTAATCAACAGTGTCCCACCAACTCAGAA 

GTTTTCTAAATTGGCTGCTTTCTCTGCATTTAGTAAGTTTATAACCAATGACTCAATCAA 

AGMTGTGCTTGTMTAGGCTGCTGGTTTMTTTTAGMTCAAAAGTTTTATATTGGGCT 

ACTTTCAMTATAGAMTGCTATGAGTGACATATGMCTATTAATTTTGTTTCCCATTAC 

CTACAGGAAGAATTTATTCAMTAAMTTTTACAAGACAAAATGCAAATCTATATACCTA 

TATAGAGATGTATATATGT 

Sequence 5480 

GG TACAC TAAAAAGTATCCTTTTTCAGATATATTTAGTGCTG 1 I 1 I 1 1 I I CACATTTTTG 

TGCTTTTAATTGGTAATTTCACTGTTTAMCACTATATTGTGACATCTGAMTCATTTTG 

ACCTCAGAATTTGAAAGAATGGATAAMGAATTTGGAMCATGTTTTTCTTTGTTGTTG^ 

"II" ^ GTTTT TTTAGGTAACATTTTAAAMTTGTTTATTCCTACCMGACCCAGTTAA 

TMAAMTTTTACCTTATGGGTAAAGGATACACAGGAGCTTTCCATATCTGCAACTTTTC 

CGTAMTCTAAAATTATTTAAMAGAAATTATCTAAMGMTTTAGTCTGTAATGAATTT 

TCCA CATTATAGACCACTCTCCCAAGTGTTTGGGAGAGGGCCCAATGAAAAGATGGGACA 

TTTTGGCGTCATCAATAATTGCTTGGCCTANACCTGTGCATTCTTGGAGATCTGGGATGG 

GCATATAACTCCTAACTGAAAATCAGTGGTTATGGGGAGCAATTCTTAATAATAAGAACA 

TGTCCTTGGTGTAG GNTT AAGCCCCAAAAAAAAAGGTGGNGGGNNCNCTGAANCCANATA 

TTCCNCAAGGGTTNTTTTNNNCCCMGGGTNTTTAGGTTTAAAAA 

Sequence 5481 

CGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACTTATCCCTACCTTCATGTTCCAG 

TGGMGACCTTAGNAAAATCAAAGATCAGTGAGTTCATCTGTAATATTTTTTTCACTTGC 

TTTCTTATTGACAGCNACCAGGAATTTTTTTATCCTNCCGAGCCMNTTNTTCAAAAATG 

TNNAATACTTCNTCCTGCTTAACANGTCCTTGGAACTCATTCTGATCCATGNTTCACCAG 

CAGGNTGGACAGNATATMTTTCGCATCATTMTTGNCCCTTGNAAATCAAGATGCTCTGC 

ANATTATTTCCTTATMCGGNCGGACTTTTGGCTGNTTTCCTAATG 

Sequence 5482 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTAATTAGCACTTGGTGAAAGCTGGAAGGAA 

GATA MTM CACTAAACTATGCTATTTGATTTTTCTTCTTGAMGAGTAAGGTTTACCTG 

TTACATTTTCAAGTTAATTCATGTAAAAAATGATAGTGATTTTGATGTMTTTATCTCTT 

GTTTGMTCTGTCATTCAAAGGCCAATMTTTAAGTTGCTATCAGCTGATATTAGTAGCT 

TTGCAACCCTGATAGAGTAAATAAATTTTATGGGTGGGTGCCAAATACTGCTGTGAATCT 

ATTTGTATAGTATCCATGAATGAATTTATG 

Sequence 5483 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTGCAATGAAACCAAATAGTATCATAGAC 

ACAACCTCTGTAGCACATTTTAGGTGGAAMCACTGTCCAGMTTTTAACTACCAGATCT 

GTTTTAGGCCATACA GTTT GCTCTTAGTTTTATC^ 

CACTGC TATGT GTCCTTTTCAAMTCTGTTCCTTTCATTACTTACTTAGAATAAGATCTC 
TCTAAMTTTTAMTTMTAGCACAGAGAGAGAGGCTGGGAAAGCAGCCTTTTTATGTAA 
ATGAAACCTCTTAGGTAGTAAAAAAAACC 
Sequence 5484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCCAAGGCGGCCGGCCTGACCTC 

AATTTCTTAGTGCTGAGACAACAGGGGAGCTAACTCCCTATCCCCCATCACACACANAAA 

ANGGMGCCTCAACTACGMGTTGTTACTTTATTAGATAGTAGCTCTGCCATCACAGCTT 

CCCATCTACCGCCTAACTCTGCAACAGAAACATTTCCCAGGACTGACTGGAAAGAGGAAT 

CTTATCTAMGATACTGTAGTTACMGGGCTGATMGGGTCTTTGGTATAAAAGCAATAT 

CCAGAAATAAGATAATTAACTTTGGAACTAAGGGGATATAAATGA 

Sequence 5485 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC < I I M I II I I I I M I I I II I I I I I ICTGATA 
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ANAC CCGAAAAAGGMAATTCTTTTMTTTTCTATAAATTTANATGTCTGATCCTCATCT 
TTTTAAAAACCMAATGATAAMCATATTTCTTAAACTGTTGGGTTCTGAAAAAGTCACC 
CAATGGAATCAGCTAGTTCACATTTGAAAATGCAACTGCTAAAAGCTGTGGGATATTGCA 
ATTTAAGTCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAAGAAGCATCAAAAGATA 
Sequence 5486 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCCAATGGTGGATTTATTACTATT 

AAAGAANCCAGGGAAAATATTAATTTTAATATTATAACACCCTGAAAATAATGGAAAAGA 

AGGTTTTTGAA 1 1 I I I 1 1 I 1 1 1 AAATAAACACCTTCTTAAGTGCATGANAATGGTTTGAT 

GGTTTGCTG CATTA MGGTATTTTGGGCAAACAAAATTGGAGGGCAAGTGACTGCAGTTT 

TGAGMTCAGTTTTGCCTTTGATGATTTTTGTTTNCACTGTGGAAATAAATGTTTGTAAA 

TAAAGTGTAATAAAAATCCCTTTGCATTGTTTCTGGACCTTAAATGGTAGAAGAAAAGGC 

TCGTGAACCCATTTGTTTCTTTTGGCTGGGTATAGTTGCTAATTCTA 

Sequence 5487 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

CGCCCTCCATCAGCAAACCGCTAGCAAAGGGAGAAGTCTCGGGTTTGACAAAGGACTTCA 

GAAATGGCNTNGGGAACCAGCTGAGTTCAGGGATCCCACACNTNTGNTGCNTCTCAGTGT 

GACTNANCANNTTCCAAATGGNGNTTGCCNATCCCANGGTTACNTNANANANTGCCNCTN 

AGAGATGTCCCGTGGCCCTTGGNTCTGCTGGGT C I I 1 1 I I 

Sequence 5488 

CCCTT AGCG TGGTCGCGGCCCGAGGTA C I II 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 I GGGTGCAGGT 
CATTTATTTTGGATGCGATCTCAGGAGGCAACAGTAAGAGAGTGAGAAAGTGAGGCCAGG 
AAGGGAAGGCAAGACAGGGGTGTCAATGAGCAGGTTACCAGGGTTGGACAATGGGAGCTT 
GAGCCTGCTGGGGACTTGTGGGAGATTGCATAGAGCACATCTCAGGGCTGTTCCACCTGA 

GAGGGGAGGAAGCTGAGAATGTATCCACCAGCTCCATTTGTCATTGGTAGAGAGCTACTT 

CTAAGGGCA 

Sequence 5489 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGCAACAAGAATGTGCCTCAGC 

ACGATTACTCAAAAAGCAGAGATGGATATTGCTCTAGGCTTGCTTGTGTTCTCCTAAAAT 

TCATATGTTGAATTGAATTTCATCACCCAAAGTGACGGCACTTGCAGATGGGCCTTTGGG 

AGCTAATTATGTTGAGATGAGGTTGTGAGGGTAGTGCCCTCATGATGAGGCTACAACCCT 

TATACAAAGAGTCACCAGAGAGCTTGCTTTCTCCCAATCTCCACCATGTGTGGACACAGG 

GAGAAGGCAGCCATCTGCAAACCAGAAAA 

Sequence 5490 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATCCTGTTTGTTCTGGGCGAGGGAAGAC 

AATCTTAGAGTTGGAAGAGATGTAATCCGGCTCAGCCTCCCAGGATAAAGGAACTTCCTT 

TTGAAACACCCTGGATGGCTACTCTCTGCTTGAGTGTTTTGAGCGGAGGGCACTCTGTGT 

CTGACAGGGTGATTATGAGCCAGGATGTGCCTACCTCTAATGCTCACATTTGCCCCAGAG 

TCAGGGTGCTCCCTGGCATGGTTGCTCCTCTTACTCTTAGACCCACCAGCTGGTTTTCTC 

CAGATAGGAACAGGGCTAGGAGAAATCTT 

Sequence 5491 

CACCMAGMTTTGGTTCTTCTTGAGGTCCCCACAAACCAGCCGTTATCACACTTTTCCA 
TGACATCNATGACATCACTTTCTCTGAGCTCCAGCTCATCTTCATTCCTGGGAGTATAGT 
TATACANAGCCTGAAACGGTTCCCCTCCGTGAAAGTGTGGATTCCTACTTCCTGCTCTAA 
GCTTTGACACGTCAAAATGTGGGATCAGAAAGAAAAAAATCATGATATTTAAAAATGGTC 
AAATATTTGAGGCAC GAAANAAAAAA AANAAAAAAANNNN I I I I 1 1 1 I I I INAAAAANCT 
NCANTTCCCCNCCCN I I 1 1 1 1 I 1 1 1 1 I I I I AAAAANCAAAN AATTTTTNCANNTTTTCNN 
NCCCCNGGGGNNGGNGNCCNCCNTTAACTGNNNNCTTTNNGGNTTNCCCNTTAA 
Sequence 5492 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTTTGGAGCTGGAGACGGCCTGGGTG 

CTGGCGAAGCGGAGGCCGGAGTTAATACACGAGGAACTCATGCAAAGGAGGGGACTTTCG 

GAAATCCAAACTTAGAGTGCCTTGTATTTAGAATCCGGAAGGAAAAGGAAATGAAATGTG 
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AAGAAACTCATGCACCAAACTCGAACTGGTAAGAAGACTGTTAGAATGCCCTCGGTAACA 

CAGAGGCTGAGAGATCCTGACATAAATCCTTGTTTGTCGATCCTGTTCTACCTTTTAAAT 
GATGC 

Sequence 5493 

ACCAAATTAAAGGTTTGTTCCCAACTGGAAGCAGAGGTTTGGGAATGCTGGAAGTTAGGT 

CTGTCATCCGAGATCCTCCACCTACTGCCATCACTACTGCTTGAAATTCCATTTTTACAA 

ACCGGGTCAGCCAGCTTGTGTGCGGCCTGGCAGGGCAGAAGTCACAGCTATAACTCAGCT 

CCCCGCACGCCGCAACCGCTCCCAGCGATCTCCCCCGCGTACC 

Sequence 5494 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCTATGAACCAAAAAACCTCAGACATTGA 

TTCTGCTGGCAACTTGGATCTTAGAATTCCCAGTCTCCAGAACTGTAAGAATTAAATTTC 

TGTTGCTTATATGTTATTTCATTATAGCAGCCTGAATGGACTAAGATATTTGCCAGTAAC 

ATTTGACTTCAGGTCCTCTGCTCTTGCTTTTCCTCTCTCAGGAACACTTTCTACCCAGCC 

TTTCAGATGGCTATCTTCTCACCCTCAGCTGTTTGGCTGAAATGTCAGAGGGTCTTCCC 
Sequence 5495 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I 1 1 1 I I 
1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 J I I 1 1 1 I I 1 1 1 1 1 1 | | | 1 1 | | ( | | | 

TTTTNCCCNNCCNNNNCCTAANTTNANNNAAAAAAAAAAAAANNNNNCNNNTANNAANAA 

AANNACCCNNGGGGGGGGGGNCCCCCCCCCCCTTTNAAAAANAAAANNCNNNNNATATAA 

NATACCCNNCNCNCCCCNNGGGGNNGANCANANCTNATACTTAATTAANGTTTTANACAC 

ACCNGNTNCCCAGGGNGG GCNCA NNNAAAAAGAAGNGGGGGAGQNGTTATNNCCCNNNGG 

GGGGGAAAAAAAAACANTNTTTTTAAAAAAAAAAAANGGGCCCGCNCNANACTGTAAACA 

ANAANCCAGNGGGCCCCCNNNCCCCGGNGNNNGGGNTNACNNCCCCGGNGGGGGGGGNNA 

TANAAAAGGNNAGCCCCCCGCANAAAAANNCTNTGGGGGTNAAAAAAANTTAAAAATTT 
Sequence 5496 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGTAAACAAAACAAAGTTATATCACCAAGTG 

CCTTCCCCGAATTCGCTCCCTCAAACCAACCACACAGTTCTGACCACTCTACAGTCATGG 

CCTGTC ATCAGAGCTTTGTATGAMTTAAGTCAAAGTGTGGAGCTCCTTn'ACTCATTTT 

1 1 1 1 1 ICTCCTTAAAAAANAAAAGAANCAAATGTTCCANGTAAAAACAAACGTNTCCCAA 

AGCATGTGTGCNTTGAAAAGTAAAGAAACATTATAACANCTTCATAAAAACTGACTTAAA 

AGTTTAAAAGGAAAAAAACATGTTTCTAAGTCCCTCTGA 

Sequence 5497 

CCCTTTCGAGCGGCCGTCCGGGCAGGNACATGTTTTMTCTTTTTTTAAAAAATTATnT 

ATTAGAGTCAGGGTCTCACTATGTTGCCCAGGCTGGTCCTGAACAATTGGACTCAAGTGA 

TCTGCCCGCCTGGGCCTCCCAAAGTGCTGGGATTACAGTTGNAAGCCACCATGCCANGCC 

ACATTTCTNCATTCTTMTAAAGTCNGTGGAATCTACTTCGAATGCAATTTTAATTTANA 

TTTCAATCTATGAAGATATTGGGNTGGTGCAAAACTAACTGCGGNTTTGGACTGTGAATT 

TTAMTCATTNTAACTAGGGCTCMCGCATTTTTATTAANTCAAAAATANGGAACCATTA 

CNNTCAACACATNTGGTTTNCMTMGAMTTMGNTTGGTTTATTTCCTTGNNNCGGGA 

AAANANCTTGTGCTTT 

Sequence 5498 

CCCTTTCGAGCGGCCGCCC GGGCAGGTA C II I I 1 1 I 1 1 1 1 I I I 1 1 1 1 I I I I I I I NNTTTN 

" I 1 1 1 I I 1 1 I I I I 1 1 I 1 1 1 1 1 1 I I I 1 1 1 I | | 1 1| 1 1 1 1 1 | | | | | | | | | 1 1 | | | I N NNTT 

1 1 1 1 1 ii I NTTTTNNNAN 1 1 1 1 1 I I 1 1 1 I I NTNTTNNNGNNNANGGNACNNNCCNNTTNT 

TTTAAAAAAAAAAAAANNNNNGGNGGNNNAANGGNANAAACAAANCTTTANTNANTANCN 

CAAAAAAANNTCANA ANTNNT ATAAAAAAAAANAAAANAAGNGGTTNTNANGAAACCCAN 

CCANCAATTCTTNTTNT I 1 1 1 NNTGNGCANAANAANAAANAAAAANACCNCCCNAGAANA 

AAAAAAAAAAAGNGGGGGGGGNGGNGGGNNNNNACCCTATC I 1 1 1 1 1 1 1 GGAANAGANAA 

AAAAA 

Sequence 5499 

AC " "" 1 1 II I I 1 1 1 1 1 1 1 1 1 | INNAAAAAAAAAAAAAAAAAN I 1 1 1 I I I I NAAAAAN 
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GGGGG GGGGGGNCNN I 1111)11 I NNAMAANGGGNCCCTNTTTTTAMNCCCNTTTTTT 
mini NNAAMANNAAANGGGNAMGGGGGNTTTTTNCCNNCCCCNNTTTTNNTTTANG 
GGGNNCCTTTNNMNNNTTTTTTTNAAAAANGGGGCCCNAANTTCCCCCNMNNNTTTTA 
NGGGGCCCCCCCCCCGG 
Sequence 5500 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGGTAGTAAGMACCTTTGAGATCTTTCTGACT 

TTTCAAAATTAGAGAAAGCAAATGGGATGGATAGA I I I 1 I I 1 I I CTTTTCAAGGGGGGCA 

GGAAGGT MTGGTT TGAGTAGCCTTTGTTTAAMMAMCTAMTATATTTAAAAGGCCA 

CATTT AT A I l l l l l I CACAAGAACCACATAATAAATTCCACTTCTTGACCTGAATTTGGA 

AATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTT 

GAGAGGCCGAGGTGGGCAAATNACTTTGAGGCCTTGGAGTTCAAGACCACCTTGGCGAAC 

ACNGTGAMCCCCNTNTTTCAMAAAATCAAAMTTAACCAGGCNTNGGTGGCACCTTGC 

CNTGTAGTNCCCAGCTTCTTGGGMGGCTANGTCMGANMTTGGNTTGMCTTTGGGAA 

AATNGAGGTTGCNAAGANCCCAAAAATTGCACCCCTTGNANTTCCAACCCTGGGGNGGNN 

GNAAATGGNGACTTTTCCAAAAAAAAAA 

Sequence 5501 

ACGCGGGAAAGAAGAAAATACANAGAGTGAGTGTGTGGAAGAGGGAGAGAAACAGGANAG 

AAACAGGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACA 

CNCGAGANAGAGNGGGGGGGNGNGAGAGNGAATNNCACTAGANTGTNGCNCTGNAAANAG 

NNTCTCCCCCTCTCTCACNCCCGGGGGGGNGNGTNTGCNCNNNGTNNNATANNCNNGNGG 

GGNGNAGNGACNCTCCCCACANAANGTGTGTGTGTGTGNNNCCCCeCCCCTTNTCTNNCT 

TAAANAAANGNNCCACACNTNGGNNGNATCTCCCNCTCTCTCTCTGTATATANTAGAGCN 

CCNGCTCTCTCNTNCCATATANAGNGNNTNTNTCTCTNGGGGGGGGGGG I rTTTTTTTTA 

CAGCCCCCCTATATANNNTGGNGGTGGANATCCCCCCNNCTNCNNTTGTGGTGNNNACCN 

TNAGMGAGNTTATATTCTCCNNGGGGGCNNTGTTTTTTNNTTTTTTNCCCCCANANGGG 

NAANTANCCGAAGTGGNGGAGAAAAGTTGTTTTGC I I I I I 1 1 1 1 GTGGGGAANAANAGGG 

NGGTTCNCNTTTGNAAIV^CCCCCTTTTTGNGNGGGGGGGGAGA 

TCCNGNGGGGGTTTTTTTNTTTTCNCCCCCCCCCCCCCCCNTTNTNTNNGNGGGTGNTNN 
TTTM NTTTNCNTN GGGGCNCCCCCCCCCTTTGGGGGGGTTNTTNTCCCCCCCCTNTGGG 
GGGNCI I I I I I I INNNGGGACCCCCCCCCCCC 
Sequence 5502 

CCCTTTCGGCCGCCNTTTNAGGTNCTGGCATCAGTCAATGTNNTGGAGTNNTTNGGTCCC 

CMTGTTGGCTATGAAGCTATNGGCTTGTGGACAGTAGTGGCCCACAGTTGGTGTTTTTG 

CAAAAGCAACTGCACAAGACAACCCCAAATCTGCCACAGAGCAGTCAGGAACTGGTATCC 

GATCAGGGAGTGAGACAGAGNCCGAGGCCTCANAAATTACTATTCCTCCCAGCACCCCGG 

CAGNTCCACANGCTNCCGTCCAGGGGGAGGACTACCGCAAAGGTGTCANCTTCTACCTCA 

NGGACAAAGTGGNCNNGGGGAATGNGCTATGGAACANCTTTMCCCGAATGCCCATAGCA 

AGGGAAGAATCATTNAGGACGGNGAGCAGCATGAANANCTCAATTGAAGTAGCCAAACNA 

TCNACATTCATGAAAACTGGAAACCCCACCAGTGGAAATTGGNAAAACCCANTGGGGGNC 

CTGAGAAGGAAGGTNCNAAAGGGGTAAAAGGANCC A I MINI \ ATCCNCNNACTTTCNT 

TTGGGGANTNAAAGGANAATGNANCAAAATNCNTTNGGGAATNTTTNAACNGTNNANGGN 

AMTTTCTTATNGTTCAAATNNGGAAAAAAAANCTGAAAACCTCCCAAANAANGGAAAAA 

GAAAAAAAAA 

Sequence 5503 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCGGTGGCTCACACCT 

GTMTCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCATTTGAGCCCAGCCAGGAGTTG 

AGACCAGCCTGGGCAACATAGTGAGACCCTGTCTNCACAAACAAAAAATACAAATATTAN 

CCCGGGTGTGGGNGGCACGCACCTGTGGGTCCCAGCTATTCAGGACGCTGAGGTATGAAG 

GATCACTTGAGCCCAGGACATGGAGGTTGCTTGTGAGCCCAGATCATGCTACTGGACTCC 

ACCTGGGTGACAGAACGAGACCCTGTCTCAAAAAAAAAAATTAAAAAAATTATTAANCCT 

TTATATGGAGAATGTCTATTTGGGGATCTTGGTAAGAAAACTGGACACCTAAAGAANCTA 
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CCAAGAACTCAGTGGATCTATATAGGAACTTTTNTTGATCTACAGCGGGAGGNTTGCATA 

ANAAMMAAGCGTTTGCCTACCCTTTTTGGAGACATACATGCAAATTGGTAGAANTAAT 

GGAATTTCANTNACTTAATNTTTGANNNACNTTNGNGCATTTAGTGAGAACAANGGGGGG 

GMTGCCTNNTTATMTTGAGAAAANGGGGGANGTTTNTAATATTAANTANGGNATTTNA 

TTAATTTNTTGCCNNATCANCCTAATT^ 

TATTAAAAAATNCTNTTTCCCA I i I I I I I IAAAA 

Sequence 5504 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACTCAAATTAATCAATAGTTCATCTTATTTACA 

ATCTCTCAAGCAGCTCATTTTATGTTAGTTGCACAATCTGGAGGTCTGGAGTTCTTCACA 

TGAAATTTAATAMTTATCATGCAAGCTCATTTTTATTCCC A I HUM 1 ACCCAGGGAG 

AATC AGTCTACCAGGGCAAATAATGAGGTTACCACCTTAGTCCCTCTTCCCAACCCCATT 

TTTTAGTTACTTTCCT7TCATTAAAATATCCTTATGCACTTACAAATAAAACTAAGTCCC 

AAGAGGGCAACA 

Sequence 5505 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTAMCCAA MTGTAT CTGTGACAGGTATTMTCMTTGAGMGAGTTTTTTA 

TTT1 lATTTATTTATTTATTTTTTGCCAAGGTTCAGGACAGATCCAGGTGTCTTTCT 

AAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGGA 

GGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCATGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 5506 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTTTTAAAGCTAGCTGTGTCGAGTTAAAGA 

M AAAT CAGCAGTTTTTTCTCCCAGAMTGTMTTGCAAACACTATTCATCCCCATCTTA 

AGTTTTACAAGGTGATGTA.^TCAGCTTGTTGTAAGTGATGCTGGCCAAATGGTGCTCAGC 

AGGTGAGAACAAAAAAACCCCAGATTTCAGTGAACTAATACACAGCTTGAGCCGTTTCCA 

TGTGCTMTGTTGCACACTTACTAMAAACTTTGGAAATGGAAAATAATGTATTAAGTGC 

MCAGTTGATGTGCTTCTTTGGGCAAAGATATMGTTTTGTTCCACMm 

CGGGCGGCCGAAGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnCAACCCGGAAGCATnnnnnnnnnnnnnnnnnnnnnnnnn 

nnAGGGAGCTACTCCATTAATTGGGGTGCCTCACTGNCCCTTTNCANCGGGAAACCTGTC 

CNGCCCACTGCTTAATGAATCGGNCAACCCC 

Sequence 5507 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGCAAAGGTGTTGTTGCTCTGCCAAT 

CAACATCCAATGCTGGTGCTGAATGAAAAGGAAACTGTTGCTTGGCTTCACCAGTATGTG 

CGTCCCAMTMTTGTAGTCTTGTCTACTCCAGCACTTAGGATGAMTTTCCTTTCTTAT 

TCCATTTTAATGCAAATATAGGGCCTTTATGCTGCCCTAAGGTGCTAGCAAGGTTACCAT 

CTTTAGTCCATATTCTGGCAAACCCATCATAGGAACCAGTTGCTAGAAGTGTACCTGCCC 

GGGCGGCCGCTCGAAAGGGCGAATTCCAGCA 

Sequence 5508 

GATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I I 1 1 I I I I I 

M M I I 1 1 NTGGG GGNNNA A 1 I 11 I 1 1 1 M i I I I M I 11 I I I I i I I 1 1 11 1 1 CTAANCAT 

TACTTTTTATTTTG AAANA TTTGNGAAACTNTTCACATNATGGGGANAGTTTGTATNATT 

MNAMMCCACNTTTTTCATNAAATGNTTGGAGGTNAACAANTTNTNACCCTNTGAAAT 

CCCCCATCCCATTAACTTTAMNTTTNTTTTGATTAATAAAAAAAAAAAGGGGNGGGTGA 

AAAAMGGAGGMCTTN CTTAAACC CTTATAACAATCNTCCAAATTTNANNAAAAAACAN 

CCCATTCNCCAACTNCACTTTT^ 

GCCTTCCTGGCTAAAACANCCCTGNCANTCCCTMGGCCCCTAAAAMAACC^GTTTNT 
CCAAAAAACAAANGAGGGAAAACCCTTCCAANAAACCCTNACCCCTTTCCAAAAAAACCN 
NCMTNCCTTTNTTCCAAMATTTTAACCNACCCCCTANTmAM^ 
MGGTAMAGGAAGAMTGTTATAACCTNCCCTTTTTTTAAAANTTTTN 1 MINI 1AAA 
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AAACCCCA 
Sequence 5509 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I M I 1 U 1 I I II 1 I I 1 I I I 1 GGATCTTCTCA 

TTGGAGAGAGCTAAGATATCTTGGTATGCACAGATACACACATTTAAAGACAAACTGTGC 

CCTGAGTGCATACTGACAATTCCTATGCAMTTCAAMCTGTAGGGATTTTAACCTCCTT 

TATCTTACATCTTTATCCTCTTTCMCTATGTTTTCAGAAGAGTTGTATATTTTAAGGCA 

TATTGACTMGGAAMGTGACGTTATTMCCAGCCGTGTGAATGACTAGCCTGGCCTTTT 

AGATCATGTTTGAGAGGTAGCACAAGCACTGCCACTCTCCCCATACTAGAGTGCTATAAA 

TACAGTTTAMAGTGMCTGGCTTGAGACCTAGTTTTGCAMGGGTTGAACCTTTAAATA 

TATGAAAMATGTTCGCAGTGTTGGGCTCCTTAGTTTGATTTGGCCAAG 

Sequence 5510 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATTAGTTTTCTATGCTGCTGTAACAAATT 

GTCACAAATTAGTTATCTTCCAGTTCTGGAGGTCAAAGTCTAAAATCAAGGTGTCAGCAG 

GACTGCATTCCTT^GGAGGCTCTAGGGMNMTTCNTTTCCTTGCCCTTTTCAGCTTCT 

ACAGGCCACCMTGCTTCTTGGCTCATGACCCCCTTTCACATCACTCCAACCTCTTGGGT 

TCATTACTACCGTCTCCTGCTACCACTCTGAGCCGCCTGCCTCTCATTTAGAAACACCTT 

TTGGGGCCATCTTGAAAAAATCAAAATTGCTCTCCCCATCTCGAGACACTTAAATTTAAT 

TATTATATGAAAAGGTCTTTTTGCTATGGNAGGGAGGGTATACCTCACAGGTGGCCATAG 

ATTAGGMTGTGGGGGATCTTTGAAANGTGTTGTTGGTAAACCTGGCACAAATTCCCCAC 

GMCTCACACTTNMTGTGTGGATTnTTCTGCCCTGGGTTTTTCTGGGTCM 

Sequence 551 1 

ATGCTCGAGCGGCGCGTCNGTGTGANGGATATCTGNAGAATNCGCCCTTTCGAGCGGCCG 

NCC GGNCAGGTA CMCNNANGCNTGGGAAGATCATGATAATGTTTTACATCACATTTTAC 

AGCATTrTATTTTAATCAGTATTTGTAGAAAACAAGGATGCTGAGTTCTTGAACACTGCA 

NTCACAAACTCAAACTAAAATTTCCAAAAAAAGGAAANAAAACACTNAACTACTTGNTCA 

ACTNAACATCTTTAATAATAAATGTAACCAAACCTAACCAAATAAATATTCCACTGAAAT 

CACA CTTNMTGTATNGTT7TTMTGTGTTCCCAAMCCATTAAATTATTTTMTCAATT 

TTTTAACTTCCACCCCAAAAACAAAACC ATTCC I 1 1 I I 1 1 II I NCCTTAAATAAATTTAA 

TTCTTAAAAMTTANCCTTTNAAAAAACCAAA 

TNTTCTTTTANCTTTTTAAACCTTTCTTNTTAACCCACCCNAAACTTTM 
CCC NNCCTTAC CNTTNNANCAAAATNCCTTCCCAAACCAACCCCAAAATTNTCCAAAACC 
CCCI I I I 1 1 I I I I CCTTTAAAAAATTT 
Sequence 5512 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTAATATGATACTGAAACATTTATTG 

CTGAACATAMTTTAGMCTTACTTTGCCTACCTATTACAGAAGAACAAAAGATATTTGG 

GCCTATTAMCCTTTCCTCTGCCATTTCCTGTCCTGTGTCATAGGACTAGGAATCGTGTT 

TCTAGAAAGTATGAAATCGTGTGCTTGCAAACTTGGAAGAAAACAGTTCATGACTGCATA 

CCTTCTAGTTCTCTAGTGTTCACTGGAMTTAMGACACTMAAGTTAACAATTCTTATT 

MTTMTCATATTMTGTAATTGGMTTTCTAGAMTATTAGGGGAAGCMCTTTATACG 

CAAAGCATMCAGAAAAATAAGGTGTATTTTTTCTTTGAAACCTATGAAATATACTGGCC 

ANGNACCGGTGGCTCATGCTTGTNATCCCAGCACTTTTGGGAAGCTGANGNGGTGGATCA 

CCTGAGCTCAGGAGTTCGANACCAGCCTNGCCAACATGTTNAAACCATTGTCTCTACTAA 

AAATTCAAAAATTAGCCAGTCATNGGTGGCAGGGGCCCTGTAACCCCCANGTACTCCNGA 

NGCTGAGGTGGGGAGAAATCGCTTNGACCCAGGAGGGGGNAGGTTGNANTGAACCAAAAT 

ANCACCNTTGCA CTCCAG NNTGGGCGACAAAAAAAGAC1TTTTTTAAAAAAACNAAANGA 

ATTNACNNAAMCTTTTTGCCANNMAGGTGGGTTTTGTAAAANTAAAAATAATATGGGT 

TAANTTGGAAATATTCAAAGGTNGTTCAAATGAGNNNTNAAAACTNTACCTGNGAAAAAA • 

AAAMAAAAA 

Sequence 5513 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACMGTCTTCCACATGTTTTATTTGGTTTATGG 
CTAACAATTTTATATTTGTTAATGGTATTGGAMTMCATTTTTAAAATTTCAATTTCNT 
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GATTGTTTAATATTAAAAAMTACCCTTTGATTTGTGTATATTAATCTTGAACTCTGCCA 

CCTTGCTMCTCACTTATTAGTTCTMTMGCTTTTATTTCATGGATTCCATGGACTGGT 

GTACAGTGTGAGTCTCCGACCTTCACAGTTGGCCGTGGCACCCCAAAAGGCCTCTGCTGG 

CATTTGCCTGTGATGACAAAGACGGCAAATATGACAGCAGCCGGGGAAGC 

Sequence 5514 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAGTCATT 

TATTAAATATCTATTAAGTGAATGAATGAATGAATGAATTGCAGCCATTTGGCAAATGAA 

AGCATTGCTTTGGTAGATTATTATTTCATATTTAGTATCTTGTAATAGTATAGCTGAGCC 

TC CCTAATC CCAGGCCCTCTATCTGCTTGCACACCAGTGCTAAGATTATGGTTCCTAAAT 

TCTTTTTTTCTTTCTCI I 1 1 I 1 1 I I 1 1 1 1 1 1 1 I GGTTTTTTTTGAGATGGA 

Sequence 5515 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTTTTTCTGAGCTCTGGTTTGCCTTTCTTGA 

CTGTGGGCCATCACCATGTTACCCACACCANCAGCGGGGAAAGTNTTGTTCAGCNCGTCC 

CTTGMTCCCCTTTCACGGGAAAATGATATACAGGGTTTTTGGCTCCTTGTGTTTGTNAG 

CACAAATTGATTACAAGCTTCCTACCGGGAAGACCCAAAGGAAATTCTGGAAATTCGNAA 

CCAAAAGGAANCCAACACCGTCCTCNCTTTNTACATTTTTGAACGCCGGAAAAAAAAAAA 
AA 

Sequence 5516 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATAGGGGTTCATGCTTAATAAACATGTCACA 

ATACAGTAAGTAAAGTGGTTTTGTTTGTTTCTTTGAGATGGAGTCTTGCTCTGTCACCCA 

GGCTGGAGTGCGGTGGCGCAATCTCGGCTCACTGCATCCTCTGCCTCCCGGGTTCAAGCA 

ATT CTCCT GC CTCAG CTTCCCAAGTAGCTGGGATTACAGGCACGTGCCACCACGCCCAGC 

TMTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGTCACGTCACGTTGGTCT 

TGAACTCCTGACCTTGTGATCCACCCCGCCTTGGCCTCCAAAGTGCTGGGATTACAGGTG 

TGAGCCACCGTGCCCGGCCAAATAAAATGTTTTTTAAAATGGTTATGTGCATTATTCATA 

AAAMTMTGGTGTCCAATCTTTTTAAACTTGTAAAAGACACATCTTATTTGAATAAAAG 

AGATGAGA GCTTAAAGTTTGTAAAAAANAAAAAANNNNNNNNNNNNNNNNNNGGTCCTTT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sequence 5517 

C CCTCG AGCGGCCGCCCGGGCAGGTACTTTCTTCATCTCCACCTTTGCCCAAGTCATCTG 

CTmTCATGGACCACCAGTGTGCGGCCAATGATGCAATGGTCTCCTGAGAGTGAGATCA 

CAGAATCTTCAATAGACACATCGGCCACACCATCTTTGTCAGCAGTCACATTGCCCAAGT 

CTCCMCATGCCTCTCTTCATCCTTTGGCCCACCGTGTTTTCTGGATAGAGGATTAAAGT 

G AGGAC CTGCACTGGTACTGGGATTATATAGGCATGAGCCACTGAGCCTGGCCCTGAAGC 

GTTTTTCTCAAAGGCCCTCAGTGAGATAAATTAGATTTGGCATCTCCTGTCCTGGGCCAG 

GGATCTCTCTACAAGAGCCCCTGCCCCTCTGTTGGAGGCACAGTTTTAGAATAAGGAGGA 

GGAGGGAGGAAAGAAAAAATGTAAAGGAGGGAGATCTTTCCCAGGCCGCACCATTTCTGT 

CACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAAG 

AGTTCCAAGTTGAAGGGAAACAAANAAGTGTTTTGATGGTGCCAGAAAAGGGCTTGCTCT 

TCCNAAAAGCTNAAATTTAAATTTC 

Sequence 5518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGTTTCTCATTTCCAAAATCTGAGGTTG 

CACCTGTGTTTCTCATTTCCAAAGCCTGAGGATGCACCTCTGTTCCTCGTCTCCAAAGCC 

CGAGGTCCCACTTCTGTTCCTCATCTCCAAAGCCTGAGGTTGCACCTCTGTTTCTCGTCT 

CCAAAGCCCGAGGTCGCACTTCTGTTTCTTGTCTCCAAAGCCCGAGGTTGCAGCTCTGTT 

TCTCACCTCCAAAGCCT GAGGTT GCACCTCTGTTCCTCGTTTCCAAAGCCTGAGGTTGCC 

TGCMGTCTCTTGAGGATTT TTTGG TGTAAACAGGTTGAGTTTCTGGATAGGTGGGCATA 

TTGGCAGCTGAATATGTGGGTTTTGAGTGTGAAATACAGGTTCTTAGCTATGACCCAGCA 

ATCTTCTACTTGTTCTGTGCTCTNCCACATAMATTGCTTTTTCTTGATTGTATTTCATA 

GAGCAATTTCTGAGGCTGG 

Sequence 5519 
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CCCTTTGGCCGCCCGGGCAGGTACCAAGTTTTCCCAGACAGTTTATACTAGCAATGTGAT 

TGATGGTGAATACCTGCTTTTCACTGGAGGTCTAGAACTTGAATAACTAAGGNCANTCTT 

NTANGGCCTACATGACTTGATAAGGGCTATATGCTGAGTCTTGGGTCCTGTGAGTCCTTT 

TGGCAAATCTGCAGGCCTGAGGATAGTCAGGCATTCCTGCCACAGTCTAAAGAGCTATTC 

ACCTAATACTACAATACCAGGGGGGTTCACCACGTATATATAAGCTAACCAACTCA7TAC 

CTTTTGTGTTCTTGTTTATGATGTTGGCCGTCAATTTTTT C I I 1 1 I 1 1 I I NTTGGCCTGT 

GA 

Sequence 5520 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCTGTTATAACATGTCTGAACAGGCTGTAG 

TTGAAGGCACTCAGAAGGATAAGACATAAGTTTGAAAAGAGACTCTATCAAAGTAAAATA 

AATTCTGCTAAAATTGAAACAAAAAGAAACATCAAATTTATGATGAGATCAGATGCAGTG 

TCACCACACCCTGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGCCA 

GGCTGGTCTTGAACTCGTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGA 

TTACAGGGCATGAGCCACCCGCACCTGGCCCACATCAGTTTTACAAAAAAAAATTAACCT 

TGTTTGTGCCGCANTGAANAGGACTGACAGGTAACAAGCANAAATTGTTATTTANGGAGT 

TCNAGMCAGGCTTGNTTMCATGGGTGGAMCCCCCCGTTTTTTCTTAAAAATTCCAAA 

AATTAAACTTGGGGTNTGGTGGCAANAATNCCANNAATNCCAACTTCTTGGAAAGGTTGA 

ACCCTAAAANNACTTGAACCCTCANAAGGCANANGGTTGCANTAGNCCNAAATGGCCCCN 

TTTGNAATTNAANCCTTGNCCAAAANAANNNAAAAC I 1 1 1 1 1 1 1 NAAAAAAAAAAAAAAA 

AAAAAAG 

Sequence 5521 

CCCTTAGCGGCCGCCC GGGCA GGTACTCTGGAGTCACCAGCCTCTGGTAGATTATCAAGC 

ATCTCTTCCTCATCAGCCTrTTGTTTCTGTCTTGCATGCTTCTCTGTCCACTGTCTGGCA 

TTCTTGAGGAAGGCTGGCTTATTATATTTAAATTCTGAGGACTGAGATGAAATCAAAGAA 

AAGAGTTAATGGAGAAAAACATGATTTGCAGTGGTTAGAGCTGCTGCAGCTATCCTCACA 

CAGGGAGAGTTAGCGGTATAGACAAGGTAGGATATGTGTTGCAGAGGAAAATGGGGATAT 

TTACTATGTCAGCCATGAG 

Sequence 5522 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATTTTATAACATTGTGCATTGATCATTT 

GGAAAATATTGGTTCATTGAGTTATGGAGATCTTTCAAATGTTGGCACATTTAATTATAC 

AATATAAAAAATTCATTAACATAATCACCAATTTATCAGAATGGTCTTTATGTATCTGGA 

MTTATTAAAATTGTAGTAGACAMCATTTTTCAAAATTTTAGTTTCACTTGAAAGCCTG 

AATTTATCAGTGGCAACAAATATTGNCAGTTATCTTCCTTGAAGTGTGAAGGAAACCNGA 

CTCTGNCACCCCAAAATAT 

Sequence 5523 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTCAAAGGAGGCATTTAAACTAGAAGGTTT 

AAATATGGTCCAGAATCTCATAACACCCCAAATGTCCAGGTTTCAATTNAAAAANTCACC 

AAATCTAAGNTTTGAGTTNAAAAAAAGAAAAAACCATGTNGGACATTAAAACCACTTGAA 

ATGGACAAAAGATGTTTANNAAATTANTTTGGATMTATATTTTTAAAGCAGCTCATCAT 

AGAGAACACNTTCAGTGAAGCAAGTCCTAAGCACACTGAAAACAATGAAAATTTTAGGGA 

ATCAGTTAGAGATACAAAGAAATGANNAATTTGGTAACTGAA 

Sequence 5524 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCGGTTCCAGATGTGGATTTGGCAAAACC 

TCATTTAAGTAAAAGGTTAGCANAGCAAAGTGCGGTGCTTTAGCTGCTGCTTGTGCCGCT 

GTGGCNGTCAGGGAGGCTCCTGCCTGANCTTCCTTCCCCAACTTTGCTGTCTGAAANGAA 

CCATAACAAGCC CACAA GCCGGAAAAAGCNTATCTAACNCCTATCTAAGCTTTGGTAACT 

GCAGACAMTTACTTTTACCTTATTTAATNATACATTTCATTAAAGTCCAANTATAAATA 

Tm^AATATTTATTAMTNACTATANMTGCNACCTCCATTTACCAATAACTTATTT 

TAAATATTCCTAATAACCACATATTTAATATAATTTCTAAAAACAAACCATCTTATAAAA 

TATATTAATCCTTTGA AAAATA TTAAAGCCTTAATAATATTAAAGTTTGTCACCNAATAA 

MCATTCCTNNAAMCTTTTTACCANMTTTCCTTAGMNAATTAATTAANNAATTTTAT 
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TMTTGAACCCTTAAAATATNTTMTATTTNCCCACCNATTTTTAAATTCAAATATTTAA 
TTACTNANTATCTATCTNCTNTATATAAAAAATCNTTTAATTCAAAACCCCTTA 
Sequence 5525 

CCCTTAGCGTGGTCGCGGCC GAGGT ACTAATGATACAGATATTTAAGTTTTGTTGATTTG 

TATGTAGTTTCCCCATAAGAGGTTTTTTG I I I 1 1 I I I I I I I I GAGACAGAGTTTACTTCT 

CACTGCTCAGGCTGGAGTGCTATGGCATGGTCTTGGCTCACTGNGACCTCTGCCTCCTGG 

TTTAAAGCGATTCTCTGCCTCACCTCCCAAGTAGCTGGGATTGCAGGCACNCCCACCCGC 

CTGGCTAATTTTGGACTTCTGTCTGCAGATAGTAGGATGGTTCTGATTCTCCCAAATAAT 

GNGGGTCTAGAGAAAAGGAAAAAG 

Sequence 5526 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGATTCCTGAAGCTGACAGCATTCGGGCCG 

AGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGG 

CTATCCAGGGTACAACACTCTGCGTCTGGCTGAGCCACAAAGCCAGGGAAATAGCCAGGT 

GCTACTGGATGCCCCTATCCAGTTGTCAAAGATAACGGAGAACTACGACTGTGGAACCAA 

ACTTCCAGGACTGCTAAAGAGGGAACAGTCCTCGACAGTGAATGCAAAGAAGTTAGAGAA 

GGCCGAGGCTCGACTTAAGGCAAAGC 

Sequence 5527 

ATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCGTGCACCCCGCTCTTACCCTAAGTCCA 

ACTCTTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCACCTGACAAGGCTATGGG 

GGTGTCTAGAATGTCTGAAAAGGGCCTGGGGCTGAACTCAAGCCTGTGGGCANGGTGCCC 

GACAAANGCCTNCTGGTCACTCTGTCCCCTGCACTCCATGTATAAGTCCCTCTTGGGTTG 

GGGGGTGGGGGGGTGCCCTTGGTGGGAAAAACAAAAAANANGGAAAATGTGCTTTTTGTA 

CCTTGCCCNG 

Sequence 5528 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGAAGCCTGGTTGAAGTCTTTTCCTTGAGAG 
GCCTGGATTTGTTCACATATTCAGATTTCMCTGGCTTTATAACANGTTTTCTTTAANGT 
GGCCNTAANAATTTGGCCTTCCAGGTTCACTTGGGT 
Sequence 5529 

CCCTrAG CGTG GTCGCGGCCGAGGTAC I I I 1 1 1 I I I I I 1 1 I I I I 1 1 I 1 1 1 GCTTTANAGC 
ATATTATATTTTMTAGTTATTAACATAAATCTTTGATTTGTNCTGGGNTGNGGAGATGG 
GGTATAACATTATTAGCAACATTTACCCA 
Sequence 5530 

CCCT TAGCGTGGTCG CGGCCGAGGTAC I I I 1 1 1 1 1 I II 1 1 1 1 I I 1 1 I I 1 1 1 11 I 1 1 ) 1 1 I 
CTTTGI I I 1 1 1 1 1 1 I IG CTCCTCG AATGACAATCAGTTTTATTGCATGAGTTATGGNGNC 
CAMTGAr^nrMTTTGCTTTTTTCACCNTCTGAANNAAAANAAGGCCCCCCTGCCGGCCC 
TCAATGCAAAAAANGGNAAAAAACTNGGATANATGATTTAANGCCC 
Sequence 5531 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGCAAGGCTGTCAACAGTCTTGGAGAAGCC 

ACCTGCACAGCAGAGCTCATTGTGGAAACGATGGAGGAAGGTGAAGGGGAAGGGGAAGAG 

GAAGAAGAGTGAAACAAAGCCAGANAAAAGCANTTTCTAAGTCATATTAAAAGGACTATT 

TCTCTAAAACTCAAAAAAAAAAAAAAACTCAAAATAATAAAANCACCTAATGTGATAAAT 

TATCGGTTAAGTCATTTGTGGGTTGATTCTTCAAAAACAACATTNATACCTAACANCATT 

A TTGA TGGCCATTAATCTATTTTAATTTGNCACCTTAAAATCTAATACCACCTAAATTTC 

ATTTTMGGAAMTCACCCATTAACTTNACTNACCMTTNATTTTTAAAAAAAAAAATTA 

ACCCMCCCAAATATTTATCTTTANCCAAAATCATTAAAATTCTTCCACTTTTAATTCCC 

CTCATTTAAAAAATAAAGCCCAAAACCAAAAATTTCTTGANCCNCCAACTTCAAACCCAA 

MGGTTCC CTGGGG NATNAGNAAAGCCCTTTTTTTNTTCCCCACCCCCCTTACTTNTAAA 

AAAACTTAA I III! I NTTCCCAATACCCTNCCCNAACCAACCCCCT 

Sequence 5532 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAATCGGCACACCAATAGACATCTTGGCAGG 
MGAGAGTTCGGCTCTGGCCTACTTTTCTTCTCTTCGGTCCGCTGCGAAAGATGCTACGG 
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CGAAGGCGTGAGTCAAGCGAATGGCCCCCGCGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

CGAATTCCAGCACACTGGCGGCT 

Sequence 5533 

aci 1 1 1 1 1 ) i ii 1 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 n i ) i n i n 1 1 1 u 1 1 n ) ) 

i i i i I I I I l I I 1 1 1 1 I II I M M I I AAAAAAANAAAAAAANNANAAAANNNCNTNGNGNN 

CCCNNAANACCNNNGGGGGGGNNAAAAAAAAAAANACCNNNNNTNTNTTTGGGGGGNNNA 

A AAAA ANTNAAANANNCANCNCATNTNTAAAAAAANAAANAANNAANGNAAAANTTATNN 

NTTTTAGNCNNCNCNCACCAGAGAMAAAAAANANNAGGNTTTTTTACCNCCANCCCCCC 

NCCAAAANANTGAANNGNCAGGGGNNGNGGNANCAAAAAAANCCCCCCCNNNGGNNNNNG" 

AAAAAAAAAAAATNGTNGGNAAATTATTTANNGCNGGNAAAGNNTANATNAATAAAGNNN 

CAAAAACNCNANNANNCNCCCNNAGNGGNCATTNANNGGAGNAGCAAAAAAAAANCTNCN 

CCCCCACCAACN N AN AAG ATG ATAANTTTNG AAAG AGCN AC AAN AACAG AAAAAACN NTT 

TTATNTTTATNANNNGAGANNNAAGAGANATTAAAATATAGNNNACACNNCNNTACCAAA 

NAAAAAAANCANNCNCGNGNAAAAAAAAAAAAAAAAAA 

Sequence 5534 

CCAGCGGCCGCCCGGGCAGGNACGCGGGANGCCACTTNCGGCNTAGCCATGGCGGNTAAC 

GCTACTACCAACCCGTCTCAGNTGCTGCCGNTAGAGCTTGTGGACAAATGTATANGATCA 

AGAATTCACATCGNGATGAAGAGTGATAAGGAAATTGTTGGTACCTNGGCCGCGACCACG 

CTAAGGGCGAATTCCAGCACACTGGCAN 

Sequence 5535 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGAAGGGCCAGAGTTTCAGCTGCTGTTAG 

TGATACAGCCATCCTAGTCTGCACTAGCTCTGCAGAAGGCTCATACCAGCTGGAATCTTG 

CAAGGGCCCCAGTAGAGGAAGAAAGTCAAATATGCTTTGTCTCTGGGGTGGGTGGAGGAA 

CGATTTCTAGTCTTGTCCGGTGMGCTCGGCTGTTCGTTTCCATTGCCAGGGTGAGGGAG 

GCCACCTGGGGGCATATGTTGCTTTCTATCTTGCAGCTCACAGGACCAGGAGGTTCCATC 

GGGGCGCTGCCGCGAATCGCGCCACTTACAGCCCTCCCCCGCGTACCTNGGCCGCGACCA 
CGCTAAGGG 

Sequence 5536 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA C1 I 1 I 1 1 II I 1 1 1 1 I 1 1 

TTMCTGTGCTATGGGAGTMGMGCAGGAGGTTTTCAACCTAATCACAGAGCACACCTA 

CCCCCTCCTC CTTTC CACACCTGCAMCTCTTTTACTTGGGCTTGMTATTTAATGTANT 

TACATCTCMCTTTTMNGGCTNCTGTGGCAMTTCCCNGATTAAAAAGTTCCCTGGTTG 

TNAAAATACATTAAATAAATCATNAAAGCCACTATCATCCTNCTTCTGCTTNCACAAATT 

TCCTGNGCTNNACCCATTTCAACAAAMAANCTTATTTTACTTTTATTCTAAAAAAANNA 

AAGCTTCTANMTAMNCCCCAAAAATTTCTTNATAACCCNCNACTTCTAACCCCTTCCC 

TAAMCCCMTATACCCCCTTTCNCTTTTCAANACCCTTCTTCNAAANAATCCCAATATT 

CTTMTTTAMGTCCTAMCAMAMCCCAAAAAAATCTTTTCCCCTTTACCACAAACTN 

TTTCT TAAACCCTTCNAAAACCAACCAAAAATAACCCCAAAATNCAAAAAATTATAAAAC 

TTTTTAAAAMCCCTTMAAMCCCTTNNC 

AAATTNACCAAMATTTANTCCCTANMCCTTTTNACCCCTTTTN NTT AAAAAT^ 
MCTTTTNTNNmCCCAAAAAATTNNCTTAAAAAAAATTNCCAAAAAAAA 
Sequence 5537 

CCCTTAGCGNNNGCCCGGNCNAGGACCGGAACACNCGCTCAGTGGTCTCATCATTGGGGT 

AGGTGTCCAGG AAGA TGGCTAAGCCGAGGAAGTTATCTTTGCTTCCAAACACCCGCGTAC 

ATAMTGCANCATTTTGGATTNGGNNATTTATATNTTCATCCTCATTAAAANGAAATGTG 

CCACTGAGGCTCACATAGATGATAACTCCCACTGACCACATATNTAGGGAACGGTTGTAA 

CCTTTG CTCC NGAGAACTTCACGGGCTAAGNNTGCTGGAGTTACTACCACANATCTCCTG 

MTGACTTTTCACCAATGATGCGTGCAAATCCAAAGTCACACAGNTTCACCTGAGGAAAT 

GGCTCTGCTGATGCAGGCAGCACATTTrCTGGCTTTAAATCACAGTGCACAATATTCTTA 
AAA 

Sequence 5538 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTTAGTGAAGTGAATGTATGGTTNTAAGG 

ACATACAACCACCGNTTGA CGAG GTCCANCCTTGATATTCAGTTGTCCACACAACATCAT 

TCCAGCTATGGCATACCTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGGG 

AGCCTTTTATCTTAMGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTACTTTTGACTTT 

GGAGATCTCCACAGGGTATNACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTTG 

ACCTGNTTACATTAATAATGAGGTGGTCAGCCATATAATGAGGAAAGAAGAAGGAGTANT 

ATMTAGATGMGGAGAGTTAMCTTTTTCTTMCCGTTAGTTTGGTAGGGTTTTCCCCT 

GG 

Sequence 5539 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGCCAGCCACGCTGCGCCCGGCCCTGCCCC 

GGGCCTTCCTCGTGCCTGGGAGGTCGTTCTAGGGATGCTCCTGACCTCCGTCTCTTGGAC 

CTAANATGGAATGTGTCCCCAGCTCAGGGATTGCCTGAACCAAGAGGCCAGGAGCCCCCA 

TGGGCCGCCCAGTACCTGCCCGGGCGGCCGNTCGAAAGGGCNnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnTG 

TnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCACACAAACATACNTAGCCGNAAG 

CATAAAAAGTGTAAAGCCCTGGGGGTGCC 

Sequence 5540 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I I I I 1 1 1 1 I II I I 1 1 I GG AATCACAATG 

TTTATTGATAGATACAAGTATATAAAATCAGGGCATGAACATGACTTGATAAATTAAGTA 

GACTTMTTTCMTACNTNTANANGGNGGGGNCCNMNTTCAAATTTNTNNCCCATTTNG 

TTNC ACACGC ACAAAAAACCACTTTCAAGGGGGCATTAACCGATCCTCNTCAAAACTGGA 

TCAGi 1 1 1 1 iGTGCAAAGTAMCCATGGTTTTCTTTTTAAAAAAGACTTGGTGCCCCTTG 

CCCCAGGGCTCAAGGGATNTTTAAAAATCTAGCAACATTAAAGGCCCCATTACTANGAGG 

TNGAAATACCAGGCCAATATTNCTNTTAACGGGCAACAACCATCAAATTACAGGTTTAAA 
GAAATT 

Sequence 5541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAAAGATTCAGGT7TACTCACGTCATCCA 

GCAGAGAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGAC 

ATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTG 

TCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACATGGGCCACGGTGGGAAGCCCTGG 

GTCTCCGACTTCAGTCACCCTCATTACCTGGCTGGGAGAAGAGCCATGAAGACAGTTTTT 

GGTGTTGAGCCAGAC7TGACCAGGGAAGGCGGCAGTATTCCCGTGACCTTGACCTTTCAG 

GAGGCCACGGGCAAGAACGTCATGCTGCTGCCTGTGGGGTCAGCGGATGACGGAGTCCAC 

TCCCAGAATGAAAAGCTCAACAGGTATAACTACATAGAGGGAACC 

Sequence 5542 

CCCTTAGCGTG GTCGC GGCCGAGGTACTTTGTGCTGATAAAGAAAACTGGACGTTATTTT 

TGGTATAMTTCTTTTTCTGTCTTATGTCCCTGAGAACTCGTCAGTCTTGAGTGGGCCTT 

GATTTTATCCTATTACACGTGGGMCATTAGATTACTTAAGGCAATTATATTTTCCTATA 

CATTTCTGATGTTTCTCCAAGGTGTCACAAGCTGACTCTGAAGATATTGTTGCATTAGGG 

MGMGTGTGTCATTGTAAATGAAGCAGTTCTTMTTTATATGCAATAAAATTTTTAAAA 

GCTTATCTTCCTAAAGCATATACACACGCAAAACACACCCAATACACTGTCATAGCATAC 

GGAAAATGTAAAAGGGTTGGAAAATATAAGTTGACTGACATCAAAAAGTTAATATTCCTA 

AAACATCTTATTCATTGATAAATCATC 

Sequence 5543 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACCCTTTTCCGGCTGACTTNTGANA 

AGGTTGCNCANCANNTGTGCCCGGCAGTCTAGAGGCGCAGAAGAGGAAGCCATCCGCCTG 

GCCCCGGCTCTCTGGACCTTGTCTCGCTCGGGAGCGGAAACAGCGGCAGCCAGAGAACTG 

TTTTAATNATGGACAAACAAAACTCACAGATGAATGCTTCTCACCCGGAAACAAACTTGC 

CAGTTGGGTATC CTCCT CAGNATCCACCGACAGCATTCCMGTTTTTAACAGGTTTTGAN 

MCTMTMCAMTTTTGAAAATTMGNMCAGCTTTTGGGACCAGAAGGGGTTTACTTT 

TGCAAGCGGGAAGATACCTTGANTTGGCTTGGTACCTGGCCCGGGCCGGGCCNGCTTC 
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Sequence 5544 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCCAGCTTACACTGCCTTCTTGTTTCAG 

TTCTCMTACTCTCMCAGTGTTCTTTTCATGGTCTATTTAATGCACATTTTTTGCATTT 

TGTGCTTCTTCTTGATGATCGTGCTGCTCAAAAGGAGCCCCAAGCATAGTGCTGAAGTGC 

CGTCTAGTGTTCCTAAGTGCAAGAAAGCTGTTATGTGTCTCACAGAGAAAATACATGTGT 

TAGATAAACTCAGTTCAGGCATGGGTTTGACCGCTATTGACCATAAGTAGATTAAAAAAG 

GTGTCTTTAAAACAGAAACACATGANGATTATGTATAGGTCGGTCAAAA 

Sequence 5545 

CCCTTGGCCGCCCGGGCAGGTACAGCTCAAGGCGGCCGANAAATAGTAACCTTCCAGCTG 

CGCCATTCCAGCTCCCACAGCCACTGCCCAAGAACCTACTCCTGGAAAATTCTGAGCCTG 

GAAACCCGAGCTGGAAACTTGGGCTCGAAATGCCCCGCGTACCTCGGCCGCGACCACGCT 
AAGGG 

Sequence 5546 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCACGCCTAGATAATTTTTTGTATTTTTAAT 

AGAGACAGAGTTTCACCACGTTGGCCAGGCCGGCTAAACTCCTGACCTCAAGTGATCTGC 

CTGCCTGGGCCTCCCAAAGTGCTGGGACTACAGGCATAAGCCAGCACACCTGGCCGTTAA 

ACTAGTTATTTTAATCATGCTACACAAAGAAGACATTTCTCCAAAGGAAATATATAAAGG 

GAAACACTGTTGAAATAAATGGAAAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAA 

CAAGTGGAAATTGTAGAACTGAAAATACAATACCAAATTTACTGGGAAGGGTCTNAACAC 

A ATGAA AAATGACTTGAGGGAAAGAAGTCAGTAAATTTTGAAGATCCTTGAGCCGGAAAT 

TATTTTAGTTCTTGAATGACCGGAANAAAAAAAAGTGGAAAAAAAATGGNGAAAAACCTT 

TTGGGGGATCTGGGGGGGACAATTTTGAAAACAGGTCTTAATATTGATGGTCTTAAGGAG 

CCCCAAAAAAAGAACAAANTTGGGAAGAAA 

Sequence 5547 

GGTACGCGGGATGTATTTTMTTAGATTGTGTCTAATTAGTTTCTATCTAAAGTGCTATG 

TATTAGGATAATTAATATTTAATTATCTTCCTTCATGAACTGTAGAGCTTCCTATGGAGA 

GCATTTGTGGTAGCC ACGCA MTCCTTTAGTAAATCTTTCATTCTCTTTATTAACCTTGG 

AATAATTTGAAAGGGNTTTTGAATTGGGACTATTTC 1 1 1 1 1 1 1 1 i CAATCCACTCAACAT 

TTATTAMTTCCTTAATAAATCATCGGAGGAMGCAGTGATATTTTTGAGAATATTGCAA 

TTAATTATT GAGGATG AGAAGAAATGGTTTGACTTAAGATATTATAGATAACTTAAGGGC 

CACTTAAACTTTTTTTCCCCTATGTAAGAAATAAAGNGCCCTTGGAAAATACCAAAAAAA 

AAAAAAAAAA 

Sequence 5548 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 

TTCAATCTCAAGGGACTGGCATCTAGTGAGGGCCCTCTTGCTACGTCATCCCATGGTGGA 

AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 

TAATGGCATTAATCCATTCATGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCANAACACATTGCATTCAGGATTAAGTTTCCAACACGTGAACTCTGGG 
Sequence 5549 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACACGTGCACGCACTGAGGCCATTGTTAA 

AGGAGCTCTTTCCTACCTGTGTGAGTCAGAGCCCTCTGGGTTTGTGGGAAGCACACANGC 

CTGCCCCTCTCCAGCCAGCT CCCTG GAGTCGTGTGTCCTGGCGGTGTCCCTGCAAGAACT 

GGTTCTGCCMGCCTGCTCMTTTTGGGCCTAGCTGTTTTTGATGAAGCCTTTTGTCTGG 

TTCTCCTTCCACCCTGCTGGCT 

Sequence 5550 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTACGAAGAGAATGATCATGAAGGGCAAA 
TGGCGGTGAAGCAAGAAGAGCTGGCTTCAGGCTCAGAAGAGAATGCTGTGCCTCTTCCTC 
ATGGTTTGCGGTGCCCTGCATGTTCAGAGAAACTTCTCTAGTAATGAATGAACTATAGAA 
ATGATCCCTGACAAAAAAAAAAAAAAAAAAAAANCCC I I I 1 1 I I 1 1 1 1 I I I 1 1 I I I I 1 1 
Sequence 5551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCGGGAGAGAGGCCGAGATGGCAGATGA 



# 
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GATTGCCAAGGCTCAGGTCGCTCGGCTGGTGGCGACACGATCTTTGGGAAGATCATCCGC 

MGQAAATACCAGCCAMATCATTTTTGAGGATGACCGGTGCCTTGCTTTCCATGACATT 

TCCCCTCAAGCACCAACACATTTTCTGGTGATACCCAAGAAACATATATCCCAGATTTCT 

GTGGCAGAAGATGATGATGAAAGTCTTCTTGGACACTTAATGATTGTTGGCAAGAAATGT 

GCTGCTGATCTGGGCCTGAATAAGGGTTATNGAATGGTGGTGAATGAAGGGTTCAGATGG 

TGGACAGTCTGTCTATC ACGTT CATCTCATGTTCTTTGGAGGTCGGCAAAATGCATTGGC 

CTCCTGGTTAAACACCGTTTTTGGGGGATAMTTTTTCTCTTCTTTAGGCCAATGATTAA 

ATTTAGGGCCATTTTTNNGTTWGTTAAAGGTTACCACCCCTTATTTTTTGCCTGGGGTG 

NTGGGAGAGGATNCCAAAGAAMTMATTTTTAAACCCGCNTTCCNTTATTAAAAAGACC 

TTGNTTGCATNGGCTTAAAAAAAAAAAAAAAAA 

Sequence 5552 

CCCT TAGCGTGGTCGCGGCCGAGGTACAAAATACATCTTATNATAACATAGGATGAGAAG 

TTTTCAA GAATNAAAA TGTNCCTTGAAAAGTTTCACACACTNNTTCTCACAATTGGTTAA 

ACAATCA 1 1 1 1 I 1 1 1 I CTTCTCTTTTCCTCTCATTTAAATCTCATNACCCTAAAAAAAAA 

ATNCCTTCCAATCTCTATTAACCCCCCATACTTTAAAATTAAAATTAAACAAANATNTTA 

CCTTTAAMANAGAAMCTTATATTNTCTTTTTCAAAATTATNAAAAAATTTNCCCCCCT 

CTrrATAAMATATAATCTTTTTCCCCTCCTCCTMTTTTTATCAAATTATNAAACCATT 

TTAACCCCANCAACCCATTTATTNTAANAAAAAAAACCACCCNACCCCTCCAATTAAAAC 

TTAAAAAACCCTCAATCTNAATAAACTTAAAANTTCCTCNACAAAAAAAAATTTANAAAT 

ACCCCCTTTCNCCAATAA 

Sequence 5553 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTGAAAAAGGCAGAAAATGCCTGGAAGCC 

AAGCCAAAAACGAGACAGCCAAGCCGATGATCCCGAAACATAAAACCCAGGAGCTTTTTA 

GAAAAGTTCGAAGTATCtTAAATAAATTGACACCACAGATGTTCAATCAACTGATGAAGC 

AAGTGTCAGGGACTTACTGTTGACACAGAAGGAGCGGCTGAAAGGAGTTATTGACCTGGT 

CTTTGAGAAGGCTATTGATGAACCCAGTTTCTCTGTGGCTTACGCAAACATGTTGTCGAT 

GTCTAGTAACCNCTGAAAGTACCTCGGNCCGNACCACGCTAAGGGnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnCTCGGTACOAACTTGGGCGTAATCATGGGTCATAC 

TGTTNCTGTGTGAAAATGGTATCCGTCACAATTCCACACACATACNAGCCGGAA 

Sequence 5554 

C CCTTT CGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I 1 1 1 1 I I I I 1 1 I 1 1 1 1 1 I II 1 1 1 1 I CC 

ACTTTTNAMTGGNCATTTCTTTAATTTTTAAAAATATNCNCAGGGAAAAGCCNTNNGTT 

TrTACNTAAGGAANTNCCCCANCNTTrMTCCAAMNCCTTTTTNTTTAAMTAGGTTTTT 

TCCCAAAAAACCCTNnTATTTATTATTCMNTTCCCCNAAAAATTTTATNAAAANTTTAN 

MTTTCTATTNAGNAAATCTCCTTNANAAAAGNTTAAAGAAATTGNAAAATTTCCCCCTG 

GAAAACCTAACNGGGGNAANNTGCCCCAAC 1 1 1 1 I 1 1 1 II CCNAAAANNTTCAAAANTGN 

MANCNNGGAGGGGATNTT TGGGG ATTGGTGGGNTTTTAGTTGNATAAAAANTAAAGGAG 

NGTTTNATNTG GNANM NCCTTTTTATTGTGGCCCCTTGTTTAGGNCNTTNNTAAAAAAA 

AT GGCCCAMCT TTTTMCTTNGNNGNCCCTTTTTGGNCATAAAACNAGGGGNATTNACC 

NAI 1 1 I I I I 1 1 1 I ANANAAAAAAAATTNTTGGNATCCCANAAAAAAN 

Sequence 5555 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAMGGATAGATTTTTGCCTGTTTAT 

GGGGAAATCACAACCAGAAATATTCAACTTGAGAAGAAACTAATGGGCCTAGCAACTTAA 

TATAGAGCAGACTCACACCAGAACTACATTCCCTGGCCCCCTGCCTGTGTGCTTCTGGCC 

AGGCCTTGGTTGGCAAGTCTGACCTGAGAAAAGGATCTGCAGAAAATCAGACTATGGGAT 

CACTTTGTTTGTGCATTGGGAATGACATTCTTTCCCACCCCAGGAAAACCTTTGGGACTT 
TCAG 

Sequence 5556 

CCCTTAGCGTGGTCGCGGCCGAGGGACTCAGMNNNNNNNTTTTTNTTGTTTTTCGAAGA 
AANAGTGTTCACTCTTGTTGCCCATGCTGGAGTGCAATGGCACCATCTTGGCTCACTGCA 
ACCTTCGTCCCCCGGGTTTGAGAGATTCTCCTNACTCAACCTCCCAANTATTTGGGATTA 
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CMNCACCCCCC MCAC NTNTGGCCMTTTTTNTATTTTTAATAAMACAGANTTTCCCC 
ACTTN TAGC CMTCTTTTNTNTAACCCCTTACTTNTAGCAATNCACCCTCCTTATCCTNC 
CAAAATTTTAAANATTACA AGCAT NAACCACTTCCCCCCAACNACA A1 i 1 1 I 1 I I I AAAA 
AGAMACMACCTCN CTTNTT TTACTNMNTTTTTCNAAGGTCAAAGCAAAATTCCAANA 
ACCMCTTNCCAAGCTTTTTTAMNAM 

AAA TTAAANAAA ACi Mill I CNGGNNACTTTAATTTCCNAANAAAAAAAAAACCTTNAA 
ATT A I MINI IAATAMTTCTAAAMNCTNAANTTTCNCTTTTTNAACCAACCCCAATA 
ACACMNTTNNATAACCTCCTAAANANAMCCATTCTTTCTAAATAAAAAA 
Sequence 5557 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTAGGTATATCACATTCTACTTTGATGT 

TTMCTGNMGTATAAMTTAMTTTCTCTTAGATCGGATTTTACCTNTTGTATACGAGA 

MCTAC ATTC TTAGTTTATTTGGGTTCTTTATGMGTTTCAAACCACATGCCAACTGNGA 

TGCTrGTTTTATTTGAMCATTTAGGCTGTGTCCAGTTTGGGAGGTCTACCGTITTCCTG 

MTTTNTACACCCTTCCCCNAGATATACCTACACTTTTAAAAAAATTTGCTNCATTGCAT 

CTGGGACTCATGNNATTTATTTACTACCMCMCTTTTANAAMTATTTTAATTGGCCCC 
CTT 

Sequence 5558 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGCCTTATTCTCCAACTCCATGGGCTGCTG 

CCCAGGCTCTGACTCAGTTTTGCCCTGGAAATGTCCTCTTGCTTTCCCTTTTAGTAACTT 

ATTCATCAMTCATCTGTAAGGCTGACTCCCACATGCCCMGCCTTAATTTGGCTACATT 

TTCAGCCGGCGTGGCTTCTCTATTAAATGGTAATGGCTTCAGGTTAACATCAAGCTGGAC 

CTCTAAGTCAGAAGATCGGGTATGAGGCAAAATCATATGGTGCTTGACGTACAGCTGGAA 

ACGCTGAGTATTCGAGGAMTMCATTCGGTATTTTATTCTACCAGACAGTTTACCTCTG 

GATACACTACTTGTGGATGTTGAACCTAAGG 

Sequence 5559 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTNTNATNCTNTCTACCNANTGGCNGCTNTTC 
CAAMTAGCTGNTTTAMCTrrrGATTNAATT^ 

CCANGAGGCCTNTGGTNATGAAGTGNTNNATATATATATATGACNGANTNNCNCTGTGNN 

NNCCACGNTACATTGNACCGNCTNTATNTTGGNTNTCTTNAANCTNNGCCTTGAAGGNTG 

ACAACAATTCTCCTGCCTCAGCCTCCTTAATAGCTGGGANCACATCACATATTGAGCCAC 

ACGGCAGGGTAACTTTCTGTNTCTGGGTACATACGGGGTTAGCNCATATTGACTGGGCTG 

GTCTGAAACTCCAGAGCTCAATGATTCNCCCCCTANGGTATCCCNAAAGNGCTGGGATTA 

CATGCNTGAGCCACNACACTTGGCCTACATTTTCANGNTATAAACCAGAACATCTATAAN 

CAGACCNTGTACANTGGTNAGGAAAAAGATAATGGGGAATCCAGGCCGGNGGGGGTCTAC 

TACAGMTGCANAMCGGGTCTNTTCAANATCTANGNTTTGCTTAGCATNNNNNTGGNNT 

TNTTGGCAGMTATTTMNAAAAACATTTTAAAACACATTTTTTTAAAA 

Sequence 5560 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGTTACTATCTTTTACCAACACCCTTGAGTAA 
GGTGGGATAGGTTGAAGTTAGTGGCATGATAATACTTCACTGAATGCACAATTGGTCTTA 
ACATGTTAMAAAAMG1TTAATTMAAAATTAAGTTCACM 

ATGTGCTGCATTTTATTACATAAMGTAGTTAGTAAMTGATATACTACTMTTTTAATT 
TMTrrTMCTAAMTAAAAGATATTTTCACTAGMTGCAGMTATTCCTCTGAACACTT 
CCCTCATTACATCATTCAATATTATAAMTTAAACACAAAGGAGCCTCTTCCCTTANATT 
TTTATNATGCATCCTACATTGGMTGGTCTTTACTCCTTCCATTANAAAAA 
Sequence 5561 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTAAGGAAGGTTATTGCNCAGCTCCTTAACTG 

ATCCGGGGTCAAGGGCAGAANGGTCACTTTCCCCACAGCCAGGCTCTGATTNGCCTCCTG 

TGAAAGACACCATGCCTAGCACANGCTGACGGGGCGGCTGCAGTCNAACCTTGCCTNCAG 

ATTATGAACCANNATAAGTANCACAATTNTCGTGGCTACTTTCACTTCAAAGTGTCATGT 

NTATTGATGCGGANCTTTCTGAATAGGGAGGTTAAAGCACACCTGCTTGAANAAAACAAA 

TATTTCTTGTGTATCCGTTCTAAGATTNGNAGGCANGCAAGTCAATGGNTNAAAATAAAC 
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TTTCAGNANGCATGTNTCCCTGNCAANGNTATANTGGCAGCCCCTGGCTC 
Sequence 5562 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAGCGTGTGGTCTGCAAGCGTGGGGTCTGCG 

TCACTGTTCGCGGAGTTTGGTATCAGAAGTTCCCGGGTGCTGCCTTCAGTGCTGCCGAAT 

CACGTGGAACGCATGAAGAAAGCAGTGTCACTGATAAATGCAATAGATACAGGAAGATTT 

CCACGGTTGCTCACTCGGATTCTTCAAAAACTTCACCTGAAGGCTGAGAGCAGTTTCAGT 

GAAGMGAGGMGAAAMCTTCMGCGGCATTTTCTCTAGAGAAACAAGATCTTCACCTA 

GTTCTTGAAACAATATCATTTATTTTAG 

Sequence 5563 

CCCTTAGCGGCCGCCCGGGCAGGTNCAGGGACCTGCACATAGGTNGAAGGAAGTTTACCA 

GATTGAGTTCAAAGTATTGAAGATGGTCTNTGAAAATCTAAACTTACGAGANCTCTTGAA 

GTAGTCTGGCATTTNCAAGAAGTAACAATTAGTTGGAATATNCCTGTGGTTATTAATGCC 

AATGTTAGATGAAACTTATNTNCAGTAGAATCCTCAAATGATAGCAAAAGTCAGACGTGC 

CAGTTATGTMTAATTAGAGGCTTATNCACCTTAATGAAATTTAATCACACTTAGACCAA 

TAGCATTATAGAAAGCATCCACACTTTATMTATTCTAAGTAACAAAAATTCAGTTTAGC 

AGCCGAAAGCAAGCATGAAATGAGGAANGAAAACAGGAAGAAGAGCGAATGGTTATGTTT 

TCTGGTGCCTTGGGGAANGTGGGGGGGGCCCTGTTTAACTAATGTGAATAANCCTCTAAA 

CAC7TNCTGMGACTTAAAAGANGGGGCACCAAGMTTCTTTAACCTCTTGGTGGATACA 

CCANTCAANGGTTAACTGNCTTCATTTAAA 

Sequence 5564 

C CCTT AGCGTGGTCGCGGCCGAGGTAC 1 1 II 1 1 M 1 I I 1 I i I i II II 11 I NTTTTTNAGG 

GTTTTGGNMT7TATTCACAGTTCANGCTTACTCACTGGACTTAACGACATGAGGAAANA 

MTNACCCMCTNGGCTNAGTNMCTAMCATTNATTTTNAAAAATCACAAAACTGAAAC 

AAAGCAAAGATGATCCTAMATTTCCACTTNTNMGMGNGTAATTTTAAACAAATACCA 

AAAGCTTTATTTAAGCAAAA 

Sequence 5565 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCAACACTATCTCCCTGATAACATCCAACCA 

TTMTTAAAATCAACCTCAAAAATCTGAAAACGTTGTGCACACCATAATTACTAAGCTAA 

MTTACTATATTTCTCAGTTTACAGGAAMCMGTAMCATTTACTTTCTGCTTTTGGAC 

AMCAGATTAMTTATTTTTMGMTGTTCTTGCCTCCATATGACTCAAGCTTACTGTGG 

GATGCAGAACACCTAAGTGAGGAGGACCAAGGGCTCTAGACCTCCCTAAAAACCCAACCT 

GCACCACTCCCTCCTACCAGCAGGGTCCTGAATGGGCCACCTGGGTATCTCCTCCANGCT 

CACATTCTTGACACCAGATACCATGTACCNCGGGGAGGCATTGAGGCAGCCAGCCGCANG 

GGCTTCTGCTGAGGGGGCAGGCGGAGCTTGMGGAAACCGCANATAMGTTTTTTTCTTC 

TTTGAAAAGATANAAGATTAATACCAACTACT 

Sequence 5566 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGACATCCAATAAAACAGGTAGATGTCTTG 

GGAACTGTCATTGGAGTGAGAGAAAGAGATGCTTTCTACAGTTATGGAGTGGATGACAGC 

ACTGGAGTTATAAACTTGCATCTGCTGGAAAAAGTTGAATACTTGAGTCTGTATCAGCTG 

NTCCAAGTGCAGCAAGAGAGCTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGACCA 

TTGAGCAGAAAACAAAGATAGAGATCGGGGACACGATCCGAGTCAGAGGCAGTATCCGCA 

CATACAGAGAAGAGCGAGAGATTCATGCCACCGCTTACTATAAAGTGGACGACCCAGTGT 

GGAACATTCAAATTGCAAGGATGCTTGAGCTGCCCACTATCTACAGGAAAGTTTATGAC 

Sequence 5567 

CCCTTTCGA GCGGCCGCCCGGGCAGGTACTTTN 1 1 1 M I 1 I I I I I I I I 1 1 I I I I I I NCTT 
MIM iniM IIM IMMMH INN M liNTT AIMI I I NTTN MMM I M1I I I 
TTGGGGMTTNATCANANNTTNNTTAM 

CCTTNNTTTAMAAA MTT TTTTNNTCNCCCCCNNCNCCNATTTTCAMNNAAAN 
TT ANM NNTNNTTNATTTTAAMNNTNTNATCCMNAAAANTNNAMNNNMNCTTTTNN 
NNTTTTNNAAAAAAAAAAAAAAANNNCCAAAGCCNTTNGGATCNTNGGNTTGNTGGNNNA 
TANATANGGGAACCNA1 I I I I I I I I I I TAAAAAAAAA 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

459/599 

Sequence 5568 

CCCTTGAGCGGCCGCCCGGGCAGGTACTGTCACCTGTGGCCTTGGCTATAAGGAGGAGAC 

CGTCTGTGAGGTGGGCCCTGATGGAGTGAGAAGGAAATGTCAGACTCAGCGCTTAGAATG 

TCTGACCMCTGGATCTGTGGGATGCTCCATTTCACCATTCCCATTGGCAAGGAAATTTG 

AGCTTMNCTTGTCTGAGTTCATACATCTTGGATTTTGACAGGMGCTTTTCCCGGTTCA 

CCTG GAGMC TTGGCTCGAGGTTGTCATTCTTCCNACTTGAACCAATGAAGGTCTTTCAA 

MCCCTTTTTCMGCCAACATCCCACTTTGTTGAMGTTTTTAAMTATTGCTTCM 

AAGTATTGACTTCTTN 

Sequence 5569 

C CCTTTCGAGCG GCCGCCCGGGCAGGTAC I ) 1 1 ) 11 1 1 1 1 1 I I II I I 1 1 1 1 1 1 1 1 1 ) 1 1 N 

N N MM i M i i i iM i in i n i i n in inn uinMUM ii ii n i ninu i 

Nl J 1 1 1 1 1 1 N I I I 1 NTTNNAANNNNNN 1 11)111) I ANTNNTNNNNN I 1 1 1 1 1 1 I I I 1 1 

TTTTNTTNNNTTNNNNNANNANANAGNGANAAAA I I I I I 1 1 1 I I I NNANAANANACAAAA 

AAAAAAAAAANAANTNTNGNTTNTTNTNNTNAAAAAAAAAAAAGNNANNANNATANTTNN 

TTNNNAAAACNNCCAANTAAAAAAAAAAAAAAAAANNCNCNTNGTGGGNATNNANNTTTG 

GNNTANTTNTTTTTTGTGNNNNNANAAAAMAAMNAAAMTTNNTNNTGGAATNAAANN 

NANTNAGGNGATANNTNNTNNNNNNAANNNGAAAAAANNNNNGAAATTNTTATGNAAAAA 

AAAAAAACNNNGNNNNNGNCCCCNTTNNNTNNNGGGNAAATTTCNCNAAAAGNNAAGAGG 

GGGNNTGGANANGGGNCNCTTTNNAAAAAANAAAAAAAA 

Sequence 5570 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I I I M 11 1 I I I 1 1 T 1 1 I 1 f NGGG 1 i 1 (1 
N I M I I I 1 1 1 M 1 1 I I 11 1 1 I 11 1 1 1 1 1 I 11 I I I I 1 1 1 1 1 { I 1 1 1 rCCCNCNNNNAAAA 
MANTTTTTTTTNNTTTTNAAANNGGGN 

MGGGGGGGGGNMNTTTTTTTNNAAAAAAAAATNNNNTTTNGGGGGGNNNNNNANANTN 
ANAAAAAAAAAAAAANNCCCCCCCCNTNAAAAAAAAAAAAAGGGGGGGG iTTTTTTTT 
Sequence 5571 

CCCTTAGCGTGGTCG CGGCCC GAGGTACTATGACAAACGTGCTTTATTCTTCTAACGCAG 
TMGMTTAGGTGGAATTTTTTCCTTCAACCAAGTGCAAGAAAGCCCTGTGTGTCTTGGT 
TTAGTTATGGTTTCAT TTCTAG CCATACAATTGATGAATTGTGTACTTACTGAGCTATAG 
CATAGCTGCTTAGTTGTTTTTGAGATTTTTTAGTCM 

CTAAMGTTGCCAGTGC CACTT TTAAGAAGTGAATCACTATATGTGATGTAAAAGTTATT 

ACACTA MCAG GATAMCTTTTGACTCCCCTTTTGTTCATTTGTGGATTAAGTGGTATAA 

TACTT MTTTTG GCATTTGACTCTTMGATTATGTMCCTAGCTACTTTGGGATGGTCTT 

AGMTATTTTTCTGATA ACTTGTT CCTTITCCTGACTCCTCCTTGCAAACAAAATGATAG 

TTGACACTTTATCCTGATTTTTTTCTTCTTTT^ 

TATAAATAAAAGTTACATTTTAATTCTGTCTAAAAAAAAA 

Sequence 5572 

CCCTTAGCGGCCGCCCGGGCAGGTACATGTGCATATACAGGTTTAACACAGGTCTGATCC 

TAGGTGTTCATTTAGMCATAGTTTCCAGCTGTMGMMTTTAAAACCCTCATTGTAAG 

TGTATTACTAGTAATAGGMCTTGCTTGCTGCTCCCCTGTATATTATATTTGCTCCTTCA 

MTGATAAMGGTTTTGTAAGCTACCATGGTTCAGCAGAAAACTTCAACACAAGTATATT 

ACATAAAATACTATCACTCTGTCTCACAAAAAGACTCAAAAAGTAAAAAAAAAAAAAAAA 

AAAA 

Sequence 5573 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGGAGCTGAGAGGGGGGTTGCAAATTGG 

AGTGGTGTGGATCCAGGTGAGGTTCATAGCTGGCCA7TGTGTGAGGTGCCAAGGCTGCTT 

TGGTTTTAAAGCTAGATGTCCTAGCTGCGTCTGGTCCATCTTTTCCATAGGAGATGCAGG 

AGAGGAAGCAGCTGAATCACTGTGGTGGCTTGGAAAATGCTTGGTCAGCCGATGCTTGCC 

ACCACCCMTGATGACTTCTGGGCAGCTATTTGTGGAAACCAAGTCTTTAACATCCCTTC 

TACCTGTAGCAAGGTTCCTAGGTAAC 

Sequence 5574 
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CCCTTGGCCGCCCGGGCAGGTACGCGGGGACACAGAGGCCAGGCCTTAGCACGGCTCAGC 

CATGAGCAACAGGAGTAGCTTTTCCCGGCTCACCTGGTTCAGGMGCAGAGGAAAGCTGT 

GGTCAGCACCAGCGACAAGAAGATGCCCAACGGAATCTTGGAGGAGCAAGAGCAGCAAAG 

GGTGATGCTGCTCAGCAGGTCACCCTCAGGGCCCAAGAAGTATTTTCCCATCCCCGTGGA 

GCACCTGGAGGAGGAGATCCGTATCAGATCCGCCGACGACTGCAAGCAGTTTCGGGAGGA 

GTTCAACTCATTGCCATCTGGACACATACAAGGAACTTTTGAAC 

Sequence 5575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGGCGTCTTACAGCTCTCTTGTTCTCACT 

GATGTCCTTCTTATGCTTGCGCTTAAACTCAGCAATAAAATGGTTGACCATTCGGTTGTC 

AAAATCTTCTCCACCCAAGTGGGTGTCTCCAGCTGTAGACTTGACCTCAAAGATTCCATC 

CTCAATAGTGAGGAT TGACAC ATCAAAAGTGCCACCTCCCAGGTCAAAGATGAGCACGTT 

TCmCTGCTCCMCCTTTTTGTCTAAGCCGTAAGCAATAGCAGCAGCAGTTGGCTCATT 

AATA ATTCT AAGTACAACCATATCCAGTTGTCTAGTAATTTAATGCCTGGCTGTGACTAC 

TCACTTTTTAAGGATGGTATTGAGCCTATGTGGGAAGATGAGAAAAACAAACGGG 
Sequence 5576 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCGCAAACACATACACCTACTACGCACCCATAG 

AGATAAAAAAAAAACTTACCATGGGACAAATTGGCATCATAAGCTGCCTGACATGATGCA 

TTGAGMCTACACATTACCTAGGTAGGATTTTTCCAAAAAACGTTAAACTTTGTGTAATC 

CAAATCCAAATAGAGGGTCATTCTCAGGTCAAAGTTTGGAGAGGACTATTCCACCTCCTA 

GATCACACTTTCCTTCCCGAAAGCCGCTTCTCTCTCCGGCCTCTCCCCTCCTCCTCCCTC 

ATCTGTTTGGCGGGAGGCTTCCTCACATTGCCGCTCCGCGTAAGTCCCCGCGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 5577 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTTAACCAGCTAGGGTTTTTGTCTGGATCTT 

TAAAGTATATTGATNAAAAATGCACATACACATTTATTTTTTC 

Sequence 5578 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTCTTTTTTGTNGATCAATCNGGNATCA 

GAAMTATATNGNGAGCTAGGNTGACTTNTTATTTGAGAGATNCNCAATNTAGCATAACA 

GTTATATTNTGTACGAACCTTGGAGTCCAGATGGGTTTAAACCTNCANNGAGGGTGGATT 

TANNNCCCGTATTTAAAAATATTGAATTTAAAMTTACCCCAAAAMTTTTANTTTTTGA 

AGGCCCTTNT TCCAA AAAMNAGGTTNANATTTNTTTTTNCAAAACTNACCAANrrTTTT 

TMGGCTTTMTTTTMCCTTAATTAAAATTTNCCMGNTTTCCNCCAAAAMTTTTTTT 

mCTTMTT CCAA TTNmAAAACCCCCCMGNNTNTTTAATTMATTTTTTNTTGGNT 

NAGGCCCNATTTTCCAA TTNC GGGCTTTGGMNCCAATTrrMNTTNCANATTTTNTTTT 

TMCCCCCCCANTCCCCTTTTAMTTTNTTMTTTTTTMTTTTTTAAAMTTTTTNTTA 

AAAAAAATTTTNGGCAGGGTTANTTAAGCAATTN I I 1 1 1 1 1 1 CCTTTCTTCCCCTTCCAA 

TTNTTT 

Sequence 5579 

GGCAGGTACGCGGGGCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGGTGTCGTAGAAA 

ACTACCCCTAAAAGCCAAAATGGNAAAGGAAAAGACTCATATCAACATTGTANGTCATTT 

GGACACCNTAAATTCCGGGCAAGTTCACCACTACTGGCCATCTGATCTATAAMTGCAGN 

TGGCATTCNACAAAAAGAAACCATTG 

Sequence 5580 

CCCTTANCGNNGNCNCGGCCGACGTNCGCGGGNGCTANTTNCATTATNMTNGGNNNGCT 

NNAATNCACTTNGAAACTATTNNTCTGNNTTCCNNGANCTNAAATCTTANATTTNATGTN 

NTATTANGCTGNAAAACTACCAAAATANTAAGCATTGANTNAATGCCCATTCAAAAAAAN 

MTGCNCTNCNGNNGCTGMTTTAAGCNGGNATTTTAAGGTTNNGTGGNTCCTCGGCCAC 

AANGGGTGATGTCACTGATAGAACGAAGCTGAGTTTCCAAGGGTTTGGGGCTGTGCAAGA 

GTAAACACTAGAGCTTGAGTTGTTATCCAGCTGGCAAGCACGGAAGTCTTTGAAGAATGT 

AATGTAAAAAGGGAAAAGAATGTAAAGCTTTTTGTNCCTCGGCCGCGACCACGCTAAGGG 
Sequence 5581 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCGCTGGCTCCGTGAACCTTAGGGACAACA 

CCGGGACACCCGCGAGGCCGGAAAATGGACTCAGTGGCTTTTGAGGATGTGTCTGTGAGC 

TTCAGCCAGGAGGAGTGGGCTCTGCTGGCTCCTTCACAGAAGAAACTCTACAGAGATGTG 

ATGCAGGAAACATTCAAGAACCTGGCATCTATAGGGGAAAAATGGGAAGACCCGAATGTT 

TGAAGATCAACACAAAAACCAAGGGACGAAAATCTAAGAAGCCATACGGGGAGAGAGACT 

CTTGTTGAAGGTAAAGAAGGTAGTCAATGTGCAGAAAACTTCAGTCCCAATCTCAGTGTG 

ACCNAAAAAGACTGCCGGAGTAAAAAC 

Sequence 5582 

CCCTT CGAG CGGCCGCCCGGGCAGGTA C I I I 1 1 I H 1 1 I I I II I I 1 1 I I I I I I CGTTTGG 

GGCACTTTTATTTACAGCCAAGGAAAAAANAAAACTAGCATNTATTTAAAATGGGAAAGC 

ATGTTT GTATGA A AACA AATATTTCATCATCACTTATTTTCTATACTGNTTGCAACTAAG 

TTTTACAi 1 1 1 iCATTTTCAACANAGATTTGAATTTTAATGTCCCANAAATATAAANAAG 

ATGGCATTAAMTGTCCTATATGTTGGCAGTCCTACCCTGMNACTTTTTTTGCTTATCT 

TTTGTTCTGAACTACAGTCTTCGCAGAAACTAAATTAGTGACTGGNCAACANAAGAAAAT 

AGACCATCCTGGGCTAAAAATGGN 

Sequence 5583 

CCCTTAGCGGCCGCCCGGGCAGGTGAGAGGCAGAAGGACTGGAAAGAGGGCACAGTGAAG 

GGCCATGGTGGGGGATACCAGGCAACACTGGCAAGCAAGTGGACAGTGATGAGTGAGGAG 

GTAGAGGAAGGTCCCCTCTTAGCTGGGACATTATGCCTCTATAGGACGCTGAACAAAGTA 

ACCTGCGGAGGTGTTACTTTGTGGGAATGTAGACTGTGAAACTGAAGGAACTGTTTTATC 

CACCTCCCCGTAGTTTGCTCTGTGCTGAGGCTGCTGTACCTCGGCCGCGACCACGCTAAG 

GGCGAATTCC 

Sequence 5584 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGACTTCGGGCTTGTTCGCTGGTGGCGT 

CGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCTTCGCCAAC 

ATGCTGGGCGTGTNCGCTCTTCTTGCTTGTCGTCTCTATCACTACGTGGCCGTCAACAAT 

NCNAAGAAGCAGGAATGAAAGTGGCGCTTTCTTCCGCCCCAGGGTTCCAGGACATAGTCT 

GAGGCAAGATGGAGGGTATGAAGGGGCCTTCACACTTCACTTATTCCTTTCTACCCATCA 

CAMCATTCAMGCAGCTACACCTGGATTTTTCCAAACAACTTTTATTTCTCAGAGTCTT 

C CTTAATC CTATGGAACAAAGAAGCTGCCACTTGAATAAGGGCCCAGTATAGGGGGCTTG 

CI 1 1 1 1 1 1 ACTCNCTCCCCCCAATATAAAAATTTAG AACTTTCAAAAAAAAAAAAAAAAA 

AAA 

Sequence 5585 

CCCTTGGCCGCCCGGGCAGGTACGCGGGAAGGTTGGCAGAGTCAGCATATATGATTCCAA 
AAGGCAATCCGGGAAGGCTAAGGAGACAAGCGTCAACTGGTGTCTGGCTGATGGCTATGA 
CCTGGAGATCCTGGACGGTACCTCGGCCGCGACCACGCTTAAGGGCGA 
Sequence 5586 

GGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCANATGTTATCTCTGGGGGAATTAG 

TGTTCCCCTCATTTAGCAACCTCCATACCACAAGGTCTCTGTCTGTAGTTACTGGGATTA 

TCCAGATACACTATCAATGATACAAATTCATAGGAGTATTAATGCATTTCTTTAAACACA 

ACTTGATTMGMGCAAATATGTTMGCAGTmCTTTTTCTGCTGCTAAATTACAGTTA 

GACACTTCAGTATCTTCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCATCCAAAG 

CAATGTAGTGTGTGTA TGTAT CTATATATATTTATTCTAACTCAGCACTTCAGAAGCCTT 

TTTGAGTTACMCAATATTTTAGTTTGCCTCATCTGTAGAGGTAAMTTTCTATATTACC 

AAGCTCCAGAGGAATATGATATTTTACAGGCCAATTTTCTGGCCGTAGTCCCTGGGGCAT 

TCATTTGCTGGCCTCCATGGGAATGCTGTTAAAACATTGTTACCGCAGANAAGAANGCTA 

CCAGGACAGCATTTATAATTGTTGAATGGGAGCCTTNTTCCTNTCCCTTCAC 

Sequence 5587 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 I 1 1 I I I I I II I 1 1 I 1 1 1 I I II 1 1 1 I I ICTTT 
1 1 1 1 1 1 1 1 ii 1 1 I I I I I I I I I I I 1 1 1 1 1 1 I 1 1 1 I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1| | NNNANNA 
NGGNANTTNNNTTTTNNAAAAGGGGGCCNCCCTGCTTAAATNNTNANCNNNGGNNCCCCC 
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TNAACAANGGANGGAAANGGTTT TANTCC CNAANANANNCCCTACCTTNGNGTNNCCCCC 
CCAGGGGCNGGGGTNGGNCCCCTTTTTTTAANTNNNCCCNNTGGGNTNTTTGNAAANNCT 
TTNCCAAANAAGGAAGG 
Sequence 5588 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGTTTTATAAACCTCTTGATTTCCAGCAACA 

TACTATAGAAAACACCTGCTACTCAAAACACAACNTTCTCAGGTGTCATCCATTTGNTGG 

CGNGNAGNAGACAACCATATCAATTATCTTGGTATGNTGCAAGCTTTTCAAAGATAGCCC 

TGAMCTTAAAAAGTNTGGTTGCANTTAGTTGTATCTGATGGATATAAATTTGCCTCCTA 

GTTCACTTTGTGNTCAANGAGCTAAAACTGTGAACCTAACTNTCTCTTATTGGTGGGGTA 

ATMCTGAMATAAAGATTTTATTTTCATGCTCCACTTTTCTTTAAAA 

Sequence 5589 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTAGGATAGAACATGGGCTTAGAACACCTGT 

AAGCCTGT7TTAAAGATGGCCCAGCAAACTGGTTGCATGTCTTGGGAGCTTGACCTTGTA 

ACCATTTGGCAGTAGTTTCTCTTGGTCTCCACCATCACAACAGTGGCCCTGGTCAAGGGT 

TCMTTCCCGGCTTAAGGGAATGATACTTNATCTTCTTGCTGCTAAGTATTCTATGTATT 

ATGTGTGTGTA MCATA AAAAGAAGCTTTAATTAATTNGTTTAAAAAATTAATAAAGAGC 

CTTAAATCAA ACATT TTGTCACAAAAATTAAAAAGTATAATTGCCTTTTAGTTCACGTGA 

CTTAAATAATCTTTTGGGGAAATAAAATCTTTGGTCTAA 

Sequence 5590 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTTTATGTGMCATACATTTTCATTTTCT 
GGGATAAATGCTCA AAAGGG CAACTGTTGGGTTGTATGGTAAACACATATATTTTTGTAA 
GAMCTACCCTACTCTTTTTCCAGAGTGGCTCTACTTTTTACATACAGCCACTCATACAA 
TTCAG ACAGCAA TGTATGATTGATCCAGTTTCTTCACATCCTCACCAGCATTTGGTATTA 
CTACTAI 1 1 N I ATCTTAACCATTCACATAGATGTGTGTAATGATACCACATGTGGTTTT 
AAmGCATTTCCMTGGCTMTGATGTTGAGTATCTTTTTGTGTGCTAATTTGCCATCT 
ATGTATCCTCTTCGGTGAMTGTCTTCATGTCTTTTGTCTATTTTCTATTTAG 
Sequence 5591 

CCCTTAGCGTGGTCGCGGCCGNTNTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CTCAGCCTCCCAAGTAGCTGGGATTACAGGCACCTGCCATCATGCCCGGCTAATTTTTGT 

MTTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGGAACTCCTGACCT 

CAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCCATCAAAATGCTTTTTATTTCTGCATATGTTGAATACTTTTTACAATTTAAAAA 

AATGATCTGGNTTTGAAGGCAAAAATTNGCAAANTCTTGAAANTTAAGAAAGGCCAAAAA 

TGTAAAGGAGTCAAAACTATAAATCATAGTATTTGGGGAAGTGAAGACTGGAAAGCTTAA 

TTTGCATTTMTTCACAAAACTTTTATACTCTGTCCTGMTATACATTNTTNTTTNTTTA 

AAAA 

Sequence 5592 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGCGGGGCTCTTCGTTAAGTCGGCCTTCCCAA 

CATGGCGCAGNCTATNAACATCACGGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAGAA 

CCAGCTTGGACCAGATGTATGTCCCTGGGGAAAGCNTGCATTGAATGTGGGNAACAACCG 

TTGCTCATCGGATGNGGGGGGAACCTGGGGGGTACCCTTCCNGGGCNCCGNCGACCCCAA 

CCNC CTTA AAGNGGGNCCGGAAAATTTCCCCAGGCCCNCNAACTTTNGNGGCCGGGGCCN 

CCGNTTTTAACCTTAANGNTGGGGNAATCCCCCGAAAGNCCTCCCGGGGTTAACCCCAAA 

NGCCTTTTGGGGGCCGNTMNMTTCAATTGGGGGNGACCANTAAAGCCTTGGTNTTTTC 

CCTTGGTTGGNTGGAAAAMNTTTTGGTTTTAATTTCCCGGNCTTTCACCCAAANTTTTC 

CCNNCCNNCNAAAACNATTAACCNGGANGNCCCCNGGGGNAAAAGNCCCANTTTAAAAAG 

GTTTGGTTAAAAAAGNCCCCCC 

Sequence 5593 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTAAAAATACAGAACCTACTAACACTA 

CTGTATTMCAAGCTGACTCCTATMTCTTTTGGAGATGGCAGATGATACTGGTTTTTAA 

AATACCCMTCACATATATGCATTCMGAAAATAT1TTGTCTTTATTTTTATTACAAGTG 
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CGCTAGCTCCCATTTCCTCAGTGCTCTTTAGCMTGAGTTTTTATGTTAAACACTTCCAA 

CTGTCAGTATTACCATGAAATCAACATTAGAAAATAAGGTAGAAAACTGAGTGTTTTGCT 

TAAAAAATAAAAAAGGATTAAATAGCTGTTGTATCCAAACATCACGTTCTGCTTCCATCT 

CTACATTCCACTTTCCCCATTC7TGGAGATTAAAAAAACAGGGTTAGGAACTTTAATATC 

TGACAGACTACAAAGGGCAAAGACGTGGCACATGGCCAGTGCCACACCTACCTGGTTGCC 

ACAACATTCTGAAACAGACCACACT7TCAGGAAAATGACTA 

Sequence 5594 

CCCTTAGCGTGGTCGCGGCCGAGGT A C I 1 1 1 1 I I I I I 1 1 1 I I I I I 1 1 I 1 1 I I I I I ANATT 

' ' I * i * 1 1 1 * 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 I 1 1 1 1 1 1 1 1 I I AAA AAAATNAAAAAAAN I 1 1 1 1 II 1 1 NAAAAAAAAAGGGGGNNC 

AAAAAAAANI I I I I I 1 1 1 NAAAAATTTNCCCCCCNAAANNN C I I I 1 1 1 1 1 1 1 GNANCCNG 

GAAAAAAA ANNNNTT AAAAAAANTTTTTTTANAAAAAAAAAGGTTTTNNNNTTTTNNNGG 

GAAAAANA 1 1 1 1 1 1 1 AAAAAANAAAAAAAAAA 

Sequence 5595 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAAATTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCAGTGCACGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCGCCA 

AATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGCGTCAGTGTGAAGGGAAGGCT 

AAGGACGCATCGGTGCTGGAGAGTTGAGAATATGCCTTCCCTCCACCCCCAACCCAGTCA 

CCTTATTTGAAAAAAMTTAAAAMCACCTTTTATTTAAAAACCTAACCCTGGAAGT7TG 

CTCGCTGCCTGAAAATCATATGCGTGGTTTTTCCTGTTTCCTGCTCTGTAGCTGACATCA 

GGGGAGCAACGTGAACGCAGGAAAATGGAAATCAACATTTGAAACTTTTAAATGGAAGCT 

TTATTGGGGTTCCACATATGGGAAAACTGCAAATAGCAGAAGTATGTGACTCAATAAATT 

ATTCTGGAGTGACCACATCCTCTAACTGCCTTCCAGGACAAGACGGAAAAATGTGAACAA 

TGCTCCTGAAGGCC 

Sequence 5597 

C CCTTAGC GTGGTCGCGGCCGAGGANC 1 1 1 1 1 1 II 1 NTTTNTTTTGNGGANNTNNCNTTT 

NN NNACNNNTTATNTTNACCTTNGCCTNTTNGAGCTTCACNTTCTNNTNTANAA 

NGCNCACATGGANAANATTATAATACAATGTTGTAAATCCAATANTAAAAGATAACCAGN 

TTATTTNGGGGAGCAAAGAGAAAGGGTCCCTAACCCCAGACTGCCTGCGAAGAGGTGAAA 

TGGAATTGAATGGGATTATGGTCAGCCAAGGCTTCCTAGTGGAGCTGCTACCTGAACTGA 

GTTTTAAGAGGGGTAGGAAAGAAAAAATGTAGTGGGTCATAATGGCATTCCAAATACAGG 

GGACACAMCAGCTCTGTGTTTATGMCTACMCCAGTTGTTGACTTTTGTTTCAAGTGG 

CTCCCCTTCCCCANTGCTGTGTGGACNATGGACTGAAAAAGGAANAAGGCTGGGAGCNAN 

GGACCAGTAAGCTGGAGCAACNAAATGCACGTGAGAATATGGAGGCCTNAACTCTGCNGG 

GGGTTGGA CAAACCATTAG AAGAGCCCAAGAGCCAANAAATTCGTCCAAATAGTTTATCC 

ANCACCCAAI I 1 1 I I 1 1 1 1 1 AAAAAACAGNAGGCTCACNTTTNTTTAACCCAAGNCCTGG 

AANTACCCTGCCCCG 

Sequence 5598 

CCCTTAGCGTGGTCGCG G CCGAGGTA C I II 1 1 1 I 1 1 1 1 1 1 II I I 1 1 1 1 1 1 1 1 1 1 1 1 I NGC 

N" 1 1 1 1 1 1 1 1 1 1 1 II 1 1 INNI 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 | I I CNNAAANTTNNGNGGNNNNN 

AANGGGGGGGGGAAAAAAAAAAAANNNCCCCNAAAAAAAAAAAAAAAAANNNTNNNNNNA 

AAAAAAANNNCCCNGNNNAAAAAAANNNNNAANNGGGNNCNNNNNNNTTTCNNCNNNNTT 

TTNNNGGNNNAAAANTNNCCNTTNNNGGGCCCNNAAANTTTTNAAAA 

Sequence 5599 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGGAAATAATGAATAGTATTAAAGAAACA 

TTCTCGTCTTCCpTACCTTTMTCCCCTMTACCTAGTCTACrrmAMTTTTCAGAC 

TTCACTGCTrTrrGAATTCATAATTCTAATTTTCACATTATTGTTAATGGAAAATCATAT 
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CTMTAMGGTTTTAGTTATTCCCATGCACAGTATGAMATTCTCATTTGCTGAGGGTTT 

GTTTCGAAGAAAATGTNTTGGCATGTCTTTGAGAACATGTTTTATTGNCTCCTGTGTCAT 

ATMTCCAAACTAATCTCCGTTTACAGACTTTAACTTGGAATTAGACCTTATAATTAAAC 

TATTTAAATAGGTGTTCAAAAGATAAGTTTCTAATGCATCAAAATATATACCCTCAAGNT 

TTCATGGATTTCCTTTAACCATTATTAATTTGGGATAGATCAAAGAATCTTAACATGTTT 

TCAANTTTCTAMNGMGGCTGCMGATTTTTTGGNAMCCTTTTTGGAATGNATTTTAC 

CAATATTCTCTTGGTAATTAGCCTACATAAGGGACCTGGCCTTTTT 

Sequence 5600 

CCCTTAGCGT GGTCG CGGCCGAGGTACTGCTCGGAGGTTGGGTTCTGCTCCGAGGTCGCC 

CCAACCG AAA 1 1 1 1 I AATG CAGGTTTGGTAGTTTAGGACCTGTGGGTTTGTTAGGTACCC 

TAAMCCTAGTATCTTTTTCTCTTCTATGGAAAATCCGMGGTCTAAACTTGACTTTTTT 

GAGGTCTTCTCAACTTGACTACAGTTGTGCTCATAATTGTCCTTGCCTTTCCAGCTTAAT 

TA7TTTAAGGAACAAATGAAAACTCTGGGCTGGGTGGAGTGGCTCATACCTGTAATCCCA 

GCACTTTGGGAGGCTACGGTGGGCAGATCATCTGAGGCCAGGAGTTCGAGACCTGCCTGG 

CCAACATGGCAACACCCCGTCTCTAATAAAAATATAAAAATTAGCCTGGCATGGTAGCAT 

GCCCCTATAGTCCCAGCTGCTCAGGAGGCTGAGGCATGANAATCGCTTGAACCTAGGAGG 

TGGAGGTTGCATTCAACTGAGATCATACCACTTCATTCCAGCCTGGGTGACAAGAGCAAG 

ACTCTTGTCTCAAAAAAAAAA 

Sequence 5601 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGCTTCATCATGGAGGACTACCTGCAGGG 

TTGTCGAGCTGCTCTGCAGGAGTCCCGACCTCTACATGTTGTGCTGGGAAATGAAGCCCG 

TGATTTGGACTCCACAGTGTCTGCTCTTGCCCTGGCTTTTTACCTAGCAAAGACAACTGA 

GGCTGAGGAAGTCTTTGTGCCAGTTTTAAATATAAAACGTTCTGAACTACCTCTGCGAGG 

TGACATTGTCTTCTTTCTTCAGMGGTTCATATTCCAGAGAGTATCTTGATTTTTCGGGA 

TGAGATTGA 

Sequence 5602 

CCCTTCGGCCGCCCGGGCAGGTA C I 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 I I I I GGGGTTTTAC 

TGCTAATCACTCTGGGGAAAACANAGGCNGGTTGGGGAGGGATAACAAGTAACAAACATG 
GGGGAGTGTN 

Sequence 5603 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCAACCATCACAGATGTCCATCAAAGCTGGA 

TTAGATGAAGACAAACAACGCAGGCTTTGAGGATAAACTGAAGGTGCAGCTCAAAAGTTT 

CCTTTTCTTATCCAAGGGCATTATAGGACCATTGTCTTCCTCCCTCATGAAGACAGACTT 

GTTCCTGTCCTCTTTGGCTACTGAAATGCAGCTCTAATGACTCTGTCACTAAGAGGTTGA 

GTGGGCCGAAAGTTGTCTCCCAAAATCCCATCACAGCCTTCCACAAGTTCTGCCCCCTTA 

ACATGTGTCCCCAGCCTTCGAAATTCTTCTATAGAAATAACCGGCATCCCCACTTTACGT 

CCAGACTTTCCATTCTCCACACCTGTAGCTGGGATATAGTTAAAGGGTATCGGAATAATA 

Sequence 5604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGG 

CAGAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGC 

CTGAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCA 

ATAGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCA 

TTGTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCAC 

CMTCGAAATTGTAGAGCTGCTTGTGTTCCCTTTTGATTCTTCTTTTTAACMTTTTTTT 

TTTTTG 

Sequence 5605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATATTTGCTAAGAGCACCATGCGCGCA 

GCAGCCATCTCCACTCCAAAGTTAGACAAAATGCCAGGAATGTTCTTCTCTGCTAACCCA 

AAGGAATTGAAAGGAACCACTCATTCACTTCTAGACGACAAAATGCAAAAAAGGAGGCCA 

MGACTTTGTMGTTTGTTCAGAGTCTCACTTTGTGMTTTTAACAAATTATCTTTAATG 

GCAGAAGGAT 
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Sequence 5606 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCGGGTTGTGGGGCCTCAAATACTGCTTTG 

CCTTGCTCTGCTAACCAGCTGCATTTTACAGATCCCAGTATGAACTCTAGTGTTCTTCAG 

AACATACCTTTAAGAGGGGAAGCCGCGCACTGCCACAATGCAAACACTAACTTTGTTCAC 

AGTAACAGTCCAGTCCCCAACCACCATCTTGCAGGTTTAATAAATCAGATTCAGGCTAGC 

GGGAACTGTGGGATGCTCAGTCAGTCGGGCATGGCTTTAGG 

Sequence 5607 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTNTTTTTTTNTNNATNNNNNNNNNTTTAAA 
CMTCAGTAMTTTATTNAGGACAAGAATTTACCATATMCATTTTTTTANTNNAANTNT 
TGCTNCCCCC I II I! I CCCC I 1 1 1 1 I AAA 
Sequence 5608 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

TTAGTATGCTTGATGATGTCTCACAGCCCTCTCAGGI I 1 1 1 1 1 1 CCTAAATA I I I 1 1 1 1 1 

CTTTCTTCTCCTTTGGATMTTTCAATTATTTTCTCTTCAAATTCACTGTTCTCTTCTTT 

TGCATGCCCAMTCTTTGTTGAATCCCTCTAGTGGGTTTTCCATTTCAGGGATTATACTT 

TTTAGCTCTAGMTTTG TTTG GTTCCTTTTTATMTrrCTATCTCTTTATTGATATTCTC 

ATTTTGTTCATGCATGGTTTTCCTGATTTCCTTTAAGTTCTTCGCCATGGTTTCCTTTAA 

CTCGCTGAACATACCTAAAGAAAGGTTGATTTAATGTCTTTGGGGTAATAATCCAATGTC 

TGGGACTT CCTCA AGGATGGTGCCTGTCAAI 1 1 1 1 I 1 1 CCTGGGAATGGGACCATGGGTT 

TTCTATTTCTTTTTAATGGTTTGGAAATTTTTGGTGAGAACCGGGACATTATGAAGTATT 

ACATTGGTGGTMCTGAGAATCTAATTCTGGCATGCCTCAAAAAAATGCTGATTTTGCTT 

TATTGAGGGCTGGAGCCAAACTATTTGGGGACTTTTTCAACTATTTTTGGGNAAGGGGGT 

ATTCTTTGCAGTATGGGGCAAGTGAAAGTTTCTGNTGGGGAAATCCTCTGGGGGTAACCN 

AGNGACCCAAANATTTCCCTAAATATCGGGCTTGCCCAAAGGGGGGGNTTTNGGAAAANA 
Sequence 5609 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAAACTTCTTCACATCAGCAATAATTT 

CTCTGMGACAMTTGGTCTTTCTGAACCTCAAACCACCCCAACTTAGTGATTTTAGCAA 

TGACTTGAATAAGAGCTTGGATGACAAAGGGAGCCAGCTTGGGCTGTGATGCCACGTAAT 

TCAG AATG TAGTTTCTGATGTCCATCCTCTGCTCAACAGGTAAAGGACTGACTCGGCTGA 

CMGTTTTGAAAGACATGTTGCTGCAAGGAGCTGAGCATAGGATGTTGTTCCTTGTTCTA 

ATAAAAGTTGACACTTGCTGAGAC 

Sequence 5610 

CCTTAGCGTGGTCG CGGCC GAGGTACTGGGATTTATATANGCATGAGCCCACTGANCCCT 

GGCCCCTGAMNCGTTTTTCTNNAAAGGCCCTCAGTGAGATAAATTAAGAATTTGGGCAA 

TCTNCTNTCCCTGGGGCCAGGGATCTCTCTANAANAANCCCTTGCCCCTCTGTTNGNAGG 

CACAGTTTNAAAATAAGGAGGAGGAG 

Sequence 561 1 

C CCTTTCGAGCGGC CGCCCGGGCAGGTACTTT N I I I I 1 1 1 I 1 1 I I 1 1 1 NTTTTTTTCTTT 
ACI 1 1 I 1 1 1 1 1 1 1 1 1 1 NTTTNTTATTNTTNMCTTGTTTANTTTTT N I 1 1 1 1 1 1 1 1 I NTT 
1 1 1 1 1 1 1 1 1 GTTTTTTGCNAANAAAAAAAAAAANATTTNTNCCCCNAAAAAAAAANAAGG 
G GG N AAAA AN NTTNCNTANTTTN N AAAAA AAAAA AAATTTN AACN AAA AAATG N NTNTTT 
m m 1 1 1 I AMNGGGNAAAAAAATTTTNTTTGNTNCTCAAAAAAATNNTTTNTTGNNAAA 
MA MANNCTNT TNMMNGCCCTGGGGTTTTTTNNTTTTAAAAAAAAAAANAANNNNGG 
AANNi 1 1 1 i rTTI^r rGGNANNGGNNGGTNTAMCNCCCANANAAAANfTTTNTTTTNNANNN 
CCTT TNi i 1 1 i i lANNN CAAC CNTATANAACCCNCNNNGCCNCNNNAANTTGGAAAAAAA 
ANNNTTTTAGGGNGNATTTTATTTANANTGAAAAANAN I 1 1 1 1 I I I I 1 1 1 CCNAAANCNN 
AMNMMNTTGGGGTNTTTATTNCCTTNNNNGGNCCCCCANAAAAAAAANN I I I 1 1 I I I 
TTNAAAA 
Sequence 5612 

CCCTTTCGAGCGGCCGCCCGGGCAG GTA C 1 1 I I 1 1 1 1 I 1 1 1 1 1 1 I I I U I I I I I I CCTTT 
1 • i i I I 1 1 1 I I I I I I I I I I I | | | M | | | 1 1 1 1 1 | 1 1 | 1 1 1 | | | | 1 1 1 | 1 1 | | | , 
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" " j CTTTTTNGGGAAAAAAAAATANTTTAAAAAGNGGGNNAAA A I I I I 1 1 1 I I 

l n l I AAAAAAAAANCNNGGNGAAAAAAATNNAATGGTNTNCNAAAANNTNNNNCNAANN 
NGGGGNNCNAAANTTNANNNAANNTTTTNTNANGGGCNNNNNAANGNAAAAANNTTTNAN 
TCCCNNTTNNNNNGAANAAANAANNCCNNNNNTTNNTTAAAAAAAAAA 
Sequence 5613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGTTTCTGATACTCAGAAACTTAAAAATCT 

ACCTTTTAAGACTTCTGGCTTGGAAACTACCAAGAAGAGAAACCGCATTTCTGATGATGA 

TACTGATTCTGAAGATGAATTGAGAATGATGATTGCGAAAGAGGAAAACTTACAGAGAAC 

TACACAACCCTCAATAMTGMTCTGAAAGTGATCCTTTTGAAGTTGTAAGGGATGATTT 

CAAATCAGGCGTTCACAAACTGCATTCTTTAATAGGTTTAGGTATCAAAAATCGTGTCTC 

TTGCCATGATAGTGATGATGATATTATGAGAAAATGATCGTGAAGTATGACTCAGGAGAT 

ACAGATGAAATTATTGCGATGAAAAAAATGTTGCTAAGGTCAAAAACAGTACCTCGGCCC 

GCGACCACGCTAAGGG 

Sequence 5614 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 

TTCAATCTCAAGGGACTGGCATCTAGTGAGGGCCCTCTTGCTACGTCATCCCATGGTGGA 

AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 

TAATGGCATTAATCCATTCATGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCAGAACACATTGCATTCAGGATTAAGTTTCCAACACGTGAACTCTGGGGAACA 
CATTCAA 

Sequence 5615 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGTAAGAGTAAAGACTTCAAAGAGGGATAA 

ATTAGGAAATATATGTGGAGGGATGATGGTTTTGGATATGTAGAACTTGAAGCTCTGTGA 

TGGAGATCTCTTTGGATCAAGTAGAAATGTGTTGGAGCTCAAAGGTAAAGGCTAAAATAT 

TAATTTGGGAGTAAGTTNCATTAANTGAAAGGTG 

Sequence 5616 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTAGAAGAAAACAGAGAGATGAGCAGCTTC 

TGACAAATGTCCTGGAAACACTTCGAGGTGATGGAAATGTGTTAATAGCAGTGGACACAG 

CAGGCANAGTTTTGGAACTTGCTCAACTTCTTGATCAGATTTGGAGGACTAAAAATGCAG 

GATTGGGTGTTTACTCATTGGCACTCCTAAATAATGTCANTTCAATGTGGGTGGAAGTTT 

TCTAMTCCCMGTAGAATGGATGAfsrrGATAMTTGATGAAMTGTTTTGAAAACAAAAA 

NAAATAATCCCGTTTNAANTTNNNCAT C I I I II I I I ATGTNATGGGCCTTTCTG 

Sequence 561 7 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTMGACATCTTTTTTTAAATTTGAGAT 

TT CTGAA TGTGAATATCTAAATGAGATACCATTATGTGTCCCTGCTGTAGGTGACACTCA 

TATTTTTATTTAAGTTAAAAATCACAAAAGAACCGCTACGCATGGTGGCTCATGCCTGTA 

ATTTCAGCACTTTGGGAGGCCGAGGTGGNGGATTGCCTGAGGTCAGGAGTTCAAGACCAG 

CCCTNACCAACATGGTGANACCCCGTCTNTCTAAAAANTNCAANAATTAAC 

Sequence 5618 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACACAAATTCAAAGCTCAAGACCAGATAGC 

TGCAGGATTTGAATCAATATTTTGGTGGGTAACTATCAGTAAAAACATAGATTGGATAAA 

TTACATCTATTATAACCAGCAGCGGTTTATTAACTACACTAGAGATGCTGTCAAAGGAAT 

AGCTGAACAGTTAGGGCCTACTAGCCAGATGGCTTGGGAAAACAGAATGGCCCTAGACAT 

GATATTAGCCAAAAAAGGTGGAGTTTGTGTTATGATCAAAACTCAATGTTGTACCTCGGC 

CGCGACCACGCTAAGGGCGAATTCCAGCAC 

Sequence 5619 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTGGAACAATCCAAAGTTTTAATCAAAGAA 

GGTGGTGTTCAGTTGCTGCTCACAATAGTTGATACCCCAGGATTGGAAGATGCAGNGGAT 

AATAGTAATTGCTGGCAGCCTGTTATCGCTACATTGATAGTAAATTNNGGGCTCCTAAAT 

GCCAGAATCACGAGTGAACAGACGTCAGATCCTGATAACAGGGTGCAGGGTTGTTTATAC 

TTCATTGCTTCCTTCAAGGACATGGACTTAAACCATTGGATATTGAGNTTATGAAAGCGT 
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TGCATGAAAAAAGTGAATTATCATCCCACTTATTGCCAAAGCAGACACACTCACACCAGG 

AGGAATGCCAACCAGTTTAAAAAACAAGGGGANCAGGATGTGTTAACCCANGNTTCTTAT 

ACCGTCTCATMTTTGCMGTTTTACTATTTTTAAGTATAATGTGTTGCAATCCATCCTC 

TTACTGCT TTAC TATATTGGCATTTATACTGNATTAGAAATAACTCTTCAATCTTCTGCT 

TTGTCMGTTTTAAATATGGCTGGTTTAAGGGTCTCTAATAACCCCCCACACAAGACAAT 

TTCTNCCCATCTCTTTAAMTAATTTGCTTTTTCTTTTTNCTTTTCTCTTTTCTTTTCTT 
1 1 1 1 1 1 1 1 1 

Sequence 5620 

GCCGCCCGGGCAGGTACGCGGGGCTCCGCCCCGAAACCTTCTGACTACTAAGCTACCAAG 

ATCACTCCATGGATGAAATGACAGCTGTGGTGAAAATTGAAAAAGGAGTTGGTGGCAATA 

ATGGGGGCAATGGTAATGGTGGTGGTGCCTTTTCACAGGCTCGAAGTAGCAGCACAGGCA 

GTAGCAGCAGCACTGGAGGAGGAGGGCAGGAGTCCCAGCCATCCCCTTTGGCTCTGCTGG 

CAGCAACTTGCAGCAGAATTGAGTCACCCAATGAGAACAGCAACAACTCCCAGGGCCCGA 

GTCAGTCAGGGGGAACAGGTGAAGCTTGACCTCACAGCCACACAACTTTCACAGGGTGCC 

AATGGCTGGCAGATCATCTCTTCCTCCTCTGGGGCTACCCCTACCTCAAAG 

Sequence 5621 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAAACTCCAC 

CTCCCGGGTTCAAGCGATT CTCCT GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATG 

CGCCACCACACCCGGCTMT7TTTGTATATTTAGTAGAGACGGGGTTTTCACCATGTTGG 

CCAGGCTGGTCTCAACTCCTTACCTCAAGTAATCCACCTGCCTCAGCCTCCCAAAGTGCT 

AGGATTACAGGCATTAGCCACCGCACCCGGCCCAATCAATATTATTTTATGCAGTTCTGT 

AGGGAACTACTCCAAGACTTAGAATAATATTGTTTAGGAAACAATGAAATAGAAGCCTCA 

TACATATATAATAAAAACCTATTATGTTAAAGGCCTACATCTTGAAAAAGGGTAATAAGA 

CACACAGGAAAATGTCCTCCCTCCTCAAGGGGTGGGGAAAGAATTACCTAAGCAGGTAAC 

AGTGCCAGGCAAGTGAAAAAAAA 

Sequence 5622 

GGCCGCCCGGGCAGGTACACCAAACAGAGGAGTTTGGCTTTCTCCTGAAAGTTCCTGAAG 

TCACTGAAGGATATTAGGGAGTAACACTGTCAGAGTGCTTCTAGAAAGCCTGCTGTGGTA 

ACATTGAGCAACAGAGAGGAGACCAGCTAGGTATAGGAGGCAGGTTAGTACTGGAATAAA 

CAGTGAGCATATCTGGTATATGTCATTATTTATTGTTAAATTACATTTTTAAGCTCCATG 

T GCATAT AMGGTTATGAAACATATCATGGTAATGACAGATGCAAGTTATTTTATTTGCT 

TATTrTTATAATTAAAGATGCCATAGCATAATATTGAAGCCTTTGGTGAATTCCTTCTAA 

GATAAAAATAATAATAAAGTGTTACCGTTT 

Sequence 5623 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAACTTAGAAGAAAATTGGAAGATAGAAACAA 

GATAGAAAATGAAAATATTGTCAAGAGTTTCAGATAGAAAATGAAAAACAAGCTAAGACA 

AGTATTGGAGMGTATAGAAGATNGAAAAATTTTAAAGCCCAAAAATTTGGATAAAATAG 

CACTGAAMAATGAGGAAATTATTGGGTAACCMTTTATTTTAAAAGCCCATCAATTTAA 

TTTCTGGTGGTGCAGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATT 

TTAMCCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGG 

GCAAAATGCACAAACTTAGAAGAAAAT 

Sequence 5624 

CCCTTAGCGTGGGCCNGGNCANAGGTACTAAANATACAAAAATTAGCCTGGCCTGGTGAT 

GCGCACCTGTAGTCCCAGCCACTTTGGAGGCTGAGACAGGAGACTCACTTGAACCCAGGA 

GGCAGAGGTTGCAGTGAGCTGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGCAA 

GACTCCATCTCAAAAAACAAAACAAAACAAAAAACTACAATAGAGATGTATGTCAAAGAG 

AATATAAGTTCTTAAGAAGCTGCGTCTAATTAGTGAAGCTCTCCCTTCCCATATTCAGTG 

ATCCAAGAAACTGAAATTTAAANGGAAAAATGAATCTGTAAAGTTATAGATGTCAAATTC 

TCAGATTCTTCNTTGTTATTTNCCAAGTGGAAMGGATTANAAATAATAGAATTTTTATT 
GATTTT 

Sequence 5625 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCGGAGTCTAGGGATAAGAATGCACTACAA 

AATCAAAGCCAAAGGGTTGATGAGCTGGTGGCATGCATTGAAATTATACAGACCCTAGTA 

TTGATGTTCAGAAGAAACAGAAAACCGAGTCATCACGCCTGAACACATTGGCAGCTAAGA 

AGGGAGCACTATTTMTCTCTTGGTMTTTTAATTAGTGAGCCTCAGATTCCAAAATCTT 

GTCCTGTGTTTGATATCCAGTTGGTGGCTGATTCAGCTTTAGTCAGAATGTCTTTTGACG 

CTGAGTTACAGAAGCTTATTCTGGAGTATACAAATACTGCTACAGCACTTTTATATGAGA 

TACTTCTTGTCTTTCAGCAGGGGAAATCTCGGATTGGGATCCACAAAGTTTTGCTATTAG 
CT 

Sequence 5626 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNA 1 1 1 I I I I 1 1 1 1 1 1 1 I 1 1 1 GGGTATAATAT 

AGGATCTTA GTGC T TAAAT TTGCCTCCAAGCATACATTAGCTGCAACTCCCTGATTCTGA 

TATATCGNGTTTTCATTTTCAGCTCAATGMCTTTCCMTTTCTCTTTTGATTTCTTATT 

TGAATAAT 

Sequence 5627 

TGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTCCTGAGGGCATACAACTT 

AATTTCTACAAAAACATACTTTTTCAAAAGGGCTATGAGAGTATCAATTGACAAAAGCAG 

A ACAA GTAGCATGATTAGACAGAGAAGTCTTAATTGCTTAACACAAGATAAACTCAGCAG 

GTTTTAAAGTGTCTGTATCCATTTTAAATGATTAGTCCAGGGGTAGAAAAGATGAGGATG 

GTTTCATCATACTTTGAAAAGGAAACTCCCACTGGAGNCTAAAACAAACTTACAGGCCAG 

GGTTATTMGMTCCAAGTTACATAGTAGNATTATTANACTATTTATTTTCATACCCAAG 

TTCATTG CTTAAGG CAATAAAG AAAATCCCTGTTTTGCAGCATTT AATTTACATGTTAAT 

TTCAGGTTTTCCAGGCCACCATAGTTTTAGGAGGGTCACAACACCAGGGCCAGAAGAAAA 

GGAACCAAAATGCCCCNGCNCCAAGATCAATCTTCAACTGGCCCTCAG7TCCCAAGCCAA 

GCCCCAGTG 

Sequence 5628 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGACTGACCTGAAGGATGCAAAGGCTCC 

ACCTGGTTGTCTCACCCCAGAGAGAATTCCAGAGGTCCATCACATTTCCCAAGATCCTCT 

GCACTACAGCATCGCGTCAGTCTNTGCTTCTCAGAAGATCAGAGAACTAGAGTCTATGAT 

CGGCATAGACCCAGGGAACCGGGGGATTGGGCACCTGCTCTGTAAAGATGAGCTGCTGAA 

GGCCTCTCTCTCGCTGTCCCATGCCCGCTCAGTGCTCATCACCACTGGGTTCCCCACACA 

TT 

Sequence 5629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCCTGAATGCACCTGATATTGTCTGAAGTCT 

AATAACAGACTATAGGAAAAACAGATCTATTGTGATATAAGTCAGGAAGTGGTTGAACGG 

TGAGAGACAGGGTGA GAAG TGATTGTAAAGGGGCACAAAGAAATTTTCTGAGGTGATGAA 

GCTGTTCTGTATCTTGTTTTGGATGAAGATAACATAGGTGTATAGAATTGTTGAAGCTCA 

TTGAACTGGGCACTTAGATCTGTAGATTGTATACATAGTATATTTCAATTAAAAAGATTA 

AMGGAGTAMTAAMCTATGTGTTTCCCTCAAMTTTTMTTTGAGGGATTTCTTTGGT 

AGAAAGTCACCCGCACTTTMGAACAGTTTTTGAAAATTAGGGAAATGCTATAAAATATA 

GC CCAGAAGAAATTCTGT AAAAGACCCAATTGCAAATTAAAAACTTAAGCCTATCCATAT 

GAG 1 1 1 1 I 1 1 1 1 1 1 1 I I I IGGNACGGGANNTCNNTTGGGCCCCCNCCNCTGAAANCCNNG 

GGNGAAANCCCCTTTTNAAAAAAAAA 

Sequence 5630 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGAAAGGCAGAAGTTGAAATTAGTTTGAA 

GACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGTGAAGCAACATC 

AATGCCGTTTCTGGATGGTTACAGCAGTTATGTCAAAATTAGATTTTTAAAAGTAAAAGG 

CAAAGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCAAATTAGAGATGT 

TAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACATACTATGTATCA 

GGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAGATAATTAAAAAT 

TATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTACAAATTATATACT 

ACAAGGAAAACAAAGAAATAAAGGATTATGGAGGATTTACCCTAGGGTGGTTAGAAAANG 
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G 1 1 1 1 I I AG 
Sequence 5631 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCATAAATCTTGACTTACCACCCTACAAAAGA 
TGGCATGAATTGATGCTTGACAAGGCACCAGTGCTAAAGGTTATAGTGAATTCTCTGAAG 
AATATGATAAATACATTCGTGCCAAGTGGAAAAATTATGCAGGTGGTGGATGAAAAATTG 
CCTGCCTACTTGGCMCTTTCCTGGCCCTTTTGAAGAAGAAATGAAGGGTATTGCCCGCT 
GT TACT GATATACCTTTAGGTAMGTTCACTTAGAAGCTTTAAAAAAAAAGTAATTAAAT 
TCTTTTACMGTTTCCATTGAGGGNGTGATATACATACAGCACAGGTGCTGTATGTCTTA 
AATATACAGCACANGTGCTGTATGTCTTAAATATACAGCACAGGTGCCCAGGTCTTAAAT 
ATACAGCTCAATGAAAGCTTCAAAAATGCATGCATGCCTTGTANGCCCTTGACTCAAGAT 
CAMGATCCGGMGMCCCAGCACTTCCACCGATGCTNCATCATGCCCCTTTGCAAAAAA 
MCTGNCTCCTCCAGTAACACTTTTCTGATGCCACTATANATMGTTTTGCCTTTCGNGA 
ACTTTGTATN AATA AAACTGACAATTGAACNGGCCNGGGGAATCNTGGATTTNAATATGG 
GNGGGGNGCTTTTGATTACAAGGGATTTNGGNGGGTTTAAAATTTTGTTTT^ 
GGAATTTAAATTTGGNGTTAAAAAAAAAAAAAAAAAAAAAN 
. Sequence 5632 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGATTTAGGCTTGCATACCCGAAAACCACAG 

TTAGGAAGAAAAATCATTTCAGGAAACAACATCAGAACAAGAACACATATAAATTAAAGG 

CATACTGTTTATCATTCCACTTCATTGCACATATAAGAAAACAATACTGCCGTCATTCTT 

GAGTAAGAAAGTTTCCAATGAAAGAGGAAGTTCCACAATGAATACAGGTGCAGACAGTCT 

TATTAC CACAAA TTTAGTTATATCAAAACACTTGGTGGTGTCACTAAGTTAATTAAATTA 

TCTATACTTTTTACTGGAAAGGTMTCATTTCCCTGCCTTCATATGTTAACTTAAAATCA 

CTTACA AATG GAAATATAGATTCAGTAGAAAAGACTTCACATGCAATCCTATACAATGCA 

TTCTGGTTTT 

Sequence 5633 

NCCCTTAGCGTGGNCGCGGCCGAGGTACTTTG I I I I I MAI I M I AATG ATTTTCTTTTT 

GTTATTMTATTTTTCTCTGTTCCTTTGTTATTACTTGCATGGTTTGGCGTCAGAAGTCC 

TTACCTCTTTATATTGTTTGCAGGTTTAAATAAAACAGTGTGGTGCCAAAAAAAAAAAAA 

AAAAAGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 5634 

CCCTTAGC GGCCGCCCGGGCAGGTACT I M I I I I I ll I I II II I I IN I I |(JI II I I ICT 
I I I I I I I I I I I I I M I I I I I M I M I I I II I I I I I I AAAAAGCANNA I M ll I I II I I I I 
NNAAAAAA NNAANT TTTTAAN I HUM I GGTNTNCCGGGTNANGGGGNAAAAAAAAAAA 
GNGGNCCATTTTTTNNAAAANNTTAAAAMNCCTTT^^ 
M I M M AAANGGNCCC M M M M M M I 
Sequence 5635 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGATTATACAGACGCATAACTGGAGGTGG 

GATCCACACAGCTCAGAACAGCTGGATCTTGCTCAGTCTCTGCCAGGGGAAGATTCCTTG 

GAGGAGGCCCTGCAGCGACATGGAGGGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCAT 

CTGGATGAGTGCACTTTTCCTTGGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGT 

GCAACAAAGCGTTCCAAGTGGGACAAGATACTGNAGATCCTCAAAGTAAGCCCCTNGTGT 

GACTGGGCTTGCTGGCACCATGGACCCAGAAGAGCAGTATCTTTTATTGAGGATGCCATT 

AAGGTATTTCAAGGAAAAAGTGAGCACACAGAAATCTGCTACTTCCTGCTGACTGATAAT 

GAGGCCTGGAACG 

Sequence 5636 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMATGGTCCTATTTTTGTGAAGAGGGACATAA 

GATAAAATGATGTTATACATCAATATGTATATATGTATTTCTATATAGACTTGGAGAATA 

CTGCCNAAACATTTATGACAAGCTGTATCACTGCCTTCGTTTATA I M M I I I AACTGTG 

ATMTCCCCACAGGCACATTMCTGTTGCACTTTTGMTGTCCAAAAATTTATATTTTAG 

AAATAATAAAAAAGAAAGGATACTTACATGTTCCCAAAACAANTGGTGTGGTGAATGTGT 

TGAGAAAAACCTAACTTGATAGGGTCCNACCAATCCAAAATTGTATTACNAATGCCCCTN 
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GNTCATGTTTTT GGNTTT AAAMCNNGGTAAATTGAAGATCTTTTTTATTTTCAATTAAA 

ATGNATATNATAATTTTTAAAANGCCAAAAAAAAAAAAAAAAAAAAA 

Sequence 5637 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGAGCCGCCCGTTCGCGCTGCCAGC 

AGCTTCCGCCTGCTACGGTCCTGGCAAGCACCTCGGGATCCCATTCCTTCACAGGGACCC 

TAGCCAGTTAAAGCTGATACATTCCTGTGGGTCAACTATGCAACTAACTCAGATT7TGAG 

GAGTCTCTGCATTAGTTGGACAGCTCTTCTGGAATTATCTTCTAAGCCAACTGTGGGTTG 

GGTAGGTGGCTCTGCTGATTTTTCGCTGGACTTCCACATTTGGGACCAGTTGGCTGTCAT 

C 

Sequence 5638 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTAAGCTTTCAGAGCAGAAAAAGAACC 

ATCTGAAAGGAATAGAGGATTTGTAGAAACCATTCCAGGAACAGTGCTTGATCCCAACAA 

CCAGACTGGAGAAACCCATAATTTGTGTGGATATTAGTTTCCTGAGGCCACAAACTTGGT 

GGCTAAAACCAGTAGAAAATTACTTGCTCATACTTGTAGAAGCCAGAAGTCCACAATCAG 

TTTTACTGAGGCAAAATCAATGTGCTAGCAGGGTCTTGCTCCCTCCAGAGGCTCTAAAAG 

ATMTTACTTATTGCCCCTTTGTTTCTAGGAGCTGCTGGTATTCCTTGACATTGGGCCAC 

ATCACTGGAATCTCTGCCTTTATGGCTGCATTACCTCCTCTTCTGGGTGTCAAATCTACC 

TCTCTTTCTTAAAAAGACACTTGTAATTGGATTATAACC 

Sequence 5639 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACCACTAATAAATTGTTTGCCAAATCCTTGTAA 

TMCATCTTAATTTTAGACMTCATGTCACTGTTTTTMTGTTTATTTTTTGTGTGTGTT 

GCGTGTATCATGTATTTATTTGTTGGCAMCTATTGTTTGTTGATTAAAATAGCACTGTT 

CCAGTCAGCCACTACTTTATGACGTCTGAGGCACACCCCTTTCCGAATTTCAAGGACCAA 

GGTGACCCGA CCTG TGTATGAGAGTGCCAAATGGTGTTTGGCTTTTCTTAACATTCCTTT 

TTGTTTGTTTGTTTTGTTTTCC7TCTTAA 

Sequence 5640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTGTTACATTCTGTTCTTAAAT 

CTGAATGCCTTCTCATTTAATTCTGAGGAAATATCACACAGGTGTCTTCATTGACCTTGA - 

ANMATG TATAT ACAGNTGCCTTATAAAACAACATANATTTAGACCATAACTTTTATAGA 

GAMGG GTTTT GTCAAATGTTTTCTGAAAATCTGAGTAATTCAAAGCNTGCCTCTGCCCC 

TTTMTATTTTTMTAACCTGCATTGTTGCTGTCTGCCAAATATTAAATTGAAATCTTCA 

TTTCAATTTTATTATCTGGAAAGGGCACTGGATTGCTCTGCAACCAAAGAAAGCANTATG 

GMTGAAMAACTCATTCACTTTTGTCTTATTTCCTTNTTAAGGTGTATTGGCATGTAAT 

TTGCATAGAGAAGGNCCTCTGGTTAGTCTCTCAAATTGAGGCTGTTTAGGGAAATCCTTA 

TTCAGTTGGTGGCAGGGGGTTGGTTTAAAGTAAAAAGGAATAAGGATC 

Sequence 5641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAGTGATGGGAGGGTTGGACCTTTC 

AGCCCTAATCACTAACCTTTGAGAAGTGAGGCAGGGATGGAGATTAAGCTCTATAAAAAC 

TCTTGAACTAAGAGATTCMCAAGCTTCCAGGTTGATGGATGCATCTAGGTGCTGGGAGG 

GTGGCACACCTNAATTTCACATGGACAGAAAACTCCACTNANGACCCTTCCTGGCCTTGC 
Sequence 5642 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTTTGACTACAGCTGCAGAAGTGTTCCTT 
TAGACAAAGTTGTGACCCAT7TTACTCTGGATAAGGGCAGAAACGGTTCACATTCCATTA 
TTTGGAAAGGT TACCT GCTNNTTAGCTTTCATTATTTTTTGCTACACTCATTTTTATTTG 
GTATTTAAMTGTTTTAGGCAACCTAAGAACAAATGTAAAAAGTTAAAAGATGCCAGGGA 
AAAMTGAAATTNGCTTGGGTATTTCATTTACCTTCATNGTATATTTCAAGGCACCAAGG 
CANTTNAAAACCAAAAAAAACCCCATGGTAATTTTAAAAC I I 1 1 I 1 1 1 1 1 AAGGGAATTT 
TTTTNGCCI I I I 1 1 I GGTGGGAAN I I I I I I I I I I 1 1 1 1 1 I I 
Sequence 5643 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGCAATGAAACCAAATAGTATCATAGACA 
CAACCTCTGTAGCACATTTTAGGTGGCAAACACTGTCACAGAATTTTAACTACCAGATCT 
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GTTTTAGGCCATACA GTTT GCTCTTAGTTTTATCMGAGAATTTTTAAGGCTTGCTGCGA 

CACTGCTATGTGTCCTTTTCAAAATCTGTTCTTTTCATTACTTACTTAGAATAAGATCTC 

TCTAAMTTTTAAATTAATAGCACAGAGAGAGAGACTGGGAAAGCAGCCTTTTTATGTAA 

ATGAAACCTCTTAGGTAGTAAAAAAAACCCCAAAAAGCTGAGAAAGTGATCACACAGTTT 

AAATACAGTCAAGATCTCTGAGCATAAGAAGAGGTCAGAGCCAGCTGATAGTAAACCTTG 

ATCTTCAGCTACCAAATCTCAAAAATGAAACTCCAAATGAGTTTGTTATTGGAGATGGG 
Sequence 5644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAMGGAAGTTGTTCATGGATCAGAAATGT 

GGGAGGCCCTTCCTTGCCCAAGGCAAGTCGCTGTAGATGGTTAAACTGATACCAAGGATA 

GGTAAGGGAAATTCCAAATTCCATTGGAAGATGGCCTTTTACTGACACTGCAGACATGTA 

GATAACAATAGTTTAATGTCCTCTGAAAAGGTAAAAATTCCATAAATCCTTGCAAACAAT 

TTTTAGCMTATTGTTTATT GCTACCACAGCCMGMTGGGTATTTCAAAGCCAGGGTTT 

TTTTT ATTTT GTTTTGTTTTGTTTTG I I 1 1 1 1 1 1 II 1 1 1 I I GGCTACACTTTTTTGGGGG 

GGACCTTTTMTTTGGGAAGAAAATGTTGAGTATACTTTTNTTTCACAACCATTGCAAAA 

CCCAGGTAGCCCTGGGAGTTTTCTTTTTTrCTCATCMTCATTGGTTTTGTTTTTTTT 

GGTTCAAAGACTTTTTCCANTCCATGAAATTAAAAAATNA 

Sequence 5645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTTTCAATCCCTGACCGAGGGACCTTCCA 

GAAGACCATGGGGGCTGGGCGGGCAGTGGCAGAGCAAGTGATATTTAGGTGGTCTTCAGA 

GAATTTGTAGTGAAGGGATACTATGGGCATAGACGGTGAGGCAGGCCGTTCCTGAGATCT 

TCCCAAAACCAAAGGTATTTGAAGAGACACATGTAACACCCTTCATCCTCCAGGGTGATA 

TTCCANAAGGTGATGGTTGGAGTTTTTNGGAGTTCCCAAGCCT 

Sequence 5646 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I II I I 1 1 I 1 1 I I I I 1 1 1 I 1 1 1 I IC TAATCAGA 

ATGGGGGAATAAAACCACAAAGGAATCAGCTAACTGTCCCTGTTGGCCCAGCATCTCAAG 

GATTGTGTTGCAGCAGCTATCCTGAGGTGTGCCCTTCCACATCTGGGCAAGCAAACGTCT 

CTTTATTGGTTGGTGGTTATGTTAAGCATGTTGAACTTGGAACCAGAAGATCTACCAATT 

CTGGACACAGCTCCTTCCCTAAGTAGTCTATGACCTTGGGATAGTCACATAAGACCTTTG 

GATGCCAGTTTCATAAACCAGAGTTTTCAATAACTAATGCCTCACATTTAATGAGGTCCA 

TATGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5647 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 1 II I I I 1 1 1 I I I 1 1 lAGGAATT 

TTACCMTTGCTCAGTAAGAGGTATTTAGATCTCCTACTGAATGGTGAAATTGTTTATTT 

CTCCCTTTATCTGCCMTTTCTGCTTTATGTAtTCTGAAACTTTGTTACTGGATGCACAC 

ACATNTGTGATGAATGATAATAAAATGTCTTTATCGCAGTTMTTCTTTTTGTTTTGAAG 

TC TATTTT ATCTTATATTAATATATGCACTCAAACCTTCTTATACTTAGTGCTTCCGTAA 

TCI 1 1 1 I IMTACATTTACTTA CAACA TGCCTGCATCTTTATATGTTAAATGCATTTCTT 

GCAGAGAGCANATAGTTATGCTTTTCAAAMTTCATTCTGCTTAtYrCTMCTTTAATTG 

GAGMTTTAATCCAATTAAATGTATTCCAAGTATTGATATAATGGGTATTAAGGACTGGT 

TCTTCCTTCTGGGGNTTGGNCCCTTTGNCCCCCCTTTCCTTATTACGTGGATTAAATTGA 
ATATTTCTT 

Sequence 5648 

CCCTTCGAGCGGCCGC CCGGGCAGGTAC I 1 1 I 1 1 I I 1 1 1 1 I 1 1 I I I I 1 1 I 1 1 I I I I A TTT 
I I I I 1 1 I 1 1 1 M 1 1 1 1 1 1 1 I I I I I I I I I NI I I I I I II I I 1 1 I I I I I 1 1 I I II 1 1 INTTTT 
m 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 I 1 1 ANNNTTTTCNCTTTATTNNAAAANANNAAAAAAAATNN 

AGGNGTTATNTTTNAAANNNGANTNGGAAAATANTAAANNNAAAAAAAANTNNNTTAAAA 
ANTTTT 

Sequence 5649 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGGCTACCTGATGGACCATTTAACATTTAT 

AMGGGATTTCATTCMTTGTCATTTTCMTGCATGTTTTCTGTTTGTATAAAAGCTTTC 

CCATGCAAGAGGGCTGATGTTACAACAGTAGATTATTGTGCAACAGTGTATTTTCACCTA 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

472/599 



GTAAAAAAATCTTTTCATGGTTCACTAAGGACAATCCCTTCATGATCTAGAGCCTGAAGG 
TAGGATCTTCTGAGAACATCAGAAAAAGACTATNTCTACCATCCACACTACAGCAAAACT 
TTGGGAGCCCTTGAACCTTGGGGTTCATAATCTCACAATGGG 
Sequence 5650 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACAAACGGCAGAATGAAGGAAATCCT 

GAAAGAGATAAAGAGAGGCCTGTCCAGTCTTTGAAAACATCAAGAGATACTTCACCCTCA 

AGTGGTTCAGCAGTTTCTTCATCAAAGGTGTTAGACAAACCCAGTAGGCTAACTGAAAAG 

GAACTTGCTGAGGCTGCAAGCAAGTGGGCTGCTGAAAAGCTAGAGAAATCAGGTGAAAGT 

AACTTGCCTGAAATTTCTGAGTATGAGGCGGGATCCACAGCACCATTGTTTACTGACCAG 

CCAGAGGAACCTGAGTCAAACACAACACATGGGATAGAATTATTTGAAGATAGTCAGCTA 

ACCACTCGCTCTAAAGCAATAGCATCAAAAACCAAAGAGATTGAACAGGTTTACCCGACA 

AGACTGNGAAACTTTCGGGATGGTGGTGAAAATGCTGATTGAAAAANATCCTTCTTTAGA 

AMGTCTTTCAGGTTGCATTTGAGGCANAATTTACATNNAAATAGGTNAACCGGtGTGTT 

TNAAAAAA CTCMG CNT TTCANT TGCAGAAGTATGGATCCTTTCNCCTCAANAATTTTGG 

GGAAGCCC I I 1 1 1 ANAATTTTTTNTGGTTCANGGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5651 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCCTAGACTCAG 

AAACACAACAGATTTGAGCTAAGACAGCTCTGGTGAAACAGTAATAGAGGGAGGAGGAAC 

ACGAGGTATTCATGTCTGGGCCAGAGCTGCCATCCAGGGCCCCACACCCCACCTTTGGTC 

CAGATGGCCCATTGGCCCAGGTGTCCCTGCTGCCAGAACACCGTGGACTGGGGTAGTCAT 

TGTCAGCTTGTAGGATCTTTGGCCATTCTGTCCACAGAAGTATCAGTTTTACTGTTAACA 

TTTCTGACATTGGAAAAATACATCTGCATTGTCTATCCTTTTAGATGTGTGAGACCTGGA 

AAATGCAGMCMTTACAGTTCTGATTCTCATTTGGATTACTGGTTTTATAGTGGCTTTC 

ATTCCATTGAGCAATAAGGAATTTTTCAAAAACTACTATGGCACCAATGGAGTATGCTTN 

CCTCTTCATTCANAAGATACAGAAAGTATTGGAGCCCAGATTTATTCAGTGGCAATTTTT 

CTTGGTATTAATTTGGCCCGCATTTATCATCATAGTTTTTCCTATGGAACATGTTTtATA 

GTGTTCATCAAAGTGCCATAACAGCACTGAAATACGGAATCAAGTTAAAAAAGAGATGAT 

CCTTGGCCAACCGTTTT 

Sequence 5652 

CCCTTAGCG TGGTCG CGGCCGAGGTACGCGGGGGGCATTTACCTAAAGGCAATGTTAGAG 

TCATCGAMGTTTTTMTCAGGCAAGTGGTATGATCAGTTTTTTGTTTTGTTTTGTTTTT 

TTTGAGACGGAGTCTGGCTATATCGCCAGGCTGGAATGCAATGGCGCGATCTNTCCTCAC 

TGCAACCTCCGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCACCTCGAGTAGCTGGG 

ACTACAGGCGCGCGCCACCACGCCCAGATGAGAAAACTGAGGCACAGAGAGGTGAAATAA 
Sequence 5653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGAGTGTGAAGTAGCCTCTGGTGTC 

ATTTGGATTTGCATTTCTCTGATGAGTGATGCTATCAAGCACCTTTGTGGTGCTGTTGGC 

CATATGTGT ATGTT CCCTGGAGAAGTGTCTGTGCTGAGCCTTGGCCCACTTTTTAATTAG 

GCGTTTGTCTTTTTATTACTGAGTTGTMGAGTTCTTTATATATTCTGGATTCTAGACCC 

TTATCAGATCATGGTTTGCAAATATTNTCTCCCATTCTGTGGGTTGTGNTTTCACTTTAT 

CGATAATGTCCTTAGACATATMTANATTTGTATTTTAAAAAGTGACTTGATTTGGCTGT 

GCAAGGTGGGCTCACGCTTTGTAATCCCAGCACTTTGGGAGACTGAGGTGGNTGGAACAT 

ATGAGGAGGGTAGGAGTTCGAGGTCAGCCTGGCCAGCATANTGAAAACTTGTCTCTACTT 

AAAAATANANAAANTAGTCAGGCATGGTGGNGCACCGACTGGTAAAACCANCTTCTCAGG 

AGGCTNANGCACGAGGAATCACTTGAACCCCATGANGAGGGGGGTTGCATAGAGCTTGAN 

ANTAATGCCAGGGCNANAAGNANGGAGANTTTGGTTTAAA 

Sequence 5654 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACGCG 
GGTAAGGAGAAGGATGTTGACGACTGTTGGTTCTATTTTACGTATTCAGTGAATGGGAGC 
AACGAGGTCATGGTTCATGTTGTGGAGAATCCAGAGTGTCCCACTGGTCCAGACATCATT 
CCAATTGTAGCTGGTGTGGTTGCTGGAATTGTTCTTATTGGCCTTGCATTACTGCTGATA 
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TGGMGCTTTTAATGATMTTCATGACAGAAGGGAGTTTGCTAAA7TTGAAAAGGAGAAA 

ATGAATACCAAATGGGACACGAGATGGTCACATAACATTGTGAATGTAATTAATGCCACT 

GAAACAAAGTGGCTTTAATTGCAAAAAAGAAAATGAAAAGGCAGGACATAGTGGG 
Sequence 5655 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTATGTGTGCCTA 1 11111)11) I GGT 

AACNANAAGTTTCCTGTGGCTCTTTTCACTCTCTAAAAGGCCAGGACCTGCTTCCTCTGA 

ATCTGCCTGGATTCACTCCANTTGTTGGNANGGAGAAATTAAGTTCCAAGTGTAAGANAC 

ATANGCACTGAAAACTAAATAATAGNTCTTGNAACTATTTGNI I I 1 1 1 1 I I I GGTANNAN 

ATAAGTGAAGTTCATTTGGTT 

Sequence 5656 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGAGTTGCTTTGCAAACAAGCCAGGTAGAT 

AAGACATAATGAACAGGCTTCTGGGAATGGTATAGCTGTCGTTGGTCCTAAAACATGA 
Sequence 5657 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAGGGAAAACTTTTGGTGGACTTATGGTCA 

TTTCTCAMCCATTATGTCATTCTTACACTAATCAATAAGAAAAATAAGCTAATTTTTGA 

AAACAGTAACTAGAAAGACTGTTGCAAAATATTTAAAGATTCTAGTCCACTCAAATTTGT 

CAAATAAAATCAGAACCATTTTAAATGAAAAGATCCTGGTTCCTCTGAACATTATATAAT 

GCCG GCAAG GCACGGTAGCTCATGCCTGTAATCTCAGCACTCTGGGAGGCTGAGGTTGGA 

AGATCTTTTGAGACCAGCCTAGCAACATAGCAAGGATCTCATTTATGCCAAAAAAAAAAA 

AAAAAAAAAAAGTCCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5658 

CCCTTTCGAGCGGCCGCCNGGCAGGTACANAAAGAATACTCTTACTTCAACATANCGGTT 

AATCTCTGCAAAAGGAGACTANNNANNAGATGTAGGAGTTTTATCTGGATCCATAATATT 

MTNTrTATTAACAAACAATnTGGAGCAAATAAGATAAAACGTTAACATATCTNAAATCT 

ATGACACAGTTCTCAATGTATCCGAGAAATTCTGG 

Sequence 5659 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTCTTTAGGAGAGGGTGGTGGTGGCGGC 

CAGTAAAGGGACTGTTTGAAATCCACAGACACCTTTCTCCAGACTGAAAACCTGGGGACC 

AGAGTGAGAGTCTGGAGAAACTGAGGTATCCTAGGTCCAAGAAATGAAGCGTAAAATAAT 

AGCAACAGTAAT TGCT GTGAAATGTATGCTTGTGAGAAGGAATGAAGCACTTACTGGTTC 

AAGTGATGNNCCTTTTACTGGAACTCACTCTAACTGNGGTTNACTGAGCCTTTGGACTTN 

TTAAAAGGGAGGTGNtTGCCCATGAANCTTCCCTCTTTTAAAAAAAAAAAATG 

Sequence 5660 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGCCACCCTTACCCCCATCCCAGTGAA 

TATTTGCAATTCCTAAAGACGTGTTTTGATTGTCACACCTGGGTGGGGAACGTGCTACTG 

GCATCTAATGCATAGAGGGCAGTAATGCTGCTAAACATCTTTCAACGCACAGGACAGAGC 

CCCACAAAAGAGAATTATCTAGCCCCAAATGTCCATAACACTGCTGTTGAGAAAACCTAC 

CGCAGGATCTTACTGGGCTTCATAGGTAAGCTTGCC7TTGTTCTGGCTTCTGTAGATATA 

TAAAATAAAGACACTGCCCAGTCCCTCCCTCAACGTCCCGAGCCAGGGCTCAAGGCAATT 

CCAATAACAGTAGAATGAACACTAAATATTGATTTCAAAATCTCAGCAACTAGAAGAATG 

ACCAACCATCCTGGTTGGCCTGGGACTGTCCTAGTTTTAGCATTGAAAGTTTCAGGTTCC 

AGGAAAGCCCTCAGGCCTGGGCTGCTGGTCACCCTAGCAGCTGAGGGACTCTTCAATACA 

GAAATTAGTCTTGTGCACTGG AGATG AATATTCCTTTAATTTGTAACATGTGAAAACATC 

TATAMCATCTACTGAAGCCTGTTTTTGTTGCACCGACATTTTCATTGGAGTACCCTGC 
Sequence 5661 

CCCTTAGCGTGGT CGCG GCCGAGGTACCAATAATAGAGCTAAATACAATGACATTTGCTT 

TTAAMGGTGGATATTTTATTTCTGCTTTTTGAMATCTTATTTAGTATTGACTTGGAAG 

CCAATTTGGTCCTTTAATAAGTAAAGAAAATAATATGTTTAAAAATGTAAATGTTTTACA 

MTTTGAAACTTTCATMTTGTATTAATCAGAAAACAAGCACATTGCCATTCTTTGAAAC 

TCATGTTTCTAGACATGACAGCAGTAATAAAAGGATGAAAACAAGGTGTCTTCACTAAGC 

CGTATGGCCAATAAATGGGACCCAAA 
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Sequence 5662 

CCCTTrCGAGCGGCCGCCCGGGCAGGTACTTTAGTGGTMCMTTATTTGCTAATAATCC 

AGAACCTACAAATAACAGAAGGAAACAGCACACTCTTAAATAAATAATGGGACAAGGAAG 

AAACTACAAAGTCAATTAGAAAATACTTTAAGATTATGTAGAATGAGGGCCCAACACACG 

MAATGTATTGAATGCAGTGAMTGGTGCATAMGGGAAATTTATTATTTAMTGTTTGT 

ATCTAAAAAGAAGTAAGGGCTCATATAAATAAACCCAATCTTCCACATACAATTCTGGAA 

AAAGAAGAGCAACTAAACCTAAAGTGAGCAGAAGGAAAGAACTAATAAAATGTTAAGTGA 

AAAATAAAGGAGAGAATACAAAAACAATAGGTAGAATAAACAAATCTAAAAGTTGGTACA 

TGTTCCAAGGCAGGTGACTGTGAACTTNCTCTGAGTGAAGGCATCCCCTCCACACCTTTC 

AGCC TGCTAGTT AGGAGGACCCGGCCGCCACCCTCCAGGACCTCCAGCCCTTGCACTGNC 

TTTCCI I I I I I i I AAATAATTCTTCATTGAGTTCTAATATGTAAAAAAAAAAAAAAGGAA 

A 

Sequence 5663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCCATTGTAAGTCCCAAAGTATTATAT 

ATTTGATAATMTGCTMTCATMTTGGAAAGTAACATTCTATATGTAAATGTAAAATTT 

ATTTGCCMCTGAATATAGGCAATGATAGTGTGTCACTATAGGGAACACAGATTTTTGAG 

ATCTTGTCCTCTGGAAGCTGGTAACAATTAAAAACAATCTTAAGGCAGGGTGCAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAAGCCCAGGTGGGCTGATCACTGGAGGCCAGGAA 

TTGGGGACCAGCCTGGCCAACACAACAAAACCCCATCTGTTAAAAAAACAAAACAAAACC 

MAAAAMCMGTAACCTTGGTGGATGTCTACTCAAGTTTTCTGNACTTTNNTNNTNNNT 

TTlvnTTNNNTTTTGACTCTAAAGGGGGTANAGGGGGTGCTATAGGGTAAATACNGGCCCT 

ATTTCAAAAA I I I I IAG 

Sequence 5664 

GAT ATCTGC AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTAACTG 

TATATTTTTGAGGAACTGCCAAACTATTTTCCCACGTCCATGCACCATTTCACATTCCCA 

CCAGTAAGTMGAGGGTTCCAATTTCTGCGCATTCTTGCCAACACTAGTTATTATCTGAC 

TTTCTGGTTATMTCATTCTAATGAGTGTGMGTAGCCTCTGGTGTCATTTGGATTTGCA 

TTTCTCTGATGAGTGATGCTATCMGCACCTTTGCTGGTGCTGNTGGGCCATATGTGTAT 

G TTCC CTGGAAGAAGTGTCTGTGCTGAACCCTTGGCCCACI I I I I I AATTAGGCGTTTGT 

CTTTTATTACTGAGTNGTAAGAAGTCTTTATATATTCTGGATTCTAGACCCTTATCANGA 

ACATGGTTTGGCAAMTATTTTCTCCCATTCTGGTGGGGTTGGTGGTTTTCACTTTATCG 

ATMTGGTCCTTAGACATATAATAMTTTGTATTTTAAMGTGACTTGGATTTGGCTGGT 

GCAANGGGGGNTCACCNTTGGTAATCCCAGCACTTTGGGGAGAACTGAGGNGGGGTGGGA 

TCATANTGAAGGAGGGCTANGGAGTTTCGAAGNGCAAGCCNTGGNCCAGCCATAGCNNAA 

AMC TTGNCTTTTACTNAAAAATNCAAAAAATTTANNCCAGGGCATTGGNGGNGCNCCGT 

TTTTMNACCNNCTTTTNNNGGANGGCTNGAAGCCCCAAGGANCNCTTGAACCCAAAAGG 

AGGGNGNTCCANTAATTTTAAANNTGCNAGGGCAACAAATNNAACTTTGNTNAAAAAAAA 

AAAAAAAA 

Sequence 5665 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACCTCTCACGGCCAACTTAAATCCTTGCTC 

CTCMCATAMTTTCTGACTATCTGATAACATTATATTTGACCGAAAGTGTT AAAAAAAA 

TAAACAAATAATTGAAGGTTGCTGAAAAACAGATGTGTGATCTTATAACTATGTGTAGTT 

CAAATAAGTTAATAACTTCAACCMTTTTTTTAATAAAAAGATACCCCCAAMGGGAAAA 

CCGATAAGAAACAGATTTTCAMGTGTTCTGCTAACATGTATGTTTAGTGTCCAATGGCT 

TAMTTTACTCATTTCAGAAAACGTTTACMTGMAGTATTTTATMTTTGCTTCTAATG 

CTTTCTAAGCGTGCCTTGTTGTTTCATTACTGTCTGCTTTTAMGMTAAATTCTMCTT 

AAACTTATCTGAAAACAATGTTGTTAGCTCTCTGCTCTAAGCTAATGCTTCACATATAGA 

CATGAGTCAAAAGCGGACTGGTTTTCCTAAGATTACCTCCTAGAAAAAAAACCCCTTACA 

AATTCATGATTTCCCCTCTCCTTACGATGAGTTGTGTAAGGTGACAGCAACTGGTAACCA 

CTGTTTGMCCTTTGGGTGGCCTATTTAAAAGAATGGAAAAAAATTGGGGGAAGAAAGAT 

TCMGATTTGCCTTGCATTACAAGGGGCCAGCTGCTCAATGCTGTGTCGGGACCTTAA 
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Sequence 5666 

GATATCTG CAGAATTCGCCCTTTGCGTGGTCGCGGCCGAGGTA CI I 1 1 I II 1 1 1 1 1 1 1 1 1 

" AACCCTAAGAAAAAGTAGATCTTTTACATGGCTTGGCTCACAATTTAAGTG 

GTTAAATATATATACATATGATATAGTGGTATAAATAGATTTATAAATATACATCATTTT 

TTGCTACACTTTGAACACCAACATGTAATCTTTGGGCTTAGCAGAATAAAAGATAGAATA 

ACACAAAGTNTATCTTGCTGGAGCACATTNACTCGGTTTCTCCTTTAGAGAAGCAAATCA 

TTAGATA AGAC ATCATTTCCTGCACTACTGGGACACACTCAATGAGGGTAACTGTTGGTT 

GAACAACTTTTGCAATGCCCTTTCATCTTCCATTAAATNAACCATAAAANGTAAAAACAC 

AAAATACTGAGGAAAATNTGAGTTTTACAGAAAAAATACAATTGA 

Sequence 5667 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I 1 1 II I 1 1 1 I I 1 1 1 1 1 I I I I 1 1 1 1 I C 

TGTAAAATAGGAGATAGAAGACTAMCACTAGGATTTTATGCTTTTTGAAAATGAAAACG 

TAGCATGAGAAATATTGCCTGATATAGGAAAAAGAGTGCAGGGCTTAAAGTCTANATTCA 

MGAGCTCTGCGGTCTTAANAMGTCACTTTACCTCTCTGAGCTTCACATTTCTAATCAA 

TAAAGTGATGCTGTGAGGCCAGCTGCTCTCCAATTTCCCTTGCAGCTTANAAAGCCTAAG 

ATGTCTACTCTAGCTAAAAAATAAACCAACCTTATAAAGAATTTAAAACAGATAAAAATT 

GTCTGGTATATCAGCTAGTGTTGGTGAATTTTCCTGTTAATTTG 

Sequence 5668 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCACTGATTATGCCAATACAACAAAGATAA 

CCACATGTTTGAGGATTGCAATGTGCCAGACATTCACTGAAAAAAAAAAAAAAACACACA 

ACTAAACAAAATCCACACAACAAACATCTGAGAATCTGGACACTTCACATCAGTGTTTTG 

AAGTGTTTCATTAATATCTTAAGACAAGTGTATCAAAACCTTGGCACCCGCCATCTGGTT 

AGMGAGTGGGCATAACTCTTMTTMGMTTTAGCAGAAGACATTTCTAGATTTTGAAT 

AACTTTCCTCTGC 

Sequence 5669 

CCCTTAGCG TGGTCGCGGCCGAGGTAC I I I 1 1 1 1 I I I I I 1 1 1 I I I 1 1 I I 1 1 NGGCTTGGT 

TTTTTGTTTTGANATGGAGTCTCACTCTATTCCCAGGCTGGAGTGCAGTGGCTTGATCTG 

GGGTCC CTGCA ACCTNTGCCTCCCAGGTTCAAGCAATTNTCCTGCCTTANCCTCCTGCAC 

ATGTTGGTTTTAATAACAATAAAAAAACCCACTTGGGCGTAGCCATAATCCAGCGTTACT 

AAAGGAACTAATTCTACCCANAGTTAAAGTATCTCGCCTTTTGGCTATTAATGTC 

Sequence 5670 

CCCtTAGCGTGGTCGCGGCCGAGGTACGCTCATCTAACATGATTTGAGAAATTCATAACC 

AGGCACTCAAATATCCTTGTAGCCTACGAMAGTGAGTAGGGTAATMTTTTTGCTTTGT 

AGGGAGAACTACAAATTGATATCTTTTAATCTGGCCATTTTTTAACATTTAGCTCAATAT 

TMCAGAGAAATGTAGTCAGTATTTAGTAAMTMATGTATTTTTAAAATATTTTTAGGA 

AGCTGCAGAATGGCGA CTGAG TGCTTCTTGATAAGTCTGCAGTGTTAGTTCTATATAGGC 

TCCCTTCTGTGCTTCTGTTTTTGCMAGACCTGTTTAAATTAAAAAGAAAATTTTAAAAC 

AATAGGACATATGCTATTTATAAAGTTTTrCAGTTTTAAGACATCATTAGCATTTCTGTA 

GTAGCAAAGAGTCCTACTTAAAMGGGCTTTCAGATTTCACAATTTTTCCCCGATTATAC 
AATAAT 

Sequence 5671 

CCCTTTCGAGCGGCC GCCG GGCAGGTACCCAGCAGGTGCTGGNNNNGGGAAGAGACACAG 

AAGCCTAAACCTACTGTTTTCTGCACCCGGNGGCTAAAAACCTGAGCCAGAGAGATCCTA 

AAAT TGGG TCACAAANAAAGAGGGGGCATTACCTGTGGAGAAATANGTCACTTATTGGAT 

CCACTTTTCACCTTCTTCAGGAAAACGGGGMTGTMGGAMTTAGCTATCTTTTTTGTC 

TTTGCCTGTAAGMCMMGACTGAAMATATTTAATCTTTTTGCAAAATCTTCTCTTAA 

NTTCTGTGTTATATCCCGTATTGGNTACTTIvrrGCACTGGTTATTTGTGGGATCATTTCAA 

ATTA ACCAMTT AATTG AGNTAAATAGGTAAATCAAAAATATNATTAAATNAAANTAAGG 

TTrTMGTCTNTATTTTTGTNTGGCNTGTNATATACCCCCAAAAATTCTTTTAAACCTAA 

TGGCNAGAATAAATGACCAACCTTNCATAGTNGAGAGAGTTCCCCTNTCTGCTTCATTAC 
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Sequence 5672 

CCCTTTCGAGCGG CCGCCCGGGCAGGTA C I 1 1 1 1 1 I I I I 1 1 I 1 1 1 1 I 1 1 1 1 1 I CCTTTTT 
1 1 1 1 1 1 I I 1 1 I I I I I 1 1 I 1 I 1 1 1 1 | 1 1 | | 1 1 | | | | 1 1 NTNNNGTN I I 1 1 1 I 1 1 1 1 I I I I I 

I l 1 1 NNCCCCCCGGGGCCNNGGNCCCTTTTTTTNGAAAAAAAAANNNNNNTNCC 

NGGGGNAMNNNCTTTTTTTAANTTCNAAAANNNAACCCCCNAANNGGGGGGGGGNAANC 

CCCCCNNCNTTCCANGGGGGAAGGGGGCC 

Sequence 5673 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTTCACAGTTCCTTATTTGAAATCATTGGGG 

CTATATATGTATTTAGGAATATGGTTTCTTGTTTTGGTTTTTTMTTTTAGAAATGTTAG 

GCCAGGCACAGTGGCTCACGCCTGTAATCCCAGCACTCTGGGGGGTCGAGGCGGGCAGAT 

TGCTTGAGCCCGGGAGTTCGAGACCAACCTGGGCAGCATGGAGAAATGCTGTTTCTACCA 

AAAATAGAAAACTTAGCCAGCATGGTGGTGTGTGCCTATAGTCCCAGCTACTTGGGAGGC 

TGAGGTGGCAGGATCACCTGAGCCAGGGATGCTGAGGTTGAGTGAGCTGAGATTGCACCA 

CACCACTGCACTCTAGCAGCCTGGGTCACATACCAAAACCAGGTCTCAAAAAACAAAACA 

MAAAMGAAATGTGATGGGCACAMTATTTTATATTTCATTCTACTTCTCAAGGCTATT 

TCAAACT CTAC AATCAGATCATTAATATTTCTTTAGTGACATGTATTGAACCATGCCTGG 

TNAGMGTTTTAAGACTGTAAAATGGCTTTTCATTCAGGGTTTGGTGGCATTTTGMTTT 

TAATGCAAAAAAATTT 

Sequence 5674 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCGTTGAGTTCATGATGCTCTCCGGCCCATT 

CTTCANATGCAAGCTGCCAGGGCCGGGTCTGAAGAGGGCCTCTGCGTTGGTGTTGATGGT 

TGTGGTGAGCTGCTTGGCGTCATCGGGCACCGTCTTTGCCACCATCACAAACCGGTCCAG 

ATCGTCACACTTGTTCTGGGGCTTGTTGATGGCCAAGATATTCAGGGACCAGCTGCACTC 

ATTTAAGTCATGGCTGGTTTGACTCANGAtCTGGTGGGAGTCTTCGACTCGTTGCAGCTC 

CCGCTTCATCTTGTTGTGGAGGATGAATTCCNGGANGCAGGCAGNATTTGCAACAGCTTC 

CTTGACAAAATGNAGGTACNCCGGGAGGGAACGAGAGCGGGAAAGAGAGANAGAGAGAGA 

ACGANAGCGAGAACCAGMCGGGAGCNAGAGAGAGCGAGAGAGGGAACCGGAGCCAGAAA 

ATAGAAAAAGACAAAAAACNGGACCCGAGAAGAAGATGAAGAANATGCATACCAACGAAG 

AAAACTTGAAAGAAAACTNNTAGAGAAAAAAAGCTTCTTATCAAAACCNCCTTAAGAATT 

GGGAAAATAGAGAACGAAAGAAAAACCC 

Sequence 5675 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTAGAACTGGAAAATAAAGCTAAATACCCCCC 

TCCCCCCATGCAACTATTTAGACTTTCAGATGTGTTTCTAAGAGAATGAACCTAACTTTA 

AAAAATCTGTTACTCACCACAGCAAAGACAAAGTCTAGATACTTAATGGTGCTGCTATTG 

AGTCTAAGTAGAGCAGTGTGAGAACGGCAGCTGCCTGTGGAGTGAGTTGTATTGGGGTTG 

ATGTTAATAACTGAAGCAACCTTATCCTGAGTGATGTTCAGCTGCAGCCCCATGGTAGCC 

AGCAGACMGTATCATTGCCATTATTAACTGAATAGGTTCCAGCTTCTGGTTTTTCCTTT 

GGAGTAGGTGTTGTAGTAGGAGATGGCACAGTGGTGTGTATGGTGGGTGCCACTGTTGAA 

GTriTGTCmATCACACAGGAACTCATTTGTGCTCACTGTGCCATTTTGGACAAAAGCT 

TGTACTCTTCAATCAACAAGACCTGATGCAAAAAAAACAGAAAAGGGGAAGATGTGAGGG 

ATCAGTCAGAGTGGTGGGCTCAAGAGTGGACTTAATGAGGGCTGNCTCAAGGTTCTGTAA 

TAAATAAACAGAGTANGCAGCAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGCCGGCC 
G 

Sequence 5676 

CCCTTTCGAGCG GCCG CCCGGGCAGGTACATCTCCCCATTAATTCAGGTCATCTTTTGTA 

TCCTTTAATGCAATTTTGTGTGTGTGTG I 1 1 I I 1 1 1 1 1 1 I GATGGACTTTNGCCCTGTCA 

CCCAGGCTGGAGTGTAATGGCACGATCTCAGCTCACTGCAACCTCCACCTCCCAGGTTCA 

AGCGAT TCTTCT GT CTCAG CCTCCTGAGTAGCTGANATTACAGACGTGTGTCACCAGACC 

CAGCTMTTTTTGTATTTTTAGTANAGATGGGGTTTCGCCATGTTAGCCTGGCTGGTCTC 

GGACTCCTGACCTNTGGTGATCCGCCCCCCTCGGCCTCCCAGAGTGCTGGGGTTACAGGC 

ATGAGCTACCGCACCTAGCTAGACCTTATGTTTTGAACCAAGTANGGGAACGAGCATAAN 
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CTTTGTGGCCAGGCAGAGGTGGGCCCTGCCCAGGCAAATGACCTCACTTCTCAACTNCCT 

TNATCCCATCTTCAGNATGGGAGGAGGATAAAACCCTCCTGGGGTTTTATAAACCGGGGG 

TGGGCANCTTGGAAAAAAAAATNAGATGATCCGTGGAGTTTGCCTAACNTCGCATAAGGN 

CTATTTAAATGGTAGCTGCTAGCCGAAAATGCCAAAATTTTTT 

Sequence 5677 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGGCATTTTGCTCAAAACTGAGCTTATATT 

TGGACATTGTATCTTCATCATAATCCTGTGGTAATGCTATTATCGTAAGTAACAGGTAAG 

AAA CCTG AAGAGGAGGGGATAGCAAATCATGTATTTGGACATATTTCC AI 1 1 1 1 1 1 1 1 1 1 

TG GTTTT GTGATGCTAGAAGAATGACCAGAATGAGTCATAGGAAGAGTATCATTCCTGTA 

GTATTTTGCAGGACAGAGGTGTGACCTCCTAGAGTCCTCGGCCGCGACCACGCTAAGG 
Sequence 5678 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTTGCCAACCCTTGCAAA 

GAGGACTCTGAAGAANACGACAAGCCTTGTTCCGGTCACACCCGGAAGCTGACTGGTTCA 

CCGCATTGGCCTMNNNIsnTNNGAAMCCTCATTCGCGGNMTMTTTTTCCTTAAAATT 

TGGACTTGTACCTTGCCCGGGCGGCCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnn nhfTGGATCCCGAGCTCGGTNCCAAAGCTTGGCGTTAATNATGGTCATAGCTTN 

I 1 1 1 1 I CTNTGTGAAANTTTGTTTATTCCCGGCTTCACA 

Sequence 5679 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTCTGTCCCCAGAAAGTCACACATCCTTT 

AGTGGAGAGGCCAGGTTAGTCTCATAAAAAGGCCTGCTATAGCTGTGTAATAAAAGGTGA 

AATTTAAAGGCATAAATCCAAGACAAGAACAAACAATGCCTGCAATCTTCGCAGACTGCC 

CTGTGAAGGCTCAGAGTGAGTCAAGAGTCCCCGCGTACTGATTTCCTGACAAATGATCTT 

CTCCAGCTTCTGATCGCCATCCTTGAACAGGGCAAAGGTGGCC 

Sequence 5680 

CCCTTTC GAGCG GCCGCCGGGCAGGTACMTATTCTTTCCCTTACATATTCTTTTTAAAT 

ATAAGATA I 1 1 I I ATTGAAATGGGTGATTATGACAAAGGCCTTAGGAGAGCTCGGTCCAG 

GGGAGCMTAGAGMGMCTCAGAGAAAMGACAGGCTTTGTTTTCCCAAACATTTTCCT 

TATATCCCTG GCTTG CTCTTTCCCCTGTGAGCACCCTGGAGCTCCAGCCCTCCGTCACCT 

TCTTTCTCCCATTTTGCCTGTGACTTAGGAATGAACGTGATGGTTAAGCTACCTTCATTA 

AGCAGCATGACCGCTTCCTGAGCTCCTGCTGCCGCATTTAGGCCCTGTCAGCTGTGAGGC 

CACTGGTGCTGAGTCAGAGGGAAAAGCTCA 

Sequence 5661 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCCCTCACTGGGAGCTTCCCCATCCTCC 

CTGCCTTCCCCAGTGGGAAGTTAGGGAAGCTCAGGAGCCTGGGACCCCGCATGTCCCAAA 

ATGGGATTGGAGAAGCTGGAGAGAAAGCAGAAGAGGCCGAGGAGTGAGGCAGCAGCCTCT 

ATGCTTGATTTCCACACCGGGTCCGTGCAGAGGAAACAGAAACTCCCAACTGTCCTTACC 

CACCGACA TCACA GCCCCTATGAAGAAAGTAGCCACAATCTCAAATAACAAANGGGAATG 

TTCTAAAAC I I I I ICTTCCTTAAAAAATGGAGAAAATTGCACTTGTGCTTGCTGTGTGGG 

TATATAAACCAG GATTAGGTC CCAGGGTCGTGAGGTTTCTGGTGAAAAGGGTTAAAATCG 

TAGAAGCTAGTN I 1 1 1 1 1 1 1 1 ATATTTNTGTAAACAAATTGGCTTnrmCATGGGGGGA 

GGCGGGGG 

Sequence 5682 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I I I II I I I I I I 1 1 1 1 1 I G I I 1 1 1 1 I 1 1 1 1 I 
i m 1 1 1 i ) i [ 1 1 I I 1 1 I I I ITTNI I 1 1 I I I 1 1 1 1 I I I I I I I I 1 1 1 1 1 I I INAAAAAAAAT 
TNTTTAANAAAATTT TNAAA AAMNNNCTTTTTTNAAAAAMNTNTTTTTNTNAANNNNN 
GNAM TNGNTTTN NNTTTTCCCCCCCCAAAMAMAMNTNCNAATTTTTTTANCCCCCN 
NNACNTI I I I | | ICCCCNNAAAAAANANNCCGGGGGGGNCTTTTTTTTNNAAANAAANAA 
AATNTNTNTTCCAAAANANNANTCTNGNAAANNCNCGCNAAAAAAANAAAAAAAAANAAT 
TTTNCCCATAAAAANGNNNGNTTTNGGNGGGGGGGGTNTAA I II I I I I 1 1 1 I CTNNCAAA 
NAMNCNCNCTTTNNNAAAAMANAAAATMAANNCCTTTTmCANANCAAAAANTTTT 
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Sequence 5683 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATACATTTGTAGGATAGAGTGCTAGAAGT 

GAAACTGCTGAGTCAAGACGTGCATTTTAGATTATGATAGATTCACCACATTGCTCTTTT 

CTGMGTCGTTAAGAATTTACACTCCCATCAAAAAAGTATGAGTCTTGCTTAGAGTAGGA 

TGTCAAGTGCTGACTGATCAATGTGGAAAATGAACTAGAATAAAAAAAATACAAATTTTG 

CAACCATCACAGTAAACATTAGTCCAGGCAAGCACCGTCAATGGATATTTGATCTAAGGG 

GAGAGACTTCAGTCAGTAGGATATTTTTATGGTCTTAAAGTGTATCCCAAGATTGCTTAA 

ATACAAAGGGAAAAAAACAGTAACCATATGGTAATAAGACAAAATCTTCATGGATTGATC 

AAAATAATATCGCCATTGAAAGACAGACAGTGTACATGTGGTTAGCAGGAGTTTAGGATG 

AGMGAMTTTAGTGGACCCGAGAAATAGTCTAAATATCMGTTTTAATTTGTGAAAGAA 

AAATAAAAA 

Sequence 5684 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATAAAATAATACATATGAAGCCACAATATT 

CMTT ACAGTTCAAACTANAAATTACTMCTACATGTAGCTGCTTCATrTTTCGTTTTGC 

ATTT TGGCCCCTAATTTCATTATTTTACAACTGGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAAACTTTGTATGTTTTGTGGAGGGTGCACAATTTCTTCTAATTTATCTTCM 

TTNAAMTTTMTTTGTTTTTAATCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

AAACAATTTTATTCTTT 

Sequence 5685 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTAATATTACCGTTGGTTCAAAAGTAA 

TTGTGGGTTTTGCCATTACTTTTMTTGGCATTTMTGGCATTTG 

GGTGT TTMT ATTGGCA ATAT CTTMTTGGCATTAATATTACATTGGTGCAAAAGTAATT 

GTGGGTTTTGCCATTACTTTTMTGCCATTGCGGGTCTTGCCATTACTTTTAATTGG 

TTAATGGCATTTGCTAGTACGCGGGGAGAAAAGCTNTATAAGTTCAAGGGCTGTAAAATA 

TGAACTACTTANGGTCGTTTGCCTNTCATGGGAACTTGGCTAGACT 

Sequence 5686 

CCCTTAG CGTG GTCGCGGCCGAGGTACTTT A I I I 1 I I 1 I I 1 1 1 I I I I I I I I 1 1 I 1 1 NAAC 
TGGGTTATTTTATTTATTTTTGANACAGTGTCTC^ 

GGCATAATCACAGCTNACTGCAGCCCCGACCTCCCAGGCTCAAGCGATCCTCCCACCTNA 

NTC TCTTGA GTANCTGGGACTTCAGGTGTGCACCMCATGCCTGGCTAATTTTTGTATTT 

TTTGTTTTTGNANANATGGGGTTTCACCATGCTACCCAGGCTGGTCTCAAACTCCTGGGC 

TCAAAGCAATNTACCTGNCTCGGCCTCCCAAAGNGCTAGGATTATAGGCTTGAGCCACCG 

TGCCCGGCCCAAAATGG MATT TTTAGGAAGTTAGGTTTTGCTTGTGAAAGTGATCATAC 

GCTGTCCTACCACTATCATTTTACTGTGGGTGCAGGAAAAGNANAAATAAGGATTTNCTC 

CTTAATANATMCCCTTGGNGTTATTTGACTTTAAAATGAAANNTTANNCTTAAAAAACC 

TTTAAAAA TCACA GGCTTGCTAAMTATTMTTAACCAAATGCCNCTCCNNGCTCTNTTT 

AAAATANATTTTTCAAAAATGTAA 

Sequence 5687 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNNA I I 1 1 I I I I I NGGATTTNTTT7TACTTC 

CGGTANCACATTGACACAGGGGATCTTGTTATGGTATTGCTGNCAAAAATTAAAAATGTG 

AAGGTTGAAAATACTATAGGTGTAATGCCCAAGTTTACATAAAATACCAGTGAAGTTCCT 

ATTGATAGTGMTCTTGGGTCTGTCTTCTAATTCAAGGAAGGCAACCAATTAAAACTTCA 

TTTACTTTGCCAAAAAGGTAACACAGAATCACTTCAAAAACATAAGATTCTTGGCACAGG 

TAAMGMTATGATGATCTAAMTTCATTTCTAAATTTTTGCTTCTAGCCCCTGGCCTAC 

CAGCTCAAGGTTGTTCCCAACAACATMACTAMGTGTCTTTGGTCATTTATTTATTGGG 
TGGG 

Sequence 5688 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCATGCTAGACATTGAGATGTTATAAATTAA 
CTGTAMTATTATTGAGATTGTCAATATTTCTGGGAAAAAAATGTATTGGGATAATGCTG 
CATATCATATTCTGTCAGAAAAGATCTATACTTAAAGGCAAAGATTGGGGGATGTTAGTT 
TTCCTAAGTAGGGAGGGTAGAATTGGGAAGGGGTAGTAAAATGATAGGTTGCTCTTTACA 
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TAAATAAAAAGG I I I I 1 I ATTTAAAAAAAMMAAAGTCTTTTCTCTCTGATTTAGGCTT 

GACCAAAGCTAACGCCAGACTTCTATGCTAAAAGCAATATGAGGTATATGTTAATTAGTT 

TGAGCATCATAACATCAATAAACAATTAATATTCTGTAACCCAATTAAGCCTCTGCTTCC 

TCTMGTTAAAGAGAGGTCACAGAGGGAAAAAMTAATTTTATTAAAATCTAATATACTA 

ATCNGAAGGGATGGGGAAAACAAAAGTCCCTGCCCGGGCGGCCCGCTCGAAAGGGCG 

Sequence 5689 

C AGAATT CGCCCTNNCGAGCGGCCGCCCGGGCAGGTACTGANATCAAGGAGGAGGTTAAG 

ACTTTTTATTTATACCACTTTGTAMTTATTATTTCTGAGTATGGGCTNAAACTAAACTC 

CAGCTGGAGTCTATCTCTATAGTTCCAAGCCTCCCGGMTGMACTTTTTAAATATTATC 

TTGGCTGGGGTGCTGTGAGGAGTAACTAAGACAGTGCCTCTGGGTGACACACAGGCTTTA 

ACTGCAACCTCAAAAA TTCCA TTACTCCCATGGCGATGAGCCGGAGGGGAGAATTACCAA 

CTGCTATTTATGGCTTCTTTTAMTAGTTTATTTCAATCACAAAAG^^ 

AAGGCAGGGGANGAAGGAGAAAANAATGAATTAAAGAAAAGATCACACACTCTAAAAAAG 

CCTGAGCTAACTCTGAGAMGGGTTANGTAAGATTTCAGACTCTTCACATTTTATGAAAC 

CTATTAATAGAGATNGGTGCTGGCCCTGCCCGGGTTCAANTGACTGATTTTTATTTTTTA 

AA'I I I 1 1 I A AAA 

Sequence 5690 

CGCCCAGTGTGATGGGATATCTGCAGAATTCCCCTTAGCCGTGGGTCGCGGCCCGAGGTA 

CTATTGACCCAGCGATGGGGGCTTCGACATGGGCTTTAGGGAGTCATAAGTGGAGTCCGT 

AAAG AGGT ATCTTTCTATAAAAGCTATTGTGTAAGCTAGTCATATTAAGTTGTTGGCTCA 

GGAGTTTTGATAGTTCTTGGGCAGTGAGMGTGAGTAGTAGAATGTTTAGTGAGCCTAGG 

GTGTTGTGAAGTGTAAATCAGTGCGATGAAGTAGGGGAAGGGAGCCTACTAGGGGTGTAG 

AATAGGAAAGTATGTGCCTGCGTTCANGCGTTCTGGCTGGTGCCCTCATCGGGTGATGAT 

AGCCAAGGTGGGGATAAATGTGGTTTCNAAGAAAGATATAAAATATGATTAAGTTCTGTG 

GTTGTG MTGTTATMTTAAAGGAGATTTGTAGGGGAGATTAGTATAGAGAGGTAGAAGT 

I I I 1 1 ICGTGATAAGTGGTTCACTGGATAAATNGGCGTTGGCTTGCCCATGATTGTGAAG 

GGGTAGGA 

Sequence 5691 

CCCTTAGCGTGGTCGCGGCCGAGGNACAACTGTCTAGAATCTAGCCGTCAGGACCCCATC 

GTGGACTGGCTTTCCNACTGGCATTGGCGTTGGCCATGGTGGGTTGTGGTTCTTGTTACT 

TGTGCTTCTGATTCTCCTNAGCTTANCCTGATTCTGAAACCTCTACCAATTATGTATNTC 

CCATTTATCTGCAAAGGGTATNTTNCTAAAACTGGGTNTGAAATTGNATGCCANATATNG 

ANGAAAAGTTAA 

Sequence 5692 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AMTGGACTAAGACMGGGGGMGAAATTTGCATTCCTGATCTTCCCAACTTCTTCAAAT 

TCACMCACTTGAATGACAGTCTTAT7TCAGCACTTACTGCTATCACCTATTACTTTTAT * 

GTGTGTCTTACCTATTTGAGATGCCAGATTCCTTGGAAGTAGAGACCGTGTCTGAATCAT 

CATTGTATTAAGCCACTCATCCTTAACAAATGCCCAAGCCATGGTTAAAGTTCAATAAAT 

ACTTTGTTGAATTTATTAATAAMTGGCAGMATGTCATTCTCTTCCATATATGTTTAAT 

AAATCCCTGATAGGTGCTAAAGCACTGCACTAGGTAAAAATTCTCTTCTGATGCTGCTTT 

TTGGCCMCCATTTTTTTATCATTTATTCATTAGCTGACATTTGCTMGTGCT^ 

GGTCAAAA 

Sequence 5693 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC l I I I I I I I I I I M I I I t I I I I I I GGGAGTTTG 

ATTATTGMTGTCTTGMGTAGTCTTMTGTGTTAMTCCACTTGGTGTTCTATTACm 

CTTAMCTTGAATATTGATMCTTTC 

T GAATANA CTTTTA CCCCA ACCTCTTGCTATACCTCCTCTTTTANACCAGTAATGATTAN 
ATTTTTI I GAGGCCTTTTTCTAGATCTTGTTGGTTTACTTCA 
TCTTTTGCTTTCTCTTACTGTGCATTTTCAGTA 
Sequence 5694 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

480/599 



CCCTTAGCGTGGTCGCGGCCGAGG TAC I I I I 11 I I I I 1 I I I II I I I I 1 GGGTNGGGTTTT 
i M i*i I I 1 1 1 1 I I II 1 1 I I I I M I I II 1 1 1 I I II I I 1 1 1 1 AATAAAAA AAAACCTTTNTN 
ANNNGGGNCTNGC NGTT NGNNGCCTTTTTNNAMAAANNANNNTGNAANCTTTTTTTNCA 
MTNMAMGGANGTTTTNAMMTNNNACCTNGCCCNNTTNTGMNCANTTTAAAACCC 
mMGGGNGTTTNGNAMAANCCCNNNTm 

AANAGAA C Ni I I I I NGGAAAAAANAAAAAAACCCCCCTNCNNCNNNAATAANNCNAATTG 
nTTTTl lATTTTGGGNAANNGGGCAAAAMGCNGGCCCCTTTTNGGNCTTCCCCTCCAA 
ACTTNNGGTCCATTTNTTATNGNGGGNANT1TCANNTTTTNTTCGGGGGGGGGNNNNNAN 
ACCCCGGGNNANNGNNAAANATGGAAACCCNNN I I I I I 1 1 I I I NNCCCCGGTTCCNTTCC 
CCGGGGGGGCN 
Sequence 5695 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGATTCTCCCTGAATCTTACCAA 

CAAAACACTCCTGAGGAGAAAGAAAGAGAGGGAGGGAGAGAAAANGAGAGAGAGAGAAGC 

AAAAAACCAAAGAGAGAGAAAAAATGAATTCATCTAAATCATCTGAAACACAATGCACAG 

AGAGAGGATGCTTCTCTTCCCAAATGTTCTTATGGACTGTTGCTGGGATCCCCATCCTAT 

TTCTCAGTGCCTGTTTCATCACCAGATGTGTNGTGACATTTCGCATCTTTCAAACCTGTG 

ATGAGAMAAGTTTCAGCTCCTGAGAATTTCACAGAGCTNTTCTGCTACNATTATGGATC 

AGGTTCMGTCAAGMTTGTTGTCCATTGMCTGGGGAATATTTTCAATCCAACTGCTCT 

TCTTTTCTACTGACACCATTTCCTGGGCGTTAAGTTTNAAAGAACTGNTCAGCCATGGGG 

CTNACTNGTGGTTA TCAACTT ACAGGAGGAACCNGGAANTTCTTTTCTTCCAANAAACCT 

TAAMTTGAGANAAGTTTTTTATTGGACTGGCAMACCAGGTTTTTNAGGGGTAATGGGC 

NMTTGGNNGGACNGGACACCNTTTGACAAAGGTCTTTTGANCTTTTTGGGMTTTGGGG 

GAGNCCCMCAACATTNmTTCCCTGGGNGGGCTTGGNCCCCCATGAGMNMTTTTTCA 

AACCCCAAGGG 

Sequence 5696 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNNNTTTTNTNTTTTTNNNTNTNTNGCTT 

AAAAAAAGTGTNNAAATGTGTTTTTCCCTGAAGATTTCCAGTGATTCCACAGTGTTTAAA 

AMTANTTTCCCCAAAAATATATCTTGAAAGCATTTGACACAGTGGTNTTTGTGGCGTAT 

CTGGCGCTTGTCAGNGTGGGGCCCAGGCCTGATGAGCCACCANCCCAGCACCCGAATGCC 

TGCTGAAGGTGGCGCACACGTGTGCCTGGGATGTCCGGCTCTTCACAGGGGATCAGACCC 

GCGTACCMGTGMTTTAMTAATTGGTGTGGATTGGTCAGTMCTMNTGGGCTTTTAA 

AGAGTNTTGAAAATTGAAAGGGTTmCmCTTTTTTAAMM 

ATTGTAAATAATGAAAAGCTAGGGTTTGCCCTCTTCATGTCTACTCTCCTTCCAAATAGT 

TTTATCCAAMCTGTTTTTCCCTNTCCCCTACCTTGCCCCCC 

Sequence 5697 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 

CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGT 

GTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTT 

TCTCCCTTCTGGTGGGTTTGTGGTGTCNCTGACTTCAAGMTGAAGCCCCAGACTGTCGT 

GGTGATCCG7TGTAACTCTTAAAGGTGGTGTGGACCCAAAGAAGTGAGCAGCAGCAAGAT 

TTTTCGTC AAG AG G GTAAAG AAC AA AGTT 

Sequence 5698 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTANTGAAGAAACAGTTTATGTGCAAGGTGTA 
TAAAAAMTATACCTTTGATAAAMGATTATNAGGAGGCNTANGMTGTAGMTTTTTTA 
CCTACATTAAATAGGNTTTAAAAAAAATTATTTGG 
Sequence 5699 

CCCTTANCAGCGGCCGGNCNGNCNNGCTCANAGCNNATNANGCTGAACCNNNNNANTNTG 
ATGATGNTNACNNNTNANGNAGACNNNACTNAACACATTACCCCAATTGCNTTTGAGTCN 
GGAMGACCTAGNNTATNCACAMTTGACTGTTTAACTTATTGNNNNNAGANCCAAAATG 
TGATNCTAAACAGCTTCTNGNTGATNCNTACTGGCAACCTGGAATGGAGACTTTTATCTA 
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CTTCTCTCTCTCTGAAGATGTCAAAATCGTGGTTTAAGATCAAATATATTTCAAGCTATA 

AAAGCAGGAGGTTATCTGTGCAGGGGGCTGGCATCATGTATTTAGGGGCAAGTAATAATG 

GAATGCTACTAA GATA CTCCATATTCTTCCCCGAATCACACAGACAGGTTTCTGACAGGC 

GCAACTCCTTCATTTTCCTCCCGCAGGTGAGAACCCTGTGGAGATGAGTCAATGCCATTG 

ACTGANAAGGAAC CGAC CCCTANTTGAGAGCACCTTGCAATTTCCCGAAGAACTTTTTGA 

TTCACAAGTCTTNATTTTGACAGCATGAMTGGTCTCTTGGAAACATANCTTTTTTAAAT 

MTCTTTTTTCNTTNTACTCCTNCCTNTGACTNTTAAAAATNThnTTTTTGGAATCNNTT 

TGACCCAAGAAGGCGGAGGTTGCAATTNAGCCAAAGGTATGCCACTTGACTTNTAANCTG 

GGGGGCAANAACGANGACTTCATTACCAAAAAAAAAAAAAAAAAAAA 

Sequence 5700 

CCCTTT CGAG CGGCCCGCCCGGGCAGGTACTAAATTTCATGTAGAAATGTCTTAGTTGAA 

MG CCAT TTTAAGTCCTATATAAGCTAACAGTGATTTTACTCTTAGTTCTTCACTCATAA 

GGATTTTCCCTGCTTCATGAAATAAACAGTGTTGCCACCATGGTTTGAGGTCTCAATGTG 

GCAAATTTAGCTTTCATGTTGACCACTCTGCTACTAATAGAAATACCAAATAAAGAGAAG 

CAGCCATACCAGTTAGACATATTCAAAATAAATCCAAAGATGCTATTTATTATAAGTTTC 

ATAGAAATGATTATCAAAMCACTTGCATGCCMTGTTTTCTTGTGCCATTTCTTTCTAC 

AATAAATCTATTTGGCTTCTGTTTCACCTTAGCTGTCATAGACCTGTTGGTCANGGATCA 

TATTGGCAGTACCATACAGAAGTNAAATNCCANGAACTATGAACACTAGACCTTATGNGG 

GTTATTCCTTCAATCATTTCAAA 

Sequence 5701 

TAAGGATAAACAAGAAAAGGAAAAAAGCAGANAAATGCATTATTGTCAAAAAGCAGTCCT 

ACATTCAAGGAGTCATGAGATAAAATGAAGTGCCTGGGGGAAACTTTGAGAAGCTTAGTT 

TGAATGAACANAGGANAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAA 

GAGTCCAAACCA 

Sequence 5702 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTATGTTGTCCTTGAAAGGGCATAG 

GTCTGTGGGAGGCATCCGGNCCTCTCTGTATAATGCTGCACAATTGAAGACGTTCAGAAG 

CTGGCCGCCTTCATGAAAAAATTTTTGGAGATGCATCAGCTATGAACACATCCTAACCAG 

GATATACTCTGTTCT TGAAC AACATACAAAGTTTAAAAGTAACTTGGGGATGGCTACAAA 

MGTTAACACAAGTATTTTTCTCAMTGMCATGTTTATTGCAGATTCTTCTTTTTTTGA 

AAGAACAACAGCANAACATCCACAACTCTGTAAAGCTGGTGGGACCTAATGTCACCTTAA 

TTCT GACTT GAACTGGAAGCATTTTAMGAAATCTTGGTGGCTTTTCTAACAAATTCCCG 

CGTATTTTTGCCTTTGCTGCTACTTTTTCTAGTTAGATTTCAAACTTGCCTGTGGACCTT 

AATAATGCAAGGTTGGCGATTTAATTATTTCTGGG 

Sequence 5703 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCT 

GAGCCCCTAAAAGGTAAAGACTCATCCAAGCTGTTCTGAGATTCCCTCCAGGCAGGGAAA 

TGACTATCTGGATCTGAGATTATGTCATCTTCATCAAGTTCTTCTTTAACCAGAGAGGCT 

TCGGGTTTCAGACACACAGAAGCATAATTCTGGCCATACAAAAACCTCAATGTTTCTTCT 

GTCTTCCACTCAATCAAAGTCTCCTTCAAMCTTTAAGTAAGTTTCTCTTTCCAACTTCA 

GGACACACCTGCACTGMCTAGACACTGACCTAGACACTTGGTTTGATTTGGCAAATTTT 

CTCTTAAMTGCTCTGCACTTTTCTTACTTATGCCTACTAGAGTTATTTCTGACCTACTG 

TATTCACTTTCAGMTTTtCTGACGCTTTTMTCTTTCAGGCAAAGTGCTATTTGAAGAA 

CTCTGAGTATTTACTTTCTGTAAAGGAAGTTCACATGTAGCATCTTTCTCCTGACTATCT 

AATTTGCAATCGCCTAACTGCTCAATGACATCTACTACTGGCTGGTCTTTGGCTTTGGG 

Sequence 5704 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCGCTAATTGTTGTGATAAT7TGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCCTGCAAACGTTGTCATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GCTATAAAAATGACAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCTTACTGTCG 

TTGGATCCCATGCTAATGAGGTCATCAGAATCAACATTGTGAACTATGGCTGCCTTGTAT 
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CCTGCTCTCTGGGCA7TTAAAACCTTTATATCAAAATTACAATCAAGTCTTCTAA7TAAC 
ACGATGAAAGTGCCAGATGAATTGTNTTTTACTGGTGGAGGCACTATGGGTTCACAGGCA 
TTCTCTGGTTTTGAGTTAATCAAAAAA 
Sequence 5705 

CCCTTAGCGTNGTCGCGGCCGAGGTACCTTGACTTTGTTCACAGCATGTAGGGTGATGAG 

CAhrrCACAATTGTTGACTAAAATGCTGCTTTTAAAACATANGAAAGTAGAATGGTTGGAG 

TTGCNAATCCNNTTACCCCAAAGAATTAAATTGGAGCTAGGTTAANGGCAAATGCAGGTA 

ATAATAGTCATGATTCTATGTAATGGTAAACCAGAAAAAATAAATGTTCATTGATTTCAA 

GATGTTATATTAAAGAAAAACTTTAAAMTTATTATATTATTTATAGCAAAGTTTATCTT 

AAATTATGAATTTCCTGTTGTAATTTAAATGACT 

Sequence 5706 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGACNCCAAAACCAGAAAAAGACACAACA 

AAAAAGGAAAACTATGTGCCAGAACTTAAAGTATAACTTTAAAAAAAAGACGTAAATGCA 

ATAAACAGATATCAATAGAAACAACAAAAAATTAGAAAGTTTGGGGTGATGGAGTTAAAA 

GmATAMTTGTATGAGTTAmAmGTTGGGTTTTTTTGCAATCAGAATTAAATTGT 

CATCAGTTTAATATGATCATTTATAAAATGTCGTTTCAAGCCTCATGGTAAACCTTCAAA 

TTAAAAGACCTACAGTNGACATACAAAAAAANTAAAAAAGCATGGAAATTAAAACACACC 

ATAAGGAGAAAAATACCTTTA 

Sequence 5707 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACATCCCTCATTATCATTCTCAGGGAAAAG 

ATGAATGTAGAATCTCTGCTGAGCTAGTATTTCCTGACACCCTGTTTATGTGCCTTGTGA 

ATTGTGGGCArrGCNTTGTGGGGTTATTTCATTTGATCTTCACAATCACCCTCCAAAAGT 

NAAAAAACAAAGACTGCCTCACTCAAATGTCCACTGCCATCAGTGCCCCATGAGTATATA 

TACGGTGCCAAGCTCTGCCATTGATCTCTCCAGAGAAGAGGGAAGTNAAACCAAAAGAAN 

NTGAAAGACGTGTCTGACTGGGAAAGGGAACATCTNGTGACACCTTTCTTTTTCCCNAAT 
GGTTCTTA 

Sequence 5708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGACATCCGCGGGCTGGCCCACGCCATCC 

GCCTGCTCCTGGAATACACAGACTCAAGCTATGAGGAAAAGAAGTACGCGGGTATGATCT 

TTGTAT AGGACGTGT GTTGTCATTATTTGTAGTAGTAACTACATATCCAATACAGCTGTA 

TGTTTCTTTTTCTTTTCTAATTTGGTGGCACTGGTATAACCACACATTAAAGTCAGTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTCAGTGACATTTATTATATTTACAATGT 

TGTGCAACCATCACCACTAATTCATCMATTTTAATMTCTTTTAATTTTTGAGCCAGAT 

TTAGCAAGTGAGGGGCTATATACCAACTTTAATGACACTAATGTTAATAAGTTCTGATAA 

CCCACTACCATCAGACCAGCTGTAATTCATCCAATTTTCATCATCCTAAAAGGAATCCCC 

ATACGCATTACGCAGTCACTCCCTTTTCACCCCCTCCCTAGTTCCTGATAACTACTAATT 

GGCTTTGTCACCATGGATTTGCCTATTTTTGGATATTTCATATAAATGGAATCATGTGGC 

TGGGCTTCTTTCCACTTAGCATGCTTTCTTAA 

Sequence 5710 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTTTTTTNGTTTNTTNNGNNNTTTNNNGGCA 

AACANANNNAAACTNTTTCACCCANGCTGGAGNGCAGGGGCACGGTCTCGGCTCACTACA 

ACCTCTGCCTCCTGGGTTCAAGTGATTNTTTTGCCTCANTCTCCTGAGTAGCTGGGATTA 

CAGGNGTGCNCCACCAANCCNGGCTMTTTTTATGTT7TTAGTAAANACGGGGTTTCACC 

ATGTTGATCAGGCTGGTCTNAAACTCCTGACCTTGTGATATmCTTAANACTTCCTTTT 

ACTTTACTGNNTGGACTCACCCTGAATTTTTTNTTGAGCAAMTCCAMAACCCTNTTTT 

GGGGCTTGGATTGGGACCTCTTTCNGGTANAACTCTGCACATTTTCTTATTTTTCCAATT 

AAAAGAATCAAGCTGCNTTTGTCTTCAGNGGTCTAAANAA 

Sequence 5711 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 I 1 1 I I I I 1 1 1 I I I I 1 1 1 1 1 1 | | AGAGA 
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CAGGTTCTTGCTGTGTTGCCCAGGCTGGAGTGCAGNGGTGTGATCATGGCTCACTGTANC 
CTTGACCCCCGGGGNTTTAAANAANTCCGCCTGCCTAAANCCTNTTGGAGTANCTGGGAC 
CACA AGGCATGCNCCACCCTGCCTGGGCAANTATTTCTTTTCTTTTCTTTCI I M I I I I I 
TTTTGGAATGATAAAGACNTTTTAAATGGGCCCTAGTGATGA 
Sequence 5712 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATG 

CTCAGTA AATCAG AACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGAT 

ATTTCACCTTTTTATCTGTA GCGCTCT GCTTMGAACAMGGAAAAAACAGCTTCTTGCA 

T GATTCM CTTTCAGCTTMTTTTTTTCTTTAGGCATAGTGMTTGG 

TAi I M iCTTTCACAAMTTAAMCTGATATTTAGACTATTTCTCGGTCCACTAAATTTC 

TCTTATCC TAM CTCCTGCTAACCACATGTAGTCTCTCTGGTCATTTCCCTATTTATTTA 

TATCAACATTTTCTTCTTGGTGCCACTTCAATGCCCCATTAGGGGAAAACAACAGAAATN 

TNACANC CTGGGATC CNTTAGANAAAACAGAAAGACCTTCAGACNTNTTTTTGGANAAAC 

TCCGGGG I I I 1 1 I I I GGTTGGTTGGTTGGGTGGGTGGGGTTTTTTGGGGGGTTTTTTTGG 

Sequence 5713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAAGTTAAAAAGACAGCCCTATTGTGATC 

AGTGGAGATGGAGATTTGMAGAAGTTTCAATTTAATGAATGTGTTTGGTAAAAGGGTGA 

GAMTAGTTTAACAGTAGATCACATCAGGTTTAATGACCATTCATTCATTGGAAAAAGAA 

TCGCACTCATTGGCGCGCAGCTTCATTTGTCAAATCATGGTTGAATCGAAACTATAGGTT 

GGCAATGGATATAAGAGTTGGCAAAACTTGGGCTGAGTGCAGTGGCTCACGTCTGTAATC 

CCAGCACTTTGGGAGGCCGAGGCATGTGGATCACCTGATGTCAGGGGTTTGAAACCAGCC 

TGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAACTGGCCAGGTGCAGTTGG 

CTCATGCCTGTAATCC 

Sequence 5714 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGTGACATTAGCTCTGATTTCAAAGAGCTTA 

CMCAGAGCTAGATAAMCAAGACCAGGATATTTAGAACATTTGGAGAATAACGAGAGGA 

TATATAATAAAGGGCTAAACTGAATATAATTAAATGTCAGCCTGCATGGTGCCATGAGCA 

ACAGTTAATTAAATCCAGGCCATAATCCATGTCCTGGTTCTAAGAAAAGAGTCTCCTACA 

ATCTCTTACTTTCCACTGTAACTAATACCTGGAGTTCAGTCCAGTAACGTAATTTAGCAA 

TGGCTATATTTCCATGCTCAMAGGGMCTCTGTTGATCTTGAAATGTGTATGTATGTTT 

MAMTGTCTATTTMTTTTGGGGGGAGGAMGGTAGCTTTTGATTGCACTTGGTGATTG 

AGTNTTCAAACTTAATGCTTCTG 

Sequence 571 5 

GATATCTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACTGGGATTACAGGTGTGA 

GCCACCACACCCGGGCTCTGTGATTTGTTTGTTTTTTGAGATGGAGTCTCGCACTGTCAT 

CAGGCTGGAGTGCAATGGGTGCAATCTCTGCTCACTGCAAACTCCGCCTCCCTGGCTCAA 

GTGATT CTCCT GC CTCAG CCTCCCGAGTAGCTGGGATTACAGGCACATGCCACTGCGCCA 

AGCTAAl 1 1 I I GTATTTTTAGTAAGAMCNGGGTTTCACCATGTTGCCTGGGCTGGTCTT 

GAATTCCTGACCTCAGGTGATACTTGCCTCGCCCTCCCAAAGTGCTTGGGTTACAGGCGT 

GAGCCA GTGCG CCCAGCCGCCTCTGTGATTTTTTAMTTGTGTCACTCACACTAAATTTA 

ACAGCAATTTTTIsriTGATMCTCATTTTTTNTGGAAGTCTTTCC 

GTTTTCATAGAMTTGCMTTCTCTTTGGATTTNAATTAAACTTACATAMTTAAAAATA . 
ACACTGGCATAAMCAGACNTTGGGGMAACTTAAACCTCTTTGGGAAAGTTTAAAACCT 
CAATTGAAGTGGAGTAGAAAGTNTCCCGAAAAAAAA 
Sequence 5716 

C CCTTT CGAGC GGCC GCCCGGGCAGGTAC I I I I I I I 1 1 M I I M I I I I H I I I I I I I I GG 

GATTTTAGCTTATTTTATTAATAGCTTATTTCCTTACMATATTTCCCCACACGT^ 

TAGTCGCAGACTTCATGCATACAAAATGCACACTGCTATGATCATCGTMCCATCAGCAA 

GCAGGCATTGTCATCAGCGCTTCTTTATTTCTGTGGTTTCTCANNCTCTTTTATTTTC^ 

TCTTTAAAAAAGAAAAAAAAC I I 1 1 I I I I CCTGGTCAACAGGGCCTGGGCAACATGGCAA 

GACTGTCTCTTTAAAAAAGGAAGAAAAAAATTANCCAGGTGTGGTGGTGCGTGCCTGTGC 
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TTCCAGCTACTTGAGAGGTTGAGATAGGAGGATCGCTTCANCATGGGAGGTCAAAGCCAC 

AGTGAGTCGTGTAAAATAAAAACATTCAGATGCTCTTAAGTGACTTTCAGTGTCCTCAGT 

NNAMTCCCAMTNGATGGCTTGGCTTATAGTCANGATTTGACCTTAAGTAACTTTTTAA 

NCCGNATTTTCCCANA 

Sequence 571 7 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAAGACTGACGTATCCGTATACTTAA 

GTGTTCCTGAAGGTCCCAGGAAATCCTAGTGCAATGCTATGAAAGTCTTTGGAGTCTTTG 

AATGCATCTACTTTACAGGCCTCTGCATGGACCTGGGAAGCTTTGGAAAGATGTGTCCeC 

CAGAACATCTAAGGCATATTAGAAAAGTTGTTTACACAAATGCATGGGAGAGTTAAATAT 

TTTGTCAACAATTGTCTAAAATGTTAATTGTTAGCTTAAGAAAGTCAAACAAGTTAAATC 

ATTGCCAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5718 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCACCTGTTCTTTGAGCTGGTC 

CAGTGTTGCTGGAGAGCTCTGCTTGCTGCCTTGGTCTGCAGTGGCAGCTGTGCTTTCCTA 

CMGCCCMCTTCATATATTCTGTGGTTTTGGGTTTTGAATGTTTCCTAGTTTAATCAAG 

GATGGGCATTTCTGTTTCCATTTTGTGTTATTTTTAGTTATCCATGGAAAGATAGAAACA 

GAACTATCTTTAGTATTA MATT ACAAGTTTCCAGGAATCAGTTCTGAAATTATTTTGCA 

TCTTTGAAGTGTCTTAAATTTTAAAAATTGGTCTTGGCCAGGTGCGGTGGCTCACCGCCT 

GTAATCCCAGCACTTCGGAGGC 

Sequence 5719 

CCCTTTCGAGCGGCCGCCCGG GCAGGTACTTT A I I 1 1 1 II 1 1 1 1 1 1 1 1 I I C I I I I 1 1 1 1 1 

I 1 1 1 1 1 H I I I II 1 1 I 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 I II I 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 

1 1 1 1 1 INI I 1 1 1 1 1 1 I I I I 1 1 I 1 1 1 1 1 | | 1 1 NANAANNCNNAAAAAAAAAAANNNTTTTN 
CNCCCNAAMAAA ANTTCTNNANAA ANNTTNTTNTTTNTTrAAAAAAAAAAAAATTTTTT 
NANA NANAAAANN I I I I I I I I I I I I I 1 1 NAAAGGGGNAAAAAATTTTTTTNGNNCCCNCA 
AAAAAl 1 1 1 1 I 1 1 IGANNGMAAAAAAAACANTTTTAAAAACCCNGGGGGGNTTTTTATT 
HUM I A TMAAAAAAAAAAAAAAMAMCNCCCNTGNTTTTTTTANAANGGNGGGGGG 
1 1 1 1 1 1 l iGNMGCCCNAMNANAAATTTTNTTTTTTTAAAACCCCN I I I I 1 1 1 1 1 IC CC 
N ACCAAAAA TANNNACCtvnTTTTTCCCNNAAAAAAAGGGGGAAAAAAAACCCNNNNTGGG 
GNTTTTTTTATTTTGGANAAAAAAAATTTT 
Sequence 5720 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGCCATGTGAGGTGTCAGTCTGCCCCTGC 

TGGGGGGTGCCTCCCATTTAGACTGCTCGGGGATCAGGGGTCAGGGACCCACTTGAGTAG 

TCAGTCTGCCCATTCTCAGATCTCCAGCTGCGTGCCGGGAGAACCACTTCTCTCTTCAAA 

GCTCAGATGGAAATGCAGAAATCACCCGTCTTCTGCGTTGCTCACGCTGGGAGATGTAGA 

CCGGAGCTGTTCCTATTCGGCCATCTTGGCTCCTCCCCGATTTTGCCCAAATTAATGTCA 

GATACCAAACCAGTTATTCAGGAAGGTTGGACTACACCAAGAAAAATTGATGCCAAAAAA 

ANTCCCCCATACCTAGGTATATTATTTGTAAACCTCANAAAAGCAAAAGTAAAAAATGTC 

CTGAA AGAA GACCAAAGAAAAAACACCTTACCAATAGAGAAACAAAGGTGAGAATTAAAT 

CTGTCTTTTCAGAAAACCATGCAAGCAAGGAGAAGAGTGAAGTGCCAAAATTCAT 

Sequence 5721 

CCCTTTCGAGCGGCCGCCCGGACAGGTACGCGGGGGTAGTCGGGTATGAGAACGATTGCA 
AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 
CTTGAGA AGGGAAAA NN TCAG CCCTTNTNCTGGAAAANNGGTTTTATCCTTNCTTGGGAA 
ANCTNGN I 1 1 1 1 1 I I GGCTTTTGGGTAAGNCCCTNACAAACTTTTTGGNCNCCCAACTTA 
ACTTTGGGCCCTTNTTNGTGGMCCTTCAMNNMTTTTCCCTTNCTTCCTTTTAAAAA 
Sequence 5722 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCCGGAGCCCGAGGCTTGCGGCGACCACGA 
GCAGCAATGGACTCTTG TGGCT GACTTCACTCACCATGCTCACACTGCCTCCTTGTCAGC 
AGTAGCTGTAAATAGTCGTTTTGTGGTCACTGGGAGCAAAGATGAAACAATTCACATTTA 
TGACATGAAAAAAAAGATTGAGCATGGGGCTCTAGTGCATNACAGTGGTA C I I I I I I II I 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

485/599 



1 1 I I 1 1 1 1 1 1 IGTAGAGCTAGGGTTTCACCATGTTGCCCAGGCTTGNGATTTTGATGTCT 

ATGATTATA GACTMTA GGMTMTTATTTCTAAACATCTGATTTACACATACAGAGANG 

GATTAGGTA I I I I I II I AAAAAG TTTATNTTAAAACACATATGCTCATTAATAGGTATGA 

ATTCATTACCTTTCTTGCTGAGTCTGCGTTTAAGTTCCATTTTGCTTCTTGGTCCCCTTC 

TTCMTCCTTTCTGGTTAATNAAAGGAGGNAAAGTCNTGGATACNGNTACCTTNAAATGA 

ATTCATATTCAGAAAAAGGTTNTNAGGCCNCGAATCATGTGACTNTTACCAAATAATGGA 

TCAMC CNCNCCACCCACCATTGTTAAAAAGTTGTAAAAAMTTTTGGNGGGAANGGTGG 

TTTTTTTANCCNCCCCCCCTTTCCC 

Sequence 5723 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGGGGGGGTNCGTNTGCTGGGTTTGCGGAG 

CAANTACNTACTCGGCGGGATCTCCCGGCANGATGGGTAAANAGATAAAGAAGGAAGTAT 

ANNCTCCTNCTAAGGATGTGTTNNNCNCNNTAATGATTGANAGCNAAAAAGCACCNTCTG 

TGGTGTTMTGCTNMTTNTNCANAAGAGGANATTTTNNCTAAANCATGNGAAGCCATNT 

ATAANTTTNCTTTAAAAGGTG 

Sequence 5724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTCCACAGGGTGGGAGTGGTCCTAGCAG 

ACGGGCTCAAGAGCCCAGTTACAGMTTTTGTGGGGTTTAAATACCCTCTAGAGGTTTCC 

ATTGGTTACTTCCATTGGTTTATATTGGTGTATGCCCTGTGTAATGAAGAGCATGAAGTT 

AAGTTACAAAGTCATCTACTCTGTGTATAGCCCTATGTCAATGGAGAGGGTATTACCTGT 

CATCACTTGAAGTGTTTCCATTT 

Sequence 5725 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTAGGAATTTAAAAAGACACAAAATTATTTT 

mCCAGACTAGTGTGCCATGGATTTCTGATAAGAATTAACATTCTTGAACAAAGGTATC 

AAGAAAGGGTAACTCGAGTTGAAGGTTTGTGAATAGAAGGGGAAATGTGATAGAAGATTA 

TTCAGAACAAAATAAGTAGACAAAATAACAAAAGACAGGAAAATAAGTCTCTTTGTATCC 

TTATTMTCATTTGAAATTATGCTATAATATTTTTTAAAACTCACCTGTTTGG^ 

TGMGCAGTTCCTGAAGGAGTGTTTTGTCAGAATATATTGTTAGGAGAATAGAGGGTTCT 

GTGGCCMGTMGTTTGGGAMTAGTGGGTTAGACMAGTTGAGTTACTGTTGGCCTTTC 

AGACCTTTGATACGCTMTGTGCATTTTAAATCTCCAAGAAGCACCTCTATnTATACAT 

CATTTCCTMTTTATTTTMTATGGATTTCTTGGTT 

Sequence 5726 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN1 I I 1 1 1 1 I I 1 1 I 1 1 I I I I NNCTTGAGAC 

AGGGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCC 

TTGAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAG 

GTGCATGCCACTATGCCTGGTTMTTTTTTAAATTTTTGTAGAGACATGGTCTCATTATG 

TTGACAAGGCTGGGATGTTCCCCCCACCTCCTGTGAGAAGTCTCATTGTCACCCAGGCTG 

GAATGCAGTGGTGTGATCTTGGCTCACTGCAACCTCCGCCTCCCAAGTTCAAGTGATTCT 

TGTGCC TCGGC CTCCCAAAGTAGCTGAMTTACATGCGTGCGTCACCACACCTGGCTAAT 

TTTTGTATTTTTGGTAAAGACNGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCT 

GACCTCANGNGA ACTGC CTGNCTTGGCCTCCNAAAGTGTTGGGATTACANGCGTGAGCCA 

CTATTCCCNGC CCTTT TTGAATTTTAAMAAAGACTTTAGTTGATCAACACCAAACCCCC 

CMTTTGTCCCNTTTTCTTGGCAAGTAAAAACATAACCCTGGAAGCCTGAATTAATTAAT 



Sequence 5727 

CCCTTAGCGTGGGTCGCGGCCCGAGGTACTGAAACTGTNGCCCANGNGAAAAAGNGGGGC 

ANGTGCACAAAGAAANAAACATTTTTNTTNTNNCNGGGGCGGGGGCGGCGGGNTAGTCCA 

CACTTACACACCAGCAGGTATGCTGGGGAAGGGCCCCCCANGTGGAGTTGCCTGACATAG 

GGCTCGCTCCAGAGGCCGCCTGACTCATAAGCTCTGAAAGAGGTGTCTACTTGAGGTGGG 

GAGGGAGTACCTTCCCGGGCGGTCGATCGAAAGGGCG 

Sequence 5728 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I 1 1 I I 1 I 1 I 1 1 I I I I I I I I I I I I NAAAAT 




WO 01/070979 PCT/US01/09126 



TABLE 1A 

486/599 

TAAAI I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 N l I 1 1 1 1 1 1 | 

TTTTGAA NNGG NTTCNAAAAAAN 1 1 1 1 I I 1 1 NNAAANNNNTNNTTTTTNNNTTTTNNNNA 

NNAAMNTTTTNNAAA TTNNTNN AAMNNNCCMNNAhfnTTAATTCNGNANNANGGTTT 

TTNNNlvr nNNAA ANNATTTTTTTNGGNNGGGGGCCCATTNNNNATCCTTNAANGGCNCCC 

NCCCNMTTTTTCCTG NNGN NGGGNCCCNCCNAANNAAAACCTTTTTNAAGAANTTNAAA 

TTCCCANGGGTNITTTNTTTTGGNAAAAMTMNTTNAAATTTTCCCTTTTGGCCTNTGGN 

CCAAMCCCCAAA MNGGGGGG GGANGGNCTGTTTTTTNTTTTAAAAAAATTGGCCCTTT 

GGGNANCCNCCCCNTT TTTTTT ANAANAAAANAAACCCCCNATTNTTTANNNNGGNNAAA 

AAATA AAAGAAACCTC N I I I I I A AANAAAAAAAAAAAAANCCNTTTTAAAANGCCCNTTT 

TTTTTAAAACCCCAAAN I 1 1 1 I I 1 1 AAAAAAAATTTTNGGNCCNNAAAAAAATTAAAANT 

TTTTTAAAAAAAAAANT 

Sequence 5729 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATATACTGTTATGCATAAAGAACCT 

TAGGTGTTCATTCGTTTGCTTCTATTGATACTACATTAAATTTACTTATAATCATAGGTT 

MTAGTTTAATGAAAGCATAAAAATTTAGTATGCCTATGTTTTTCTCTTTCTTTCCAGAC 

GGATTCCATTTCTAGGTATGTTTTATTTATTTTTTMCTGACATTTTT^ 

TCTTTGTTAAAAATGTGTTGCTAGGMTTTATGGATTTTGTAAGTTTATAGAATTATTTG 

ATMTMAAMCAAATTTTGATGGCCTTATCATTGTTACTAGCTTTCTTTGGTAAAGGCT 

TTACTTCAAGATCACTAGTCAGAGCAAGTAAAGAATTTTCCCCAAATCTCTACAACAAAG 

GTATTCCAAAGTTTCTTAAGGTAGTTCAACTATCTCANTATTAACATCANGGACTGGATN 

AAACCC ACAC TTTGGCNGGAAATGTATTTGGATTAAATATTCAAAAACNTTTTTTGGAAN 

CCTGGCTTTTAAACAAAAGAAAANCAGTGGAAAACACTTTTTAAAAAAGGGTATCTANCT 

CAAACCCTTAATCCTAACCACTTNGGGGANGGCTGAAGGCAGGANCCTTACNTTGGGGTC 

CCGGMGTTGAAAAACAACCTTGGCCAAATTNMGAATTCATTTTTTTCCAAAAAAAAAA 

AAAAAAAAA 

Sequence 5730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTAGCTGTATATGTCAGAATTGATTAAAGA 
GAACCAACTATTCTTGTGCAAGGGATGGTATTGTAGTTAATTATGACATTTGGAGAAACT 
MTTNCTGTCTGN TNGNN CTTATCTCTGNTTCCATTTAGACTTAAGAGACTTTACATGGG 
GCAATGCTTTGAC I 1 1 1 IGCATTCATGCACCANAAAANGNTTAAGTTAATTCCACTTGTG 
GTTNAAAMTATTTAAACCTAAAATTTTATAATGGACTTTCTTNGACCTGCTGTAAGGTA 
GGMGAMTATTTATCATTATAAAGCNACCCATTTTTCCTGAMTTTTTTT^^"GTTTACT 
ACNATA A 1 1 1 1 I I 
Sequence 5731 

AGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTATATGTTGG 

AGTTAATGTGCCATCNCTTNTACACACACACACACACACACACACACCCTTACCTATTTA 
G 

Sequence 5732 

CCCTTAGCGTGGTCGCGGCCGAGGTACGATTCACGCTGTGCCTGTTGGAAATCAGTCTGA 

ACAGTGTGATCCCACGACGTCCTGAGAAGCATCTCTCTACTCAAAACAGGCAATCAGTTC 

CTACTGCACCATGCCATGGGAATGATATTCAAGGGTGGTGACATGACTGAGGTAGTAAAT 

CCTTT ATCATCATGACTGAGAGGATGCAGAAATCTGTGCGGAAGAAAAGAGATTGTGAGC 

TTTTTGAGGCAGTGACAATATATGATATGAATCTCCATATTCATAATTTGCATATAGAAG 

CTGCTCAATGAATATTTAAGTTAAAAAAAAATACAGTCCTTCATGGCAAGGAATTTCATC 

CCAGTCTCTGCCAACAAGAAGAACTCTTCTGTAATGGGCCATGGGGCAGGCCAGGCCCTC 

CTTGGCTCTGTGGCTCTGGACTGGGCAGCAGCAACTCTCATCCCTGTGTGGAGCCATCAT 

ATCCCCTGTGAACTGCATGTACCTGCCCGGGCGGCCGCTCG 

Sequence 5733 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTGTGTCTGCC 

AGTTCAGTCCACAGCTCAGAGTATCACCTTGTCCTCATTCCATGGTATAAGCTGTGCGGG 

GGGGCAGGTCTGCGGGTCCGTGGATTCACTGGACTGGATGGGACATGATCCAGAACTCCG 
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CTCCGTTTGGCTTCCAAGGATCCCACCAACTCATTCTAATCAAGTGATCACTGAGGAAAT 

GCATTGTATTCCTATTCACtATTTCAAAGATCAGGTCTACCTCATTGGCATATTAAGAAA 

GTTTCTCMGTATATTTMGTGmATCATTTTACTATAGTTCTTCAAATGTCTGACATT 

CATCCTTTTCCCTACCTCTACATTCCTTTCTTTTTCACATTATCTTTCTTGGATTGCTTT 

TTAATAGAAAAAACCAAACCAAAGACATGGGATTTACTGGGCATATTAANCAAGAATCCA 

TACTGGAAAATGCAATGGAGGTTTCATATACACCCACTTACAGGTAAGTAAATACCTCAA 

AAGTATAAAGTCGAAAAGAAAGAATCTGNAAATATTAGACTTGGTTCTGGAAATAAGCTT 

ACCTAGGATGATACCACT7TNACTTAATCAAGGATTTCCCAACCTATTNAACAGTGGCAA 

ATlvrrNAAAAAATCTGG TAGNT TAAAATACCCCAGCAATNCCTTCANATTACTTGGCTTCC 

TT NAAN CCACTTNAACTT 1 1 1 G AAG AACN AGG G CTTTTTTTAAGGTTTG NTTCCCCTTTA 

NGTTTTAATAGAAAAAAAAAAAA 

Sequence 5734 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACCAAGACAGAGAACCTGCTCGGGAGCTATTTC 
CCCAAGAAGATTTCTCGAGCTGGATGCATTTTTAAAGGAGCCAGCTCTNAATGAAGCCAA 
CTTTGAGCAATCTGAAGGCC 
Sequence 5735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTGTTTTAGAAGATAATTTGTTTTTCTCT 

CTTCAGTTTCGCATATTACTAAAGACAAATCATGGTAGGATTGGTTTGTTTATTATACTT 

GGCCTAACTATTTGTATACMTGCMCMGMTGATTATTTTTTACTTAGGCTTTTAAGT 

ANGCTCTGATGGAACTTTGTTCCATAACAAGAATCTCAAATAAAACTTTGTAAAACCCGT 

AAMC CCAA CCNANCCATGGATTTATGCCATTAAATACGCATGANTTGGGTGAAATTTCC 

TCTCCTTTTGAGGGCCCAAAATAAACCTGGGGCTTCTGCACTTNTCAAAAAATNATATTC 

T TTAC TTACACAATCCATAAACCCTTTTCAAGGACTGTATATACCANAATATTAAGCCAA 

NTTTTCCAMGACTTTATTTGCTCCNTAAATCAAATTTTAATTTCCTTATAAAGAAAACC 

CCATTATTCCAATCAAAAC 

Sequence 5736 

CCCTTAGCGTGGTCGCGGCCGAGGTAGGCGGGAAGAAATCAAAAGAGAAATTGGAAAGTT 

CATTGAGCTGAAAATGAAAACACGATATATCAGAATCAGGGAGTTGCAGCTAATGTATGC 

TTGGAGGCAAA TTTA AGCACTAAGATCCTATATTATAACAAAAAAGAAAGGTCTCAAATC 

AGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGGGAAGAGCAAATTAAACACAATGTA 

AGCAGATAAAGAAAATAATAAAAAGAACAGAAATCAATGAAAGAAAAAAGGGAAAATTAT 

AAGAAAAATCCAAGAAAGTAAATGCTAATCATTTTAAACAATCAATTAAATTGTTAGACT 

TCTAGTCAGCTGATCAAGAAAAAAGTAAAAAGGCACGAATTACCAATACCAGGAATGAAA 

GGGTGGG TGTCACCAAATCTTCTACAGTAATTATAAGGAAACAATGGACTACTGTAAGCC 

ATTTTTTTCTAATAAATTTGATAACTTAGATGAAATGAACACATTCCTTGGGNGGCATAA 

ACTATCAAAGTTCCTTCAGGAAGAAATAGATNCCNGAGTTTCTATTGGCAAAATCAAGTT 
TTTAAT 

Sequence 5737 

CGCCAGTGTGATGGATATCTTGC AGAATTCGCCCTTAGCGGTGGTCCGCGGCCGAGGTAC 
" 1 1 m i i i i I I I I I 1 1 I | | 1 1 1 | | I CGANCAGTTAACATTCCTTTATTTTAATTTCAAG 

GGGCGGGGGAAGGGAAANAGGGAAAAAAAATNCNGGGAAACTTACNNCAAATTTTTTACT 

GTTTANAGCTTTNTTGGGGAAAAAAACNCATNCNCCAATCCCTGGNGTTAGGAATATTTT 

AANCCNTTATCTTCAATATTATTCANCCAAGNACTGAAGTAAGTNCTGATGCAGGAAANG 

AGTGANTTTCANAG NTTTN TGAGCCCNTACTfGGCCCAAGGAAGNCCCAANTNGNACCTT 

CTTTAANTNCIVfTGC CTTTT AAAAAGGACACCCNCAAACTGNTGTTGGGAACCCGTNNGGG 

CNNTCTGTTCTGCNTTTTTCCTGCTNGGTTANGGGGGGAAA 

Sequence 5738 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGAGAACAAATACATAAAATAACTTCCCATA 
GAGAACAGGATNTANCAATAATAGCTCCTTAGATACTCAGNGGCATTCTGACTCCAATCA 
AGGGTCNTNGTTTNAAATTAATANTAGGTTAAAAAATTAAAAACCCAANNNAATTTAAAA 
ATTATTTMTTTCCAAAGTTGGGNNTNCNTTTNTTAAAAGCCAATTGGTTGGAAATTGCA 
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TTGMTAGCCCACCTTGNAMNMTAATTGGTTANTTTGTCTTAAAATTNGNACTGGNAA 
TCCTTNTTATTNTTAAATTTTCCCCCNAA I 11 I I I I I I I GGCCTCCCTTTTAANGTTTTA 
NMCCMTTTTTTNAACNTTGGGGCTGGNCCTTTCNAACNCCTTAAGANGGATNTTNGGG 
GCNTTAATTTATCCTTNNGAGGGGNGNAAATNTTGNCCCAATTNANGNAAA 
Sequence 5739 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCTGTAGTCCTAGCTACTCAGGAGGCTG 

AGGCAGGGGAATCGCTTGAACCCGGGAGGTAGAGGTTGCAGTGAGCCAAAATTGCGCCAC 

TGCACTCCGGCCTGGGCAACAGAGCGAGACTCCGTCTCAAATACAAACAAACAAAAAAAA 

ACAAAAAACANAACAAAACAAAACAAAAAATTAGTTCAGCAGTCTGCCAGAAAAAAAAAA 

AAGCATCGCAACTAGGTGGGCTCCCTCAGAAAACTCATCAAATAATTGATGACCCGATTA 

AAGGAGAAGTATGCTCATTTCAATGGCTCTTATAGGGGCCAAGTTCTTGGCCCTCTGAAG 

GTCACTGGAAAATACCTACAAAAGGTNGGTTAATTAGGAAAAAAAAAGGNTNCAAATGTN 

TT TAATG TGTNTA CCCAGG AGTCTTTANAATGAAAANCCNNAGATCCCGGAGAAATTGNC 

C CTTTT AATGCTTATTTTTNAAC^ 

ACTmNANGGGCTGGTTTANMCTTACTTTTC 

GNAAAAACCTTNGGTTTMCCCATTTTTCGGGTTTTTTTCMTTTCCT^ 

AGGGCGG GCCAATTAAM AANTTTTTTNACCTNNAAATTTTTCCTTTTGTTN 

ANAN CCCCI 1 I I I 1 I I I IMmCCCGTTmTTTTTTNIvrrCTTTTAANNCNCCCAAAAAAA 

TTGN I I I I I 1 1 I I I NAAAAAAAA 

Sequence 5740 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATACTTGAGTCAGTTATTACGGTGTGGTATG 

AM TTTC MTTGTTTTCAATGCATAAAMCAGATATTATGATATAGTTCATTATACTATG 

TGATTTTGTTACTTTACAATCCTATTATACTGTGTGATTTTGTTACCTTAAMTCCTTAT 

GTTTATGTTAAGAATGATTCATTCTTTGGATGAGCTTGGTGGCTCATGCCTGTAATCCCA 

GCGCTTGGGAGGCCGAGGTGGGTGGATCATCTGAGGCTGGTCTGGGGATCCTGACCTCAA 

GTGATCTGTCTACCTTGGCCTTCTAAAATGCTGAAAATACAGGCCTTGAATCACTGTGCC 

CMCCCAAGTTTACTATTATTATTAAAAATACTGGTGGCCTTGAAATCAGTGTAAAATAA 

TMTGTCATCTTTTTAGGMTAAAMTACTGNTTTTCCCATGCCCCACTGGCTTGTAGGA 

MATTGANGGGAAANGGTTGGTATTTTCTCTTTGNAGGTNGGANTACTGAANCCTCGGAG 

TGAGATNACCTGGGAGNNNNMTTNATTNNAATNATTTCAATTTAATTAATTTGGGANAC^ 

AGATCTTACTTTTTGGTCCANGCNTGANAANCCNCCATNGAACTTCAACCTGGGNNANAA . 

MCAAGACTCCNCCTTAAAAAAAAAAAAAAAAAAAAAGGTCCTTNCCCGGCGGGCCNTTT 

AAAAGGGNAAATNCNCNAACCNGGNGGCNNTCTNNGNGGNCCCANCNNGGNCCCAACTNG 

GG 

Sequence 5741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACAACTAGGTCAGCTACAGGACTTGGG 

GGATCGGATGCCCTGTGGGGAGGAGAGGATTAAGGAGTGGGGCAGACAAACCCGGGACCA 

ATNTTANANTNNATNAAMGGGNTTACGAACNAANCTTAAAATTTCCACTATTACTGCAG 

ACTCAGGCCCAGAAGMCCCGGATTGGGCTGCGCTCATGCAATGGGTGCATCTCCAGTGA 

GGACATCTAGGCATCCAGGGAACCATGGCTTGGGGACAGCAAAGAGGGATATCATTTACC 

GANGGATGTGGTTCACACAACTTTATCCCAACGCACTACACGCCAACAGTTAAAAACTAA 

NCCAGTTCNTTAAMNNGGTTTTGGGGGCACATTTCATAGGGGGGAAA 

Sequence 5742 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAGTAAGTGTGATGAAGGAATCATCTAGCA 

ACTTCCTTCTTAGAMAAMGGMGTGCCTTCATATTTCCTTGMATTTAAACTTGTTCC 

ATTCTATTCTAAGCAAAMTTAAMGGACACAGTTCAGMGAGCTCTTTCAGCAAATAAA 

T AANT GTTTCACAAAAGCACTGCTGTAAACAAGATCACTTTGATGGCCAGAGACACTTAT 

GTTTTCAACCAATGGCAACCTTAAACACTTCCAAGTATAGATACACAGGGTATATATGGG 

CAAAAGGCAATACATCATTAATCAATCAACTAATAAAAATTAATTATAAGCTTGTTGCTT 

GGTCAAATATGCTTTTGTTCTCTATGTTTTTTTMTTGGTCAGAAMCTTAAACTGTA 

GATCTAAAACCCTGTATCTACTCTGAAAGTAACTACAACCTAGAATGGTTGGCCACTGTA 
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GTTTTGACATTAGTTAGAAAATTCTAAATTATTCTAAGCAATGTAAACCAAGCCCCCAAA 
TTNG GTG AA7TG AAAAAAAA 
Sequence 5743 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGATGTCTGCTGTGCGGCAGGGTAAGTGGG 

ACCAGCAGCTTGCCGGTGCCTCGAGTCTTTATTGGTAAAGATTGTATAGGCGGATGCAGT 

GATCTAGTCTCTTTGCAACAGAGTGGGGAACTGCTGACGCGGCTAAAGCAGATTGGAGCT 

CTGCAGTAACCACAGATCTCATAGGAAATGTTCAACAATTCTGTGAAAGGTCACAGGACC 

CAATTNGAGAAATCATATGAAAAGCATAGTTGGTCTTGGTGTCATATGGATCAGAGGCAC 

AAGTGCAGAGGCTGTGGTCATGCGGAACACTCTGTTATTTAAGATGGCTATCCAGATAAT 

CCTGMCACTGTGtATTTATTTTATTTAGACTACCAGCAAAGATTAAAGCATGAAATGTA 

AAACATCTCATAAACTTACAGCCCCCTACACCAAAANGTNTATCTTGTGAAAAGANCTTC 

CTACCACTTTTGAAAMCCTTAAAGAATTCCTTTATCAATGAAAGTTTGCCTGGTTCTAA 

GAATTGGTMGAATTGGTNAATTTTCCTTCAATCTTTTAGGGGACAACCACCTTAAATTT 

CI 1 1 1 1 1 1 I ATTAAAAA 

Sequence 5744 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCATATGAGTTACTGTGGTCAACAGCTTGT 

GGAAGGTCTCGACCTTACAGACTTTCANAGGTAGGGGGAAGGTCTTGTTAGCGGGACAGC 

AGCAAGACCCACCCACCAGTTTAGACTGAACTGTGAACGTGTCACCAATTGAAAATCAGT 

AGCCATACCACCTCACTCCTACCTCCCACATGTAATGTGTTGAAAAAGCATGGGTAACGG 

TGTCCTTTGTTCTCCAANTATGNGATGAAGGGAAGAGCTNACCACACAAGCTGATANAAT 

NCTTTTCTGCATCGAAGNANCACTAT 

Sequence 5745 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGGCCATATCTACGATTCCACCAGTTGGAC 
GGGC CACAGCACCCACAAGCCCTTTTCCAATTCCTTTAAAGAATCCAGCAGCTCCTTCCT 
TTTTGGCACCTTCCACAGGTTTTGTTATTATTCCAAGTCACTCCACCAACAACTCCTCGC 
AGAAAGCC CTTTCT CCTCTGGCCAGGCTGTCTCCAAAATCTCTGGGCTGTCGACTCAACT 
CTTCTCTTCI I 1 1 I IGCTGATATTCCTTGTCCATTGTAATTGCTGCCAAACCTTTCCCAA 
CAAGAACCGGTGATTCGAAGATACAACTNCTGCTGCACCACCTACTGTGTGTCCAAAGAG 
GCTTCTTACTTCAATCACTAACCCCTCTGCAAATTCTTCAAGGCCTTGAACAAGCACCCT 
Sequence 5746 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTTCTGGGGGCAAAACCNGTGTTT 

TTC TTTATGGAAC CCTAAGAGTATAAACAAGTTCCTCTCAGATCTTAAACTCCTTGCTTC 

TATATTTTGTTTTCTG A I I 1 1 I 1 1 I AACTGAAATAGTTATTATTACAGGGGCTACTCTTG 

GGAGTTTAGAATAAGAAAGGGTGCTTAGACACTCAAGCAACATCTTTGTAACAAAGTAAC 

ACCATAAAAGCATTATGTGGCCTAGTCCCATGATTTCTCTCTCCTTTTTGGAGACCCAGG 

ATTGAATGTGGGCTGTGCTCAGAGCTCAGAGATCCAGTTAAAACAGAGACTACGTTTAAA 

ACTATCTMGTGCGATTGGTCTCTTTATACAATCCTGTGGTAGATTTCTGTAATTTTATG 

TTTGACTTGGTATCCATTTTT 

Sequence 5747 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGGTGTTCTTTTGGTTACCAGAGCCCTGTAGT 

GAAATTTCAAATAAGGTAATGTGATTCTTCCAGTTTTGTTA 1 1 1 1 1 1 I I I CTCANAAAGG 

CCTTGGATATTTTTGGGTTTNTTTGNGTGCGTGGGTCCATATAAATGGTAGGATTAAGTT 

TTTTGGTTGGTTTAAMTTCTGTGMAAGTGTCATTGGTATTTTGNTAGGGATTGCCTCA 

MTCTGTAGTA TTTT GGATAGTATGGAMTTTTMCMTATTTGATTCTTTTAAAATCCC 

A TGM CCATMTTnGNGGGGTGTGGGGTTCTTTTCAATTTCTTTCATCAATGCTTTATA 

GTmCTTTGTAGAGATCTCTCATATTmGGTTAMGTTAATTNCTAGGNGGCTTATTT 

TAmGTATCTATTGGAAATGAMmcmCTTGAmCTTTTTCAGAATTTTTTGCCT 

TTGGCATGGAGAMTGCT MTGMTT TGNATGTTGACTTTGCATCTGCAACTTTACTGGG 

TTCGTCATTMNTATCATAGTTTTTTTGGGGGAMNAATTNGGGGTNTTThJTAAAAATAA 

NACNATTTNNATCAGCCAATTAAA 

Sequence 5748 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTATGAGGCAACTATAGGTATCTGCCAAAGA 

TTTCAAATGGCATCCCTATCTGCCAACGAAACTTTAAGGATTATTGGATGTGCTAGATCA 

TATGACTCAAGTGGCAGAGTAGCTTGCACAGCAAGCCCAGACCTGTTGCAGTGACTTCTT 

GGGCCCTACTCAAAACTATCAGCTTCTCGTGTCATTTGGTAGATGAGCTAGAGTAACATA 

TCAACATGATTGATATGATTCCTTCAAAATATCTCCAGAGATGCAGTATTGNTTTTAGTA 

TACTATCTTCCTGTGAGGMTCTGTTCTATTAGCTTCCACTTGCCCTTTCCCACCATAAC 

ATTACCCCACTCCACAAGTTCAAGGATAAGCAATGTATTGGATTCTGCCAGATGCTGAGT 

GTGCCTACTCTAAATATGCATTCAGGAACT 

Sequence 5749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGTATAAGGAGGAGGCTGGCTGGC 

CGCTGCAGGCCTCTCACAGATCTATCCCTGCTCACTATCCTGCAGCAGACAGAGAGACAA 

GACCCCAGCCAGCCCCTGTCCAGGCANGCATGAGCAGCTCATCACAGGCAAGGAAGATGC 

TGCCAAATAACTATTGCCTGGGGGCCACTACACCATTGGGAAGGAGTTCATCGACCTGCT 

ACTGGACCGGATTCGGAAGCTTGCTGACCAGTGCACAGGACTTCAGGGCTTCCTGGNGTA 

CCAC AGCCTTTGG NCGGG 

Sequence 5750 

CCCTTAG CGTGGTCGCGGCCGANGTACTTGCCCCCAGGCCCAGATAATTTATTTAAAAAC 

I I 1 1 1 I IGTANAGACAGGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCTGGCCTC 

AAACAATCCTCTACCTCAACCCCCCTAAGTGCTGGCATTACAGGCATCAGCTGCCATGCC 

TGGCTACAMTCTTMTGTTTTCCCCATGGCTTCTTTTTCTGGCGTTCNTTTCTCACGTA 

ATGGAAGTGGGCAGAGAATGATCCTTTCCCTANGCTTCAGTGTGTAAGAATTAAAGAAAA 

GAGGAAAGGAAACNCAATGGCTTNATGGTCGAAGGACAGGGTTTATTTTAAAGAAAACAA 

ACCCAAGAGTGGCTTTCTGGCTTGAGTTAGATCAGAGGCATGCTCTCTTACAGACTTAAN 

AAGi i 1 1 1 lAANGGATTCAGGGGTGGGAGANGTTTACCAAGAAGGCTTTGGACTNGCTTC 

CTGGGGGCNTCTTTAAGGGGGNCCTNTCTTGGGAAGGGAACTGGGGTTNCTGNTTNCANA 

CNANTTTNCCTTGAANCCNGGNNGGANNAACCCCAAGGNCTNGGTTTATANCNTCCCCNT 

NTTNATNCCCCTTNAAGGGAAANNAATTNGCCNTTTTAAGCCCCCNTTGTTTNCCTGGGG 

NCCAANTNTTTNNAGGGNAANTTTGGCNATTTNCCAAAAAANTTAACCNCCNCCTCCCTT 

TGNGTCCMNMNNNNNAATTNANNNNAATNNGNTGG^^TT^f^^NNG^r^^TTTTANAAAA 

AAAANT 

Sequence 5751 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGAATTTGAGTTTGAGGCTTAAGAAGCTGGA 

TCTCCTGCCGGGCGTGGTGGCTCATGCCTGTAATCCCACCAC I 1 1 1 1 I 1 1 I AAGGCAGGC 

GGATCACCTGAGGTCAGGAGTTTMGACCAGCCTGACCAACATGGAGAAACCTCGTCTCT 

ACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACACGCCTATGGTCCCAGCTACTCAG 

GAGGCTGAGGCAGGAGGATCACTTAAATCCAGGAGGTCAAGGCTGCAGTGAGCCATGATC 

NTGCCACTGTGCTCCAGCTTGGGCGACAGTGTGAGACCCTATCTCCAAAAAAAGAAAAAA 

AAAAAAANGCNTACACAGAGCAGCTCTGAGAAATTAGTTNCTACTAAAAGCACATTCATG 

TTACATTCAGAGAAATGGAAAATTTAATTACATTACTTTTCTACCCTGCATAAATAGGAC 

MCAGCCAGATGTTGTCCTATTTGAAGTAGATATGACACCCTACTTTAAAAAGCACAGGT 

GAAAATGACACTTGGAAATGCCACATTGGTAGATAACACATTTTCCAGAAGTTNGATATT 

NGGGGGAATAGCANCTAGAATAAATGGGANCANCCAGGAAAATTAAGGAGAATCCTCATG 

CCAATAACCTATTGGAANAAAAAAAAAAGCATGTTGAATNAAAATGGCNAAGGGGAAACC 

TGACANCTGCCTTCAANTATTAAAA I I I 1 1 I I 

Sequence 5752 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCTATGGAAACCTAAAAACTGTTTATTTA 

GTTTTCCATACTGTGAAATGCTCAGACATAAGAGTTCATAGTAGAACAAAGCATATTAAT 

GATCTGAAAGTTTCCAGAATACTAGTTAGAAAGTAACTTTCAATGCTTCTAGTGCAACAC 

TAAAMCTGCAGTATATTAATGCATTGTTGCTCCTATTTGTATTCTCAAAAAGAAATTTT 

AATAMAAGACAAAATTCAAATCTTATGTTGAAGATTGCATTTCAAAAGACATTTAAAAA 

GTTCAATCATCAGAGAAGTTGATCTCATCAGATATCATCTTCTGCTAAATGCAATATAAA 
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GCTTTTCAAATGAGATTTGTGATCTTCTAAAAGAACATACTTCAGAACAGGGATCTCTGA 
GGAMMAGMMCCACTAAAAAGGATTCATGGTGATTAGTTTTMTTTGGCAAAATGGG 
GATGAAAGCATCTTTATGTAATAAACTAAAACACAACTA 
Sequence 5753 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC 1 11111)1)1111)1111)1111111 CTTTT 
N M I M I M I 1 I I IMI M M MM I I M l H M I MU I I Mi I II I N I I I I H I M 
Him I AAAAAAAMNAAAAATCNNANTTTNTTTNNNNTTTTTTNGGAAANAAAAANCN 
TNGGGGGGN NCMNTT TAACAN NNTNTANTrNAAMhrTAANNTTNCNTAAAAAAMATTTN 
i M i M i 1 1 iCNAG GNAAT TTTTTNAATNANTTTTAAMNNCCCNNNNAMTTTTTTGNN 
MNAAAAAAAAAMTTTTNGNGAGAANANTNNNNTTTTGCCAMATTTTT 
Sequence 5754 

CCCTTAGCGTGGTCGCG GCCG AGGTAC 1 11 I I I 1 I I 1 1 1 1 I 1 II 1 1 1 I GGGGCAGCATCA 

CACTGATTTCCTTGTCAGTTTTCCTCATTCATTCATNAATTCATTCAAGCATTCCACAAA 

CATTTATTGAACATCCAATACATGACAATCAGTGTTCCAGGCACAGGATGTAAAGTTCCC 

AGGCACAGTGAGGATACAACAATAAACAAAACAAAGTCCCAATTATCATGAAGCTTANCT 

TTTAGTAGGGCACAAAATCAGCACGTAACGTGTAATAAAATGCCAGGCAATNTTAAATCC 

TGTGAAGAAAAGTAAAACANAATA 

Sequence 51755 

CCCTTAGCGTGGTCGCGGCCGANGTACTACCAAGATAAAATATATTCAAGCGGNGTGGGA 

CTTTGNGACCATGAATTMAGNTGATTCTNCACAAAATGTTTNGGCNTTCTCTATCATTT 

AMTTTGCNCGAGATCCTTTTANTTTNTNNAGACCANANCGATMNNCTTTTTTAAAACC 

AATAATGAAAAAGAAGTATTTTGAAAACAAA 

Sequence 5756 

GATGCATGCTCGAGCGGCCCGCCANGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGA 

GCGGCCGCCCGGGCAGGTACGCCCAGCATTGGCGGGGGAAAATATTCCTAGGAATGCTTT 

AAGAGAAGAGGCANCTGGAAGCTTGCAATATTCCAAGGCATGCCCGTGCTTCCTGGGAAA 

GTGGTCTGTGTCATCCTGCCCGGTGAMCCTTTGCTATTGCTTGAGTAGCTNCCTTAACC 

CAGTCTGGCTGGTTCTAGACTTCCAACTGCCGGAAAAAGTGATACACTTCCAGGGAGGCA 

ACTTTCCTTGCCTTGCCCGCCTGCAGCTGGCTTAAAGTGCAAGATGGGAAGATGGCTGGG 

CATTATCTGCAAGCTTCMTCACACTTNCCGTGGCACTGGGAAACTGCAGTTTTCAACTC 

CTACCCTTACAAATGTTTCACCAAATCCTTTATGTTCACCTNTTTGCCCTCTGAGGGGGA 

AAAGGGGACATTCAGATCACAAAGGNAAGAATCTCAAAAAAGGAAAAAAGGGAAAGTNAA 

ANGGGTCTGCTTMTCCCACAAATGMATTTTTCAGNCCCTGACATGGATCCAAAAGTTG 

ACTTGAAACCTAATCAAAAACCGCAAGAAGGGCAAGNGTNCCAAACNCCAAANGGGAAAA 

GGGAATGGGAAACAAATTCAAAAACAAACTTTTAAANAAGGAAATNGGANCNCAAGGGCC 

TCANGGACTATTTATTCCTTTTGGGTAAAAAANMAAAMAAACTTCTTAAGGGTTTTGG 

CCNCTTCACTTTGGGGGAAAAAA 

Sequence 5757 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGMTAGATGMGAAATTGTTTTTGAGTATA 

ATATAMCATAAACAMTCTCTTAACAGCACGAGTGTCAACAAATGCTTTTCGGTTGTGC 

AAAAA CNAGTCTCAAAAAGGAGTGGGGACAANGGAACTGGACAAGGGAGAAATGAGCTAT 

TTTTTCATCTTCCAAANTGCCTTTCTGGCCACGGTCTTAACACTGCAAATGTTGCANNAC 

TGGTGCAGCAGAGTTCATGCTGGGCATTGGGCAGGCACTCCTTGTGGAACATGTGCCCGC 

AATGGAAGACCACCACGCCTGAAGGCTTANCTGCATTCCTAAAACTTGAGAACCCTNAAC 

TTCTNANCCMTTGGCAGCACCCAGCATTTCCACTTGAACCAGGATTGGGAAGCCACAAC 

CACNTTCTCTTCCACTGGGGTTAATTCCTGATGGGAAGAAAT 

Sequence 5758 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACATACTTATTTTCTMTTGGATTTGAAATCAG 
CATG ATTTTGTTTG AC AAAG CA AAGTTTAAG ATTG AG GTCAG AAATACTTTAATGG AGCA 
AAGACACATACCAACTTTACATGACGGTGTGAGAAATAGTCCTATAAACTGGTCTCTTCA 
TCATTTATGCTCTCACTTTAAATATCCAAATATTAAAAGGCAGGCTGACCTGTATCACAC 
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AGAATTAAGGCAGTAATTTTCTGCTTCANTANATCAAGGGTAGGGCTAANGCATCCTGTG 

GTAATTCTTGATTCACAGCTAGATTTGGGAAACACAAANTTAGGGAATGGCTATATGTGA 

TTTGCTAGTTGGAGCAATCAAAGTCTTAACTATCAAAANTTGTGAATTTTNAATCATGGC 

ACCTA AGTCA NGGGTGCTATGGATTGAAATGACCTTAATTCTCAAAGGAAATGATTTATC 

CCTCATTTTTCAMTTGMGGMTNAAACNCTTTACCATCATTTTCMGTTTGTTTCTTT 

AAAAACCCTAAATACCAAATTCCAA I 1 1 1 1 1 1 1 AAAAACCTTACCAAAAGGCCCTATTTT 

NAAATCCTTTTAAAAATTTMCCCAAATNAATlvrrANTTTTTCCTNTTAANNTAAAAAATT 

TAAAAAAAAAA 

Sequence 5759 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCCAGGTATACCAGCCCATATGCAAAGCAG 

AT CTAT GTTAAGACCTCTGGAACTATCTTTACCCAGCCAAACGTCATACTCTGAAAATGA 

AATTTTAAAGAAAGAGTTAGAAGCAATGCGAACTTTCTGTGAGTCAGCAAAACAAGACCG 

ACTGAAGCTCCAAAATGAACTGGCACACAAAGTGGCAGAATGTAAAGCTTTAGCATTAGA 

ATGTGAAAGGGTCAAGGAGGATTCAGATGAACAGATAAAGCCATTAGAAGATGCATTAAA 

AG ATGTGCC AGAAGAAGATGTATGAGTCANAAAGGTAAAGGTAAACAAAATGCCGGACCC 

NNI I 1 1 I 1 1 IGCCCTTTAAAGAACACCTTTACAAGGTGAAAGCNGCCCTTANGGGAAATT 

CCCAAACTAACCCGGGGAACTTGAAGGGATCAANTTGAAAAGACTTGAAAGTAAMTTTG 

AAN GGNGC TTCANCAAAAAGTGGGGGGNAATTTAGAAANCCCAATCAAACCAAATGAGAT 

TGAI I 1 1 1 1 N AAN AAGTTTAAAAAG G GATTAAAG GCCAACCTN NTTN AAAAAAAATTAAC 

CGTTTNCNGMNGGGACTTTANTTTNTTTNNAAAATGGGGGCCGAGANAAAAAAAAGGAA 

NAAA AGGGCNCANAAAATTGGAANGCCCCGCCAAAAAAANTTTCANCGNAANTTTGGNCC 

TTTTCCTTTCCGCCTGAAAMTTGAAMCATGMGAGCTTTTTTTCAATGAAGGGTTGGG 

AAAGCNAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5760 

CCCTTA GCGTGG TCGCGGC CCGAG GTA C I I 1 1 I I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I I GNTNCCCCT 
TCCTTTC 1 1 1 1 1 1 C TTCCT TTCTTTTTCTTTCTTCTTTTTTCCTCTTTCTTTCTTTCTTT 
TTCCTC TTTCTTTCTTTTTCTTTCTTTCT 

GAGACAGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTTAGC 

TCACTGCAATCTCTGCCTCCCTGGCTGAAACAATTCTCCTGCCTNAACGGCCCTCCCCAT 

CAT CCCGC CCCCAAATAAGCTGGGACTACAGGTGAAGTTCCACCATGCCTGNCTAATTTT 

TGTATTTTGGGTAAAGACGGGGTTTCACCATGTTGCCCAAAANTGGAAAAAATAATGTTT 

TCX^ATTGCTTCACAMAATAACATTrGTGAGGTTTGAAAAAAAAANCAGGGGCTTTTATN 

CCTATTTCATAGTCAGGGGAACCTAAAACCANCTANAAAGNAAAATGCTCAANTCCACAC 

AATGGAACNAANGGGGGTCTTGGCTNTTTC 

Sequence 5761 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTTTGCAMTTTTCTGTTTGAAGTTATTTC 

AAGTAAAATGTTATTCAAAGTGATCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATT 

GATGT TMTM GTTATGCGGTCATGCCATCTATACTAGCTTTTCTGGTTTTCTGACCTTA 

G CCTCT TTTTTGAATTATTAGTGCTTATAAAGAGCTCAAGA C I I I 1 1 1 1 1 I I I I ICTTTA 

C ATTTTACT TCTAACTGCATTGATGGTCTTTTCTATTGATTATTGTTTCAAAATTAAATG 

TCI 1 1 1 1 I ICTATGAATAAAGTTAAAAGTTCCCAGGCCTCATTTCAGATCAAAGCATTTT 

ATGGGCATTGGTATAAATGGTAACTCTCCTGCTTTCTATCTGGTCTGNAAAAAAATCTTG 

GGCCNTTCCATCCAGTGAGGTTGTTTTGNAACAAAAAGANATCTGGGNCAATTTGGCTTG 
CC 

Sequence 5762 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCATATCTGTTTCTTATCTGCAGAGATCTGTT 
TTCMTGCAGTTTTATTCTACTTCTTATTCTGATTTMGATGGGATGATAGTTTTGACAA 
AATTTGAAACTTAANNGGTTAAAATTNCTTGGNGTCCTTGG AI I I 1 1 I I I I I CAATTTTT 
AACCnGGTMGNG MGCCTTGGNTNTGCGTGGGTTGGMNTGMCCTTTTGGAMTTTT 
l M 1 1 I TCI 1 1 1 1 I IAAANTNGGGGGGGGAAAAATAAAAAANAACCCCTTTCAATTGGNA 
AGNCCAATTCCNTTGTCCTTAATTGNGMCCTTTCCTTMGNCAAATTGGNNTTTTAAGN 
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TTTCCAACCCTT GGAA NANGNCCCANAAAANTTTTANGGTTGGGTTACGGNTNTTGGTTA 
MGGTAATTGGATTTTGGCCACACGGNTNAAMNTAANTTTTTNTTTTTAMGNG 
AGGTAAC CCT TGGNCN CCAAGGATTGGGGCNCTTAATTGGGTTGGGGGGGANGGCCCCCT 
1 1 1 1 1 I I I AATATTTTTTANCCMTTTTTMGGGGTTAAAGGGCCTTTTTCCTTNGGG 
Sequence 5763 

CGCCATGTGATGGATATCTGCAAAATTCGCCCTTAGCGTGGTCGCGGCCGACGATCTCCT 

TATTCTTATTAAAAAAGGCATGAGGNGTANNCGAGCACTATAAACCATGAATTGGAAGTT 

GATGGTCAGAGAACAGATAAACAGAGTAATATGAGGAAATTTATGTCANGCTTGANAATG 

ATANGGTTCACGATGCTTCAAAATAACTTTTATAAAAACTTCCCTTGAAAA 

Sequence 5764 

CCCTTAGCGTGGTCGCGGCCGANGTACCCCTGATATAGAGTATTGAGATGGCTAGTTTAT 

GTAGACACCAAMCCAATTTTCAGCmMGAAAGAAAACTGAGTCATTCAGAGATCTTT 

TATTTGAGGGGAAAATGTATGACCGTCACTACMGANGCTMTCATTTTCATTTAAATGG 

ATGATTTAAMCTMGMGTTTTCANGMTTTCAGACTACAATAAAAAAATTCAGATTTA 

MTCCTGCTTTCCATAGCTTCMTCCTAMCCMGAGAGTTCAGGMTTTTANATAAAGC 

AAAGATAAATTAAAATAAGACCCGTTACAACAACCTAGCCATTATAAAAAGGGCAGTGAC 

CCAGATAGAAAGAGAAGCCTTTCCGTGGATATTTTTCTCCACCAATTGCATACGGTAAAT 

TTTCCTAMGGTMTTACCTTTTTTGCAAAACCCATCCAAAATGAAGACCNGGNGGGGAA 

ATTCTTCGCCTTMGCCTTNC CCCATA TTGNAGTTTAAGGGCCCATTATTTCCAAAANTT 

GGGGGTMCAAAAGGAACCCTTTTTTGAGGGTGATTTGNGGACCAACCCAGGGGGCCATG 

ATAAATCAANNANGAACAAAGCCNCCTNCTTTCCAAAGAAGCCTGCAACCATGATANCAC 

TGNTTTCTTGATTTCATACTGAGATTTGGCANTATNGTATGCNANTTNTTTTNAAAAAA 

Sequence 5765 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCATCTCAGGTCTTCAGGGTCTTC 

CATCTGGAACTATATAAAGTTCAGAAAACATGTCTCGAAGATATGACTCCAGGGACCACT 

ATATTTTCTTCCAGAAGGT CGCT TATCCAAGTTGAATATGCCATGGAAGCTATTGGGCAT 

GCAGGCCCTGTTTGGGMTTTTAGCAMTGATGGTGTTTGCTTGCAGCAGAGAGACGCAA 

CATCCACMGCTTCTTGATGAMGTCTTTTTTTCTGAAAAAATTATAAACTCAATGAGGA 

CATGGCTTGCAAGTGTGGCANGCATAACTTCTGATGCTAATGTTCTGACTAATGAACTAA 

AGCTCATTGCTCAMNGTATTTATTACAAGTATCANGAGCCAATACCTTGTGAGCAAGTT 

GGTTACAGCGCTGTGTGATATCAAACAAAGCTTATACACAATTTGGGANGAAAACGTC 

Sequence 5766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGAACTATTCTCATGAAAAATTGTATAAA 

TGTTTCTAAAAAATTAAATTATAATCCAGCATTTGMTTTTAGAATATTTATTTGGM 

ATTGTAATCAGAGTTTCAAMAGATATTATCACTTCCATGTTCATTTCAGCACTATTTAT 

AAMGCCMGATATGGAMCAACCCAMTCTCTATCAATGAATGGTTTTTTAAGTGGTAT 

ATAATATAAAAGAAATTGTTCACTTTTAAAAAAGAAAGAAATCCTAAATTTGTGACAATG 

TAAATGAACCATGAAGATATTACGTTGATTCAAAAGA 

Sequence 5767 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACGCGGGTATTCTGACTCAGCTTATTAATGATA 
TCTTTAAATTATATTACTTTTATTCTGTTTTC^ 

TGMTCTTATGTTTGCACTTATGCTATAAMGAMTTATCCTTGGGGTTAATTATTAAGG 

GATGGGGAAATTAAGAGCTAAGAGACAGGAAAATGAGTTGTGAGGAATTGGGGTCACCAG 

ATTTpATTAAAAATTTGAAAATATCACTGTTTCT 

TTTTTAGCGGNTAAGAAGATTGTCTACCAAATTATAGAACAGAAAAGATATATCCCACAG 
CCACTGAAAAAAANAACATATAAAANAATGGTTCCTNGGCCGCGACCACGCTAAGGG 
Sequence 5768 

CGCCAGTGTGGATGGATATCTGCAGAANTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTA 
CAGATGTGATATTGGAAGAAAAAAGATCAAGCTTGATGAGGTTAGAGATACCCAGGCCCT 
TTGGACTT AMG ATCACTANTGTCTAAMTTCCATCGATGGCATTTTCAANTACTTATAA 
GGTAMNCTTTTCCCTGGGAAAGCTGGGAATTTTGGGNAGMCAGGTTTTTAATTCNAAT 
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TCTTGGMTNT AATTT GGGGGCCTTTTTACNGTTNANTTAAGGGTTCCCTTTTAANGGGG 

AAAGNCCANGCTTTTAACCCCTTGGAAAA 

Sequence 5769 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTTTCTGGAACACAGGAAA 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAACAG 

AGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGAA 

CCAAATACAAAGACAAGAGAATCCACATCTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTCTGAAGAAAACCCTGCCCTGAAGAACCGTNCAGAAAAAATTTTGGCTGAAACACAA 

CCTGAATTGGGGAACGTGG 

Sequence 5770 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACAGCGGCTTNCTTGATCCTTGCCA 

CCCGCGACTGAACACCGACAGCAGCCAGCCTTCACCCATGGAAGATTGCNTGATGGTTCC 

TTTATGCTTGGCTGNGCNCTCNTCTTCNCCCAAGTCACCTTGTCTTAACTGCCATNGGCC 

TTCTTTGGNNCNTNGCTCCCTCTTTTAA 

Sequence 5771 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

AAGACACTTCAATTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTATG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

CTCTCTTCCTTCTCCTCTTCTCAAGTAAAAGGAAAGGGTGTCTTTTGGAGTCATGAGCTG 

TGAAGCCTGTAGTTAAGGGAGGGGTGA 

Sequence 5772 

CCCTTGAGCG GCCGCC CGGGCAGGTA C I 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 I GGNTATATGTTT 

NMTTCTTTGCTTTTTTATTTCTAGTATGTCTATTATAGGTTCTTGCTTTGNGATTACCA 

TGANACTTAAAAAAAATCTTATANCTNTAACAAGTTACTTTAAACTGATGACAAACTAAG 

mGrrrTGCAAAGAAAGCAAACAAAAACTMCMACTTTACNTTTTMCTCCATCCCCAA 
ATTTTG 

Sequence 5773 

CCCTTTCGAGCGGCCGCCGGGCAGGTACGCGGGTATAAATATATTAAAAAGGAAAATGTT 

T CGGAT GTTTATTTGTATAAT TACTTGAT TCACACAGTGAGAAAAAATGAATGTATTCCT 

GTTTTTGAAAGAGAAGAATAAI I 1 1 1 1 I 1 1 CTCTAGGGAGAGGTCAGTGTTTATATTTTG 

GAGCCTCCTGAAGGTGTAAAATTGTAAATATTTTTATCTATGAGTAAATGTTAAAGTAGT 

TGTTTTAAAATACTTAATAAAATAATTCTTTTCCTGTGGAAGAGAAAAAAAAAACAAAAA 

AAAAAAAGTCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5774 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTACTCCCGGACCGGCGGCGTGAAAGTCGTG 

ATATCATCGTTGAACTATTAGCTTTGAAGTTTAAATCCAATGGAGAAGACTCAAGAACAG 

TCCAAAGAATTCTTCTAGAACCCTATAAATACTTACTTCAGTTACCAGGTAAACAAGTGA 

GAACCAACTTTCACAGGCATTTAATCATTTGGCTGAAAGTTCCAGANGACAAGCTACAGA 

TTATTATTGAAGCGACAGAAATGTTGCATAATGNCAGTTACTTATCGATGATATTGAAGA 

CACTTAAAACTTCGACGTGGCTTTTCCAGTGGCCACACATCTATGGAATNCCATCTGTCA 

TCMTTCTTGCCMTTAC CTGTA TTTNCTTTGGCTTGGAAAAAAGTCTTAACCCTTGATC 

ACCCAAATTCCAGTGAACTTTTTAACCNNCCGCNTTTTGGNACCTCCATCANGGGCAAAG 

GCCTANATATTTACTGGANGGATAATTACCTTGTTCCCACTGGANGGANAATNTNAAGCT 

TTGGNGCTTGGGAAAAAAAAAAAAAAAA 

Sequence 5775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGCTCACTTGTGCCCAGAGGGAGAATA 
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AAGCCATGTCGAAACTATCTACGATTCCTTGAGTGTTTTTCCA6CTACCTGCCACTTGCC 

CACGCACTCCCCTCAGATCTCAGTTAGAACATGACAATTGGGCTCATGAACAGGATCCTG 

AGTGGTTGCAGGTGAACAAGCAGTTGGCACAAGGGCAAAGTGATCACATCCTGATTGAGT 

GGCTATGGACAGCCATACAGACTGTGTGGAACAACGCTGGTGAAATACCCAAACCGTCCC 

AGAACAATGCCTGGCATGCAATAAAT 

Sequence 5776 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGAAGGATGAAGACTTGAATAAGATTTGGCACATTTTANGACAACTAGTCT 

AACTGNAAGTGAAAAACNGACTGTNGGTAACCAATGGTGAAGGACGATCATGATTTGAAC 

TAAAATGGTA TNAA CGGACATANTAAGGANTTGAGAAATAAAGAGGAAGTNNTNNTTGAT 

TiyrTGGATATGTTTTGAGAGTNAAACAACNTAATTTNCTGAGAGTTTGGATCTAGAGTGCA 

ACAMCGTAGAGTCAAAAACAATTAACTTTTTGGTTTCAACTACTTGATGAATGGTAATG 

CCACTAAATAANACAAACCAACTCTTGAAGGATGAAAAATTTGAGA 

Sequence 5777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGTAGGCATCTATGTAAAGTGAGAAAAAT 

ATGTTTCGTAMTATTTGCATCTTTAATATTGTTAGTAAGTAGTAAACAGGTGTTTTGCT 

GATTGAAAGGAAGTTATCTTGGTAAATTGAGACTCAAAGTGAAATACAAAAATGAAAATA 

TTTATAATAGGACTCG ACTTG GAGAAATTGCTATTCTTCCTGTTGTCCAAACCATAAATC 

TGAGGATMCCTGGGCTTTTCTCTTTCCTCTTCTCCTAACCAGTTTTTCACCAAGTCCTG 

TGCCATTTCACCTCCTAACGTCTGTCAGCTATCCTTTTGCCTTTACCTCACCACTATTAC 

CCTAGAGAAGACTTTCATTTA 

Sequence 5778 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGCCGGTATGGGTGACCTGGGCACAGGCA 

AGGCCATCATCATCACACACTGTGTGCACCAGAACTCCTCTTGGCATCTCCAAGCCAGTT 

CACCATTGTGTGAACTGTGCACTGAAGGAGCTCCACTGGGACTCAGAGGCCTTGGCACAA 

CTGCAGCTGTGGAACATTGCGATGAGGAAAGATTGGGAAAATGACAAGAGCCCATTGTCT 

GGAATTCATAGGTGCATTGATTGTCTTCAGTATCACCAGCCCAGCCCCATTTGAAGCAGA 

GCCAAAGTGGAAAAATGATTTGGACTAAACGTTAACTCATGGCAGACCAGTTTCTGTGGT 

TCTGTTGGCCAAGAAATGTGACC ATGG GAGGATGAATGCAGAAACAGCAGCCTCAAGATG 

GGCCA GATCT ACATGGAACATAGTTTTGTAGGATAAATTGAAACATCANCAAAAGAAAAT 

GTGAACTTTTGATGNAAGCCTCCANGTGCCTGGATGCCANATAGACAAATTCCAGGMTT 

TTAGG 

Sequence 5779 

CCCTTTCGAGCGGCCGCCGGGCAGGTACAGAATATGATTATTCTCAATGATGTGGTGGTT 

CTGGAGACTCAGGATTCTTTGGATCCATGCGTGGGCCTCACACATCTCTTCCACGTTGAA 

TCCCATCAGATTGATGGCAGGAGATCTAGCTTCAAGCCCATTTTCTCTTTTCTCCTCTCT 

GGTTGACTGGGGGACACTGTAATTGTTCAAACTCAGCATCTTGGACCTCTTTGCCATTTC 

AGAACTGAAAGCCTACAAGAAGCAAAACAGAGCAGAGAGTCATAAACAGGGCTGATAGCC 

ATTGTCATTAAAGTCTNCCTIMTNTGCACACACAGGCACTTGACTTCATCCACTCTGTCAG 

TCCCATTCCTACTACCACAAATCTAAAGCAGCCTTTAGGAAAGTCCCAGAGAAGAGGACC 

TCAGTCTATTANAACACGGAAAGAATAAGCATNGGAAAAATGGGAGATGAAATCAAAATC 

TGGTATAAATAAAGAAGACTATACATTCCGNGACAAAATATAACCCGTGCATTCATTAAA 

CAGAATTTAATGCCCTGCTTGNGCTAAACTAAAGCTGGNGGNTTTGTCACTGAAGAAAAA 

AACTNTAGGTACTAATAAAACACCAATTCATTTAAAAAATGGNTTTCACACCAAAACTrT 

GGTNTGTAAAATGAATAA 

Sequence 5780 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCACAATGTGATnTTGTATTTCGAAAGCTT 

GAATTGTCCCCTGAGTGTGAGAGACAGAGGGGGAGCGTCCGATCAGCGGCGCTGCTGTTC 

ACCAGGCCATGAAACTCCTCCCAGGCCTTGATGCTGTCGGTGTGAGTTTTGTATTCCATA 

ATGGTGTTGGGAGGTAGGTTAAGCACTCGCCGAAGTGTGTNCCGGATTCGGGCTGTGGTT 

GCTTGGTCACTGGCAGTCTTATTCCATATTGAAATAATGTCTTCNTGAAACGGACAAACA 
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CCACAACCCCAATAANTCTGCTNCCCAACCATGAACTGTTTCCCCCAGCATGGGCCAAAA 
TGAAGA TTCTC CCAGCAACCGGGAGGCCAAGCCCTTCCCNCAGCCCGAATNATCCACTTG 
CCACCATTTTTATTTCATCATCCTCCCACATGGGGTTTAATTCCTTTC 
Sequence 5781 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTGTTACCTGCTTTTGAAAAATAAAGT 
CTTTGGTTCACCCGGTGAAAAAAAAAAAAAAAAAAAAAAAGTACCTCNGGCCGCGGACCA 
CGCTAAGGGCGAATTCCAGCACACT 
Sequence 5782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGGCGCCATGTCCGGCCGCGAAGGT 

GGCAAGAAGAAGCCACTGAAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGGAAGAT 

AAGGCTTTCAAGCAGAAACAAAAAGAGGAGCAGAAGAAACTCGAGGAGCTAAAAGCGAAG 

GCCGCGGGGAAGGGGCCCTTGGCCACAGGTGGAATTAAGAAATCTGGCAAAAAGTAAGCT 

GTTCCTTGTGCCTGA GGAG ATGGTGACCCTTTATTTCATCTGTATTTAAACCTCTCTATT 

CCCTGCCATAACATCTTTTGCCACGTATAGCTGGAATTAAGTGTTGTCTTGGAGCTGTTG 

TACCAACTCCAAACCTNTGATCTCTTGACAATGGGAAGTAGAGCTGAGCCTTCATTTTTT 

TTCATCTATAAAAGTGGGMGAATAAATTGTATTTGCTTATTTTGGCAGGGCTCCCCAAA 

AACTACTCCCAGGCTCNGTGAGCCCCTACATTANACCTCANCAGGACTCGGGAAGTCTTT 

TATTATCTANTGGTTTNTGGGNGTATTTACCAATNGAAAGGATTTTNAAGCAANATTCAG 

NCAAAAAAAAAAN 

Sequence 5783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTN 1 1 1 ) 1 1 II II I i 1 1 1 1 1 1 1 1 CACCAGTGT 

TNCTTGCCAAATTAAACTAAAATTCTTAGATGTTTATTTGAGCTAGAAAAACATCTAATA 

GAACTAAAGATTGCTTTAAGAAACAAATATATCATGATTCCAAAAACAAAAACAAACTTA 

GGAAAA AACTG TTAAATATAGCATGCTCCANAAAAGANATCTTTATACTTNGGTCTAGAT 

ATCTGCATTTTAMCTACTTTGGATTATATTTTAGGAAGATCTATAGCCTAGAAATAAAT 

AATTTAAAAATCTACTGATAAGGAAGCAAATCA 

Sequence 5784 

C CCTTA GCGTGGTCGCGGCCGAGGTACCACTTTAAGTTATCATAATTATGTTTCTATGCT 

Gl 1 1 1 1 ATTAATT AACCCA TTTATTTATTAAGAAGCCATGTTAAATTTTTCCTGGAACAA 

GGTAGGATATATATTTTTAAAATAAATATTCACATGTATTCTTTGTTAATAATAAGAAAG 

GTCCCAGGCAAAATTCTAGAGCAGAGTAAGTGCTAGTAAATAAAACAAAAGCAATATATT 

AGTTTATCAGAAAGTTAATAACCACAAATATTAACAGAAGTAACAGAAGTGGGGCTTTTA 

TTAGAATTTGGGATTGTGGAACAGGTGCAAGAAGAGAAGGTTGAAATTCCAAAGTAACTA 

ATGAGATATTATGTTTCTGACAGCCCCAAAAAGAGGAGTGGACTGGGACATGACCTTGGG 

TTCTGGTCTATTAAGGAATATATATGCATTCCACCTCCTTNCCAACATTNAGAGGCAATA 

TTTGAAAAAA 

Sequence 5785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAACGGTTTAATCCCCATGATATTCGCTTG 

ATATTAAGTGATGATGTCTTGATGGAAAAATACGAAGAATTTATGCTTAGACGGTGGCTT 

GTTGCAGATCCTGATTGTAGGTGGTGTCCAGCTCCAGACTGTGGATATGCTGTGATAGCA 

TTTGGATGTGCCAGCTGTCCAAAATTAACTTGTGGGCGAGAGGGCTGTGGAACAGAGTTT 

TGCTACCACTGTAAACAGATTTGGCACCCCAACCAGACCTGTGATGCTGCTCGACAAGAG 

AGAGCCCAGAGCTTACGTTTGAGAACTATACGTTCTTCATCCATTAGTTATAGTCAAGAG 

TCTGGAGCAGCAGCTGATGATATAAAGCCATGTCCACGATGTGCTGCTTATATMTAAAG 

ATGAATGATGGGAGCTGCAATCACATGACATGTGCTGTTTGTGGTTGTGAGTTTTGTTGG 

TTGTGTATGAAAGAAATCTCANATTTGCATTATC 

Sequence 5786 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATACTTTGGCAGCTTCTTCACGTCGGTC 
CTCTCCGCGCGCGGGTAGGAACCGTCCACGGCTTAAAGAACCTCCTCACCAGCCATACTT 
CCCATTGCCTCCAGTTGTTGCACGGAGGGTTTCACATCATATTTCAGAAAGGCTCCTGGA 
AAGAAGTGAATATGTGTCGCATCCAGAGAGCTGATGGGGATTGTGACTTGGCTGCTGTCA 
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TCCTTCATGTCAAGCGCAGAAGAATCTGTGTCAGCCCGCACAACCATACTGGTNAGCAGT 

GGGATGAAAGTGCAAGCTGCCAAGAAAAATGGTAAAGGAAATGTTTGCACANGAAGAAAC 

ACCATGGCAAAGANGAACAGTTAACAGGGCACATNAAGGGGAAACACCAAACCCCGTCTN 

TATTAMAMTACAMTATTTAATTTGGGTGTGGTGGTGCCTTGCCTTCANTCCCAAGCT 

ACTTMGGANGGCTGAAGTAGGAGAAATCGCTTTGAACCCAGGAAGCAAAAGGTTGCAAT 

GAGCTTAAAATTGCNCNTGGTGCTNNTCCAAGCCTGGGGCAACAAAATGAGGACTTGGTT 

NAAAAAAAAAAAAAAAAA 

Sequence 5787 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGTGCTTTCCTTATAAGGAATCAAACTTGACTTACGGAGCCAATAAAGCCCTTG 

GAAAAACTGGCCTCATATTCTGTATACACAGTCCCTGAACAGGGTTTCTGACTGTGTAAG 

TAMGAATATCACTTTTTGACAAGTGCAGACGCCCCAGGTTTATCTTGGGCCCTCAAAAG 

GAGAGGAMTTTCACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGGCTGGG 

Sequence 5788 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCACATCATATCATATCATAGCTAGCT 

CTGAAGATGCAGCATAGGAAAGAGACGAGAAGGCTGTGCCCTCACCCGTGTGGAGAGCTG 

TGTGAAACGGAGTGGCCTCCAGACACAGCTTTTATTGCCAGTATTCATCCACTGATGGAC 

ATTTGGGTTACTCCCACCTTTTGGCTCAGCTGTGAACATGGGTTACAAGTGTCTGTTCCA 

GCGCCCTATTTCAGTTCTTTCCAGTATATGTCAAGAGGCAGGATCGCTGGGTCGTTTGGC 

AATTCTGTTTAGTTTTGTGAGGMCTCCCATACTGTTTTCCCCAGCAGCTGCGCCATTTT 

ACATCC CCAACAACAGTCCACMGGGTTTCMTTTCTTACATCCTCGCCCACATTTCTTA 

TT TTTTG GTGGTGGGGTATTTTTAAMAATAACACCTAATGAAGTGGTGACGTGGGATCT 

TATTTTMNCTTTGATTTGCATTTTCCTMTGMTM 

AACCTTATTGGNCATTTGGNGNGCTTTTTAAAMAAGGCTATTTTNGGNCTGGTGGCCNA 
1 1 I 1 1 I AATTGGGGTGGGANTT 
Sequence 5789 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTTTTCTATTGCTTCTTTACC 

MATAMTACMGCTTTGCAGTTTAAAACAACAGAMTTTAATTTTTATAGTTGTGAGGG 

TCAGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGAC 

AGGGCTGGTTTCTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCT 

AGGGAGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGGTTCC 

AGCCTCAGGGATTCCTMTGTGACTCTGACCGTTTCATCTCCCGTTTATGAGGACGCTTC 

TGGATTGCTAAGATCATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAA 

AAATNGAAAGAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTAGAGTGGG 

TGACATTTTCATCCCTTGAAAATGGA 

Sequence 5790 

CCCTTTCGAGCGGCCGCCCGGGCAG GTACTTTN I I I » I I < II II I I I I i 1 11 1 i I JNATT 
I II I I 1 I 1 1 1 1 1 1 11 I I I I 1 I M I I 1 1 11 I ( I I 11 I 1 1 I I NNTANNNNNN I 1 M I N I M 
M II 1 1 M AAAAANNNAAAAANNANT1 I 1 1 II I 1 1 1 N AAA A AAATTTTN N N AAAAAG NTN 
NTT^NTTTTNGNGGANTTTTTTTNGGGCNCNCCNMNTTATTTG 
NTTTTNAAAMNGGNCNTTMATTTTNGAAAAMNCGGNCNCNCAAAMMAAAMTTTN 
CNTCCNTTNNNNNCCCANTTNAAAAAAAAAAATTTGGGGCCAAGNCNTTAAAAAAAAANN 
CNCNTTGGGGNN I M M A 
Sequence 5791 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTTATTGAAACAGTCTAAGATAATACTCC 

TATAAI II I i I I AAAGTGTTAAAATAAAAATACTTCACTCAATTAACTTACCCACATAAA 

GCCACCGMAAAATGCTTTGAAGTTTTTCATACTACTATCTATAACTCTAAAGAGATAAA 

AACAAAAAATCAGAAATAAGATTAGTGTGTGGGGGATTCATACATCCTACTCAACTGTCA 

GGAAATATCATAATCCTTACTGTTCTATTTTATCCTATCTGGGTGACATTTAAGTCTTTA 

GAACAGCAGATATTACAAATCAAACGCCTACCTAAAAATAAAATTTCAAAAAAGAAAATA 

CTGATTATAAAAATAAAGCAAATAACTTAGATTCCAACTGGTTACAAGAGCCTTGCCACA 
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AACTGNGTAATAGTCTTTCTTATGACTCAGTMAGCATGMCTCCTTITCTACTTTTGCC 

AATTAAAGGAAATCAGAAAAA 

Sequence 5792 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTTGAGACAGGGTTTCACCATGTTGGCC 

GGGCTGGCCTTGAACTCTTGACCTCAGGTGATCTACCCACCTCAGCCTCCCAAGTGCTGG 

TATTACAGGCGTGAG CCACT GCGCCCTGCCAAGCTACTGCATTCTAACCACACACACACA 

CACACACACCCCAAAATTTTATGAAGATTAMGAAAACCTTTTATTGAGGTATAACTTAC 

MTAAATAGTGCACATTTMGTGTGCAGCTCCTTTMTTTTTTACATATGAATACATCAT 

TGAGACTTTCTGTMCCCACTTTATACTGTAGTTTGCAAGTGAGCTAANATCGTGCCATT 

GCACTCCANCCTGGGCAACAAGAGTGAAACTNCATCTNAAAAGAAA 

Sequence 5793 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAACAGATGTTT 

CCTCAGCTGGGTGTGA GGTATACTCTAAGCAGGAGGCTTTTTCAGCCTTCTCTCTCTTTT 

i i i i i i i 1 1 i I I I I I 1 1 IGAGATGGMTTTTGCTCTTTTGCCCAGTCTGGAGTGCAGTGG 

CATGATCTCAGCTCACTGCAACCTCCACCCACTGGGTTCAAGCGATTCTTCTGCCTCAGC 

CTCCC GAGTAGCTGGGATTACCGGCACCCACCACCACGCCTGGCTAATTmCMTTT^ 

TTTTTCAAGTAAAGACGGGTTCACCGTGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCA 

GGTGATACCCGCCCCCCCGNCTANCCTTCCAAAGTGCTGGGATTACAGGCGTGAAGCCAC 

CGTGCCTG GCCC T GTCTC TCTTAAGAGTAGGTTCATTGGCTGGCTTAGAGTCACTTCTAT 

TGCMCTCATTTTCTTTTTCGANGGCACMNATTGACCAANCTGCCGGTCCCTTTTCTGC 

AGGACAGGACTNTTCTAACATACCTGGCTTNGTCCCCGAAGCCGGGGTTTGGGG 

Sequence 5794 

CCCTTAGCGTGGTCGCGGCCCGANGTACAGGTGNGCNTCACTAAGGGGCANGCNGTTCAT 

ANNNAAAMAANATTTTTTTNNTTNTTNCCGNGTGGGGCAGGGGACGCCCGTTAACTGCA 

NATGTCTGCTGAGCATGTCCAGGGTGGGTATGGGAGCTGGGATTCATCATTTTGTATGAG 

ATGCCTGGCTGCCATAAGGTTGACATGACCCGAATTAGGGCCCATCATGAC 

Sequence 5795 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTGTTTATGGMCTTTCTGTGGCCACCTA 

CGAAAGACAAGTTAACAAACTGTCATGGAGGCTGTGTTGCCCAGCCAGGGCCCGCTGCAT 

TTTGA CMCAT TTCC ACCCTG GCCACTCAGCACATTTCATGGAGGTCATGTCTTTTCACT 

GATACi I 1 1 1 IGATAGTTTTTATATMCAAMTCCTTATTCTATTTATAACTTAAGATGA 

TMGGCACTATAAATTAATGACCTAMATMTATATTTGTCTGTTATCTTTTGCTATTCT 

ACTTCACTTTAATTTrTAGCTGTAAMTTGGTAAATGGATTCTTACAACTATCTCTTTCC 

ATTTCTTACT ATTTG GTTTTC AAATTTC ATTT AAATGTCAGMTTTCCTTTTTT AG G AAC 

MTGTGTAT TTCA TTGCCTATTTAMAATAMCTCAMTTTGCATGCCATATGCCCATTT 

TGANTACNATTTTATTTCNTTNATGAAAAGGCATGAACCAACTTCAAATCCTTNATACTG 

TTTGGGTGNTNATTCTACATNACGACAATCTATNATATTATTTCTATACCTTTNAAGGGN 

TTGCNAAGGATGGGTAGNGGGAATTNTGGAAATTAATTNGNTAATGNCTTGGGNATNNCC 

TMNNNTGGAAAGGNAGGTNCNCMTTNNCCANGGNlvn^ 

CCTCCCAAAAAAAAAAAAAA 

Sequence 5796 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATMTATCTATCATCCAAGTTTCAGGGTTTTT 

TGAMGTTGATAATTAGGAMGTGACATTTTACTTTTCTTAGTGCCCTTTG 

TTTCCATTGAGAAAGAGCAGTCACCAAAGTTCCTCAAGTGTCGGAAGACCACCACCATCA 

GAATCAGTGCTTGTTTAAAAAATAAAAATCCCTAGGTTCCAGACCTACTGAATTGGACTC 

TTTGGACATGAGACTCAGCAATCTACATCTTTAAAAAGGCTTCCCAGGTGGTTTTTGTGC 

ATACTGTTTGAGAGTCACTAAGTTATATATATATCCTACCTTCTGTAAAGTGAAATGAGG 

CCCCAAMAGCTAMGAGGTAGAGCTGCTACCTCGTTTTTAGTTGATTCATCATCTAGTC 

TATATCACCCAAAAGAATTTGGAAATAGGTATTCAAACAAAAACCTGTATACAAGTATTC 

ATAGAAGCACTACTTACAATAGCCGAAAGGTAGAAACCAACNAAATGGTCTATCAACTGA 

TGAATGGATAA 
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Sequence 5797 

CCCTTTCGAGC6GCCGC CCGGGCAGGTAC I I 1 I 1 U I I I I I 1 i I II I I 1 I I I I I I Hi I 1 

1 1 1 1 n 1 1 1 1 ii 1 1 ii 1 1 1 1 1 1 1 1 1 1 n 1 1 1 in i ) 1 1 1 1 1 1 j n m m i n i n i cccc 

N NAAAAAAAA N I M I I I rTAAANCCNNTNAANAAANNCCCNTTNNTTCNNAAAAAAANAA 
AC I I I I M I lAAMNAAMMNATNNCTNANNTGNTGAGGTTATTTTCCNGGNCCNTTNA 
AMNAAAN^ITTNNC CNNNTGTGC C^iAAAAAAANGNTTTGNCAAAAGAAA^fANANNGGATG 
C AAGTTTGNTNA GC I I I I I II I I I NAAGGNCNNNNNNTTTTTNCAAANTNNNAAAANANN 
Ni i i i i i i i i i i ICCCNTAANAAAAAAACCGNTTTTNGGGNTTAANANNACNCCCCNNGG 
GNNAANTTNNTGGGGGTTTATAAAAAAAAAAAA 
Sequence 5798 

TGATGGATNTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATTTCCTGA 

TAGAGACTTGAGATCGTTAC CTTTG AAAATGGAACCCCAATCACCAGGTTGAAGTAAANA 

AACTGCATGMGGGGCAGCCTTTTGMGTTCCCNCCCTTTTNAATTTTTNTNCNNACCNT 

TTACGCCGTAAMTGGNGANTTGGAGGAAAGCCCCNTTTTGGACTTTC 

Sequence 5799 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGTCCAAACTTGAAGATGGTAACAAA 

GAACAGAGAACAGACAAANCAAATCTTGGTGGAAAAGGAAAATATGATTTTACAAATGGT 

GAGAAGGANAAGA AGAA AANGAANTGGNGATTCTCACACANTAATTTGTNAGCCAAGGAG 

GACAGTATTTCATATTTTNGMTGAGGMTATGAMCCCAAATTTAAAAACCAAGAAAAA 

AAAGATGGAAAAANTTAAGCAGAAAGCAAAGGAGTTGCAAGNAAACCGTTTAAGGAAAAA 

AATTACTGGGATCAGGGAAAGCCAA 

Sequence 5800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCNGNGATNAATACACCATTGCTACATTTCTAT 

CACTCTCATGTTCCTTGGCCTGTCTTCTATCTTTGTGTGTGTG 

Sequence 5801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAAACAATTACAATGTTAATAACAAAGATA 

AGTAATCACAGAGCACTATGTCAGATATAATACTAATTTAAAAAGTTTGAAATATAATGA 

CAATTAACAAAATGTGACTAGGAGGCTCAAAGTGAGCACATGCTGTTGGTAAAATGATGC 

TMCAGACTTGCTTAATGTAGGGTTGCCACAAACAGAAGTAAAAAGTGCTTATTTGCCGA 

CMCCTTGCCAMTATTGACTCTATAAAATGGTTTAAAATTATTTATATTACAGATACTT 

TGCTTTGCTATTTCTMTTCTCTTATTTTGTAMCAGTGTTATTTTAGCCACATATGTAT 

TTCTTT CGCTCTGGAT TTCTCATTTCATTTTAATTTTGTGTGTATGTCCTTGATGG 

TTTGAAi i 1 1 iGTTTTCATTGCATCTTTCTGTATAATTATTCCTGGGATATTGNGTCATT 

TT TAAA AATTGCATTTCGTANGATGGATTCCTAATACTTTCTTAACATGTGCTTTTATGT 

TATTTTATTTCCCTGGCNTATTACTAAAA 

Sequence 5802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATACTCTGATTTTGGTTTTGATTT 

TGGTTTGGTGTAMCTGCMGAGTGTGTATGCCCTTTTTACCTGTTTTTTTGTTTGTGG^ 
ATGTGTGT 

Sequence 5803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCATTTACAAAACATAGTCATCCTTGATT 

GCCGAAAATGACAAATCCTAGAAAACGTAGCATTCCTATGCAAGATGTTAACATGGTTCT 

TAGTTGTTGGCCAAAGATCCATTTGATGMTTTMTTTTTCTGAAATAGACAATTCTGAT 

GAT TCAGA TGATTCTGATGTTAGTTCTGTTTAGAMTAACTCCAAGAATAGTTTTTATAT 

TTTATTTTCACATTGAAAATCAATCAGGGCCAGGTGCAGTGGTTCACGCCTGCAATCCCA 

GCACTTTGGGAAGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCAAAGACCAGCCTG 

ACAAGCATGGCAAAACCCTGTTTCTACTAAAAATACA 

Sequence 5804 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCAGTGGTTACTTGCATTGTGTAGTGTTTTT 

CMGAGGTCTG GGTC TTMCAAAATGTTTTCCTTTATCTCAGTGCTCTTCTGCCTCTTTT 

TGGTGGTGTCCTTTTGAAAAACAATACACCTTCTATTCCTTCATTTTGGGTTACACCTTT 
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CCTTGTTGACATTTMGCGAGTTTCAAACTTACTTCCATATGAGGCTAAGAAACCCTCAA 

ATTTCAGGAATTGGGGAAAAAATAAAAATTAGCANCTTGCCAGAAAGGTAGCCAACCAAN 

ATGGGGAAMATGCCCTTGGATTTNGACMTTTTTTCTTTTC 

TT 

Sequence 5805 

CCCT TAGCGTGGTCGCGGCCGAGGTACTTNTTTNTNTTI^NTCNNTNNNCNGTTTGCANT 

TTTTGTTCTTTANAATTNTNTTTNACANTANAACATGTTTTCCACCATGTATTATTCATN 

TATTTAAGAMTATTTATTGAGCCTNTGTGMGGGACAGGTACCAGNNATGNISICTNTCAA 

CAATTAAGGATGCCT 

Sequence 5806 

GATGGATATCTGCAGMTTCGCCCTTNCCAGCGGCCGCNCGGGCGGGCACAGCMTTTTT 

CTT GCCAC MACCTGAATTMCCTTACAGATTTTTTAATAGGAGCCCTGAGATATAATTT 

TACi 1 1 I I GGAGMTAT ACTTACCCTTTTAATAGCTTTTCTTTTTTAGAATAAAAATGTT 

TGGA AAACTAGACTCCTGTTTCTCCAGATTAGAAATGAAATTTGATCCTGTGGTGGCAGT 

TTTTCTCCCTCTCATCATTACATATGTTAGAMTTCTGATAAGGAGATTGTTAGAAGCAN 

MNATNAAGATTATNTAAMGAGAGAGGAGACTNAAAAGGAGGTGAAATGTAATTTTACA 

ATTCCC TGCA CCACTTATTTATTTCCTAAAATNTTGNCTCACACAAAAGACATCANAGAC 

AGAAAGTTTTCTNTGTCCACATCTCCCATATGGGCAMGGTAGCTTACCATTTCTTGGAA 

AATAAAGAAAAAATG 

Sequence 5807 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I M I I I II I I I I I J J I 1 I I I I C11 1 I I 1 1 I I 

I I M I I I I I I I I 1 1 I 1 1 1 1 I I I | 1 | I 1 1 1 | | | | | | | 1 1 1 | | | | | I AAAAAANTTTCCTTT 

TN ACTNTNATCCTTA NATTTCCANAAANTTTNTTTAAAAANGNTNACCNTTTNAACCANA 

AAA1 MM I TTT TTTT AAAAATTTTTT AATN ATTG A AAAAG G CC NTTTC ATC ATTTTTT A 

ACCAATTTTTTANAAMNATTTNCNTNCCCAAACAACCNNTTAAAAANANAAATTCCANC 

NCNC TTTCAA CCCTTANTAANAAANCCAAACCTATNCCAAANTTAACNNAAACATNATCA 

NAANNTTTTTCCTNAAAAAAAAATTTrrivrrNCCCTCNAAAATTCCACAAM 

CCNNAANCTTAAAATTAAACCTNAAATCCCTAAANAAAAAAACCCTAACCCCCCTTTAAT 

TTNCTTTANCCCNAACATCCCCTNTTTTCAAATNAAAAAAACCTTTmNCCC 

TTAAAAANAATNNCNCNACCNCCCAAAAAA 

Sequence 5808 

CCCTTTC GAGC G GCCGCC CGGGCAGGTACCTTCTTTGCTATTCAGTTGAI 1 M I IGTAAT 

MCACACTTTTAATTTTTTTATTTCCTTTTGTGCATATTCTATAGATATTGT^ 

ACCATGAGAGTTATGTATMCATCCAAAGTTACMCMTCTATTTTGAATTGATAACAAG 

TTAGTTMTTGATAGCAAATCACmCTTAGTTAAGTTAATTCCTAGGTGTTTCATmA 

TTTGTAGCTATTGTAAATGGGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAATACCTTAAGGAACCGGAAAATACTAA 

ATGTCTTTGGCTATACMCTAAMGGCCATTCTTTCAAMGMTAGGGCATATTCAmC 

AGAATCAACTAAAAAAAACAGAAAGCATAACAGAAATATGCATAGAATTTAAGTATACTT 

TGTCTTGCCTTCTTTTCCCATTCTACCCACATMGCAAGGAGMTGCAATTTATATAATC 

TTTCCAGATGAGACTCAATAGCACTACAAAGAAAATACCCAAATTTCTGCAAAGGCAAAG 

TG AATTM AATAA TTACAC AACTAGGTGMGACTGAMGGGACAAATGTTATTTGCAATT 

TTCl I 1 I IMCTTGTTTTTAAGCCTTACAAGTGTAGAAATTATAGCTAATAAACAAAAAG 

TCACAATCTTC ACAA ATGGAACTCAATAGAAAAATAAATCAAATGAAACACTTAGTAATA 

MTG AAGC CTATTTTATTACTTCMGGTGTTMTGATAAAMAATTTCAGCACAAGCTGG 

TGGCTTTTAAAAAAGTGAAACTACATACTATGTTTCTAGCTCAGTAAACAGGATGAACCT 

GATGGTCTTTNAATGGACATTACCAANTNGAGCATTGGACCTCCTCAANCCACTCTCCTA 

AANGATTGGGAACAAAAAGCCAACCAAAAANGAAATCTCTCTTTTAAAATGGAATAAAAT 
GGTT 

Sequence 5810 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTTAATAAATTTTAACAAAGTAAGCACAA 

CTCTTGTGCTTACCACAAGATTAAGGAATAGAATAGTCGCTGGGCATGGGGGCTCACGTG 

TGTAATCCCAGCACTTTGGGAGGCAATGCAGGCAGATCACCTGAGGCCAGAAGTTTGAGA 

CCAGCCTGGCCAACAAGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGCCA 

CGGTGGTGCACACCTATAATCCCAGCTACTCAGGTGGCTGAGGCTTAAGAATTGCTTGAA 

CCCAGGAGGTGGAGGTTGCAAGTGAGTCCAGATTGCACTATTGCACTCCAGCACTCCANC 

CTGGGCGACAGAGTGAGACTCCCGTCTAAAAAAAAAAAAAAAGAAAATTCTTACTGGTCT 

AGTCTGCTTTGCTGGCACTTCCTGAGATTTGATTTTTATGACATTTTCTTATTAAACTTT 

ACATTTCACTTGGTTGGCATATAGTTTTGGMGMATATATTTTTTCTGTATCTAGTTAA 

ANCTCCTTTCTCATTCATAACCGTATATTACCNGCI II I 1 1 I 1 1 CTAATTTATTATTATT 

NNCTTGGTGGGCATACNCTTTTGTNNAAAAAAAATT 

Sequence 581 1 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGGCACGATCTCGGCTCACTGCAAGCTCCG 

CCTCCCGGGTTCACGCCATT CTCCT GCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGC 

CCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTA 

GCCGGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCGCCTCGGCCTCCAAAGTGCTGG 

GATTACAGGCGTGAGCAATTACTGTGTTTCTTATCCATGTAGTGTGCATGCAGTGACCGG 

CATCCTAATA CGGGT CCTNCTTNTAGCATAGATATGGGGATCAAGCACAAACAAMGCAA 

ACAGGTANCATTTTTACANNCAGCATGNACAGTAAAGGGCATTAAGGGGGTTNGTTAAAC 

AATTATCCCAANGAGCCAT ATNA1TGA ATAATNCNAANGAATNTTACTGNGCCTAANAAT 

TTTTGGCCACATTTAATTCA I I I 1 1 1 1 I ACCNTTTCTTTAAANCTTTNGNCCGTGCNATT 

TAANTAATTNNAGTTTCTTGGGTrfrrGACTNNNANCAATGGNNTTTG I 1 1 1 1 I I I 

Sequence 5812 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACCCAAGCATTGGTATCTACGGCCTG 

GACTTCTATGTGGTGTTGGGTAGGCCAGGTTTCAGCATCGCAGACAAGAAGCGCAGGACA 

GGCTGCATTGGGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGTTCCAGCAG 

AAGTA TGAT GGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCTATCCAAAAGACAATA 

AAAAGTTTTCAGAANANAAANNNNNNNNNNNNAAANANANNNNNNANNNNNAANNGGTCC 

NGGAAGCCGTTCTTGACAAAATGGGGTGAAATGACCNTCACCCGCATTGGACAGGCNCTT 

GCTGCCCTTATTAACCTGGCTCATGCCCTCGGACGTCCTGGANNAATGCTTTTGCTCCTT 

TTTTGGACAAGCMTATGMTTTGGGTTACNCAAAANAANTNCGGGCAGCTTTTTNNAAT 

TAAMCCTTGAMNNGGMTGTTTTNAAGGCCMCANCCAATGAMGGTTTTTTTGG 

Sequence 5813 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTCTGTTGCATTAATGCTTCAAAAAAT 

CATCAAATGA7TCATGGGGGCCTGATTTGTATTTGAAAAATGTTTGAAATTAAGAGTCTC 

ATTTGmCAGGMTGCAGCTACCTGAGTTTTTTGTCTtGGCAAAGTCACAAAGCCCATA 

TACTCACATTGTG TGTCTATA TTTGCCAATTAATTGTAAACTTCTAGGAAATATGCCCTC 

TCTTAMGGAGMTTTTTTTTAMTCTCTGAGAMTGAGATTCTGAGTTTATTTCAACTA 

AAAGG TTGCAATTCTTCTGAAGATATCTCAAATATAAGGTTGAAAGTTAAGTGTTAATAA 

TTTTTGTGAATTTATACACACCTAAACCGTTAAGTACCTCGGCCGCGACCACGCTAAGGG 
G 

Sequence 5814 

GAGCGGCCGNCCGGGCAGGTACGCGGGGGTTGGCTGCANTAAGAGCTCAGTCTCTTCACC 

AGGGGCTCCCAGTCCTTCCATCTGGNAGGCCAAGGCGGNTTCACNTTCTGAGAATAGACA 

GANCCTNTGTTACTCTGTGACCGGCAGGCACCGGGAGATCCGTAGCTCANACGCCAGGAC 

ATCCCGGAAGCTGGGAAATGGGACTGTTGACATTCAGGGATGTGGCCATANAATTCTCTC 

GGGAGGAGTGGGAACACCTGGACTCAGATCAGAACTTTTATATGGGGATGTGATGNTAGA 

GAACTACGGAAACCTGGTCTCTCTGGGTCTCGCTGTCTCTAATCCGGACCTGATCACCTT 

TTN GGAGC AAAGGAAAGAGCCCTGGAANGTGAANAGTGCANANACAGTACCATCACCAGA 

TATCTTTTCTCATGATACTCAANGCCTCTTAAGANAGAAGCNTATAAAAACATCATTCCA 

AAAAGTGATATTGGATGGATATGGGAACTGNGGCCCTTANAATTNAAACTTAAAGGAAGA 
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ATGGGAAAAGTNAAGGCCAAAATAATCCTATGGNGAAAAAAAATCAACNNGATATCTNTG 

CNTNANAAAAAGGCCCNAGACCNGTGAATNTNTNAGGGNGATAAAGANNTGGNTNNAAAA 
GGGGG 

Sequence 5815 

CCCTTAGCGTGGTCGCGGCCGAGGT AC I I I I H I I I II I I I 1 I I I I II I I M M I I 1 1 1 I 

I I II I I I I I 1 1 IGI I I I I I I I I I I I I I I I I I | I | I AAACATNACNAATTTATNTANAAAA 

NNAAAMTTATTTNGNCAAMTTTNTTCCGGNNAAAAAGTTTTGGGCAAATTANNTNNTN 

ANGAANCAAAANAATTATNTAAAGNANAAAANCAGGGGNAGTATCTNAAGAAAANGNAAA 
TNTTTTAAA 

Sequence 5816 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGCAGGAGGAGGCAGAGCACAGCAT 

CGTCGGGACCAGACTCGTCTAAGCCAGTTGCAGCTTCTCAGCCAAACGCCGACCAAGGAA 

ACTCACTACCATGAGMTTGCAGTGATTTGTTTTTGCCTNCTAGGCATACCTGTGCCCGT 

ACCAGTTAMCANGGCTTGATTCTTGGAAGTTCTTGAGGAMACAGCTTTTACAACAAAT 

ACCCANATGCTGTGGCCACATGGGCTNAACCCTGACCCATCTCAGAACAGAATCTCTACC 

CACAGAATGCTGTGTCCTNTGAAGAACCAATGCTTTTAACAAGAGACCCTTCAAGTAAGT 

NCAACGAAAGCCATGACCACATGGATGATA 

Sequence 5817 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAAGTGT 

GTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 

TTCTCCCTTCT 

Sequence 5818 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I II II I I I I I I I I M I I I I I II I I GGGTN 
H I I I M I I II I I II I M I I I I II I I I I I M I I M I I I I I I I I I ATNCNCTACTTTAAAA 
NATTAAAAACl I I I I NTTTGNANNNAAAAAAAATTGGGCNTTCCAAAAANAAAAAAANTT 
NNAANAAAAAAAAATGGCCCNTTNATNAAANNNTTTTNNACCCTGGNNGAANCCTTGGGC 
CNANTTGNTTTAANTNAAMNTTCGGTNGGGGCCCNCCCCATTTTTTNCNCCCNATTTTT 
TNTTT 

Sequence 5819 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCGATTGGAGACGTAGAACCGTTACTTGTCG 

AGGGCCTTAGCGGCCGCCGTGACCCTCTCGGGGATCCCACGATGTTCTTCTACCTGAGCA 

AGAAAATTTCCATTCCCAATAACGTGAAGCTGCAGTGTGTATCCTGGAACAAGGAACAAG 

G GTTCATAG C ATG CGGTG GTG AAG ATG G ATT ACTG AAAGTTTTG AAATT AG AG ACGC AN A 

CAGATGATGCAAAATTGAGGGGCCTTGCAGCCCCCAGTAACCTTTCTATGAATCAGACTC 

TTGAAGGTCATAGTGGTTCTGTTCAAGTTGTAACATGGAATGAGCAGTATCAGAAGTTGA 

CTACCAGTGATGAAAACGGGCTTATCATTGTGTGGATGTTATATAAAGGCTCTTGGATTG 

AGGAGATNATCAACAATTCGAAATAAA 

Sequence 5820 

CAGTGTGAT GGGA TATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTG 

GTGAMCAGTTTTAATACCCTAACATACACAGTMTGATTCATTCTTGTTTAAAACAAGA 

GGTGATTTCGACTTGGGATTGGGATTTTTATTTTTTGAGATGGA 

CCAGGCTGGAGTGCAATGGCACAATCCTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAA 

GCAATTCTCCTGCCTCAGCCTCCTGAGTAGATGATGGGATTACAGGCATGCACCACCACG 

CCCAGGTAATT 

Sequence 5821 

CGCC AGTGT GATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCGGGCAGGTTG 
CTGTGTTTTCCGTGGGCCCGTCACTTTCCCCTCTGTTTACTGGGTATCTCACCCAGCTGT 
GMTATTCATGGCCCMGGTGTTTTMGACACCTTTTTAAAGGGTGTGGGATTATCACTT 
^ATTTCAGAAGTTGTGMGAACAAATMGTGACTTGACCAAGATCCMTAGACTTTTTAG 
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MATATAAACATCTGATTTCAGGGTCTGTGCCGTMTTTCTTTTC I l ll l ll l l I CAAAT 

ATTTMGACTTCMGGAGATGAGCTTAATTTCATAATGGAGCATTCCTCTTAAMGTTTC 

TGGAGTAATGACCCCATTAAGACAATACAAGGCCAAGTCCTAAAAGCCCTTGGGTATTCA 

GGACTTCTGAAAGCCACCCAGACTCCCTGGNGGAGCCATGAAACTTCCAAACTCTTCCCT 

GTGTCATGCTGGCAAGCCATNCCAAAGGATTGAGGTGGGGCAA 

Sequence 5822 

GCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTCCTCGCNNNCACTATACATT 
GCNATTTATCCAANAAGCTGATTTTCCCTTCAACAATTACCTTAACATGCTATACACTGT 
TTCTGGTAACAGCNAGTATGAGGTTATCACATCCTGNATGGAAAACATGCCANAATGAAA 
ATGG 

Sequence 5823 

CCCTTAG CGTG GTCGCGGCCGAGGTACTTATGAAGCCCATCTAAGTAAGATCATTTCTTC 

TMTTCAATTTTCTAAMTCATTTGTGTTTTAGAAATCTCATGATTCCCAGGAAAAAAAT 

TTTAMTTGTGATACAGGTTTGACAGCCTTTTAGTCAAATAAGTTAAAACACACACACAA 

ACTCATTTACTCACTTTGCCATTATAATTCMTCACAMGAAATTTTGGCCAGGCCGTGG 

TGGCTTACCGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCGAGGTC 

AGGGGATCAAGATCATCCTGGCTAACATGTGAAACCCCGTCTCTATTAAAAATAAAAAAT 

TAGCCTGGTGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGCAGA 

ATGGCGTGAACTCANGAGGCGGAGCTTGCAGTGAAGCCCAGAATCGCGCCACTGCACTCC 

AGCCTGGATGACAAGAACCGAGACTCCCGCTCAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5824 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAGTAAACTGGGTAGAATCCAAAGGAAA 

TTGTATACMNTNTTNCANTTNTTTTATAGCATTTTTGTTGCCAMTTATMGTAMTTG 

TAGGTATTTATTAATATCATTCCAAGGAATGACTAGCAGTGCAAAAAATAGGTACTACAC 

TGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTC 

ACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGA 

TGCCCGCATTTGGATTGGATGMTTCCAMTTCTGCTTGCTTGCTTTTTMTATTGATAf 

GCTTATACACTTACACTTTATGCACAAAATGTANGGGTATAATAATGTTAACATGGACAT 

GATCTTCTTTATMTTCTACTTTGAGTGCTGTCTNCATGTTTGATGTATCTGAACANGTT 

GCTNCACAGGTAGCTCTAACANGGCTGGCAACTTAAAGGGNGGGAGCCAAAGAATTCTNT 

TATCMCATNAAAATTTGGCAGMTTGAACTCTTAATCTCTGCCTCAAAAGCTTGGTAAN 

MGTTMNCGGCCTTAAGTTMCCTTCCAATTACATACTCTGGTTAAAATTTGGGGGGAA 

AAT 

Sequence 5825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGATAGGGAGGAGTGAGGCAGGTGGGCACT 

GGAGGGCTGTTTCCTCTGGCACAGTTGMCTAGAGGGTCACTTTCCACTCATAATTGGTT 

TCCTAGGTCTAAGTCACCACACCTGGGGCTGAAGCAAGTCTTGCCTGTGCACCAAGCGTG 

GCCTTGGACCCTGGAGAGATGCAAGGCTCAGTTCTCCAGTGTTGAAGTGGAAGGACTCCC 

MCTGMGGAGATCTTCCTCTCCCCACCTCCAGCTCTTTTCCCTTACAAATGACCAGGGT 

GCAAGTCGAGAGGCAGAGG 

Sequence 5826 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 I I I I I I I I I I I I I I 1 I I I I I I 1 CI I 1 1 1 I I 
I n I I I I M l I I I I II I I I I I I I I I I I I I I 1 I I II I I I I 1 1 1 | | I 1 1 | | 1 NTTNTTTTTT 
TTNTTTTCTTTTNTTNNGAGNGNGNANAAAAAAAANGGNNNTTNNTTNTAAANNAATGNN 
GGGANNNCNCNCNNNGNAAAAAAAAANANTANTATNTTCNCCCCCCNAAA I I I I 1 1 I INT 
TATTNAAAAAAAAAAAATTTTTTC 
Sequence 5827 

CCCTTAGCGTGGTCGCGGCC GAGGTACC \ I 1 M I I I I 1 I I 1 I I I I I 1 M 1 11 I I I I I I 1 I 
I I I I I 11 t I I I I I I I 1 1 I I I I! I AAAAMAAN AAN ATTTNTTTTTTCCCAAAAAAAN AAA 
ATNAAMTTGNTAAMAAAANNTGGCTCATTTNAANNAATTNAATTACTNAAANNCNTTC 
ANATTTTNATTNAAAAAAAAAANAAACACTCTTNCTTTTTNAATTTTANTTCCTT^ 
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A 

Sequence 5828 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCANACGCCCCCTGCTAGATGTGCT 

GGATCATGGGAAAGCATTTCCATTTGNTACTAGATTGTTCAGAAGT 

Sequence 5829 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTAAGTGGTGCCAGAGCTATTGTATTAACTTG 

TTTCATCTCTCTTTTMTTCTTTGTTCTCTCTACTATAAAATGGAGMCAGGGAAAMTT 

CCTTGTTCTGTATACTGTAAAAAGCAAACAGGGAGATATAGATGACCACAGCAATTACCT 

TTGTTGAGAAAAGCCACATATAMCCAAMAMTGGGTATTGTCTTTGTTCCATTTTGCA 

TCTGCCTACAAACTTCCCAGGTTCAAAAACAAAAACAATTAGTGAAATAACAAACCACCT 

TACCTCCTTTGCCAGGCTAGAGATTTTATTTCTCTTAAGGTTCTGTCTGTTACCTAGTGG 

TTTTCTTGTAMGGGGAATGAMAGTGTGAATTAAAAGTCACACATTGT7TTGTCCTGAG 

TCCTAATCACAGTG TAAAA GCAAACAAGTTTATCAGGAACAGAGAAGTGGCAGATATCGG 

GCCTGATTACGTTATTTTTGAGGTCTTATATCMGMACTCCATTCCATTAAAAATGTTC 

AGTTTTATGGGAAAGACAGAGGAAAAGGAA 

Sequence 5830 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTACGGTATGCCAATCGTGCTAAGAATATTAA 
AMTAAAGCTAGAATTAATGAAGATCCAAAGGATGCTTTGCTGCGTCAGTTCCAGAAAAG 
AAANAGAAGAACCTTTNAAAAGAAAGCTTGAAGAAAGGAGAAAGAAAATATCACGGCTCT 
GATATCAAGTTGGGTCAGAGGGAAGAATGATGATGAAANAGGGTGAGGTTT 
Sequence 5831 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I II M I 1 1 I I I I II I I I I M I I IN 1 I NCTTTN 
I II Mill IIH 11 I II I I N I M I IN I I I II I I I II1 A AI I II I I I I AI M Ml I 1 I I 
TNTTATTTNTCAAANGGGGGGAAAATNAISTTTT^ 
NNGN^AAMATNNAAANTNTTTTTTANNCCAA 

I ll 1 1 l l NAAAA AATTNNTNNNNTTAAACCAAAAN I H I I I > I I I 1 I I I I I I NCAAANTT 
TT TTNTN I 1 1 I 1 NNAAAAAAATTAAAAANNTTNNCCTAAATAAAAAANTTNNCAANCCTN 
AAI I I 1 1 IMNNCCTTNNCTTNTNTTCNTAAAAAAAAACNAAATCTTNTTTATTNANNTA 
AAAANAAAAAANNANNTTNAAAAAACCAAC I I I I I I I I I I I I I 1 I NAATTTTNAAAAATA 
AANTTN N N AAAATNTTTTTT 
Sequence 5832 

CCGTGCAMGGTAGCATANTCACTTGTTCCTTAATTAGGGACCTGTATGAATGGCTCCAC 

GAGGGTTCAGCTGTCTCTTACTTTTAACCNGTGAAANTNGATCCTGCCCCTTGAANAAGG 

CGGGCATGACACANTCAAGACGAGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACG 

GTACGCGGGTATACCCTTTATGTTCCTGACTGATGCGCAGAACTTTGGGGGAAATCTACA 

GCAATATA CAGGTTT GCAAATGCTGATGACACAACAGCAATCCTCTCCTCTACGTTGGAC 

TTACTGTTGTTTTTTTAATTATTATTGGAATGGGAT 

Sequence 5833 

CGACAGTGTGATGGATATCTGCANAATNCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCC 

ATNCTGCCCAGANGGGACTACCNAGTTGGCCGNAMTTNTTTNNTNNTTNTTNCACCAGT 

GGTTTGTGMCTCCTTGGCAGGGTCATGTCCTACCCCATGAGTGTCTTGCTTCAGTGTCA 

CCCTGAGAGCCTGAGTGATACCATTCTCCTTCCGGCCGAGGCCTTTGCC7TGAGTCCATC 

CATGCTTTAGCAGCTGCTCCTCAACAAACTTCATCCCACGACTCTTGACCTCTGGGGTGA 

CATTCATGGTGAGAAAAAAGTCTCTATCCTCAGACTCTCACCANANAAAGAAGAAGGTGA 

TATCATTCGTCATTGCTGGGTCCGCTCCGCGGAAACATGTGCCCGGACCTGACTTGTGCG 

CCGCCATCTTCCCCCCGC 

Sequence 5834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATTTCCCCTGTGTCTTCCTGGGMTTTAA 
CTTAGTCTCAGAGGCCCAATGGGCTGAGTGTGGTGGATTTTGCATTTCAAAGTTAAGCCC 
TAAACC CAGCAA ACAACCAAGTAAAGATGGTTATTAACCCAACTCAGACTGACTCTGAGT 
TTATCCATTTTTCTAGGACTATTTAAGAAACAACTGAGGCATCAGACCAACTTTCCCCAC 
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AAAGTNCTCGGTAAGGAACTAAGTCCAGTCGCATGTAGAGAGGGGGATCCTGGCCTTCTG 

GCTGCTTCCTTACCTAGACCCCACACAAAGGGTGGTGGGAGGAGGCGGGGGGCAGATCTG 

GAGGAAATGCCTATGAAAACTGAGATCTAGGGCTTGTGCAGCAAGAACTCAGCATTCTAC 

TTTGCTTGTCCTGTAGGGACAGCCCAATGCCTNGGTTTNG 

Sequence 5835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC ) 1 1 I I I I I U 1 1 1 1 I I 1 1 1 1 I I I I I I I 1 1 NG 

AGGGACACNCTAGAGTGCAGTGACATGATCACATGTACTGCAGCCTCAGCCTCCAAGGTT 

CAAAAG ATCCTC C CACCTN AGCCTCCCGAGTAGCTGGGACTACAGGTGTGCACCATATCC 

AGCCAAi 1 1 1 1 1 AATTTTTTGCANAGACNAGGTCTCACCATGTTGCCCAGGGTGGTCTTG 

AACCTCCTAACTCAAGTGATCC TCCCA CGTTGGCCTCCCAAAGTGCTAANATTACAGGCA 

TGAGCCACCGTGCCTGCCATCA I 1 1 I 1 1 I I I 1 1 1 AAAGAANACAAAATACTAGTGATGCA 

CTTAGTCACTGGTACATTAATAAAAATTGTTACAGCTGGTGATTCTTTTGCANATCAAAA 

ACTNTGGTGG ACTTG AGAATATAGTCANAAAGGCACACAAAAGTCANAGTAAATAATAAT 

GGGAAGAGACTTTTTGCCAATAT7TCACCCTGTCCACAGGTNGATCCCAAACAATTCATT 

TTTCCCACCCCAAGGGACAGGCGGCTGGATAATGCTTGGNGATTTGCTTGAAGGGGGGTT 
TGC , 

Sequence 5836 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTGTTCTTAGAAGATMTTTGTTTTTCTCTC 

TTCAGTTTCGCATATTACTAAAGACAAATCATGGTAGGATTGGTTTGTTTATTATACC 
Sequence 5837 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAACATTTTATATATGAAAAGAATGCTGTAGA 

CTGACTTGCAMTAACATTCTAAGATTCCCATTACCTTTAAGAGGAGTCAGCTGTCATTT 

TGGAAAAATTMGATTTCMCAATTTTACACATATTTTGAAAATAATTTTGATAATGAAA 

AATGTTCAATCTTAAATCGTGTAAATAAGTAAATAGAGAGGTAAAATAAAGAGCTTGATG 

TTTATGTGATATTGAGAAMAATCTTTTTTAAAAGTAAAATACAGATTAAAATACAACTT 

TGTGCTTTAACTGAAGGGTGTCCCTACTCCCTGATGTGTTTGAGACTGTCACAAACCTGA 

ACCCATTTGGACAATACATGAAATAATCATTTTGCATCATTTCACTATTGGGGAAATGAT 

AACTTCTTACATTAAATGAAAAAGNNNANNNNNNNNAANAAAAGTACCTGCGCGGGCGGC 

CCGCTCGAAAGGG 

Sequence 5838 

CCCTTAGCGTGGTCQCGGCCGAGGTACAAGTGTCAGTCATGTATCATTATATAGTCTGTT 

GATCTTTCCATTTGCAAAAAATTAATAGTTTTCCCCCACAAATGTACCTGCCCGGGCGGC 

CGCTCGAAAGGG 

Sequence 5839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTTTTTCTATTCCCTGTGAGTTTATAATT 

ATTTCACAATAAAAGTTCAAAAACACTTATTGGATGGACGTCACAGTCAGAACATAATAG 

AAGACAGAATCAGTGAATTATAGGTCTGTTTAATAGAAATGACTCAAACTGACACACAAA 

GCAAAAAAAAAAAAAAAAAAAGTACGCGGGTCTGTAATGATACTGATTATGAAATGTCCC 

CTCAAACTCATTGCAGCAGATAACTTTTTrGAGTCATTGACTTCATTTTATATTTAAAAA 

ATTATGGAATATCATTCTGTCATTATA 

Sequence 5840 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTTGCATTTCTTTTTTGTGCAC 

TCTATAAGGCTGGTTGTGACCCAGATCAGCTTAACTTTTTATATTATGTTATTTCACTAA 

CTGCTACAGTCAAAATGATCAAATCTTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5841 

AGCGGCCGCCCGGGCAGGTACAAGCTGATCTCCCCGCTAAATGAAAAAGGGCAAGATACT 

GGGGCCACCATTGACTTGGTGATCGGCTATGATCCGCCTTCTGCTCCACATCCAAATGAC 

CTGAGCGGGCCCAGCGTGCCAGGCATGGGAGGAGATGGGGAAGAAGATGAAGGTGATGAA 

GACAGGTTGGACAATGCAGTCAGGGGCCCTGGGCCCAAGGGGCCAGTTGGGACGGTGTCG 

GAAGCTCAGCTTGCTCGGAGGCTCACCAAAGTAAAGAACAGCCGGCGGATGCTGTCAAAT 

AAGCCACAGGACTTCCAGATCCGCGTCCGAGTGATTGAGGGCCGACAGTTAAGTGGTAAC 
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AACATAAGGCCTGTGGTCAAAGTTCACGTCTGTGGCCAGACACACCGAACAAGAATNAAG 

AGAGGAAACAACCCTT 

Sequence 5842 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTGAATCTACCATTTTGGCTGTGGTAGAC 

CACATCTTTGGGTATCAATGGGAGATCAGCTTAGTAAGGTANAAAACAACTCAATNTTGN 

CCNGTTATTTTGAGGGGCANANGACCTNANAAGGCATTAGTTTTTCTCNTNCTCTGGTAA 

MAAANCTTATCNTMTGGGCTATTMTTTATAAAGNGGCNANAATAATTNANCAANGTT 

NGTTTGGGGGGNAGGGAATNGTTAAAAAAATTAAAAGCCGANTCNCAGGTCCACCTTGNA 

TTAGGATATATTTMCCTTTTTCTTTT^ 

Sequence 5843 

AGGGCGAATTGGGCCCTCTAGTATGCATGCTTCGAGCGGCCGCCAGTGTTGATGGATATC 
TGCAGAATTCGCCCTTTCGAGNCGGCCCGCCCGGGCAGGTACAACNGCCAAAACCACCGA 
CTGGTCGTANGCAGGTATCAAAAAGGGGTCTTGGA 
Sequence 5844 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAGTTCTCACGTGCGTCTTAAGGCATGAGT 

GTTCACTGMGACTTCTNCACATTGCTCACAGTCACAGAGTTCCCTTCCATTGTGTTTTC 

CTTCCAATTGTATCCCANTGGATGTCTGACCCCTCAAAAAAGTCCTGCTGAAGTATAGAC 

CACTGGGTTTCAAGTNGNATTTNCCATCCTTGGAGAACTCTCCCTGAACTGTCCTTGACT 

CTTCTTGTCCAACCAAGAGATTANACTGGGTTTGATGATCTGACCTCCTACTGTGGCCAG 

NNTCTTGTAGTTCTNCAACATCACGTCACTGTAAANGCTTCTCTGAGTTGAGTCCAGTAA 

AAGTCCACTCCTCCTGGGGTGAAGTCCACAGCCACATCGTCAAAGGTCACTGAATCCATG 

GGACAAAATCANCAGCTGCCATCCCGCGAGGTGAGAAACGTGTCANAACCCTCCT 

Sequence 5845 

TTTCGAGCGGCCGACCGGGCAGGTACAAACTGTTNAATTTGTCAATAAGTGACAAAAGAA 

TTNCACAAAATCATGGAAC TCTCA AACTCAAGTAAACCAAAAAATAGTTAACCAAATAAT 

GATCTCCGTCAGACAGTGATTTTGAATGAGAGATCATATCNGTAAGTTNAAAAAGTAAAA 

TTNAMTGCAATGNGATNGAAATACCTCTGAGTTTTACATANACTCCTTATNT^^TATAA 

TAAMGAGAGGATNNGTGTGNNNMmTNNNAGACATTTCANAGGTCNTACTGNAAATNN 

ATNCTNTNNTATGTNGCNTMCTGMGGMCMGTNTTTTAAGCCTCTNAGGCACATNNT 

GACACTNATGCCAGGAA 

Sequence 5846 

CGCTTTCGAGCGGCCGCCCGG GCAGGTA C 1 1 H I I I 1 1 1 1 1 1 1 1 11 1 I 1 1 1 I I CI I U 1 1 

I M I 1 I I I II I 1 I M I I 1 1 1 1 I 1 M 1 11 I I I I I I I 1 1 [ I I 1 I I 1 I I I I I I | | || | 

i i i " i i m U I I 1 I I I I I H I 1 | I I M | I TG GGGGGGCAMNANTTTTTTNGNAAAAAA 

AAAA N NTTNTTNT AAA A AN N I I I I I I I I I I NNGGGNTAAAANTNGGGGNNNNNCCAAAAN 

NCNA AAAAAAAAAA GGGGGGGGAMNGNAMAMATTTTTTTAAAANGGGNNCNTNAANA 

NAAAAi i 1 1 i i i i i i ANTTTTAAAANGGGNTTNCAAANNTNGGGNNGAAAAAANAANAAA 

GGGGGGGGGGGGGTNTAIvrnTTmMNNGGGGGGGAAMCCNMTTTGGGNA^ 

TTTAAAAAGNNANGGGCCAAAMTNTNMMMAAATTrrNAAAMGNNNTTTTGNAAAA 

MAANGGG GGMT TTTNGTNNN7TTTNGGGGAAMAAAGANANCTTTTAAACCNNNGNGG 

GG GNGAMAT TTTNNGGGANATTTTTTTNAAAAAAMTTTTNCNNC^ 

CCN MUM ITAAN GGGGGGNCCNAAANNGGGANNNNTAANAAANTNNNGGGGGGGGGNG 

G GNNCC TAl l I I I MAAAAAAAAMATTNNNNGGGNNNTTTTANAAAAANAGAMTTTTT 

NATTT TNNAM NNNANNNNTTTTTTNGGGGGNGNTTAMTTTTAAANNGGGGGTGGNGGG 

AAN NNTTTTTTAAAAN AN ANTTTTN AAAAA 

Sequence 5847 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCTACCTAGAGGTTATGTGTTTTCTCTTT 
CTCCC CGCTTTCACCTCTTTCTTTCCCAATTCAMACAGCCMGTGAGCCCTGTTCTGGT 
ATTTTGMTCATTAGAGAAAAGAAAGGGAGTGGCTGTTTTGAGTTGTCCTTTCTTTGCAG 
A AAGGA GA AAATGT GATTGTG I I I M I II I I ACCAGCCTACTTCTAAGTGTCACTGCCTG 
GTTTTTCTCTTTTTTAAGGATTAGAACTAAGAGGACACACCAGCATCGGAGTGTATTAAG 
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CCCCTGAAACACATGGTAGCTAGGGACTGAACACAGGAACCGTATGACAGCAGCACAAAC 

CCCCAAAGGATGTTCCTGCCTTGTGGGCCCCTGAGCCCCTTGGGAGACTGAGAATCATGA 

CCAGATTCATCCAGAACTGCTGCAGTGTTAAGTGAAAATCCTCTGTAGTTGTTCTGCANA 

GGMCCTTCCTTCCATTAAAAAATTTCTGCTCAATACAGAATGGTCCACATCACCCAAAA 

GTGCACTGTTGGAGATGCTGTGAAAATTA 

Sequence 5848 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAG 

CGGTGCCTGGAATATTTGGGCTATCTAGGCTATTCAATATTGACTGAGCAAGAGTCTCAA 

GCTTCAGCTGTTACAGTGACAAGAGATAAAAAGATAGACCTGCAGAAAAAACAAACTCAA 

AGAAATGTGTTCAGATGTAATGTAATTGGAGTGAAAAACTGTGGGAAAAGTGGAGTTCTT 

CAGGCTCTTCTTGGAAGAAACTTAATGAGGCAGAAGAAAATTCGTGAAGATCATAAATCC 

TACTATGCGATTAACACTGTTTATGTATATGGACAAGAGAAATACTTGTTGTTGCATGAT 

ATCTCAGAATCGGAATTCTAACTGAAGCTGAAATCATTTGTGATGTTGNATGCCTGGTAT 

ATGATGTCAGCAATCCCAAATCCTTTGAATACTGGCCAGGGATTTTTAAG 
Sequence 5849 

CCCTTAGCGTGGTCGCGGCCGANGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGA 

CCGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGAGTATCCGGTAATGTTACA 

ACCGATACCGGCCGGGAAGGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAACG 

GAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGCTAAA 

CAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAAT 

AGACTTATTCCTTATGATTGGGAAATTTTACCTAAATCTTCCCTTTCAGCCTCTCAGTAT 

CTACAGTTTAAAACCTGGT GGGC TGATGAAGCTCAAACTCAGGTAAGAGAAAACACACAA 

GCACAGCCACCTGTGCCTGTTTTCTTTTGAACAGCTAATGGGAGTTGGCCCTAATTGGGG 

TTGATTAGAAAATTAAGCAGTAATGAAGAATGTTGCCATTGTTCAGCTGTGCACTGTGTG 

CTTACAGGCATGGAAAAAGAATTAAGTGTTACAGGGGAAAAAATATNCTTCTTTCANTTG 

TTTTGACTTAACTTGCCAAACCAGTTTGGGGTGGAGCCAATGGCCACTTNAAACAGGAAA 

AACCTAGAGGCTTTTAAA 

Sequence 5850 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGAGTTCTCAGCAGGAGTGCCAAAG 

AAAGAAGTAAACTGAAGTTGCAAAGCAACAGTAATACTGCATTCCTCGTTCAGTATTGAA 

AGATTGGCGTAAAGTCAAGAAGCTGAAGCAAACTGGGGAATCCTTTTTACAGGATGACTC 

CTGCTGTGAGATAGGGCCTAATTTACAAAAGTGTCGAGAATGTAGACTTATTCGCAGTAA 

AMGGAGMGAACCAGCTCACTCACCAGTATTTTGTAGATTTTACTACTTTAGACGGTTG 

TCATTTAGTAAAAACGGAGTAGTTAGAATAGATGGTTTCTCTTCTCCTGACCAATATGAT 

GATGAAGCTATGAGTTTGTGGACACATGAAAATTTTGAAGATGATGAACTAGATATAGAG 

ACTTCTAAATATATCTTGGATATAATAGGTGATAAGTTCTGTCAATTAGTAACATCTGAA 

AAAACAGCTTTGTCCTGGGTGAAAAAGGATGCCAAAATTGCCTGGAAAAGAGCAGTGAGA 

GGAGTCCCGGGAGATGTGTGATGCATGTGAAGCAACCATTGTTAACATTCACTGGGGTCT 

GCCCAAAATGTGGATTTGNGGNCTGCTTANATGGTACAAGGCA 

Sequence 5851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATGTAAATTATATCTCAATAAAGCTGATAT 

GTGCATACACACACACGCACACCCAACAGCAGAAGAAAATCCTAAAAGGTAATGAACAAA 

AGCATTCAGATTAAAGCATGAGAATCTGAAGGTTTGGTCATCTACATCTTGTTCCATAGA 

TAAGCATGGACTGTCTACTAAACACAGTTGTCAACTTGATCCAAAAATCTTCGCTGGATT 

CTG7TTCTTTCMGACTGTTTCTAGAGGGGTCCACAAATAATTATCTTTGAAGTTTCTGA 

TTAGGACATCTTTCCAGGGATTCTMGATTATTTATGCCTCTTTAATTAAAAGACTTTAA 

GGATCAATATATTGGAGTTGC CCTCTT GTGTCCATTATTAGCAAGTATTTGATATCAACT 

TTTTCATTCCGTGTTCTAGAG CTTTTT CTCTTATTTCTTTAAAGTCAGAACACCAGATCT 

TCANGTTTACGATCATGCAAGTTTTTAGGGAAGATTATGAGAAAAGGTTGCCTGTGCCTG 

TGGATCATAAGGTTGAATGTGGTGCATTAATTCC 

Sequence 5852 
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CCCTTCGAGCGGCCCGCC CGGGCAGGTAC I I I U I I I I M 1 I I I I I I I 1 1 GGGTTTTTTT 
1 1 II I I I 1 I I I I I NTTTTTTTNI MINI IT TTTTA I I I I I I 1 I M 1 1 1 1 I I I I I I U I I 

• ' l I I I l l I 1 t I I M I I I I I I ATTTTNTTTTTTGAAAMAAAAAANTTTTTNTAA 

AAAAAATATNAAMN GGNGC AAAAAANGTNAAMNNGACTANNNCCCNANANMTTTTTT 

NNGGNGGGATAANNTTTTTGATGAAAAAAAAANA A I I 1 I I I 1 I 1 I M I I I CAN NAN ATTN 

TNMTATTTNTNAM TNTNANA TTNTTTTGNANGNNAAAAAAAAANTNCCCNAAAAAAAA 

MATTGTT NTGCNT NTTTTTTTNTTTGNGGCGNN I Mill) ) NJMGGGGNAAAAAAAAACC 

CCN TNTT NTTTTTTAAAAAAGGNGGNNTNGNTGANAAAAAAAAANAANNCCNCNNGGNGG 

NGGTrrTNCNNAAANNTTTTTTTNAAMMAA 

Sequence 5853 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGTTATTATCTGACTTTCTGGTTATA 

ATCATTCTMTGAGTGTGMGTANCCTCTGGTGTCATTTGGATTTGCATTTCTCTGATGA 

GTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAGAA 

GTGTCTGTGCTGAGCCTTGGCCCACTTTTTAATTAGGCGTTTGTCTTTTTATTACTGAG^ 

T GTM GAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAAAT 

ATTTTCTCC CATTC TGTGGGTTGTGTTTTCACTTTATCGATAATGTCCTTAGACATATAA 

TAMTTTGTATTTTAAMGTGACTTGATTTGGCTGTGCMGGTGGCTCACGCTTGTAATC 

CCANCACTTTGGGAGACTGAGGGGGGTGGATCATATGAGGAGGCTAGGAGTTCGAGGTCA 

GCCCTGGCCCAGCATAACCAAAACTTGGCTCTACTAAAAATCCAAAAATTAAGTCAAGGC 

ATTGNGGGTGCACCTCTGGTAATACCAAGCTTTNTCAAGAAGGCTTGAGGCACGAAGGAT 

CCACTTGAACCCCAAGAAGGAAGGAGGTTGCCAATGAGCCTGANAACATGCCAGGGCAAC 

AAAMTGANACTTTTGTTTAAAAAAAAAAAAAAMGTGACTTGATTTAAAG 

Sequence 5854 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTTGCTCCTTCTGTAATTCTTGCACTAAA 

ACTCCATTAAAGACCATCAATGAGCCAAATAGTGTGCTAGCCTTGAGGATGGAGTTCTTA 

G CTACTTAATG ATTCTTTTCTTCTG G AAATCTTCT AGTG G AT AATTTTT AAAAG CTTCTT 

TTAMCTGCTCAGTAAMCATTGCCATACATTMCTCTCCATTTCTGCATTAATTTCATT 

TGCTGGAAAGAAATTATTTTGTTAATGAACCAAACCCAGCCATTAAGTTATGTGAATTCA 

CCTTCTCTAGACACATTGAGGTATGGCAGAGAAGACACATATTCCCTGGCCTAGAGTGGG 

CTGACAATATTGTTGCCTCCCCTAAATTGACTCAATCTTGAGAACCACATACTGCAGTGA 

CMGTTGATCATGGATCMGAAATATTCCTTTTTCTCCTANAGGAAATCCCTCATGGCAT 

TATCATTCCCTAAGGCAATGANGATGTCCCTTCGCTCAAATCCTAAAGCCCCC 

Sequence 5855 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I 1 1 1 I I I I I I I I I I I I 1 1 I I ) 1 1 I 1 I I 1 1 M 
M 1 1 I I I I I I I I I I I I I I I I I II I I I I I I NNACACMAAAAAAAAATTTTTTTNCNCCCC 
AAAAAAA TNTTNCNANNM AANTTNNNCTTTTTTTNAAAMAAAAAATT^ 
AAAAGN NI I I I I I I 1 I I II I AANGGGGGAAAAANNTTTTNTTNGNGCNTNNANAAANTTT 
I 1 1 1 I I NGNNAAAANANNANANTTTTAAAANNNNGGGGNNGGNGNG I I I I I I I II I AAAA 
ANAAA ANAAANNTA NNCCNNANNN I I I I I I I I I AN AGGGGGTTTTTNTN AANCCCCAAAA 
TNNAN minim i AANNCNTN I I I I M I I I CNNACNCNAANNTNNNCCCCTTTTCCCCA 
NANA^^^NNNMAAAAANNTTTNNGGGGNT^^TTTA^TTTGGGAAAAAANANT 
Sequence 5856 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGAAGCCCTCCTCTTTCCCCATCTTAAC 

ACTG TCTTCT 1TCTTGCTGAMGTTACTATCCTGACTTCTAAAATCATAGATTAGTTTTG 

CCTGi MM i ATTTT ATGTAMTGTAATCATACATMTACACTTTTTTTCATTCATCATT 

TTTGTGMTATTTTAGTTTCTTGTTGCCACTGTMCAMTTACCACAAACTTAGTGACTT 

AAMCAACACAGATTTATTCTTTTATAGTCCTGGAGATCAGAAGTCCAAAAATCAGTTTC 

ATTAGGCCTAA ATCAAAG TATCAAGCAGGGTTGGCTCTTTATTGAGGTTGTGAGGGAGAA 

TGTTTTCTTCCCTTTTTTGGCTTCCAGTGACGGCCTGTATTTATGGGCTTGTGACCCC^ 

CCTCTCTATGATCAAAGCTTGCTTTTGTCATTATATCATCTT 

Sequence 5857 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAGGTAATAAAACTGATTCATACAGTCTA 

ATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTATGACCAGA 

TATTCTNCTGGGNGNCTCCTCAAAAGGAACACCTATTAAAGGGTTCATTTGGAAATGTTT 

TTCAATCCATTTGCCTTCCCATTGATCCTTCTAACATGCTGGTTGGCATCACACCTAATA 

TTCAGAGGGAAT GGGC AAG GTATG AGGGAAGGGAAATAAAAAATAAAATTAATATAAAAT 

AGMTGACACAAATTTTGAGTTTTTGTNGAACCTCCTGAACAGTATGGTCTTAAGGGACC 
GTTT 

Sequence 5858 

CCCTTAGCGTGGTCGCGGCC GAGGT ACTTGTTTGCAATTTTTTTATCTGTGAAAATATTT 

TAMGCTCTTACAMACTTMATTTTTAAAAAATCAGCTCAAAAATTTTTTCCATGTTGT 

TGGGCATACCAC TGCT GTCTCTGCTTTCGGTTTTCCAACTCTGTAAGAAGGGCTTGTCTG 

TATGCTTCATACATTTTAACMTCTGCTCCAATTCTTTCATGAAGAGCAACTTTAGCATT 

CCCTGGTATGTATCCAGGTCAGCCAGCTGGAAGAGTTCCCACTTCAGAATGTGGTCATAT 

CTGTTTTAAAACAC AATCAT ATATATGTTCACAACACATACATAAACATGTATTTCTAGC 

MGAMCTAGTCTGTTTTTTAAAATGTCAACTTTATTTATAACTAAACAAACCATAAGTT 

TTAATTAAAAATAACTGGGCACAGTGGGTGGCGCCTATTATAGTCCCAGCTACTTGGGAG 

GCTGAGGTGGGAGGCTGAGATTAACTTTGGGAACCACCCGCGCCCGGCCTACATATAATT 

CTTCTAAGCCAANGAGAAAMCTGCTTAATATTACTTCATTTCAATTTAAGTTAAAAGAA 

TACCTATTTCTTTAAATT 

Sequence 5859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCNTAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGGGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACACATATA 

TATACATATAAATAAAAGGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTC 

CCACAACAGGCCGGGCCATC 

Sequence 5860 

CCCTTTCGAGC GGCCG CCCGGGCAGGTA C I I I 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 1 I I I GGAAGGTGA 

TGATGCAAAGGATTTTATTAGGCAGTGGAAGTAGCTNTCANCANAAGGGGAGCTNAAAGG 

GGGGTGCAANAAAGAAAGGNGAATCCTTTCCTTGAAAGCCTGGGTCGTCTCCATNTGGGC 

TCCTCTCCAAAGTTGJGCCGTCTGAAGTTAAGTCGCATCTATCCATAGTCTCAAATGCCC 

ANTTGCTTCTTCACCTCTTGATATTNANCTGCTTGNGTTGCTNTGCCANCTGAANTCTGT 

TGTGGGCACANAATAGGGGCANACTGGGCCAAAAAGGCA 

Sequence 5861 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTA C I I I I 1 1 I I 1 1 I I I I I 1 1 I I I I I I I I 1 1 I I G 

GGGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTG 

TAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTA 

CAGGCACCCACCACCACACCTGGCTMTTTTTTTGTATTTTTAGTAAANACGGGGTTTCA 

CTATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCC 

AATC7TATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCC 

CTCCCA GCATTT G CCAGGGAC TGTCATTGCCTTAGTTTATTTTTTCTGTTTTGTTTTTTT 

TTTGTCGTTTTTGG 1 1 1 1 I I I IGAGACAGCGTCTTATTCTGTCGCCAAGGCTGGAGTGCA 

ATGGCGCAATCAAAAGCTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTNTTACC 

TNAGCAACTAAGGACTACANGCACATGCCACCACGCTTGGCCTTCTAAATTAATTTNTGG 

GGGCAAC AAAAAT AAAACTCAGGCCTAGGAATAGCTTTGGGTTCAAAAANTCACAAGANG 

GGACCTAATTTTTCCCATTAATACCAANTGGGAAACCATTAAAGTTCATCATCCGGATGA 

TTNAAAGGGAAAAAAAAAA 

Sequence 5862 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGACTCTGAAGTGAAAATGGATTTT 

CAGAGGATTGAATTGGCTGGTGCTGTGGGAAGCAAGGAGGAACTTGAAGTAGACTTTAAA 

AAACTAAAGCAAATTAAAAACAGGATGAAAAAGACTGATTGGCTCTTCCTCAATGCTTGT 
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GTGGGGTTCCTGAAATTGTGCCAGCCGACTCCAGGTCCACCCTGACCCCACAGCATAAAC 

CATGCTGTGATGTCACAGCTACCATAGAACTCCAGGGTAGTGTTGGGCTGGCCCATGTGG 

GCTCAGGGGTTGTAGAAGGTGATTTAACTGCCATAGAAGCATACAAGTCATCAGGAGGAG 

GCATTGCACGTCAGCTCACCGCAGATGAAGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

TTCMnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnTAGGGTGAAATTGGTATNCCNTCACAATTCCCACAACATTC 

NAGCAGGGAGCNTTNAAGTGTTAAACCTGGGGGTGC 

Sequence 5863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGTCCAGGCCCGGCACGGTGGCTCACACC 

TATAATCCCAGCACCCTGGGAGGCCAAGGCGGGTGGATCACCCGAGGTCAGTCAGGAGTT 

TGAGACCAGCCTGCCAAAATGGCAAAACCCTGTCTCCACTAAAAATAACAAAAAATTAGG 

CGGGTGTGGTGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCA 

CTTGAACCCGGGAGGTAGAGGTTGCAATGAGCCAAGATTGTGCCACTACAGTCCAGCCTG 

GGCAACAAGACCGAAACGCCCGTCTCTTTAAAAAAAAAAAAAAAAAAAAGTGCAAAGTCC 

TATGTATTCTTCAAAGTTGTTAGGAMGAAMCAMTAAGGTTAGCTACATATTTAGCTA 

ACCTTAAATTTAATAMCTATTAAGTTATTTAGGTCAAAAAGAATACTAAATGGATGCTT 

CMATTTCAACCAGTATTTrCGATTTTTTGAGGTCTATCATCTGAACCCTTAGTGGCAAA 

CMTTCCAAAATTCAACATATTTTTATTTGTTAAATATNrrGAATNTTATTNMTNTNTTC 

CTTMTAMCTGACTGGACMMCTAGAAMCMCCNTTTCMTCTCANTTAACTTTNAA 

ATGATTTACCTTGAATTTTCTACTACCATCTTAAATCCGTTTGAAT^CCTTCCA^^^ACTT 

CNATTTCTAMTGCTTTTTTTTTT 

Sequence 5864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTCCCA 

CAACAGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGATG 

ACAAACTTGGAGTTCAATGTTCAAGGGC 

Sequence 5865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I I M I i I I 1 1 I I I I I If I GAGACAGAGT 

CTCGCTCAGTCGCCCANGCAGAGCTTGCAGNGAGCAGAGATCACACCACTGCACTCCAGC 

CTGGGC GACT CAGGGAGCCTCCGTCTCAAAAACMCTTTTTTTCATCCATGGACAATTGT 

TGTCTTGTTTTGGTCCTCTTTAGGAGGTGGTTTTATAATCAGCTATAAAACTCCAATAGG 

TGCTCTTGMTGCAGGTTTCTGATAACTTTGGAGATTGTGACAACAGGAATAGAGGAANG 

AACCTTCAGGACTCATGGAGAGCTAAATGTTCATGAGTATCAAGCAGGAATTAACAGGAA 

TTMCTGCATGGACTGMCCAATCTTTTTTACTTTTTGCTCAAMTATTTGCT 

TGGATTTGCGTTTCCGAGTCTTATGACTTTTCTTTTGAGCTACTGACAMTTT 

Sequence 5866 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

MGACACTTCAATTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTACG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

TCTCTTCCTTCTCCTCTTCTCAAGTAAAAGGAAAGGGTGTCTTTTGGAGTCATGAGCTGT 

GAAGCCTGTAGTTAAGGGAGGGGTGACACTAGCACTCCCTTGGCTGTCCCAGCTGGTGTC 

TCAATATGTCGTCTGCTCCCCCTAGTTCACTGTCTCTGGGCCTAGTTCANCTCTAGGATT 

CACCTMGAGTTACAGTCCTTATGGCCTAMCTGCCTTTCMGTTTACTTAGAGACCAAG 

AGCACTTTGACTCTCAATGGCAAGGTCTGCANGCACTCANTCTTGGACCACTAAGATCTA 

CNGGTTCCCCTCTGACTANGGTTGGTTTAAGTG 

Sequence 5867 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I M 1 I 1 1 1 1 I 1 I I i 1 I ) 1 1 GTAGAGACAGA 
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GTCTTGCTTTGTTATGCAGGTTGGAGTGCTGTGGCACAATCTTAGATCATCACAGCACTG 

AACTCTA GGCTC AAG TGATCCT TCCTGCTTCAGCCTCCCCAATAGCTGGGACTACAGGTC 

CGGTTGATTTTTAGMTTTTTTTGTAGAGACAGAGTTCTCACTATGTTGCCCAGGTTGGT 

TTTGAATGCCTGACCTCAAACAATCCTCCTGCCTCAACCTCCCAAAGTGCTGGGATTTCG 

GGCGTGAGACACCATGCCTGGCCAACGTTAAGCATCTATTCATGTTCTTACTGGCCATTT 

GNGGATTTTCTTGCCTATCCAMTTCTTTACCATTTTTATACCGGGATTANnTGNCTTTT 

TATTATTAAAGTTGGAAAGAAGTCTTTATATATTCTAAAAATATTCCTGCTGAACCCCAT 

AMNANACATGGTTTACAMTATTTTCCCTCATTTTGAGGGGTATCTTTTATCCTTCACT 

TTCCTGACAGGGGNCTTTGAAGTATGMCANTTTTAAATTTTGATGAAAAGCCCAATTTA 
ATCTAI 1 1 1 1 1 I 

Sequence 5868 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAATCACCTCTAGATTACTTGTTATACC 

TACTACMTGTAAAT GCTATG TAAATGGTTGCTATACTATATTGTTTGTTTGTTGTTATT 

GTTGTTGGATTGTTATTTTTTATTGTGAGTTTCTTTTTTCTGAATATATTTAATCCAGGG 

TTGGTTGAACCTGCAGATGCAGAACTCCCAGATACAAAGGTCCAACTGTATACATATTTT 

AAAACAATATGTTATACATAATAAATATAT 

Sequence 5869 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTGAGAGATTGGGAGAAGCTTTTGATTC 

TCAGCTGGTTATTGGAGTAAGAGAATCCTATGTTAACCTTTGTTCTAATCCTGAGGATAA 

ACTTCAMTTrATAGGGACAATTTTGAGAAGGCATACTTGGATTCAACAGAGAGATTTTA 

TAGAACACAAGCACCCTCGTATTTACAACAAAATGGTGTACCTACACAGGGCCCCTACAG 

CATGGTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAG 

GGAAAAGACATTTTGTATATTGGAGATC 

Sequence 5870 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTTTATTCCAGTAAATGCTGTAAGATTATATT 

CCAGAI 1 1 1 I AAGGAAAAAAGTTAAGTCAAGCCTGCAAGATCAGCTTTCTCAAGTGTCTA 

CMTGCCAGTATGAAMTAAAMATTMGTTACACTGATACATCCMGTTTTTTTTAATA 

TGCAGTGATGAGCACA AACA TTAATAGAGATAAAATACTGATGCAAATAACACACCCCAA 

AGTAACAAATGCAATTATTTTCCACCATTTACAATACAGTAGTTACAATGACACTCCAAA 

CAGAAAAGCAAAGTAAAAAATCAAAACCCCAATTTCTATTCATGTAATTAGACTTATACA 

GAAATTAGAAGGCTAAATAACAACTAGTTAATCACCTAATTTCACAGCTATCTGAAGTGG 

CAATCGTTATATAGCAGCTTATCTATGATACATTCAAGATAAAATGATACAATTTATTAC 

TTGCCTGTAAGCTAAAMCACAGNCTCMTTTAATACCCTTTCCTTAAATTNCAACTTTA 

CACTACAATATACTTGANGGCTATGCAAAAAGGAACTTCCNTTTATATAAGGAAATGGAT 

GGATTMGTCTTTGGGGCTGNAAAAAGCCAACTTNTTTTAAACCGAACTTAACCACTTCC 
ATTACCACCACCCA 

Sequence 5871 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACI I 1 1 I I I 1 1 I I I II II 1 1 1 1 1 I 1 1 I I A TATT 

TTTAGTAGGGACAGGGTTTCACCATGTTGGCCAGGCTGGTTTCGAACTCCTGACCTNAAG 

TGGTCCGCCCCCCNT GGGCC TCCNAAAGTGGCTTAGGATTATAGGTGTGGAACCACCGCA 

CCTGGCCCCANATMTTTTTTMTAGTCTCTCGTATTACTGAGTTTTTTCATATTATATA 

TAAAG ATTCTGTATTTGTTTGTTGTTTTCTG N 

Sequence 5872 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I 1 1 1 1 1 1 1 1 

I 1 1 I 1 1 I 1 1 1 I 1 1 IGGGGGGGGTGTGTGTGTGTATCTTATTAGTTCTGTCCCTCTAAGAG 

AACCCTGACTAATACAACCTTCAACTTAGAAAAGTTAAGAAAAGAGCAAATAGGAATAAT 

ATAAAAATTGAGAAGATAAAGACAAGAGGAAGAAATTAATAAAACAGAAAGCAAAGATNG 

ACTAGAAGGAAACAACAGAGCCAAATATTGGTTCTTTGCAAAAACTAATAAAATTGGCAT 

ACCTCTGGCAAAAGTGAATGAGAAATACAGAAAGAGGGCACAAATAATATTATGAATCAA 

AAAGGGACACAACTACNGATGTAGCAGATATTAAAAAGGTAATAAGAGAAATTTACTAAA 

TTCCTTAGGTGAAATAGACATATTCCTAGGAAAGTNTGAACTCCAATATGGGCTCAAAAA 
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GATTCAAAAAATCTCTAATTTAAAAATTAAAG 
Sequence 5873 

CCCTTTCGA GCGG CCGCCCGGGCAG6TACATCATCAGAACATACTAAAATGGAAGTCCTT 

TGGATTATAGTTTTGTTTATGGATATTACACAATGAATGCTTGTCTGAACAGTTCTTACT 

TGCCAGTTCCACTATTCTTCATCTTCACCACCTTCTACTGGTCAGTCTTTCATCACTTAA 

AAAAAAAAAAAAAAAMTCACACATCATTGTGGTTTTTTTCCCCCTTAATTCTGTCTCTT 

CTAGCCAGMGCATCTGGCTTAAGCATATTTCATCMCTTCTCTGTTATTTCTTTTAAAG 

ATCTTTATCTCTGAMTTTTCCCAGAAGATACAAGTTTTGGTAATATTATCAATAGGAAT 

TTTGGAGACTTGGG CATTC ATCTTTGTCTCAAAAACAAACAGAAAGCCAACCTTCAAATA 

AMCAAATTTGAAAGTTTTAGCTCMTAATTTGGGGACATTTTACTTAAATTACAAAAGA 

ACATAATTATGATTTTATGATCCGATATTAGTGGTAGGTTTATTTCCCCCTTACTGGCAT 
TAAAT 

Sequence 5874 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCTTTCTATATACAGATTTTAAAATAGAAGTTTT 

TTTAATATTGAAAACAATCCAGATTTGATGGAAGACACAATCTGCAGATTCATAATGAAC 

CTAAATCCATGATAAATCTATAGCTAGACATATAATAAAAACTGCGTATCTCCAAAGTAA 

AAGATATTATCTTAGAACAGCTCAAGAGATGTCAGTTCTAAATCTACAGCTCTAAGGACA 

TAATTTCAGAAGGTATAAAGAATTCTCCTAGAAGGAACATCTGACACACAAGAAAAAAGG 

TAAGCCCCCCCATGTCCCATCAAAAAAATAAACATTGACTATATAAAATACTAATAATAT 

CCMTTTGGAGATTTAATAMGAACTTGTGGAATTTAATTAGAATTAATGTTATTTCAAT 

ACCTTTGTGTTGTTTGGAMGAGGGGTAGCATTTTTAGATGTTTAANGATAATCAAAAGG 

ACTTGTACATTCACATTCCAAATCAGTNAAGGGAAAATATATGATTAAATAGAAAACCCA 

A CTGATCC CCAAAGATAGGAGGAGAGATAAAGGNGGGAAAGAAGCCCACNTNGGAAAAGA 

AATTTTTTAAAAATAGGATGGCAAAAATA 

Sequence 5875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATATAAATGCAGTATGACGAAAAGTTATCA 

ATAAAAAATATGGAAATAGAGTCAACATTTGTGTAGACTACCTTTACTAATATCTAATCA 

GGMTGATCACTGMTATTATCTTGAGCCAGAAAGATCTTTTTAAAAATTCTTTGTCAAT 

CTATTGCCMGAAGTCCATTTCCACAGCTCTTTMCTTTAATAAACTATTTTTGGCAATG 

GGAAAAAAGAAAATGGAAAAAGAAATCAAGTGGAAATTATCATAACAAAATAAAAGTGAC 

AC AATGAG AAAGAATCTTA AAAAT TAATCCCCCACCCTGATATTTTGGGGGAAAAACACT 

CAAl I I I I CTATCATATATATTTTTCTTTTCTCTCTCTCCTCTGNGCGTGTGTGTGTATG 

TGTGTGTGTCTGTGTGTGTG TGCATT TTCCATACTACCAATGGGAGGCTGAAAGCAATGA 

AAGACAAAACATTGTAAAGCATTTTTAAATATTCAAAATAAAATACAAAATAAATGTACC 

TGCCCCGGG 

Sequence 5876 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAGTCCTGTTTGTGCTAAGATTCTTTCAAAT 

ATACTCCTAATTCCACTTATCAACCAAGTTTAAAAGAAAAAAATATGAAAATAAACTATA 

TTTTAAAG NTG NCANTG GTTTCTGCTTG AAAATTG ATTCTTCTTTTACAAACCTCCTAAA 

MCTTATTTTCTACCTTAAATTGAAAATTCACCTAAGTCACAGCACTTATGTTTAAATAA 

GGACCCTCTGTTGCTCATTTTTTGACATTTTTGAMTCCAGAGTGACTCTGTTTTTCTTA 

TGCTTATTAAGGCTATTATTACTATAATTATTGGGATAATAAATT 

Sequence 5877 

CANCTTTCGAGCGGCCCGCCCGGGCAGGTACCCCAGAATGTATTGACAAGCTGCTCCGTC 

CCAGACTAATGGGGCAGGGACTTTCCCATTAAGCTTAGTGCAGGCCAAGAGCAGTGGTGC 

CCTCTCAAGGCAGGCCGATGCTGAAGAGGCCCAGGTGACAGCGGGATATGTCAACCTGTG 

TCCATAATCTATGGTAAGTATGTTCTTACTTAACTCCTTAATTAGGCAAGTCCCTTCCAG 

GGGGAAGAATGAATGAGGAGACAGAAGGAAGCCAGGAGATGACGTATGTCCTCTTTCAAG 

GAAGAAAACTTCTGTAATGGAGAATAAGTCTACTTCAATCAATAATTAAAAATTGGTCAT 

AmATTAGMGCMATGGTGAGAGGGGAGACTTTGAGGTTTTCATTTTACCTGGACGAA 
CAATT 
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Sequence 5878 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGGCA 

GAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGCCT 

GAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCAAT 

AGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCATT 

GTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCACCA 

ATCG AATTGTAGAGCTGCTTGTGTTCCCTTTTGATTCTTCT 1 1 1 IA ACAA I 1 1 1 1 1 1 1 1 1 

TTTTGCCAAACAATATCAATGGTGATGCCGTCCCCTGTGCGGTCTGATGCGCCTTCTCCG 

TGACGCCTTCAGCTTCTTTTGTCCGTGGATGCTTCGTGGGAATGCCCANAGCCCCAATGT 

GCTTT GTGGAGAGC ATGGACAGACTTCGGGGGGGTCATTGGTTGATGAATTTTAATCGTA 

CTATAAI 1 1 1 1 I I I IATTCTAAAGGCTCTGNTCTTAAAACGTAAAGANTCNGGGGGTTGG 

GGCCAAA 

Sequence 5879 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCTAGGACCATGCAGGATGTGGGCA 

AACAAGAGGAGAAGGCTGCCTCTCATGTTCCTCCCCCTCGGTCCCCACGCTTAGGGAGAT 

GTGGGGCTGGCGATGGGAAAGCTGTATGGCAACGACTTCAGCCAGACCACCATCTCACGA 

TTTGAGGCCCTCAACCTGAGCTTCAAGAACATGTGCAAGCTCAAGCCCCTGCTGGAGAAG 

TGGCTGAATGATGCAGAGTCCTCTCCGTCAGACCCCTCAGTGAGCACGCCCAGCTCCTAC 

CCC 

Sequence 5880 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAGAGCTCGGTG 

GACAAATCAAAGCCCTGGAGTAGGTCCATCGAGGACCTGCACAGAGGGAGCAACCTGCCT 

CACCTGTGGGCAACAGTGTCTCCCGCTCTGGAAGACATTCTGCACTGCGATATAATACAT 

TGCCAAGCAGAAGAACTCTGAAAAATTCAAGATTAGTGAGTAAGAAAGATGATGTGCATG 

TCTGTATCATGTGTTTACGTGCCATCATGAATTATCAGTATNGTTTCAACATGGCATGTC 

TCATCACACGCTGCAATGAGATTGCCTAACCTGAACAACAAGAATCCCAGAACA 

Sequence 5881 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC 1 1 1 I I I I 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 I I I IGT 

AAAGATAGGGGTATCACTATGTTGCCCAGGCTGGTCTCAAACTCCAGGCCTCANCATCCC 

AAAGTGTTAGGATTACAGGCATGAGCCACCATGACTGGCACTAATTTTATTATTACATAC 

CTAGGTATGATTATATTTGTTTATTCTATTTAAAGTTCACTGANTTTCTTGGATCTGAAA 

GTTTATGGTTATCATCAAATTTGGAAAATTTATAATCACTGTTTC 1 1 1 1 INI I i I I IAAN 

GAMTTGCCCAAACTNNTCTTAAACTCCTATACTCAAAAAATCCTTTNATTTNAACCTNT 

NAAAATNCTGGNATTACAAGCATTAAGCANAAAAATCNTTTTAACCCAAAAATTCNAATC 

CAACCTAANCAACATNNCAAAAACTNCCATTTTTAAANAAAAGATTAAAAAANAAANACN 

NATTNCCNATAAACCTTNAAMTTTCTTAACTTCATTCAANAATCANAAAAACATTTTAA 

AACAA MTNCT ATTTCTNMTATTATACTTNCCAAATNTTTTAAAAATTANTNACCCCCC 

ANNCCTTTTTTAAATNTNAAAAAAAANCCTTCTTTACCCTTTNAANAAAA 

Sequence 5882 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGTGAAACCCCGTCTCTACTAAAAAAT 

ACAAAAAATTAGCCAGGCGTGGTGGCGGCCGCCTGTAGTGCAGCTACTCCCGAAGCTGAA 

GGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGTAGTGAGCTGAGATTGCGCCACT 

GCACTCCAACCTGGGCGACAGAGTGAGACTCCGTCCCAAAAAAAAAAAAAAAAAAAAAAA 

ANGTACGCGGGGATGTGTGTAGTCGGGTATGAGAACGATTGCAAGCAAAAGCAGCTGAGG 

GACGCTGTCCAAGGAGTAGGCTCAGTANCACGAACTGCAAATACTTGAGAAGGGAAAAGT 

TCAACCTCGTGCTGGAAAGTGGTTTAACATGCTGGAACTGGNTTTCTGCTTGGTAGCCCT 

ACAACTTTGGCCCAACTACTTGGNCTNTGGGACTTAMTTCCTCCTTT 

Sequence 5883 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGTAGCATTTTACCCCACTTTCCTCTGTC 
CAAAGCGACATACAAGTAACGGGCCTGCTTCGTGCTGCATTAGAACAGGCATAAAAAGCA 
AATCATTTACTTTCCGGAAACAGAGTCCAACTGCACAGAGCATTCGCGGTTATTCCCTTG 
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TTCTATCATTTTCTACCACCCAACAACATTCAGCAAAACGAGTTAATAATAGTTACTGGT 

GTTTGAGGAAGGGTAAAAAAATAAAATAAAATAAAATAAAACTAAAGAACACACATGGCA 

GAGATCGATATTACTGCAAAAGCAGGTGAATGCGGGAACATCCTTGGCTTGCCAGGCTTT 

ATGTGAAGCTTGCACTGCAAGTTAAAAAACAAAACAAAAAAGTTAGAAATAATAATAAAT 

TAAAAAGAAAGGAAAATTAGGAGCGACAGCACCAGCATTCAAGTGATGGTGAATGCTCAT 

GCAATGATTATGGAATTGACAGAAATTAAAACCAAAAATTTGAGAAGGCTACTCTACATG 

ACAAGCCAAAGCAAAATTT 

Sequence 5884 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGAATAACATTCGGAAATAAACATTCAGAAGAT 

AAGCCCAGTATATGTAAGAATCTAATAAGATAAATATATTTCAAATTAATAGGGAAATTA 

TAGTTATTCTACATTTACAGAAGATTTTGGAAGAAGGTGCTGGCTATTTGTTATGGGGAA 

AGGATGGATTMTTGCTGCCCCATATTTMGTATGTTCTTTTTTCCTTTTTTGTAATGGC 

AGTTTGTCAGTGTGAMTAMATGTTCTTTTTTAATTAAAATCTAAATTAAAAATTAAAC 

ATGGAGACAAAAGGAAAATAGGCTGGCATTTTTACAGTGTCAGGGGTGGGTTAGCCAAAA 

GACATGATATCAGAAGCAGAAAATAAAGTGGATCCCGTTTGGCTAAATAGAAACCAAAAC 

ATATAGCAGAGACTTGTAAATAAA 

Sequence 5885 

CCCTTAGCGTGGT CGCGGCCGAGGTA C 1 1 1 1 I I 1 1 1 I I 1 1 I 1 1 I 1 1 1 1 II || IGTTTnT 
I " 1 1 II I II II I I I I 1 1 1 1 I I I 1 1 1 I 1 1 II 1 1 1 1 1 1 1 1 I NTTTTrTTN l 1 1 1 1 1 II I I N 
NNTNTT TATTG TGGTANNTNNTNAAAANCTTAAANTATATAAACANGACNATANGTTATA 
NNGANNTTTTGACTTAATCANATTNNGGTTTGATAANAACNTNTANTAAGGCTTT 
Sequence 5886 

CCCTTTCGA GCGGCCGCC CGGGCAGGTACAGAAATATACTGGCCTAGCAGAGGCAAAAAA 
AAAAAATGMTTTTATTTTACTTGTCACACCTGTCTTATAAACTGGAGTTTTGCTACAAA 
AAAAAAAAAAAAAAAAAAAAGTACGTACGCTGGATGCAGGCNAAGGANTTTTT 
Sequence 5887 

CCCTTAGCG TGGTC GCGGCCCGAGGTA C I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I I 1 1 1 1 NNGCTCTTGCA 

TTGAMTTGGTTTTACTGTGCTGAGCTCTGTGCAAAGGAGAAAAGTGAAGTTTGAAATTC 

ACTAACACCTGCAGAAAATCTCTTACTGCTCtTTAACACACAAGCACCAGGACTTGACTC 

ACATTATTACAACTCAATCCACTTGAACACTAATTGGCCTGCCTGCTTCATGCCAGGTCT 

ATAAATAGGTGATCAAAATGATCATCAAAATGAACAGGGAGTGCCAAGGTCCTGANCAGA 

GAACGGAATGACAGCAAAGGAAATGAGACCTTGGGTGAGGTGAACCCTGGGTGGACGCTC 

AACAAAGGANAAGGGCACCAGGGCTNTGGAGTCCTGAACTACCCAAAGAAAAGCGGAGAA 

CAATGATTAGGCACTGAGGACTCAAANAAAGCCAGAGTCCACAGGGAAAGGGGAACAGCC 

CCAAGGTCATNTCCCGNACCCCTCTTCCAGGGCAAGCAAGTNCTGTCCCCTGAACCCAAC 

TCCAAACCCTGCCAGGTNACAGNACCTTTTTTGTGAACNCTTCCAGTTATGGGGGAAATC 

ACAGGAC TGGTCACTTC TATTTNTGACCTTNCCTTAMTTGTTTAAMNGTTTTTATTAA 

AGTNTNTATTTTTNTTTTATTCAMCCCTNGGTTTTAGNTTTTTAATCTTGGNNTACAAA 

AAAAAACCCGGTTGCGGCCACCTGGAACCAATTTAAAAAAA 

Sequence 5888 

CCCTTTCGAGCGGCCC GCCCG GGCAGGTAC I 1 1 1 I 1 1 1 1 1 1 I I I I NGTTNTNNNNNNGGG 

GNCATTGATTTCTGTTCTTTTTATTATTTTCTTTATCTGCTTACATTGTGTTTAATTTGC 

TCTTCTCTTTCCAGTTTCTGMGGTGAAMCTCAGGTCACTGATTTGAGACCTTTCTTTT 

TTGTTATAATATAGGATCTTAGNGCTTAAATTTGCCTCCAAAGCATACATTAGTTGCAAC 

TCCCTGATTCTGATATATCGGGGTTTTCATTTTCAGCTCAATGAACTTTCCAATTTCTCT 

TTTGATTTCTTATTT 

Sequence 5889 

CCCTTAGCG TGGTC GC GGCC GAGGTACCAGCATGGAATTATAGCACCACCTTGTGGTTAA 
CATGC CAGTA TrrTACCTTT TGTTA AAACAAGTGATTTCCCATCAAACAGGATAATATTT 
TTTCCCTTTTGAAAAACTCAATTTTAAAMGAMCATTTTTGMGTTTTCTTATGGAAGA 
TAGAAAAAMGTTAAGTCTCTTTCTACCCTTTCTTTTTTTCTTTATATAGTGCAGATATA 
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CACACAGAGAAGGGACTTMAACATTTCTAATCTCCTAGTTTATATACAGTGTGCAAAAT 

ATMGTMGTATATATTGAAAATATMAATATTTCATATATGTTATCAGGTGGAAATTTA 

GMTCCAMTTTTCTTAAACTTTAATAACTTGTCTAACAACTCTCTAATAGGGACTAAAA 

ATCMCTCMTATATCATACATTTACACTTACMAGAGTCTTTAGACMCATAATTTTTG 

GMMATAMGCAAATTCMCTTTATTGGAGTTATTGGACAGATCAGCAAATTGTTATTT 

TAAAAAGT 

Sequence 5890 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAATAAATACAAGTTAGTAGCTCCAAAAAAC 

TACTTTCCCTAAA MGTCAT TTCTGTCGMCMTTTAAGGAGCAAAGCATCCTTAAAATG 

AAMTGCACTMTCTTTTTTACMCCTGCACMTTMGTATTTCAGAAAAACAAAAACTT 

GTGCAAAATGGTAAGAAACGCCCACCTATACAAATTTAATATTAAATCAGATGAGAACAT 

GAA7TTATAAGTAAMAACAATTTMTATTAATAATATATAGAGAAATTAAATATTGAAA , 

TTTTMCTTTGTATCACTMTMTCTCAGCTTCAGTGAAATAATTTAAAAAAAGCTGTCA 

MCACTMTTTCCTAAATAAACTGAAACCTATGAATTGACAGTAAATACTTCAGAATCTC 

TAACAATGAAGACCTGCAAAATCAGCCTAATTATTTTCCAGTGTGTGTGTACCTGCCCGG 

GCGGCCGCTCGAAAGGGC 

Sequence 5891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNANMTTTATTAACNCTTCTTTANTACAGT 

GGAACANTTNTGCCCATGGGTCCCAGAACATTGGGACNATGGAGNCTGGATGNATGGGAA 

AGAATTGNCAGAGATTTNANNANGGCGCNTAACTGAAGGAGCCAAAATGNCATTNNNTGN 

NTTGGTAAAGAGTGGTGTGTTGGANATAGGCACGCGTCTGNGAGCCATTGCTAAANAGAT 

GNTGANGCNGAGGTCATGTGNGGGAGAGGCAAGGNGACTATNNAAAAACTNACTTCACAN 

TCTTNATGTGAGGGACAGCGANCCTACTGGAACTTAAAGAACAAGAAN 

Sequence 5892 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGACATGCCAGCACAGAAGGTGTGTTCAT 

TCAGTATGGGCTGCACCCCTACAGGGCTCTTCGGTGTCTTCTTTTCGGGGACTGTGCTGC 

CTTCATAATGCCTTATGCATTGGTCTTGGTCAGCCACAGGCAGCATGACATACTTCANAT 

GGTCAGTAMTTTAAAATTGGCATTTCNCCCCCANCCANAAACATAACCCACACCCCCTA 

CTTCTGCATMTCCTTTGAAAGTAGGCAAATGGGCATCACTCTCTCATTAACAAACACCT 

TCTGTTTGAATTTGATNAGCT CAATA TCTACCTGGGA^^^ATTTAGGGTGTAAAAACAACC 

TTCTCMTCTCTA CAAAC TNCTTTTTCCCCACATAAAAATGTTAAAATAAGGGCAATGTC 

TTTCACTThfrTACATTTTCTNAATNGTTCAANAAAAAMTTTTTM 

CATTNTTCATTAATCAACNTTNCACCTTTNGTTNAMTTATTGTTNGNAAAC^ 

ACCTTCCAAAAAAAAACTTCCTTTAACATTCAAANATNCCACCCAAAAATCCCCTNCACT 

TNATTTCCCAAATTC 

Sequence 5893 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGCTGTGATACATGTGGCGATNGATCTTC 

TTAGATTCACGGCATNNTCTGATCATCCGGCGCATAATCCCATCNGCTCATCCATGNGAC 

CTTCTCTGGCATTCGGGCATTGGCTGTACAATGGGGACGCCTCANACCCTTGCCACTCTC 

TTCAGAMTCATCTCTGTTACAGACTGTTCCTGANGNNCCNACATTAAANAACTTTGTGG 

MTNCNTTTGCTATGGCGACGGCCACCTGGTCTTCTATTACAGCCTTCTGAGTTCAAAGT 

AAAACCAAAGGAAGGCAGGACTCTGCGTGGCTGATCTCNGTTAACTGTCACTCTGATCTT 

TGGATAGTCACTTATTCCATTAGGAGATTTATTACCCAGTTTCAGCATGTNGNTCCAGGA 

TCCAGAACCTGTCAGTTCACANGATGAAGAGTTCCAAAATACCTNTCCTGGAAGGGGCCN 

CATTCNGNGTTTCATTACAAGCAAMTTTCCATNGGCTTTGTGGGCAGCTGGAATGGGAA 

Sequence 5894 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA CTTT A I I I I I I 1 1 I I I I I I I I 1 1 I I C M II I I 

N 1 I II I I < 1 1 1 I X 1 1 n 1 1 I 1 I 1 1 1 I I 1 1 II I n IAAI I II I I J I I I I I M M I I I II 

1 1 M I I I M I 1 I I I I I 1 NTTNGAAAAAANAAAAATTTTTTNNNNNGNAAAAAAAAAAAAA 

N I NNAAAAAACNNNTTTNAMAAANTTNNNNNAAANNTTTTNCANTTCTNCCTNG 

GNNNGMNNNCNTTNNGGGGAANTTCCNNCNNNCTGGGGGGNNTTTTTNTNNGANNCAAA 
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NTNNGCNNMATTTGGGNAAAAAAAGGGAAAAANTNTTTCCTNGNGAAAAATNTTTTCCC 

CNAAAAATTNCAAAAAAAAATAAAGCCGNAAAANAAAANNTTAAAACCNNGGGGCCCTNA 

NGN GGGGG CCCNN CCCNANT TANfTTGGGGGNGGNCCNNATTCCCCCTTTTTAAAAAAAAA 

MNCTTTTTNGCNNN TTTTTTT NAANNANTTCNCCAACCCCCGGGGNGGNGGNGGGTTTT 

TTNTNTTTGGGGNCNTTTTTTCCTTTTTNTNNNAAANAAAAANNNTTANCNNGGGNNNNT 

TNGGGNNGGGGGNAGNGGGTTTTTATTTTCNTAAMNGGGGGTTTCTGTTTTTTCCCAAA 

AATATGGGGGGTTTCCCCAGNAAAAAAATTTNTTNAAAAAANGCCCCANAAAAAGGCNNA 

AACCCTNAAAAANGCCC I I I I I 1 1 IG 

Sequence 5895 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAATTTAAAATAACTAA 

AAGAATATAACTGGATTGTTTGTAACACAAATGATAAACGCTTGAGGTAATGGATCGATA 

TTTACCCTGATGTAATTATTCACATTGCACCGTCTGTATTCAAAATACCCCATCTAACTC 

ATAMTATTTATAT CTACT ATCTACACAAAAAATTAAAAATTAAAAAAATTTTTGCATGA 

TGATCTTMCTGAATTTTTCAATMTAAAACATTGTCTGTTTTCATTAAGTTCAATTTAG 

CMTTTCMTTATGTTTAATTATTTTGCATCCTGAATAAAAAATCTTCTTATAGTGCAAG 

ATTTTGAAGGCAATCTAGA CTTAC TTCTAGAATTGGTATGTTCTACCTGTATAATCAGGC 

TACM TTCAT GTCCAATTMTTTTCATATGTAAAGGTGAGTTATATTTTTCATGAAGTGG 

TTCAGTTTTTCAGCCCCACTTAAAAAAATGTAGAAATGGTTCTTGCTCANGTTAAACCGG 
ACCTGCI 1 1 I 1 1 I IAA 

Sequence 5896 

GCCGTGNGNNGGGGTTTTNNNCNAAATTCGCCNTTTCGAGCGGCCGCCCGGGCAGGTNCT 

TTANAGCCACAAAGTCTAANACGATGCCTTAAATNCAAGAAGGCTGAGGGACTCCTNAGG 

TGANCTGATGCCAGAATAGGCAGAATGAAAAAAAATGAACTCGAAGACATGAAGAACAAC ' 

ACACAACAGCCACGGTTTGGCAAGAGACCAACCTCAGNTCANACTTTCCATCTGAGCACA 

GCCGTTTGGN TATGA GCTTTTTACTGAATTTTATAGCAACTCTGATTTCTTCCTTTAAAT 

GATTGGAGGCTTTTTAAAGATCTTATGGGGCTCAAATACTAACTTCATAAATGGCCTTTT 

GAATACAGCAGCAAATAATCTCTCAGCTGATATTTCAATTTACTAAGGGAAGCACAAATT 

AAAACATTCCTGCTACACAGTCATGGTCTGGCCACACACTGGGGTGAATACTGGCCCTGG 

TGAACAACTGTAGTGCCACAAGTTAGAAGTNCTATGTNAACACATTCAGCAAACCTTTTG 

GGAGCAGCMCATTATGMTCTTTTCTTTTTTTGAGAACNGAGTNCTGCTTTGTCANCCA 

AGCTGGAGTGCAATNGTGCAATNTNAATTACTGGAGCCTTCACCTCCANGGTCAAGCTTT 

T TTCTG GC TTAANC CTCCAAGTAGGTTGGGCTTCANGGACACCCCCNCACCCCCGGGGTA 

CTTTTTGNNI 1 1 I I AGGNGAGACACTTCCTCNAAAACCAAAAANCCNAANNCANGGTTTN 

GGACCCTTAANTTAAACTACTTNTTTNACCTTA A I I 1 1 1 I 1 1 1 1 A 

Sequence 5897 

CCCTTAGCGTGGTCGCGGNCGAGGTACGTATGTATAAAAACCGTGCCCTTGTTCACTGCC 

AACACAACATCTGGGTGGACATGAACTCATTACAACAAATCTTATGTGGATGTTGTAAGA 

AGTCACTCAATGTCTGTGGATTTAATAAGTCACTTCACACCACAGAAAATATTTAATAAA 

TCCAAAAAAAGGAAAGAAGAATATNACCGACAGAAGAGCTTCTGTCTCAGTTCTCTGAAA 

CTGAGTCCCCCATAGGAAACTGGTCCCAAAGTTCTCGAGGGGTCATTGAAGAAACTTCGG 
TTTGCTAATTTTT 

Sequence 5898 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTCTCAAGGGAATCTTCAGCTTAGGTGG 

CTCTTTTAATAACAAAAAAATCCTTTCCTTCGAAAGTAACATCCTCTCAAGGCCAGGAAT 

TCCATTAGTAGAAAGCCTTCCTAAAAAACAAAATTCCTGGCCAGGCATGGGTTCACGTCT 

GTAATCTCAGCACTCTGGGAGGCCGAGGCGGGAAGATCACTTGATGTCAGGAGTCGAGGC 

GGGAAGATCACTTGACATCAGGAGTTCGAGACTGGCCCGGCCAACATGGTGAAACCCCAT 

CTCCACTAAAAATACAAAAATTAGCCTGGTGTGGTGGTGGGCACCTATAATCCCAGCGAC 

TTGGGAGGCTAAGGCAGGAGAATTTCTTGAACCCAGGAGGCAGAGGTTGCAAGTGACCAG 

CAAGGTTGCGCCATTGCACCCCACCTGGGCGATAAGAGTGAAAACTCCATCTCAAAAAAA 

AAAAAAAAAATTNCTTTGGGAAGGCCTTCTACATAAAAATCTTTAACATGAAACTGGGAA 
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AAAA 

Sequence 5899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTAATGGAATACTAAGTCCCTCTG 

TAGTTTATGAACCMGCTATTCCTAGGCCTGAGTTTTATTTTGTTGACACAGAAATAAAT 

TNNAAGGCCCAANNCNTGGTGGCATTGTGCCTTGTAGTCCTAGTTGCTGAGGTAAGAGGA 

TTGCTTGAGCCCAGGAGTTCAAGGCTGCAGCAAGCTTTGATTGCGCCACTGCACTCCAGC 

CTTGGCGACAGACTAAGACGCTGTCCCAAAAAAAAAAAAACGACTATANAAAAAACAAAN 

ACAGAAAAAATAAACTAAGGCAATGACAGTCCCTGGCAAATG 

Sequence 5900 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTAAAATTTTATTAGAAATCGCTCAGCTTAC 

ACACTCCAATCAGGAAGTTATTTAAATCACCTCAGATAAAACCTTTGTGACCTAACCTAA 

TACANTCCTTATTGCCGGNATCATGGAATTACTTTTCAGGAAAAAAGGAAAATCCATTTT 

TCCAAATTATGGTTC AAAN GGGACCAATAAGTTAATCCTTAATTGNTGGAAAATAAAAAA 

AATGGTGGGTGGCCTTTTANANNTGGGTTGTTCAACCTTGGTTAAANGGGNAAATAAAAA 

AAMATAAATTT CCANGT NNCAAGGGGGCCTTTTCTATTAATTTCAAAANTNTTAAGGNA 

ACCAATNC CNTN I 1 1 1 1 I AACCCTTAAAAAANTGGNAAGNAAAAAAANACCCTTANCNAA 

I 1 1 1 1 1 I I AA AAAAA AACCCGGTTGGNCCTTTTTTTAAANAAAAACCCANAANANAACCG 
GGGG N AAAATTTTAATGNAAAAAAAAAAAAAAAGGN AACCCATTAATT NG NCCATTTTCT 
TTTTAAAAAGG NAAAACCTT 

Sequence 5901 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTAAATTCAATACAGATGCTGCTGAATTCATTCCTCAGGAGAAAAAAAATTCTGGTCT 

AAATTGTGGGACTCAAAGGAGACTAGACTCTAATAGGATTGGTAGAAGAAATTACAGTTC 

ACCACCTCCCTGTCACCTTTCCAGGCAGGTCCCTTATGATGAAATCTCTGCTGTTCATCA 

GCATAGTTATCATCCGTCAGGAAGCAAACCTAAGAGTCAGCAGACGTCTTTCCAGTCCTC 

TCCTTGTAATAAATCGCCCAAGAGCCATGGCCTTCAGAATCAACCTTGGCAGAAATTGAG 

GAATGAGAAGCACCATATCAGAGTCAAGAAAGCACAGAGTCTTGCTGAGCAGACCTCAGA 

TACAGCTGGATTAGAGAGCTCGACCAGATCAGAGAGTGGGACAGACCTCAGAGAGCATAG 

TCCTTCTGAGAGTGAGAAGGAAGTTGTGGGGTGCAGATCCCAGGGGAGCAAAACCCAAAA 

AAGCAACACAGGTTGTATACAGCTATNGGTAGAGGACCAAAAGTTCAAGGGGAAACTCAA 

AATGTGAATGGGAGTAACCCGAACAACTTCCAA 

Sequence 5902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 I 1 1 I I I I 1 1 1 1 1 I I I I I I I C I 1 1 I I 1 1 1 I 
1 1 1 1 1 1 1 1 I ) 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 1 1 1 1 1 1 I NTANN I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 

I I 1 1 1 NCCCNNNNNNNMNNTNCNTTTTTTTNGGNN^NNNNANCCCNTTNTTTTCCCNT 

TNTNTAANNGGGAANGTNTNNAANNTTNNTTAAAAAGGGGGGNAAAAAMTTTTTTTAAA 

AAAAAAATGGGGGGGGNANGGNTTTTNAAAAAAGGGNAAAAAAAAAAAACCTTNAANTCN 
AAAAAN I I 1 1 I I I I I I I I 

Sequence 5903 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACTGAAGCCTTAAGCACTGTTGCGCCT 

CCATGTGCTTTGGATCAGCAACCCCAGTGGTGTTCTACCAGAGCATTGTGGGAAAGCAGA 

TGTATAGTCAGGTCCCAACAGCAAATTGTTGGGTGTGAGAGTTCTAAAGTATAGGGGTGA 

GGGAAGAGAAGGATATGAACTCCTCTGACCTTAAGCCAGCATTCATTCAACTTTTATGTC 

TACTTAACAAGAGAACCTGNAGAAAACTACCGTATTCAANAGATTAATCAAAATCAAGTG 

TTTTAGCCAGGCGATGACAGAGAAGCACCATTCCTCACCCTTNCATTCTTGNAATNTCTG 

TAATAAATTTCAAGTGCGTCAAGGATGGATGAACCCAAGATCCAGTGAATGATTCANCTG 

TTCCAAGCCTTTACATTTTTCAATCATTCATCATCCAATTCTTAATTCAGTGTTAACCTT 

NTTGCACTTATTGG NGGTTAAATTTTATGTAAAACCAAGTTTAATG I 1 1 1 1 I 1 1 1 1 I I AA 

ANATGGTGCCCTATGGTAAATAAANGTTTNNMCACCTGGGCTNTTTTNTT^frAANAGGG 

GGAGGGNTTTTGGTTTTTAAGTTNGNTTCNTACTGAATAATATCCCTTTTNTTGAGCCTN 

TNAAAANTGGAATTATTTAATTAAAAAA 



# 
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Sequence 5904 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTATGTTTTGACATACATATATATTGTGAAA 

TGATTGCCACAATCCAGCTAATTAACATATCCATCCCTTATATAGGTATTGAAAAATTAA 

ACAAMTTMTTAATCTTTAGTCAGACTAAAAAAACATGAGTGAAGATCTAAATAAAATT 

GGAAATGACAAGTTAATAGAACTGATACTGCAGAAATTTAAAGGACATTAGTGGCTACTA 

TGAGGAACTATTAATATATGCTAACAAACTGGAAAATCTAGAATAAATGGAAACATTCTG 

AGATACTTACAACCTACCAAAATTGAACCGAGAAGAAATTCAAATACTGAATAGACCAAT 

AACAAGTNACAAGATCAAAGCCGTAAAAAAAAANGCTTCCAGTTAAAAAATNAAAATTAA 

MTTAAAAAATTAAAGCCTGGGCCTGATGGCTTCCTGNTGAGTTCTCCCAACATTAAACC 

AGGAAATTATTCCNAGTTTACTCMCCATTTCCAAAAATAAANGAGAANGGGATACCTTN 

MACTTATNTATGANGGCCATTTTGGCCTTATTCCCAAACCCAAGGCCCCTTNAAAAAAN 

Sequence 5905 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 I 1 M I I I 1 M I M I I < U I I I I I I CCTATTTA 
ATAGTTATTTNAT TNATA TTCTMTCTTTATTATTNACTTCATTATGCTAACTTTGGGTT 
TAGTT AGTTTCT C I ) I I I CTMTTGTTNATTTGNAAAGTTAGGTTGTTCGAGTTANATCT 
TTCTTAI I I I I I AAT GTAG GTATTTATCACTGTMCATTTCCCTNTTAGCACTTNTTTTA 
TTGMTCCT GTAA GTTTTGTTGAGTTGTATGTTCATTTTTGT^ 
AAAATTCCCTTTTGATTTCTTCTTTTACCCMTGGT^ 
TCTGCATTTTTGAAAATGTTCCTGTTTTCTTTGNTATNGACTTTNMTTT 
Sequence 5906 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCAGAGTATGCACGGCGCTTTGGTGTT 

CCGGTCATTGCTGATGGAGGAATCCAAAATGTGGGTCATATTGCGAAAGCCTTGGCCCTT 

GGGGCCTCCACAGTCATGATGGGCTCTCTCCTGGCTGCCACCACTGAGGCCCCTGGTGAA 

TACTTCTTTTCCGATGGGATCCGGCTAAAGAAATATCGCGGTATGGGTTCTCTCGATGCC 

ATGGACAAGCACCTCAGCAGCCAGAACAGATATTTCAGTGAAGCTGACAAAATCAAAGTG 

GCCCAGGGAGTGTCTGGTGCTGTGCAGGACAAAGGGTCAATCCACAAATTTGTCCCTTAC 

CTGATTGCTGGCATGCAACACTCATGCCAGGACATTGGTGCCAAGAGCTTGACCCAAGTC 

CGAGCCATGATGTACACATTTCACTTTAMCAGMAATCTTTCTTCAAAGAAATGACTTT 

ACTTTCTCTTTGCACTGCCAGCACCGTGAGATACTMCTTTTTTAACTAGGTGGTCTTCT 

TCTMGTCTCTACCG TTMTT AGAMTTTTTTGCTTTTCATAATGTGNMCCTTTAAGCA 

GGMGAAGAAAAATGTTTTTCAGATAGTTTCAMATACACCNAAAAATGTTTGNMCACA 

MMTTCTTGGGMTCAMCCATMTNCACTTANTGMTATATAAGTTGGGATANNATTT 

GTTCTGAAAMTAMTTATTTGAAATTTMCTTTTAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5907 

CCCTTTCGA GCGGC CGCCCGGGCAGGTAC I I i I I I I 1 1 I I I I I I I M I 1 1 [ CTTTCATTG 

ATTTCTGNCCI I 1 1 I ATTATTTTCTTTATCTGCTTACGTTGGGTTTAATTTGCTCTTCTC 

TTTCCAGTTTCTGAAGGGGAMACTCAGGTCACTGATTTGAGACCTTTCTTTTTTGTT 

AANATAGGATCTTAGNGCTTAAATTTGCCTCCAAGCATACATTAACTGCAACTCCGTGAT 

TCTGATATATCGGGTTTTCATTTTCAGCTCMTGMCTTTCCAATTT 

Sequence 5908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACAATGGTAATGAGACAAATTATCA 

AGAAATT GGAGCTGGGAT TCCTTAAAGAAAACAGAGAAGATGCCAGACTCCTTNTGGGGG 

CAAAANCTTTTGTTTTTTTNCTTATTGGMCCCCTTAGGANTATT 

NTCMATCTTAAMCCTCCNTTGGCTTNCTATMTTTTTGGTTTTCCTGGA I 1 I I 1 1 M I 

TAAA NCTTNGAAMTMGGTTNATTTAmACNAGGGGGGCCTTACCTCNTTTGGGGGAG 

TT TTMNAM NTTMNNAAAAMGGGGTTGCTTTTAANTAACCACCTTCANAGCCAAAAC 

NAT I I I I I I IGGTTMNCCMNAGNTTAAACCNCCCNCTTAAMAAGCCNTTTTNTTGNT 

NGGGCCCCTMGGTNCCCCCAATGGGMTTTTCCTCCTTCTTTCCT 

Sequence 5909 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 
GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCGCGTCCTGCTGTGTCCAGAGTTGGTTCC 
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TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTTGGAGT 

TTCTCCCTTCTGGTGGGTTTGGNGGTGTCGCTTGACTTTCAAAGAATTGAAGCCCGCAAG 

ACTGTCCGTGGGTTGAATCCNTTGGTANCCTC 

Sequence 5910 

cccttagcgtggtcgcggccgaggtactgcaaacagacaccagagggtgcaagagactgt 

anactcctgaaaaagaaaccagaaaactttgtctggttgtgaaattacacacataggctc 

agaaaaaattc atctc tgtaaaaggtttgagagaccgccagaatctctagctgggctgat 

tggtgaagatctttttccatccaaaaccagtctgtaaagactggaagaggtgaccgttta 

ttcaaatacaaaaattacaacaaaatataaggcacacaaacagggaaaatatggtccaat 

cagaagaacaaaataactgtccgtaaactgacccaaaagaaatggagatctatgaattac 

ctgacaaatagtttaaaaggaacattttaaattagtgcactacaagaaaaacatatacaa 

tgaaactgtgaataaaatgagaatatcaattaagagatgggaaactgtaaagatccaaac 

aggaattctaaataactaaacaggaattctgaagctgaagaatcagtnactgatttgaga 

AAAAAAATTATAGGGGATCACCAGCNGACTTTATTTAGCCAGANGAAAGAAATCAGCAAA 
C7TAAAAGCAGGTCANTTTGAAATTATTGGGTTAGTGGACNAAAAAAAAAA 
Sequence 5911 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGCCTGCATTAGTGAATTCTTTATAACTCA 

AAAAAAGATAACTCCCTCATTAAAT GATC GAAAGCATGGAATGGGGGGAAGAGGAGCTAT 

AT MTTTA TTTCATGATTTMTGGMTTTTGGCCCTAAAACATAAAAGATAATACAGCTT 

AAA I 1 1 1 I AAAAAAGAAAAGAAAAAGGAAACAAAACTGTAAGTTTCCCTTACATATGAAA 

CCCAACTAAACAATATTTAGATCAAATACACTGACCTGCCTCCTATGTAGATCAGCTAGC 

CTCTGAGGG6GCAAAACCACACTGGCTTCCCCATTCCATGTCCCCACAGAAGAATAACAG 

CTCTCTGTATTTGAACCCTGCTTTGTGCTCTACCAGAAGTTCCCATTTCATTAGCTGCTC 

CCAGCAGCCCTGTGAGGTGGGGTCATTGGGGTATCCTAATGTCTACTTTAGGGATGAAGA 
AAAATGAAA 

Sequence 5912 

GTGGTCCGCGGCCCGAGGTCAAAATATTGGGGAATCACTAAAATGGATTAAGCCTAATTA 

CAMTTTTGATCATTTCTAAATAACTCACACTGCAGAAGTCTTTTCACAAGAATGAGTCA 

CATAGTTT CTCTCT ATCTTGGTGCAGGGATTTTAAATCTTATTCAAAACAGTTCCTCTTC 

ATTTCTAGATTTn'GTAAGTATAAAATATTTTAAAACAAAGGTATGTCCGTCCTTAGCTA 

GAGAACTATTCTTCCACTGACTCCTGGAAGAGAAAAAAAAAGATTCCCATTTCTTCCTCT 

ACCTCAAAAACACAAAGCAAACCCAAACAATCCAATTCCTAATGTAAGTGTCACATAGAA 

CCCAGGGCCTGAMCMTAmCATGCTAGTTTTCCTGCTATATGCAGAGAACAATTTAA 

GTTATTTACATTATTGAGAAAATCTATTTAACAGCCTAAAATCATNCTAAGGGCTTNCAT 

CAGCAGAAGGNTTGNTTAAAANGGCGTGAGCCAGCGGCGTCTGCGAATGGGAACATNAAA 

GACTCTCCTCGGCTTTTCCTNTTNATCATCTTCATCTGGATCATCCATATCTGNTGGAAT 

CATCAATCCTNGCTTCCTCCTN 

Sequence 5913 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGG 

GCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTG 

AAAGATAGAGATT AATAC AACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGC 

TTAGCCGTTAMGTTT7TAACCGTAAT7TTAATAGCTTAAGA7TTTAAGAGAAAATATGA 

AGACTTANAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGGTTCTAAAACATTGACCGAA 

GGTTGAAGATGAAGCTTCTCATGGAGTAAAAAAATTGTATTTAAAAGAAAATTGAGAAGA 

AAGGACTANCAGAGCCCCCCGAATTAATACCCAATAGAAGGGCAATGCTTTTAGATTAAA 

AATGAAGGTGACTTAAAACAGCTTAAAGTTTAAGTTTAAAAGTTGTAGGTGATTAAAAAT 

MTTTGAAGGCGAATCTTTTAAAAAAGAGAATTAAACCCGAAGGTGAATTAAAAAGACCC 

TTNGAAAATNCATTGACCCCAGGGGAGAAATTGCNGTCATTTAAAGCCTAATTAACCCCA 

TTTACTTAAACCCAGACCAAAAATGGAAAGATT 

Sequence 5914 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTA CI I I I I I I I I 1 1 I II I I 1 1 1 1 1 1 1 I I I CTTTT 
i 1 1 n i i i 1 1 1 i i d 1 1 I I 1 1 1 I I I I I I I I I I II | | | 1 1 1 1 1 | 1 1 1 | | | | 1 1 1 1 1 1 1 | | a 

ANGNAAAAAAAAANGNTNTNTTTNNTNAANTGGNGNANAACCGGGGNAAAAAAAANAAAC 
ANTTGACNCCNCCMATTTTTN7TNNNTTMAAMAAAAMTTTTTTCNNNCCCNAAAAA 
AAN NNTCNN ANCAAANTTTNCCNTN ANTTAAAAAAAAAA 
Sequence 5915 

GCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACTACTCAGGTGACCGGTGC 

AGTAAAATCTCAGACTTCACTACTGTAGAATTCATCTATATGACCAAAAGCCATTTGTCC 

AAACCAGGATTCNCCCCCAGCACCAGCACCAAAGAAGTATCCGTCCAATTAAGAGGGAAG 

GCTCAATAGCAGTNTCCAGATGAAGAGAGATGAGGAGGAAAATATGATTATNTTTCCGAG 

GAGAAATCTAANGTAAAACCAACACTTGGATGAATAAAGAAGGAACCTGNGAGGATGAAA 

GGMCTTMTNTGAMGGCCTTCGMCTGACATGTTTCANCTTTTCTGAGAGCNGTGACT 

CAGAAAATTCAAATTAGGAGAATTANTNGATTANTTCCTCAGAACCAGAAGCCCGGAGAA 

NTGAAATTGGAAAATAAAAAATNCTTCCAAAAAATAAATGGGAGNAAGAANGGAAAA 

Sequence 591 6 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGAGGCCGAGGCGGGCAGATCATGAGG 

TCAGGAGGTCAGCAGATCTAGACTATCCTGGCTAACACAGTGAACCCCATATCTACTAAA 

AATAAAAAAATTACCCGGGCATGGTAGCACACACCTGTAGTCCAGTCCCAGCTACTCAGG 

AGGCTGAGGCAGGATAATAGCTTGAATCCAGGAGGCGGAGGTTGTAGTGAGCCAAGATCA 

CACCACTGCACTCCAGCTTGAGTGACAGAGCGAGACtCCATCTCAAAAAAAAAAAAAAAA 

AANAAAGGANTTACATTTACAACAGCATTAAAAAAATTAGAAATAAGCTTAACCAAGAGG 

GCMCAGATTTGAACACAGAAAACTACAAAACACTGTTGAAAGAAATTAAATNCAAATAA 

GTGAAAAGAAAAGCTGGGTTTGCAGATTAGATGATTTCATCTTGGAATGATGTCAACACT 

ACTCGAAGTGACCTAANATTCAATACAATCCTTATACAGATTCCAATGGACATTTTTGAT 

AAAACAGAAAAACCTATCTTAAAATTCATANTGGAATCTCCAGGGCCCATTGAATAGGGC 

AMTTAATTNTTGGAAACANAAAAAAAATTTAAGGGTNTNAAAACAATTTNCAAACCTGC 

AATTGGCCAAAAAAA 

Sequence 591 7 

CCCTTAGC GTGG TCGCGGCCGAGGTA C I I 1 1 I I I I I I 1 1 1 1 1 1 1 1 I 1 1 1 I I GGATTTGAT 

TTGCTAAMTTTTMGGCTCTTTGCTTCTCTATTCGTGAGAATATTGCTCTGTAATTTTT 

TTTCAGGMGAAAGATTTCTTTATGAGGTTTCNGTTTTTAAGTATTTTGCTGAGCCTGAA 

TMAAATAAAGTTCAGCCCGTATTTCCCTTCCCCTCTATTTTTTTGAGGAAGTTCACCGT 

AAGATTAGNGTTACTCTGTCCTTGAAGGNGTAATANAATTCACTAGTGAAACTATCTGAN 

CCTAGGGGTTTCTTCTGGANAAAGCTT 

Sequence 5918 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTACACATATTGATTGATGTCTCATGTC 

TCTCTAAAATGTATAAACCAAGCCATGCCCCGACCACCTTGGGCACATGTCACCAGGGCC 

TCCTGAGGCTATGTTACAGGCACATGTCCTTAACTTTGGGAAAATAAACTTTCTAAATTG 

ACTGGGATCTTTCTCAGATATTTGGAACTCACTCTACACAGACACACAGACACACACACA 

AACACACT CACAAA CATGCACACACAAATACACATATATGTATATTTGTGTTATAAACCG 

TATTAGTCCTTTTTCTG TMTACA GATTTTMGTAMCTCCAGNGCTTCATTTGGCTTTT 

TACTTTGCTTATCGNTCTTTTTTTCTTTTMGTTTTAAAACACTTTAG 

Sequence 5919 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTGATGAGAGACTTCTTCCTGCATCCTTACAT 

GGTGGAAGACAAMGAGTGGCAGAGAATGAATATACTCCCAGTCCTTCGAGAGGGAAGAG 

CCCTCACCTCATCACTTCCCTGAGGCCTCACCTTCTAATACTATCACCTTGGTGATAAGA 

TTTCAACATAGGAATTAGAGGGGAATACATACATCCAGACTATTGCAGATGGGATTATGT 

MTACTTTGTTCCTGTTTCGCTTATTTCTTAGCACAATATCTTTCTGGTATGTGCATGTT 

TCTGCA MTGG CMGATTTTCTTCCTTTTTAAGGCTGAGTAATAATTCATTGCATGTATA 

GA CCACA TTTTCTTTATGCATTCATTATTAGTGAGAGTTCTTATTACAAATGGCGAAGTG 

GGTTTTTMTATTGATTTMTTTTTGTTATTAAAAACATTTTTAGATGGTTAGATTCCTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

521/599 



TTTAGMTAAATATACTTCATTAGTTAAGGCAGTTTTAACTTCACAGCAGAATTAAGAAG 

TCCTGCCCG 

Sequence 5920 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACTCAGAGGAAAAAAGAAATTAAATTTTAG 

GTTTCTGGAGAGCAGCCCCTNTCTGGCACCATCAAACACTTCTTTGTTTCCCTTCAACTT 

GGMCTNTTNAMCANCAAGGGGTTGGGNAGGGTTTGGGCCATTTCTTTTTATCTTGGGG 

TCCATGTGAGTGGACAGAAATGGTGCNGGCCTGGGAAAGATCTCCCTCCTTTACACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5921 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACAGCTTGAAATATTACCTATGCCCNTAAATT 
ACTTTATTTTGCAGAGTATATGNTTTAAANTGGAAGACAGTGAACAAGCAGTAGATAAAC 
TAGTAAAGGATGTAAACAGATTAAAACGAGAAATTGAGAAAAGGAGAGGAGCACAGATTC 
AGGC AGCM GTAAGTAAACAACACATCTCTACTTTCTGTGCTAMAATTTTTATTTATTT 
ATTTATTTTTGAGACGGAGTCTCGCTCTGTCGCCTAGGTTGGAGTGCAAAGGTGTGATCT 
CAAGTTTACTGCAACCTCTGCCTNCTGGGGTCAAGCGATTCTCCTGCCTCAACCTCCTGA 
AACGCTGGGATTCCAGGTGCCTGCCACCATGCCTGGCTA Al I 1 1 1 I I I GNAT 
Sequence 5922 

C GCCAGTGTGATGGGAT AT CTGCAGAAT TCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 
CI I I 1 1 1 I 1 1 1 I I I I I I I ING A I I 1 1 I 1 1 1 I I 1 1 I 1 1 I 1 1 1 1 I 1 1 1 I 1 1 1 1 | I 1 1 | | | 1 1 
1 1 1 1 1 1 1 1 1 1 1 I NAANTTTTTTA 1 1 1 I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 NTAAANTCTTTTATANTTT 
TTTTTNNTTTCTTNNAA GAGAAAAAAG NGNNGNAAAAATTTTTNTTTTTNANAAAAANNG 
G GGGGGG NTNANAAAA I I 1 1 1 1 I I I 1 1 ANTTTTNATAAAAAANTNNGTAAAANANNTAAA 
AAl 1 1 1 1 I NNGNNCCTTTNAAATTTNNTTGNAANAAAANNANN I 1 1 1 1 I I 1 1 I A TNACCC 
CCNNNGNANAANAAAAAA AAMTTTT TTATMTTTTTTCAAANNNNNNGGGGNNTTTNAA 
AAAAAAANTAACACCCTTC I I I 1 1 I I CTTTNNGGGNTGNTTTNAAAANCANNNACCCCCN 
NTAAAAAANAGGGNNTNTTTTNC 1 1 1 1 1 1 1 1 1 1 GTTAAAAAAAAAAN A 1 1 1 1 1 1 1 1 1 I IA 
ATNTAANANCNGGGTNGGNNAAAAANAAANTTTT 
Sequence 5923 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTNGTGCATATGAAAT 
GCTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAG 
GAAAGATTATATTAATGCTCATAGCCATACCATGNCTGAATATGGGAG 
Sequence 5924 

CCCTTAGCGTG GTCGC GGCCGAGGTACACGCTCATGTGCTTCTGAAACAACGTGGTAAGA 

CCAM GACTAGATTTTAATGCAACTTAATTACAAAAGAGAAAGAGACAAAAGATNAGAGA 

CTmCTCCTCTATCTATCCCACACCCNTMMGAGCTTTGGGTTTTAAAAATACAGAAA 

AGCACTCACTCAATGAAATTATATCACTCAAGTGATATTTTCAGGGCATGGCTACACAAA 

MTAGATACCACTAAAAACTGGGCTATTTAGAGAAAGAGGCATATTTGTTTCATAACTCC 

CTGACAT TGTCTCATCTTACATTNCACTATATNTATTANTAAAANGGCAACATCATNACT 

Ci 1 1 1 1 iGAAGAAGGCAAGAAGGAATTCATCTGATTAGATTAAATCAAGTATTCANGAAT 

A(X5ATGTCTMGGGGGTTCAAGTAMMTMTGNATCTAAMTTATTTTGAAAANGACAC 

AANATNTTTTAGAGGGCTG 

Sequence 5925 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGATAGGCACTCCCAGCAACCGCTGCCCA 

GTCAGCCCAATGGCCAGTGGCACAGACTGGATTTCACAGAATTCCGTAGGCAATGCCCTT 

AGAACGACGTGAGTTCCGATCTGAAATGATACGTACTCGAGGTTCCTGAAGCTAAGGCAG 

CTGTTTCAGAGGAGGGGGAGGAGGTAGCAGATGTCAAGGGATTTCCATTTCTCTTTCGAT 

GCCGACATACTTCAGGGCATCAGCCTGGCTGTATCTGTAATCAAAAAACAGCTCTTCGCC 

AGTCTGGATGGCTCTCTTGGCAAAAATACCTATCCTGTGATCACCGTTAACCATCATAAC 

TGCAAAGAGACACACTGGTGTCAGTGAGCATGAAGACGGGCCACGGGGGGTTAACTGACT 

TGTTCACATAACAAACAACTATCCCAGAAGTATTCAAGTCCATCATCACAGGACTGAAAA 
GG 
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Sequence 5926 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAGTGACGAGGAAGATTCTGTTTTGGGTATAG 

CCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGCT 

TGAAGGCTACAAGTGATGAGAAAGATTCTGTTTTGAATATAACCAGAGGAAAAAAGGATG 

GAGAAAAAACTAGGACAGTGTCTTCTCGGAAAAAACCAGCCTTGAAGTGTCTTCTCAGAA 

ACAACCAGCATTGAAGGCTATCTGTGACAAGGAAGATTCTGTTCCGAATATGGCCACGGA 

AAAAAAGGATGAACAAATATCTGGGACAATGTCTTCTCAGAAACAACCAGCCTTGAAGGC 

TACAAGTGACAAGAAAGATTCTGTTTCGAATATACCCACAGAAATAAAGGATGGACAACA 

ATCTGGAACAGTGTCTTCTCAGAAACAACCCGGCCTGGAAGGCTACAAGTGTCAAGAAAG 

ATTCTGTTTCGAATATAGCCCACAGAAATAAAGGGATGGACAAATACGTGGGACAGTGTC 

TTCCTCAGAAACAATCGGCCCAGAAGGGTATATTTAAAAA 

Sequence 5927 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGATGTCACTAACCAAGTTGTAGAAGGAGCC 

TGTTATAATTCTGCAAGATCTGTGAATAGCATTATAAATCTGGGGCAGGTGCCTGTAATC 

CCAGCACTTTGGGAAGCCAAGGCAGGTGGATTGCTTGAGCCCAGGAGTTCGACACCAACC 

TGAGCAACATGGCGAAACCCCGTCTGTAATAAAAATACAAAAAAATTAGCTGGGCATGGT 

GGCATGTGCCTGTAATCCCAGTTACTGGGGAGGCTGAGGCAGGAGAATCACTTGAACCTG 

GGAGATGGAGATTGCAGTGAGCGGAGATTGTGCCACTGCACTCCAGCCAGAGTGACAGAA 

CAAGGACTTCATCTTAAAAAATAATAATAAAAATAAACAAATCTGTTTAAATTACTGNCG 

CCTTfCM CATTAGA CTTTG AGTTTAATAACTACCAATTGAGACTGCTCACAATATTAAC 

I 1 1 1 1 1- 1 GGGAGGTTATTTTGGGTGGTTAANATAACTTGCCTTCCTTAGANG AGCATTTC 

AAGGAAGAATNAAAGACCTTANCTTCCATNTAATGATATGAACCATTTCAAAAAAATGTC 

CAAGAAAGCCAAAATTCATTATTTGGAACTCTNAATTTCTGGGGNTT 

Sequence 5928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAAGGACCAACTGGCCCTGGGCCTAGGAAA 

AGTCCTTAGGCCAACTTGGCCTAGTGATCCAATCTTTCTGTGCCTCAGTTTCTTCATCTG 

TAGCATGCAGCTAATAATAATAAATACATAAATCTCTACCTTATAGGGAGGCTGTGAATA 

GCAAATGGATACACACGTAATTAATTTATATGTTATATATGAATATATAAAATGTATATT 

ATATACACCTATAGTTAATATATGCAGATGTGTGTATTTAAATATGGACACACATCTTTT 

AAGATGACTTGCACCAAGGACATGTAAGTGCTAAGTTGGTATCTGCTATCATTATTTGTT 

CACTATTTGTGGCTGCCAATGAGCTTATGATACAGACAGGGGAGAGATAGAGAACATATT 

GCATCGTGATTACATGTGTAGAATCTGAAGTTAGATGGCCTTGGGAAATTTATTTGACCT 

TTTAAAAAGACTATTTGTCACAAGTACCTTGCCCCGGGCCGGGCCGTTCGAAAAGGG 
Sequence 5929 

CCCTTAGCGNGGTCGCGGCCGAGGTACATGGTTGGACAAGCTTTCTTGTCCTTGCTGGAA 

AGAAAATGACTACTTACTAATATATTTTGGGAAAAATATTTGTAAGANTATTAATAAGCT 

TGNTTTCCNGGACCTATTTAAGAAAAATACCACGTTTTAATGCAGATTCTGGCTATTCCA 

TCCATTCTGATTCAGAAAGTCAGGTAAGATTGAATAGATACNATACACACTATTTTAATT 

AGTTTTCAAATAGTAGCTAAAAAGTAGGAATAAAATGCAAAGNATTAATTGCTCTAAGGA 

AGTATGMGTCTGTTGCTTTAAAACATCTTTTCTCCAANTAATAGTTTGTNAATAAACAA 
A 

Sequence 5930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTAAATAAACATAATATTTGAATTTACTACA 

ATTATCTGGATATGCATTTTCAAGTATAAGCAAGCATCTAGATATAAGTTACAGTGAAAA 

TCTTATATTCTTTTGTCTCCCTGTTTCTTTGCACCCCTGTMTCTTTTTCTGTAACAGCA 

ACTAGAATAATCCTTTTAACAAGAAATCAAGTCATATCACTCCTCTCTGCTTAAAATGGT 

TTTTGCCTCATTTAGAGTAAAAGCCAAAGCCCTTCCAATAGGTCCATATGGGCCCTCCAC 

MNTGGCCTCATTACCTCTTTGATCTCACCTTCTACCACTTTGCCCCCTTTGCTCATTCT 

GTTCTAACCATACTAGCCTCCTTACTGTTCTTAAAACACTTCAAACACATTGCCTCCTAG 

AGCCTTTACACTAGTTGGTTCCCCTTGCCTGGACTACTGCTACCCTA 

Sequence 5931 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTAACCGCTAACATTACTGCAGGCCACCT 

ACTCATGCACCTAATTGGAAGCGCCACCCTAGCAATATCAACCATTAACCTTCCCTCTAC 

ACTTATTAATCTTTN ACM TTNTTAATTCTACTGACTATCCTAGAAATCGCTGTCGCCTT 

AATCCAAGCCTACGTTTTCACACTTCTAGTAAGCCTCTACCTGCACGACAACACATAAAA 

AAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAANGTACTGGGAACACTTGCTAGCTCANA 

ATGCMTATTGGTAGMTTTGCTAANAATTCAACCAAGGGATTGCCCGAAGGCATTCGCC 

AAGCTGGAGGCTCGTTTTTNTG 

Sequence 5932 

GGCGAATTGGCCCCTCTAGATGCCTGCCTCGAGCCGCCCGCCAGTGTGATGGGATATCTG 
CAGAATT CGCC CTTAGCG TGGTCGCGGCCCGAGGTAC 1 I I 11 I I I I I 11 1 1 I I I I 1 1 I I I 
MUM I NCTTT AI I I I I I I I 1 I 1 1 1 1 I 1 1 1 1 1 I I 1 11 I I I I 1 I M 1 1 I I 1 1 1 I 1 1 1 1 AA 
NNCNGNTTTTTGGGNA TNATN TNTTTTTAN^ 

MTTNNITNGGNNG TAANTTTTNT TTTAATTTNGNNGGGGGNNNTTANATTTCCNTN^ 
^ATTTNT TTMGTNTTTTTT TTTTNGMNTATTTTTGGNA 

AANNCACi I M I INTTTTTNTCANNG I I I 1 1 I I I MTAANCTCCCMTTTTTTTACTGNG 
TGTNTGI^TTTNTAAATM 

N n NACAATATCTTGTTAGGNTTTTTTNANNTCCACTTN I I 1 1 1 I I I 1 

Sequence 5933 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCCCTTGTTCACTAGAAGCAAGGA 

GTCCCCTGACCCCCTTCTTCAAMCATACTCTTCAGTCTTTGTCTTTATTCCCGCCTTGG 

TCCTCCTTTGTTCAGTCCAGCAAGGTCCACAGCAAAGTGCTGCCCGAAAACAGGGTCTTG 

AGGACATGAACAAAGAAGGTCTGCTGGAGCAGAGGAAGTGAAATTGACCAGATGAACAGG 

GACCCTGGGATGAATCTGCTGGCAGTGGATATAAGGTCAGTGCTCTAAAGAAGTACCTCG 

GCCCGCGACCACGCTAAGGGCCAAATTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAAGCTGTNTCCTGTGTGAAATTGTTT 

CCCCTCACAATTCCACACAACATTACNAGC 

Sequence 5934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTT N 1 II I I 1 1 I I I 1 1 I 1 1 I 1 1 I I GTGAATT 

GTCTGTTCA TATCTA TTGCTMTTTTTTTCTMTCMTTGTCCTTTT^ 

TAGGAGCTCTTTTTATGTTGTAGGTGTTMTTATTTMTATGTATTAGGAAMTATT7T 

TG CCAGG TTGNCATTTGTCTTTAGCTTTGTTTAMATATGCTTGATCATACAGAGATTTT 

AAATTTTTATCTATTCAMTTTGNTACTTT^ 

CTGAMGAGCCTTCTCTACCCCAAGATTATTTTTAAAMGCCCATATTTTCTCCCTATGT 

GGATTTAAGTGTTACCCTTTCCACCTACCTNCTTAACCTMCAGGAATTTATTCACTTTG 

TGGAACTAAANAAATACCATGTGGCTTAAACCANGGGAAAANTGGTNANAACTTAGCTNG 

AAAAGGTGGGACAAGGNGGCATGCCAAGGGAGGNGAAGTNTNAANCATNAAAACCATNAT 

ANTNACAAAAGGCTTATNAGGGNCAAACAANAANTTTTACTANANNNCNAAAAACNGNNN 

NMNNTTNNACAAMTTAAAAAANAAAACTTNNNANAAAAAANGGAATTTTAAAAANCTT 

ATNANTNAAAAANACNNNNANAMGGGGAAAGGGCCGNANCNANTTTTTTANCNTTCCCA 

AATT ANTTTT AAAAA A N N N N AN NTN NTTTTTTT A A AAA A 

Sequence 5935 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC 1 M I I I I II 1 1 1 I I I 
TTTTGMGTGTGGACGGMTATTTAATCCATTCCATCCAGGCATTTGCATCTTGATATCC 
TGTTTMTTGCTAMGTTTGTTTTAGGTCATTTA 

TCTTTGGGTGGAGGAAGAACAGAACATTGGGGGATAATGTAGAAGGAATGTAGGAGGTGA 

AGGAGTAATAAAACATATCTCAAAATATCCAATAAGATGTGCCCCTGCTATTTCGGCTCC 

CATGCCATATAAGCAACTTAAAGTAGGTTTAAGGGTCAGTAGAAGTTGGAATGAGAATAG 

AAAATTGCACTGGGATTACATTGGGTTATACCTGGCAATTATGGGGGG 

Sequence 5936 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I I I I 1 1 1 NTTNGNTTTTTTNAGTTCAC 
AAGTMATCTTGATTNATTGGTTTAAAAATGGTTGAAAAAATAAAATTAGAAATATCTTC 
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AAAAGTGTCAACATACATTCTCACTTGAGTTTACTGGTCACACAGTTTTATATATGCCTC 

TGCTAGATCTTTTAATGTAATAAGGTGATAMGCCTAAAACAACATMTCTTTAACCCTT 

TGATMGATTAATTTAATATTGTTGCTTTAATAAAATCAGCCATGTCTCCTGACTTATTG 

ACAGGATTTATACMTAGGACTTATTGACCTATGTATTTMCCTTAAAGTTCTTACTTAG 

GTAAATTCCTGATATTAACAGGCAATAAAATTCGTTAATAAAAACCTAATAACTAGCTAT 

GTCTAGTATCTCMTTTTCATAGGTAATCAANGNATAATTGGTAAAAAATAAATAAATTA 

GGNMTTGCMCAGAGTMGCNTTTACCMTMATTTTCATGTNATTTAAAAACNTNAAA 

GGTATGGTAAAATTAAAAATACCCATTNAATGNCTGGAGCCCCTNTTCCAATTAGAAAAA 

Sequence 5937 

NCGCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC 

M I I I I I I I II I I I I 1 1 I I I 1 I 1 I GATCTTCTGTGAAGCCCTGGCTTGACTTTTCCTGGA 

AACTTTTCCTGTGACAGTGCATGTATCACMGATGGCCATTTAAAATTTAATTGCCCAGA 

TATAT AACG A TCTAC CACTACAGCGGTAGCTATTAGTGCATTGGGGTAATTCCATGGTTG 

ATTCATTTTACTTTTGCAGC TGAAAA AACCTCATGCTGAGCAGAGAGGCATCTAATTTGC 

TCATCATCCA TGCT GGAAGCTTTTTTTGTCTATTAGCTTTGACCTTTATGACCCATTGGA 

CATTTATGCCTTTTAAATGMTGGTACTTTTNNNTNTNNTNNNNNNNNNNNNNNTNAAGG 

GGGCATTTGGTTTTTATTAGAAMCCCCTTAGTMGCACTTTTTTTAACCCAAA 

ACTGGGTATCCTCCAANAGGTCCCMAGCTTTCATTTCATNTTCCACCCTNTTNTGAAAA 

GGGGGAGGCA 

Sequence 5938 

CCCTTTCG A GCGGCCGCCCGGGCA GGTAC I I I 1 1 I I 111 » I I 1 1 II I I I I I 1 I I NCCTTT 
M 1 1 I 11 1C CI I I I 1 1 II I I I 1 1 I I I I NNNNNNNNNNNGGGGGGANNAAAAANTTTNTTT 
TTTANCAANTT TTNNGGG GGGGTGANTCATCANNTNTAAAATGNNGCCNTNCATCNNGNT 
ANTTTGCNANNTTTTTTTNNGAGGAMANNTmCNNTNTTTGGGGGM 
ANTATTCTGTTNTT GCCAGNA CATTTTGTCATNAACTTTTTTNAAAAAAAAANGANNNNT 
GGTGNNA AAAAN TATTTTTTTCCCNNNATGAACTA I I I I I I I I NTTCAANAAGGGGCTNG 
CTTCCTNCTTTTAAANAAANATN I II 1 1 I I I I I NAAAAAANCTNCCNGNTTNNAAGNCAG 
NTNCI I I I I I I I NATNAAAAAATT 
Sequence 5939 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 I 1 1 I M I I I II H I I I I I 1 1 1 NCAGGGTC 

TCACTTTGTCACCTGGCTGGAGTGCAGTGTCGTGATCTTGGTACTGCAGCCTTGACCTCC 

TGGGCTNTAAAAATCCTNTGGCCTCAGCCACCCCCGACCAANTANAGGGGACTACAGGCN 

TGTGCCACCGTGACCAGCTAA I Mill IGTAI I I I I I GTANANACGGGGTTTTGCCATTG 

GCCCAAGCTGGTCTNAAACTCCTGAGCTCAAGGGATCCACCTACCTCAGCCTCCCAAAGT 

GCTAGGATTACAGGCATGAGCTGCCACNCCTGGCCTAAAAGTAAAGCTTAAAGTTGTGAC 

TCAATTACTGTAATCTCATGATAAMCTTTMCAAATMGGAGTTGCTTTTAATGGATGT 

NCAAAAAAGGTAGGG 

Sequence 5940 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I I I I I I I I I I I I I I I I I I I G I I I I I I I 1 1 I I 

Mill II I IN I MUM I I I NI I Mill I I I I I I 1I I11N I I N I 1 1 11 I I I I I I I 1 

I I I I I I I I I I AAAAAAAA AAAAAAAAN I 1 1 I I II I I NNNAAAAAAAANTTNNAAAAAAAN 

TNNT TTNN NTTTNGNNG I I I I I I I I I NGGNCNCCCCCNACNNANTTNGAAAATTTNGCCN 

NNNNTTTTAAAAANGGNCCTTNAATTTTNGAAAAAAANNNNNNANAAAAAAAAAAA 

Sequence 5941 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGGGCAATAAACAACA 

AACAGTTATTTGGTAGAGTGATAAAAGCAAGCATTGCTATTGACAATGGAAGAGCAGCTG 

AGTTCGCCGMGGCGAMCTACTTTGATAAATCTAAGTGTTATGAATGTGGGGAAAGTGG 

ACACTTAAGTTATGCCTGTCCGAAAAATATGCTCGGAGAACGTGAGCCTCCAAAGAAGAA 

AGAAAAAAAGAAAAAAAAGAAAGCTCCTGAACCAGAAGAAGAAATTGAGGAAGTAGAAGA 

AAGTGAAGATGAAGGGGAGGATCCTGCTCTTGACAGCCTCAGTCAGGCCATAGCATTCCA 

GCAAGCCAAAATTGANGAAGAACAAAAAAAATGGAAACCCAGTTCAGGAGTCCCCTCAAC 
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ATCAGATGATTCAAGACGCCCAAGGATAAAGAAAAGCCCATATTTCAGTGATGAGGAAGA 

ACTTAGTGATTAA AATCT TGCCCCAGCCAGTNATAAAAATCCAGAATTGTTAGTAACAAT 

CTTGAAGAGCTTATTTTAATTAAAGTTAGAAAAATTNNTNCTATCATGGTTAATACTATT 

ATTGGCCTCCCAGMAMAGATNTTTTAMAATTTATTTGAAMGTCATTATTAGGGCTT 

TATTCMTGCCTGGACCTGGTTNCTGGAGGGNCTTCTTGAAATTAATTCTTAAAACCAAC 

TTrCTTGAAMCCCCAAMGTTGNMGGATTTMTGGGTCCTTATATTNAMAACTTTTC 

NAAAAAAAAAAA 

Sequence 5942 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCACCATCTTGGCTCACTGCAACTTCC 

GCCTCCTGGGTTCAAACGATT CTTC TGCCTCAGCATCCCAAGTAACTGGGACTACAGGTG 

CCTGCCACCACACCTAGCTAATTTTTTCTATTTTTTAGTAGAGACAGGGTTTCACCGTGT 

TAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCGTGAGCCACCGCGCCTGGCTAGTATATGGTATTTTTCTTTTATGTT 

TATATGATGATGAGAAATTTGAAATTATTGTTTGTTTGTCTTTAGTTTT^ 

ATGGAGAAACCAAACTCCGTGAAATATTTTAAAGAGGCTTCTTCTGAGCCAATATGAGTG 

ACCACCATCTTTGGGAAAAACAAGTCTTAAGGAGCCCTGAGAAAGTGTAGCTGATTTCTG 

TTT TACATTA ATGGGTGGCCAAGTTGTGCCTAAACTCCGAAAGGGGAAGGGGGTATTATG 

AAGI I I I I ICTGATCCCTCTTCCCATCATANCCTGAAACTCAGTTTTTGAGGGTTNTCTG 

GGGGTCCCTTG 

Sequence 5943 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I » I 1 I I I I I 1 1 1 I I 1 1 1 T) 1 1 1 I ) I I I ) 1 1 1 
" IN I 1 I I I II I I I I I I I | | || | | | | | | | M 1 1 | | | 1 1 | | | | | | i |i | | 1 1 | NTT AT AT 
TTTNGGGNNAAAAAAAAAAGGG I I I I II I I I I I NNTTTNTNGNNAAAANNCCCGGGGGNA 
AAAAAAAAANNTTTCNATTTCNCCCCCCCNAAANi I 1 1 I I I I I 1 1 N NTTTTAT AAN AAA A 
AAAAAAAAAN7 1)111 1 N CCCCCCCNAAAAAAAAAANTTTTTNTTNCCNANCNNAAAAAT 
TTTCNCCCNN I I I I ( M N AAAAA AAAAA AAAAAAN AAA I I I I I I I I GNGNCNNAATAAAA 
ANGGGGGGGNATATTTCCCCCTTTTTTTAAAANGNGGGGGGAAAAAAAAAAAA 
Sequence 5944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACtTTNNN 1 1 I I I II I NNNTTTTTNNAATTCAA 

ACTGTGMCCCAAMGTATTTGAGGCAGGTTTCMTCMTTAGAMGTTTATTTTGCCAA 

GG TTMG GATTCACATATGATAAAGCCATTCATATGGTTTGGGGACCTTANAATTTTATT 

TTGTTTTM CATT CTCCCTCTTCTGGCCAAGGTTTGCCANANACAGCATCAATGGCCTCC 

AMTGTTTATTTTGTTCCATAACATTGCCAGGGCTAAAGGACTGTCTGCCTNAGGTCCAT 

CCTGTCCCTCGGNGGGACACTCTGTGGCAGAGGGACTTAANAGTCAAGAGACTTATAGCC 

AATTA AATATTCCAGGCCAGACAGGAATGAACATGGACAGGCATTCATTATCCCGTAATT 

TTTTTGGTGGTTTAAAGAGCCAACAAACAAAAAGCCGAAGGCGANGGTACNAAACTGAAT 

TATATTTMCTTC TGNG TGTTGANCTGCTGCAATCTTTGGGTTTAAGTTACCAGACATTA 

AMCAATTCCCTNTTTTAAAGCCTTAACATTGGTTCTGNAAAAANAAA 

Sequence 5945 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTGCTCAGCTCCTCCCGCTTCCTCTTGGCGCG 

GATGTGCGTCCCCACCCTTTTCTTGATAMTTTGAGGGCCCGTTTGTCCTTGGAGACCTT 

CAGTAACTCCATGGCGCGCCGCTCGTACTCGGAGCTGGATGAGGATGAGTCGCAGGCTCG 

CTATGACCCCAACGGCAAGCCAGAAAGGTTTTACTACAATGTGGAGTCCTGTGGCTCTCT 

GCGTCCTGAAACCATTGTCCTGTCAGCCCTCCAGGATTGAAGAAGAAACTGAGTGATTTA 

CAAACTCAATTAAGCCACGAGATCCANAGTGATGTGCTAACCATAAATTAACTGCAGCTT 

GCCTGCTTCAGCAAAAACGGAGATTCAGGCCAGCAGCTGGATATGGGGGTCTCTCTTCAA 

NACTCTTCTCGTTTCTGAAGAAATCTMGTCTACTGTTGGTTGAGCTTCTTTGGCAAGAC 

ATCAAGTACCT 

Sequence 5946 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACATCAATATGGNCCT 
MCATANAGNGGNCNANTNATATTTTGAAATCAACTCTAGGAAAAGAATGTTTTACTAAA 
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GNNATTCATGAAAAATAAGTGGTGAATTTAAACCCCAGGGCTATATTATATAGAATTATT 

TTTAAATTGAAAAGTTATGTTCACATGTTCCACTCAACAAATAAAATAATTATACCTTTT 

GTGAGCCATGAGGTCTGTAATTTATGAGAGACTCATTAAGTTTTATAGATGTGAAGAATC 

TAGAGGCMATTTGCAAACTGCTTATTTAAAAATATTGTAAAAAACAAAACAAAAAGGAA 

AAACAATAACTTCCCTAACCGTGCTTAGAAAACTTTCTGGTCACTATGTAGCACAGAAAC 

CCAMTACCTTATTAAGCACATGGATATAAGAGGACTTATATTATTTAAAAAAAAAAAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5947 

CCCTTAGCGTGGTC GCGGCCGA GGTACCCAGTAATCACATAAATTCTGCAATCATCTGTT 
TATTTAGCTTAACTGI I 1 1 1 II I IATTTGTTGAAGTTGTGTTGTATTTCAAGTCTTTTTC 
TTATTGGGTTGACCAGACTTGGTAAAATCTGTAAGAAAAGTTCCATAATTATGGGGAAGA 

TTTCTCTGAATTGGCTAAATTCCTGTAGCTGAAAAAAAAAAGAAAANAAAAAAACNCCAG 

CAAAAAAAAAAAAAAAAAAAAAG 

Sequence 5948 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTGTTACATAATTATATAAAATAAAGCTTGT 

AAAAGTTCTATTCTATCTACTCTATAAAGTTTATACAGATTGAGCATCCCTAATCTGAAA 

ATCCAAAATCCAAAATGCTCCAAGATTTGAAACTTTTGTGGCTCTGATATGACATCAAAA 

GTGGAAAATTCCCACCTGACATGTTGCTTTCTGATGATTCAATGTACCTTTCTGCTTAAT 

AGTTAGAAATGAGATTATAAAACACTGACATTGATTTTTCTTGTGACTGATTAAATGAGT 

CACACTAGTTTATATTCATATCATATATGTATAGCATTCCAGAGTAAAACTCTTAGACAT 

GTTTCAAAGGGGAGTGGAACATTTGTTAAAATCCTGGTTCCTCACTGGGAAAGTTGGAAA 

GGCCAGAAATTGGAGCTAACAGTGAATCTAAGANGTAGAACTAGACC 

Sequence 5949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTCCCA 

CAACAGGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGAT 

GACAAACTTGGAGTTCAATGTTCAAGGGCAGGAAGCATCCAACACAGGAGATAGATGTAG 

GCTGGGAGGCTMGCCAGTCAAGACTTTTCACGTTTTTCTGCCTGTTTCATATCCTAGCT 

GCAATGGCAGCTGATTAGATNGTGCCCACCCCAGATTAAGGGTGGGTCTTGCCTTTCCCA 

GCACACNTGCTCAATGTTTATCTTCTTTGGCAACACCCTTACAGACACACTCANGGATTA 
ATATTTTT 

Sequence 5950 

CCCTTAGCGTGGTCGCGGCTCGAGGTACCAACGGCACAAAAGATGGNGCTTGGCCTTGCC 

CANCTCTTTCCCTGCTACTTTCACTGTTGAGCTATATCTTACCTCTACTTNCCNTCANNC 

ATTGTNGGACTCTTTCACCATTCTGGATNTAGGAACAGTTACCTATGTGTGAANCTTA 
Sequence 5951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 

TMCCTCTATCCCTAATGGTGTTTAAATTTTGGTAAAGAAAAATTCATTTTTTCTTTATT 

TTCCAAGAAATG GGTAA GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTC 

TGTCTCTGATGTCTTTTGTGTGAGACAAGATTTTAGGAAATAAATAAGTGGTGCAGGGAA 

TTGTGAGATTACATTTCACCTNCTTTTCTGGCTCTCTCTCTTTTATATAATCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAGAATTTCTAACATATGTAATGATGAGAGAGAGAAAAA 

CTGNCCCACAGGATCAAATTTCATTTCTAATCTGGAGAAACAGGAGTCTAGTTTTCCAAA 

CATTTTTATTCTAAAAA 

Sequence 5952 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACAGGTCCATCTGGTTTTCTCATGTTTTC 

TCCATTCATTAAAAAAGMAMTTAAGGTCTTTTATATATTTCCAAAGACAAGAAAAAAA 

CTACAGTCTCTATTAGTAAGAATTCATGCTCCATGCATGAGAAGTTTGACACTGTTTTAA 
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AGGATCCTGTTCCTGCCACTTGTTGTCCCCCAGGGCCAAGTCCTACTGACACCTGTTGGA 

ATTTCT TGCACT TAGGAGCGGCTCTCTATGGAGAGAGGTCCACATCAAMTTTAGACGTT 

GTCACCTTTTTTGMCTAGATAAAACCAGTAAGGATACAGACAATAATAAAAGGCTTTCC 

AACTCAGCAGAATTAANAACTAGCTCTTGGAGTATATACATTTGCACTCCAATATCAACA 

CTAGCCTATCCACTTTGAGTCAMATTTGAAAGGTAAGAATGTAATTATGAAAATGTGCA 

CAAAATGTTAAATACTAATGGCAAATAAATATATCTTAATATGTTCTAACAAGCAAACAT 

ATATTCMGATAATCAGCCCTGCTTTATTAAAGAANGAAAAGATCCAAATTGTNTTTGTG 

GGGTGGGGCN 

Sequence 5953 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGTTAAGATCTGTGATACGAAC 

CATAGATATTGTCTGACAMGCAGAMTCACCMGTTTCCCCCTTTTGMTTACCACCAA 

GMGTGTTGAMCACCAAATAGATATCATGTTATTTTGGGCATTTGCAGTTTTCTTCCCT 

GCTGCATGTMTGTCTCAGMTCMCATTCTTTTAAMTCTAGACTATATTTTGAGGCAA 

TGMTTACTTATATTCMCTTAGGCTTGTTTTGACATTCAGTAGAACTTTAAGTTCAATC 

TAAAGGCTTCA 

Sequence 5954 

CCCTTACGAGCGGCCGCCGGNCNNGTACCGCANGGGANANATGAAANATTATAACCAAGC 

ATAATATATCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTT 

GTGCAAGGAGAGCCAAAGCTTACACCCCCGAAACCANACGAGCTACCTANGAACAGCTTA 

AAGAGCACACCCCGTCTATGTAGCAAAATAGTGGGANGATTNATAGGTAGAGGCGACAAA 

CCTACCGAGCCTGGTGATAGCTGGNTGCCAAMTAGAATCTTANTTCAACTTTAAATTTG 

CCACA GANCCCTTTAAATCCCTTGGAAATNTNAACTGTTNGTNCCAAAGAGGAAACNGTT 

TTTTTGGNCACTATGGANAAAAACCTTGNNATANAAGAAGTAATAAATTTACCNCCCATG 

GTNGGCCTTAANAAGCANGCCACCMTTTTNGAANAGCGNTTAAGGCNNAACACCCACTN 

CCTTAAAAAATNCCCANNACTTTTAACTNNAACTCCTCAACACCCNAANTGGAACCATTC 

TATNACCCTATATGAAGAAACTAATGNTAGTNTTATTTNACATTGAAAAAC 

Sequence 5955 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTG C I M I 1 1 I I I i 1 1 11 II I I I I I 1NGGAG 

ACGGAGTCTTGCACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCCTCTNAAAAAAAAA 

MATCCAAATAAAGTCTTCTGTAAAGTATGGACACCTATGCCAAGTAATGACATAGGAAA 

AMCTACAGGTTTTATAGTTTTAAGAGATGACAGGATTATAAAAAGCAGGTAAGAATTAG 

TAMTTTGGGCCCTTCCTTTGAGATATTATGATTAAGAATCTTTA 

Sequence 5956 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I I 1 1 1 I I I I 



M 1 1 I I I I I I II I I NTTTCCI I I II I I I I I I 1 1 1 I I I I I I I I I I I NCCNATTTATCGTTN 

TTTATTATNAAANTNATGACCNGGGNGTAAACNTACTTGNGAAAATNTACANCAANTNGG 

GGNTTATMCACNTGACCMANATGACATTAACACNTNCNCTGTTCANA7TTTGGGGTTT 

ANAGGTCMNMCAAAGATNNCANACMNACTTTTTCTAAACGGGNCCCCTTGCANTNGG 

TCCCGAATTNCAAAMTNTCCANTTCNANCTTGGGNCAGNNCGGGMTTTTTANCAAAAA 

ANGAAACCNNAGCAMNTNIsnTTTTTNMCCNNTTNAGNAAACMGNTTm 

TTTTGNNNAGGCCCNCNCCCCNNAAATMCCTTTTANAAAANNMTTTNThnTTT^ 

GTTNA AANAAGGTTTNTAANNGGTGGGCNTATAAAACCNTGGGGNCNAGNACCCCTTTGG 

TTTTTGCMANCCCCCCNAAAAMMAANNGGGTTTNCCCCCCCTTTTTTTNTTAAA 

AAAAATNTTTTAGGGNCCNTAAAAANNGGCCCAAAAAAAA 

Sequence 5957 

CCCTTAGCGT GGTC GCGGCCCGAGGTAC 1 1 I I I M I 1 N I II I I i I I II I I GAGCAGTTA 

ACATTCCTTTATTTTAGTTTCAAGGGCGGNGGANGGGAGAGAGGGANAAAAGATACACGG 

AAACTTACAGCAA 

Sequence 5958 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGAAAAAAACAGTATACCCTATTCCTTTAA 
MGCCAAGGTAAATTTGAAACCTATAATTGATAATTAAAGGTATTCTTCGTAACCCTGTA 
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ACACTCTAATACCACTTTGTTGTCAAGTGTAGTCAGTGTAAACAAGGGCGTATCCCGAAA 

GCAGTGAGGCCTTCCTATCAAAAATCCTTAACCCAGTAACCCGCAAGATGGCCCANATGC 

ATTTCAATCTGNANTGGCAAGCTGCTTTGCTAATGAAAAAAAAAAAAAAAAGCCTTCTAT 

ACCAATTCTMGNTMTTTTANACTAAANCAAGGGTCTTATTAATAGCCAAAGGGATAAT 

TGGAAAATCC 

Sequence 5959 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGATTTTGAAGAAAACGAATGTGGAGATTAG 

GCCACTGGACTCAGAAATAAAATCCAGAATAATGTAAACCACATTCTGAAGCTGTCACTC 

ATATCTGAGTCTCACCTTGTGTTGCAGATAGTCGCCATGTCCTCAGCACAGGAACAGGTG 

GCTGTCTTAATGTCATTGATGTGCAGACAGGAATGCTCATCTCCTCCATGACATCAGATG 

AGCCCCAGAGGTATAGTTTGTGAGTTACTGGGGGCGAAGACATTTACAGACATGTTCATG 

ATCACTTCATTTGGGGCTTACATTGGCCAGTTCAACATATCCTTCCTTCATGATGAAAGA 

MGGACTATTTCTAMTCATTCTTGCAGGTGCTTTGTCTGGGATGGAMTTCCCGTTTTA 

TCTGGCAGTCAGTCTGGTGAACTGCTCGTTTGGGACCTCCTTGGAGCAAAAAATCAGTGA 

GAGAATACAGGGCCACACA GGTA AGCAGCTACTGCAGTTGCCTTGATCTTTGCTCTCAAG 

ATMTGAACTCA AGCCT GCCTTTTNCATCAGGGGMCAATACCTCTTTTTTGGNCCAAAA 

MCACCCCAT GGTT TTTCATTNTCGTAAMCATGTTCCTGGAGCCTTTTGATTGGCCAAG 

TGANTCTGCATTTTGTAGGTACCTCAAGGANTTAMNTTANTTTTAACCAGCCCAT^ 

CCTCCAMAAGGMGTCTTTACTTTTATNTTGGNNAATTNAAAACCATNNTNAAGCTATT 

ATTTTNTTAA 

Sequence 5960 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I H M I I < I i I I I 1 1 11 1 1 II I I I GGAG 

ATGGAGTCTCACTCTGTTGCCAGGCTGGAGTGCAGCGGTGTGATCTTGGCTCACTGCAAC 

TTCCGCCCCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCCTCCAAGTAGCTGGGATTACA 

GGCATGCACCACCACACCTGGCTAATTTTTGTATCTTTAGTANAGACGGGGTTTCACCAT 

GTTGGCCAGGATGGTCTTGAATCTCCTGACCTGGTGATCTTCCTGCCTNAAGCCTTCCAA 

AGNGCTGGGAAACAGGGTGTGAACCCACCCGGCCCTGGGCCCTANTGA A I M 1 1 1 1 I I I I 

TAAACCCACNCCATAAATCTAAAGCAAAGGGTATTGCCAAAGATTTNAGCTTGGGGCCAG 

GGTCTTGACCCCNACCCTGAGCATCTTATTAGCTTTCCCATCAAGGGGAAT 

Sequence 5961 

CCC TTAGCGTGGTCGCGGCCCGAGGTAC I I I 1 1 I I 1 II II 1 I M II I I 1 I ATTNCTTTTT 
TTTAI I II I I I I I 1 1 M I I I Al I I I I I I I I I I I I I I I I I GGN AAAAACCCCCAAANTTTT 

ANNGTTTMTMTGMTNNCNCAACTNNCCAAGGTNCAMAATNTGAAAANNCCNTTTTT 
AAAAAA 

Sequence 5962 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTTGGCAAAGATTGGGCAGCAAGCCTT 

GTGGACCAAACTGGGGTTACTCTCCAGGAAAGAGCAAATTAGTGGTCACAACATTCAGAT 

CTTAGAGCCAGAAGAACAGGACTACAGCAGAGCCTCACTTCAAGACAACTCGGAGGCGCT 

GGCTCCTCTGAAACCCAGACGCTGTCAACTCCCTGGGCCCAGGAGTCACAACCGCTTTCG 

TGCTCTGGGTTCTTCACTTCTTGTGATCAGCTCCACATATTTTTCTGATGATGTCACCCA 

TTCTGACTTCCTACATTTTGAAAGTTGATCTACMGTAAMTCTTTCGTGAGGCTTAAAA 

AAAAGAAGAAAAGAAATAAAAGGTGTGCTATAGGGAGATGGAGAGGAAGAGAAAGGCCCG 
TT 

Sequence 5963 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGNCTCAAGGCAAANNTATGACTGANTTCA 

TCCTNACCTCTGGNGGCCNGNAAAAGNGGGTTATAGAANAACAAGAGGCNTCTAGATCTT 

TCACTGGGTTATTTGGAGAGAAACATCTCCTACACGANNGCCAGTTTAACAAGACTGGNC 

MGGAGGGTATCTTATCTANTTCACAGNNNTNAACACATTGNGTCNCNNNANNTGANACA 

CNNAAACACTNTANNTGANNNAANATATGTCTTNTGAANCCANCCCTAATGAAATGAANA 

TGTGTGATTAACCTGACAG GAAC ATTAGNGAGAGCAACCGTNTANAGTCTCTGGGAGCAA 

CNCATGMCAMCTGAGAATTTTCATNTTANMNATAACAGATANCMTNTGTTTTTAAN 
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TTGGAAGAAATACATTAACTGNACTCAANAATNTAATGTGTCCANCANANNAATTNGTTG 

AAGCAGAAGANAGGGGCTNTCAAAACTTTGGNGAATAGGCCATTGGGAAATCNTGGTNAT 

GGGGNGGGGGAAAMNANNAMANGGATTGGAANATTTTTTAMGNGGACTTTTGGAGAC 

CTTCCTCAAAGGAGGGNTAAATTTTTNNNNTTNCCGGAATGGGGGAAGATTNGAGGGNAA 

MGGGACAGAAAMCTTTTTTNGANGAAATTNTGNTCANNAAAACCTC A I MIN I I GGC 

MGGGGMTAANAAMTTTTGATCTTAGAAATCCCCCANCATCAGGGGTTNGGANAAAAC 

CCAGGG 

Sequence 5964 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTTAGGCAGCTCACAGAGCTGATCTCMCTTTG 

AGCACCATGGGAGGTAAAGACCTCAGGGCAGTTGNCTCTNGTGCAGCTAAAGTGTTTAGA 

AAGCCAGAACGAAGTGAAAGGAAGACCCTAGAGTGGGTCAGCTTTCTGCCAAAGATAGAG 

AATATAGCTATAGAATGCTCCCANCCTACAGTATAGAGCTGTTGTTGGGAAGTGGCTGCT 

CAACCAGTGCCTGTATGCCCTANCCTNTCACACAGTTGGACTACATGACtAGTTCTT 

Sequence 5965 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAGCACCTTGGCGCGCGGAGCTGGCA 
CCTTGGCGCTGTTGGTGGCGGCGGAGACAGCTGTGAAGTGTGANGTTCTTTGTNTGCTGG 
CAGCTANGGGCGACGAGGCGGGACGTCATGGAAGTGAAGG 
Sequence 5966 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATACTAACCAGTTTGGGGCACATAAATGT 

TACMGGGAGAAAAAAAGATTTAGACTAGCATGTGAATTTCATCAAGCAGAGACACCTTG 

GTTAAAAAGCAAAACTTGTGGGGTGGAGAGGAAGGAAAAAAGGAAAACGTAAGAAAAAGG 

ACCGG AGTGCTCACTGTTTATCATTATCAGCCC I 1 Mil l 1 GAGACGGAGTCTCGCTCTG 

TCACCCAGGCTGGAGTGCAGAGGCACTATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGT 

TCACACCATTCTCCTG 

Sequence 5967 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACTGTTAAATTTGTCAATAAGTGACAAAAGA 

ATTCCACAAAATCATGGAACTCTCAAACTCAAGTAAACCAAAAAATAGTTAACCAAATAA 

TGATCTCCGTCAGACAGTGATTTGAATGAGAGATCATATCGTAAGTTTAAAAAGTAAAAT 

TCAMTGTMTGTGATTGAAATACCTCTGAGTTTTACATTACTCCTCATCTGTATAATAA 

MGAGAGGATGAGTGTGAAAMGTTMGAGACATTTAAAAGGTCATACTGGAAATTTATC 

TTTGGA 

Sequence 5968 

CCCTTCGTGGTCGCGGCCGAGGTACGCGGGTATTGGGAGAATCTGCTGCCAGCTTCAGGC 

AGACCTTTCTGTCCTTCGCTGTCAAAGCCAGACTTATAANGAGTANGTGAANGCAAAACC 

CTNNAAAATTATTCGAACANNGAAAMAAMGTTTTGCCTCTTCNAGCCCTGGACCCTTG 

NNNMCTCNGTTTCCCTCACCCTTTNCMTTCACTTNNACCCAATNGTCCCNCTTNGCNT 

TATTCCTTCCACAAGCCTTGGCNTAGATGACANNTCTTGGNAGNGNTTGNCCTTGGCNAA 

NACCTCNCAC TATTA NNCACTTTTTCCCAANGACCCNCNNANCCAAAATNTTGTTAGGTT 

GGNCCMTTMTTTTGGMGANCCTTCCCCTTGGCNTTAGTAGGGGGTATTAAAANAC 

Sequence 5969 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTAATCATACCAGGCTTCTGATTTTACAATC 

CGGGTTTMGCTGTTTACATTTCCAMGTAATCMCTTTTGCTCTCCTAAATCCCTCGTA 

ATATTCAMGTAMACTGATGGAATT7TTTGATMGTTACTACAAGTTTAGCATCACTGA 

TTACCTTCAATGCACTTGCAAGTGAACCACAGCTAATCTGTAAATTAAGAATTCATCTAC 

AMTGGMGCMGAAAGAAMAMGTTGTTTTTCTTAAGCAAAGTTGGAAATAAACAGAA 

AATCTTTTTCTTTAAAGGATGGTGGA 

Sequence 5970 

CCCTTTCTAGCGGCC GCCC GGGCAGGTAC 1 MM I CTTATGATGATTGGTGTAGAAATGT 
GTGATTTGGGTGGGCTTTTACATCTTGCCTACCATTGCATGAAACA7TGGGGTTTCTTCA 
AMTGNGTGTNGTTCATMCTTCTTTTGGGGAGGGGGGTTGTTTTCATTCTGTNTAT^ 
CTGAGGACTCCTACAGGAGCCAAATTTGTAATTTAAGAGACACTTAATTTTGTTAATCCT 
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GTCTGGGACACTTAAGTMCATCTMAGCATTATTGCTTTAGAATGTTCAAATAAAATTT 
CCTGACCMATTGTTTTGTGGAAAATAAGATGTGTTTTGCAATTTGAAGATAATCCTATC 
CTGTTCCCAGGAAAGGCNCANAAAGGTANGCGGANATGGCCCCATT 
Sequence 5971 

■ CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
ACATTCCATGCTGGGTCATACCTGAGTGCCAGTGGGAATATAATTTGGAAGGAATACGTT 
GTTGAAAAACATCCTCTTCAGACAAATATGACCAATGCCTTAGTCATCTATTGGTTATGA 
CMTATCCTCTTGMCAMATTGGTTTCGGGTCTGGGTTCTGGGGTACCAGGATTTTATT 
TTCACTGGAAGGGGCTTTGTGTGGTGGGCCAAGAAAACNCCTTACCGCTTCAAATGGATN 
CCATGGGACCTGAGAAAATGTCAACATCNAACCCANATGAATGAGAAGCCACCAGTGGAA 
GAAAGGG CTTCN ANATAGCTTNNTTCGGGATTNGGAAATTCANAAAANGGCAGCCATTGA 
NNANTCMTTTTCTTATGAAGACCCCTGAAAAGTCAGAAAATTNCTTGACAAATTGGATT 
TTTGGGGGAAAAA AGAA ACTGGCAGATTANTGCTTGATGAACACCATTCCCGGAACCNCC 
TTCTTTTGGAATGNTTTTCTTTAACCTGAGTAATGCCATCATGGGCAGGGGGGATNCTGG 
GCTTGGNCTATGCCCTGGCCACCCCAGGGGACCATNTTTTTTATAATCAATGCTGCTTGC 
TTGGGGCAATATTATTCCTTGAATTCAGTCACCTTTTANTAAAAACAGCCAAGGAAGGAG 
GGGTCTTTGATTATTAAAAATTAGGAGAAAAGGNTTTTGGATGGC 
Sequence 5972 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTTT N I 1 1 1 1 I 1 1 I 1 1 NTTTTTNTNNNCTTAT 
ATAAAATTAl I I I I CTT CMGCTTTTTTTACCTCANAAAAATCCTCTTTATTTTTACAAC 
TTTCnTTACATATTTTTTTATTTCCTGGTTCCATTTACCTTGTTTTATACATMTGTTTA 
AATAAGCTTTGAATTANACATAAATTTTTCACTTTTCTTTTTAAAAGGACACACTTCTCT 
Gl 1 1 1 IGI 1 1 1 I I I 

Sequence 5973 

CTCTAGTATGCATAGCTCGAGCGGCCAGCCAGTGTAGATAGGATATCTTGCANAATTCGC 

CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCANGATGATGGAAGAAAAATTACTNC 

ATGCTGA 

Sequence 5974 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATAATACACGTAACAT 

AAAAAA TATG TATTAACTGTTTATGTTATCAGTAAGGTTTCTGGTCAACAGGTTACTAGA 

GTTATGTTTTGGAGGAGTCAAAAGTTCTATGCAGATTTTCAACTGCACAGAGTCGATACT 

GCTAATCCCCAAGTTGTTTTAGGGTCAAGTCTGTATTCAAATGCATTCGCAGGAGTTGCC 

TTTAACATCTACTTAGACTGATTTAACCACCCCTATTTACTTTGCCAAGAATGTAGAGGT 

ATA TTAAA ATCAA CCAC CAACACTGTTTCTACCAATGTCTTTCTGTTATTCAAATGATTA 

TAGTTTTGTC GACTT TTAG TATTTG GCACATGTGTTATCTAGCTTGCATAAAATAATCTT 

CACTGCCTTGTTTTMTCATTTTTTATTCTGNATTCGTGTNTTGTTTAACAATAATACTT 

TTCTTCTCACCTCTTCTGGGCTAAGGAATAACACATACATATTTGCTAATCTGTTACTTT 

CAAGCnTCTATCCTGCTGTCTTAAGAAACTTCATATGTACCTGCCCGGGCGGCCGGTC 

Sequence 5975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATCATTATTGTGAAGATATGCTATAGCTGA 
TGCGAGACTTTGAATGATCCACCTTGNCTATTNTCTTGAGAAATGCCCTAATNTNTNNAN 
AATATNTNTGAGTTCTNCANCCTCACAAAGCTNCATCACAAGATACATTTTCTTTG 
Sequence 5976 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGTCTTCATGAGAGCACTGTTGTC ' 

TGCGCCGGGAAATCATCCTCTGACCTGTTCACAAGTCTTCTAGATGAAGATTTTCAGCGG 

G TTTGG ATCTATTTAAAAAGCGGTAACTGCAAAGAGGCACCTAATCCACTTGATTTGCCT 

GTTTTTGAGATTCTGATTATCCTGTTACATGTACCTGCCCNGNCGGCCGCTCAAAAGGGC 

Tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnAANCCCNNAACCNTAAAATATAAAACCTNAANTNCCTAATAAATTAACTAACTCACA 

TTAATTACNTTTCCCCTCACTACCCNCTTTTCAATCCA 
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Sequence 5977 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCGAAAATGTGGTGAAGGTCTCAGT 

TGTTATTTCAGAAATGAAACCAAAAGAAACACAATAGCCGAATAAGAACAATAGAGAATC 

CCTTAAAAGACTAGAAGGTTAAAAGGAGGAAAATTATTAAATTAAAAAGAAAGGAAGAAT 

GATCAAAAGCAGCAACCACTGAAGATATGCAGAGCAGATCTAGCATACGGATAATAGGAG 

TCACTGAAGAAGGAAACCAAAGCAAGAAAGCAAGCCAACACTTAAAATTATAACTCCAAA 
AAA 

Sequence 5978 

CCCTTT CGAGCGGCCCGCCCGGGCAGGTAC I I I I 1 I I I I M I I I I 1 I I I 1 1 GATAAAAGT 

ATTTTTGGMTCTAATTTMTGTTCAGGGATCCATTAAGCATTTCAAGGAAGACACTGAC 

ATTACTAMTTGTTCAGCMTGCACAGAATTTGAAAATACACTTGAAAAATAGAACTTTG 

ATATAAACTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCA 

TTCCCCTATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAG 

AAAGTTMGGMGAACATAGAGAAMGGATTGTTTTGCGCAGACATCTGGCTTTGCTTCC 

CCAMGCTACTGAGTACAAAATTTATTGCNGTAAAGAGATTAAAACTATTTCTTATGTAA 

ACCAAAATCA 

Sequence 5979 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTATTAAAGAAAAGTCTTTACTGTTGAGGGC 
ACT GGGTC TCTGGAGTAGATTTAGAAGACACATATAGAATAGGGTGTGATTTCTTACAAG 
TTTCl I i 1 1 CCMTTTGCTTG AAGTTTCTTTTCCTTC 

ATTCAGCAGCTAACCTGGGAGAGTTAGGGGTGTTTCCACTTCTTTCACTTAAGGCCTCAG 
CGTCAGCGGGAGCTCCTATGAGTTTCACACATTTCTTTTCCtTCTTCAGCTGCATATCCA 
CGGGCAGA 
Sequence 5980 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAACAATTTGTTT^ 

TGGATATGGCTCAGACATTTAATGAGTATTATTTAATTTMCATAACTTTMGATTTTAA 

ATTACATGAAAATTTATTTGTAAATC^ 

TTT TMCAA TTATACCT TGATT ACCTATGAAAATTGAGATACTAGACATAGCTAGTTATT 
AGGi i 1 1 1 ATTAACGAATTTTATTGCCTGTTAATATCAGGAATTTACCTAAGTAAGAACT 
TTAAGGTTAAA TACAT AGGTCAATAAGTCCTATTGTATAAATCCTGTCAATAAGTCAGGA 
GACATGGCTGATTTTATTAAAGCMCAATATTAAATTAATCTTATCAAAGGGGTTAAAGA 
TTATGTTGNTTTAGGCTTTATCACCTTA7TACATTAAAAGATCTAGCAGAGGCATATATA 
MACTGTGTGACCAGTAMCTCAAGTGAGAATGTATGTTGACACTTTTGAAGNATATTTC 
TAATTTTATTTTTCAACCA I I I I U AA 
Sequence 5981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCGCCGCGCTAGCCAGGATGGTC 

TCGATCTCCTGATCTCGTGATCTGCCCACCTCGACCTCCCAAAGCGCTGGGATGACAGGC 

GTGAGCCACCATGCCTGGCCCGTATCTGGATAATTTTAAAMATTTTTTTGTAGAGACAA 

GGTCTCACTATGTTGCCCAGGCTGGTATTAAACTCCTGGGCTCAAGCAATCCGCCCGCCT 

CTCAMGTGCTGGGATTATAGGCGTGAGCCACCATGCCAMGCCAAMGAGTMTTTTTA 

ATATATAAAAAGCTCAGGATAAAAAAAGGCAGGAAGGATACCAAGCAGAAAAATAGGCAA 

AAGTTGAGCTGGGCTCANCAGCACATGCCTGTAATCCCTGCTACTTGTGAAGATTGAGGT 

GGGGAGGAAATGCTTGACCCAANGAGCTTCAAGACCAGCCTGGGGCCGACACCAGNACCG 

ACCCCCATCTTAAAAATTAAAAGAAAAAATAGGGCCAAAAATTACAAGCNAGATGCCGTT 

CACAAACAGGAAATACCAATGGCTTCATATAAAATCTGGNGTCCAACCTTACTAAATAAT 

CCAMGATGTCAAAAATTGMTACTTATTCTTTCATGGTTTNGGAAAACATGTAAATTAA 

AAAA 

Sequence 5982 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTMTTTATTTGTCGTTAGTGTTAAAGATT 
AAGCATA GTAAC TGACTCTTAAGTGTTAAATAATGTAGAAGTAAAAAAA I II I M 1 1 AAA 
AGGCTTMTTTTGGGANGGGGGGGGACTTTATTTTTCTGTTTACAGNGTMTTACCCTTC 
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CTTCCCTCCTCTTCTCCCCCCACACCCAACAAAATACAGTTTGGAATTCACTGAMCAGT 

ACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnhnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnGCGTAATCATGGGGTCATAGCTGTTTCCCTGTGTGN 

AAATTGTTAISiTNCGAGTCACAATTTTCCCACCACAACCANTANCGAAGCCGGGG 
Sequence 5983 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAACTGTCAGGTTGCCGTCTAGGTAGCG 

GTTGTGCTTGCTGAGGCTGCACTTGCTGACACTGCAGCTGCGACGCGGCTAAGAGGCGCA 

GAGCGAGGAGTCGGGATTTGGTCGCGAGCGGCGACGAGCATTTGTGCAGAATGTCATCAG 

ATGAGGAGAAATACTCACTTCCAGTTGTGCAAAATGACTCCAGTCGAGGCAGTTCTGTCT 

CTTCGAATCTTCAGGAAGAATATGAAGAACTGCTTCATTATGCTATAGTGACTCCAAATA 

TTGAACCCTGTGCTTCACAGTCATCTCATNCTAAGGGGAGAATTGGTGCCAGATGTCAGA 

ATTTCTACAATTCATGATATTCTTCATAGTCAANGAAATNACTCTGAAGTAAGAAGAAAC 

TGCMTATGAAANTTGGAAMGGATGTGATTTNCATATTTCAAGTCATTCAAAGACAGAT 

GAGTCATCCCCAGTGGTATTCGNCMGGAAGCCTTNTTACCCAGTCATGGATTTTTTTCA 

GTTCACATNTTTAGCTGACTNTTTCTTACCAGCAACAAAATCTAGTCATCCAGAAGCCCA 

TGAMTACTTGGGGAGCGMTTTCTTGTTTTTGATGAAAACCTTCGAAAAAGGNAAATGN 

GCTTGATCTTTGGGNGTCANGGCTTAMCAAACCTTTTATTTTTACTAATAAATGGAGAC 

TT AATTTNTTTACTTG C N CCCC AATG G G AATG AG A AAA A AAAA AAAA 

Sequence 5984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTACGAATGCCACGATTGTGGGAGAACCTTC 

AGGAGGAGGTCGAATCTGACACAGCGCATAAGAACTCATACTGGAGAAAAACCCTACACA 

TGTMTGAGGTGNGGGGGAAAATCCTTMCCAATNAGCTTTTTCTTCTTACAATTCACAG 

GGAGAAATACATAATGNGAGAAGAAATCCTATGAGTGCAGTGGATTNGTGGGAAAATCCT 

TTAATGTTCTCTCGTCCGTTAAGAAACACATGAGAACTTCACACCTGGAAAAAAAACCCT 

ATGMTTGTMTTTATTTGCCGGGGAAMATCCTTCACAAGGTMCTCCTACCTTTTCTG 
T 

Sequence 5985 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACACATTCTTTTCTTCAGCATGTGGATCATTCT 

CAAAGATAGATCACATTTTAGGCCACAAAACAAGTCTTAAAACTTCCAAAAAGAGAAGGA 

AATTATATCAAGCATGTCCTCTGACCAAAATTGAATAAAACTAGAAATCAATAACAAAAG 

GAACTTTGGAAACTATACAAACACATGGAAATTAATCAATATGCTCCTGAATGACTAGTT 

G GTCAATAAMAAATTTAAM ATTAMATTTTTTG AAACAAATG AAAATAGTA ATAAAAC 

ATATCAAAATTTATGGAATACAGCAAACCATCACTAAGAAAAGGTTTACAGCAGTAAGTA 

ACTGCATTAAAAAGGTAGAAAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGA 

AAGCACCTACTAAGCAAACCAAAAGTTAGTAGAAGAAAAGAAATAATAAAGATCAGAGCA 

GAAGTAGTGAAATTAAAACTAAAATCAATTACAAAATATTAATGA 

Sequence 5986 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCCGGCAGCACAACGAGNNCAGNCACAACTTT 

GAGAGCATGTCACCTGCCAAGCCAGTCCAGCCTNACAGAGAACGGAAAAGAGCCNNCAAA 

TNCAGCNAGCACAGNATGAGTTAGAACTCANACTCCCATNAACTTAGACTTACTAGNACC 

ATCCTGCTTTACAGATTTGATTGCTTTGGAMGACTTCMGCCTTGNCACTTGCTGTm 

TCTCACNNGMAAGTATATGGCTTTCTGCTTTTGATCCAAACCCCANCAAAGCCTNNCTT 

AAGNNTCCNGACCTTNCTTTGGGNMNNAGGTTTTNNCTTTTTCMGGTTTTTCNAAGAT 

GTAAGGNTNTTCNTTGMTGCMTTTTGGCATTTNAMTTCCACGNATTCCNGNMNTTT 

AAA TNCNTM TTGGTTCCTAAMAGANTGTTGGTTCTTTTAACCTNCNNNGGANTCCATN 

TTTATTTTTAMCCANTAAANGGGCTTTCTTAAMNGGCNCTNCATTTTANCTGGGNCC^ 

ANNCCCTNTTCNTAAACAAAACTTCCNTNAAAANCCGGTTAAAAAAAATNTTGTTGGCAT 

GAATCTTTANCAGTACNCTTTTAAAAAGGNGCTTTTTTTGNNCCCTTNCCCGG 

Sequence 5987 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGCAGTCATGGCTCACTGGAGCCTTGAC 
CTCCTGGGCTCAGGCAGTCTTCTCACCTTAGCCTTCTCAGTAGCTGGGACTACAGGCATG 
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CACCACCACACCTGGCTMTTTTTAMTTTTTTATAAANACAGGGTCTTACTTTGTTG 

TGGGCTGGTCTCAAATtCCTGGGCTCAAGGNATCATCCCACTTCANCCTCTCAAAAACTC 

TANAATTATAAATTTNAACCACCATACCCACCCCCATCATCTTCTTATAAAGACACTAAT 

TATTGMTTCAANACACACACTAAATCCAATTTAATTNCATCTCAAAATCCTTAACTAAT 

TATAA CTCC AAAAACTCTCTTTCCAAATAAAATAACATTCTTAAATTCTAAATAANCCCT 

TTAMTTTTAAAAAMTTCTTCACAANTTANAMCCACMAAAAACANTTAATTTATAAC 

AAATACTCATTAAAAATTTCATAAAAAAAAAMCATTTCCACTTAAACTTAAAAAAAMT 

CAMATTNTTTCNACCCAGAAAAANTTTTNCCCAAANNAANTCTAAATNCCI I I 1 I 1 1 I I 

I I I I 1 1 I I i 1 1 I I I 

Sequence 5988 * 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACNCGGGGGAACAACGGAGGCAGAGGAGCTGA 

AGACTCCAGTATGCAACTGACTACAAGGAGGTTTGTGAGGCTTCAGTTGATCGTGAGTGT 

AAGTGCTTCAGTGCGATCAAAGTTCTACGTGCGAGAGCCGCCGAATGCCAAACCTGACTG 

GCTGAAAGTTGGG TTCAC CTTGGGCACCACTGTCTTCTTGTGGATCTATCTCATCAAACA 

ACACAATGAAGATATTTTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAACAAAAGGAACTTTGGAAACTATACAA 

ACACATGG AAATTAA TCAATATGCTCCTGAATGACTAGTTGGTCAATNAAAAAAATTTAA 

AAATTAAAATTTTTTGAAACAAATGAAAATAGTAATAAAACATATCAAAATTTATGGAAT 

ACAACAAACCATCACTAAGAAAAGGTTTACAGCAGTAAGTAACTACATTAAAAAGGTAGA 

AAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGAAAGCACCTACTAAGCAAAC 

CAAAAGTTAGTNGAAAGAAAAAGAAATAATAAAGATCAGAGCAGAAGTAGTGAAATTAAA 

ACTAAAATCAATTACAAAATATTAATGAAAGGAAAGGTTGGTGTTCATAAAAGATAAAGT 

CAACAAACTTANGGCAAACTAAAAAACCAAGGAGATATTAAAATAAGTTAATAAAATCCA 

GAAMTCAMAGAGATTTTCAACTGATCCTGCGAAATTCAAAGGTTATTAGTNACTNCTN 

GAGNCAGGTTTATGCCATTAAATTGGGAATAAGGAAACCAAACCCTTACCACCAGATCCA 

AGGCCTTATTAAAAAGTCTCCTNTCGAGAAAAGTCCCNGATTCATGGACTTCCCAGGTTG 

AATTTACTAMCCTTTTTAAMGAACTAATTCCATTCTTCCTCAMTTTTT 

Sequence 5990 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTTTTTTCMCCAGTTTATGAGAGAATGAA 

MGMTGAMGTGAAMTTTTACTTMCTTAGGGTTATGTAGCTCTAGGTAATCTCTTCA 

GMCTCCCTTGCTTCACCTTCTCMGTTAATCAACAGTGGCTAGTTTATAACTAGAAACC 

ACTTACCAMTTGCCTAMCMGAMACTTTTTAAAATAACAATTTGCTGATCTGTCCAA 

TAACTCCAATAAAGTTGAATTTGCTTTATTTTTCCAAAAATTATGTTGTCTAGATAAAGA 

CTCTTTGTAAGTGTAMTGTATGATATATTGAGTTGATTTTTAGTCCCTATTAGAGAGTT 

GTTAGAC MGTTA TTAAAGTTTMGAAAATTTGGATTCTAAATTTCCACCTGATAACATA 

TATGAMTATTTTATATTTTCAATATATACTTACTTATATTTTGCACACTGTATATAAAC 

TAGGGAGATTAAGAAATGGTTTAAGGCCCTTCTCTGGGGGGATATCTGCCCTATATAAAG 

GAAMAMGMAGGGTAGAAAGAGACTTMCTTTTTTTCTATCTTCCATAAAAAACTTCN 

AAAATGTTC I I I I I AAAATGGAA I I 1 1 TCAA 

Sequence 5991 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTACAGTGGCAACAGCCTGCAGGATACCAAG 

GCTCCCATGATGCCTCTGAGCTGTTTCCTGGGCAATGTCTATGCTGAGAGTGTAGATGTT 

CTTCGAGATGGAACTGGACCTGCAGGTTTACGACTTCGCCTACTTGCTGCAGGTTGTGGA 

CCTGGCCTATTAGCAGATGCCAAGATGCGGGTATTTGAACGTTCAGTGTATTTTGGTGAT 

TCCTGCCAAGATGTTCTTAGCATGCTTGGCTCTCCACACAAAGTCTTCTATAAATCAGAA 

GA CAAGATG AAAATTCATTCTCCTTCCCCTCATAAACAAGTTCCATCGAAGTGTAATGAC 

TACTTTTTTMCTACTTCACTCTTGGAGTGGACATCCTCTTTGATGCGAATACACACAAA 

GTGMGMGTTTGTTCTACACACCAATTACCCTGGGCATTATAATTTCAA 

Sequence 5992 

CCCTTGCGTGGTCGCGGCCGAGGTACAGTTACCTCCAGTCTCTTGTGTATCTGGAATGCA 
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CTTACTTCCTNTTAAGGTTCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATC 

CATGGGGACTGAGACAGANCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACA 

CTGATCCATGGTCACAGTTTGGAATGTGCTGAGAAGCTTCATCTACAATCAAGTTTCTCA 

GTAAGAAGTCCCCGCAGAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAA 
AGGGCGAATT 

Sequence 5993 

CCCTTTCGAGCGGCCGCCCGGGCA GGTACTTTN I I I 1 1 1 I I I 1 1 I I I I I 1 1 I I II I 1 1 1 1 

) 1 1 1 1 ) 1 1 1 n ) 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M | n 1 1 1 ii 

III 1 1 1 I 1 1 I I N AAAAAAAAAAAAAAAAAANTTTTTN NNN N N AAAA AAA AAAN N 

TTN N AAAAAAAN NTTTCN N NTNTTAAAAAAAAANTTTTTNG G AAAAAA AA 1 1 I I I 1 1 1 1 I 
TTTTAAANGGGNAAAAAAN 1 1 1 I 1 1 1 I NTTTTN AAAAAAAA 1 1 1 1 1 1 1 1 I GAAAAAAAAA 
AAAAANT TTTAAAAACC NGGGGGGGTNNTTN 1 1 1 1 I 1 1 AAAAAAAAAAAAAAAAAAAAAN 
CCCTAAAI 1 1 I I 1 1 I I I AAANGGGGTTTTTNTTTNGNCCCCNAAANTNA AI I I I I 1 1 1 1 A 
AAC ANNI 1 1 1 1 1 1 1 1 1 1 CAA ANNNAAAAAAAAACNCTTTCNANCNAAATTATGNAAAAAA 
AAAAi 1 1 1 I NTTNTTTTTTTANTTNAGAAAAAAAAAAA I I 1 1 I I I 1 1 I NNANNAAAAAAA 
AANGG GANAATTTTN ) 1 1 1 1 1 1 I I CNTNAAANAAANANTCTAAAAAAAG 1 1 1 1 I 1 1 1 1 1 1 
TTTTTGAAAAAACNNANTTTNGGGGTTTTTT 
Sequence 5994 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTAAAAGAAAATAG7TCCCAAG 

AAATGAAACTGGCTCCAGAAAGCTGACAGCTCATCCTGTCCATGACACTTACCCACTTCC 

AGGGTCACCTGCAAACACCAACTTCCTAGCCTTACAGTATGTGATCTTCTTTGCCTGGAA 

CCCGAGGGCGCATCCAGCTGCTGCTATTTTTGTCCCTGGCTTTGGGCTGAACTAATAATG 

TTATGAGAAATTTTAAGAATTTGT 

Sequence 5995 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 I I I I 1 1 1 1 I I I I I I I I 1 1 1 GGGAAATG 

AATGTTTATAGCAGCATTAGTCACAACAGCCAACAAGCAGAAAAAACCTAAATGCCCATC 

AATTGAATGGACAAACAATATGNGGTATATTCATACAATGGAATATTATGCAGTCATAAA 

AAGGAAAGAAATACTAATACATCAACAAGGATGAGCCTTGAAAGCATTATGCTAAGTGAA 

AGAAGCTGGGCATAAAAGACCACATATTGNATGATTCTATTTAAATGAAATGTCCAGAAT 

AAGCAAATCCATAGAGACAGAAAGTAGACGAGTAGTTGTCGGGGGCTGGTAGGAGGGGAT 

AATAGGGAGTGATAGCTAGGGATNTGGGGTTTCTTTACGGGAGGGAGCTTAAAAACGTTC 

TGCAATTA GTGAT GATNGC TGCC ACAACTTTGTGAAAATGAAAAAGGGAAATTTTATGGG 

GGGGTAMTTTTTATCTCAATTTTAAAATCCTTTNATGAACACCTGCTATTAGCACAAAC 

AGACTTTCC TAAGC CCTGAANTAATATTGGCCCTTGTTGACTGCCTAACCCAATNGGTTT 

TTTACAMTGTTTTCCTTCTCCTTTAAMCATTMGGGGATTTTTTTA 

Sequence 5996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGAGGAATATTTGCTCTGTGCCATCAGC 

CGNGTAGAAACTANAATAACCAGCTGCCATATTGTGAGCTGATTATGAAGAGGACCATGT 

GGCAAGACACTGAGGGAGATCTCCAGCCAACAACAACTCATAAGCAACTAAATCTTGTGA 

TGAACCACTGGAGTCATCTGGAAAGAGGATCCTCTCACCTTCAATCTTTGAAATGGCTAG 

AGCTCTGATGACAGTTGGATTACAGCCTTAGGAGAAACAGAGAGCCGGGGAAATTTGTGC 

CCAGGTTCCTTTCCCACAGACATTGTCAGATAATAAATATCTNTGCG 

Sequence 5997 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGAAGGTGATATTAAAGGTGAACGTGTAT 

TATMTGGGGCTGTGTTGATTTCTATMGTGGTTCATATTTTTTCCTGCGAATTTCTTAG 

GATGTAACCATTACTAACGATGGTGCAACCATCCTGAAGTTACTGGAGGTAGAACATCCT 

GCAGCTAAAGTTCTTTGTGAGCTGGCTGATCTGCAAGACAAAGAAGCTGGAGATGGAACT 

ACTTCAGTGGTAGGTAGACTGGCTAMGMTGATCATTTTTCTAAAAACGACCCGACTTT 

CAGAAAGTTGAAGCCATAAGTGGGTCATTTGTGCTGTGTCAGAAATAAGTTACATATTCT 
GAATGC 

Sequence 5998 
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